MperickypaHT Ha 10.10.2023r.

HanmeHoBaHue

Ycnyrn HaHomeguka
NyueBas gnarHocTuka
Bblgaya gy6nmkara 3akitodeHns (NpoTokon uccnegosaHma KT/MPT ¢ 3akitoueHneM Y CHAMKK)
A06.30.002.001 OnucaHune n nHtepnpetaunsa KT
ApX1BUPOBaHUE faHHbIX Ha Auck (MPT, KT, peHTreH, mammMorpadgus)
PeHTreHonneHka (MPT, KT, mammorpadus)
A06.30.002.002 OnucaHve n nHtepnpetauma MPT
A06.30.002 OnucaHve 1 HTepNpeTauns peHTreHorpauyecknx N306pakeHni
B01.039.001 Mpwuém (0cMOTp, KOHCYNbTaLMs) Bpaya-peHTreHonora nepBruYHbIi
B01.039.002 Mpném (0CcMOTp, KOHCY/bTaLWs) Bpaya-peHTreHo10ra NoBTOPHBIN
KomnbloTepHas Tomorpadus
lonoBa

A06.23.004 KomnbroTepHasi ToMorpagusi Yepena/rosioBHOro Mo3ra HaTBHOE MCCNeAoBaHme

A06.23.005.006 KomnbroTepHas ToMorpagus Yepena/rofioBHONO Mo3ra ¢ BHyTPUBEHHbBIM
KOHTPacT1pOBaHNeEM

A06.08.007 KomnbroTepHas ToMorpadusi npuaaToyHbIX Nasyx Hoca, roptaHn

A06.08.007.004 KomnbroTepHas TOMOrpadums NpuaaToYHbIX Nasyx Hoca ¢ BHYTPVMBEHHbIM
60/1H0CHBbIM KOHTPACTUPOBAHUEM

A06.25.003 KomnbroTepHasi ToMOrpagusi BACOUHO KOCTH

A06.25.003.002 KomnbroTepHas TOMOrpadums BUCOUYHOM KOCTU C BHYTPUBEHHbLIM 60/HOCHbLIM
KOHTPacT1pOBaHNeMm

A06.26.006 KomnbloTepHas ToMmorpagus rnasHuLbl

A06.26.006.001 KomnbloTepHas TOMorpagms rnasHubl ¢ BHYTPUBEHHbIM 60MHOCHBIM
KOHTpacTupoBaHnem

A06.23.004.007 KomnbroTepHas TOMOrpadus cocyoB ro/IOBHONO MO3ra C BHYTPVBEHHbIM
60/110CHBIM KOHPAaCcTUPOBAHNEM

A06.08.007.002 KomnbtoTepHas TOMOrpadus ropTaHn ¢ BHYTPUBEHHbLIM 60/HOCHBIM
KOHTpacTMpoBaHNEM

Lles

KomnbtoTepHasi ToMorpagusi aHrmorpadus aKcTpakpaHuasibHbIX apTepuii ¢
KOHpacTMpoBaHueM

A06.08.009.002 KomnbroTepHas Tomorpadus wemn ¢ BHyTPUBEHHBIM 6O/TFOCHBLIM
KOHTpacTMpoBaHneM

pyaHasa knetka

A06.09.005 KomnbroTepHas Tomorpadums opraHoB rpygHOM Nonoctn

A06.09.005.002 KomnbroTepHas TOMorpadus opraHoB rpyfHOM NONOCTY C BHYTPUBEHHLIM
60/HOCHBLIM KOHTPACTMPOBAHUEM

A06.11.004 KomnbloTepHas Tomorpagus cpefocteHns

A06.11.004.001 KomnbtoTepHas ToMorpagus cpegocteHmnst ¢ BHYTPUBEHHBIM GOFOCHbLIM
KOHTpacTupoBaHnem

BptoLuHas nonocTb, KoNoHorpagums U Ta3

A06.30.005 KomnbroTepHas Tomorpadums opraHoB GPHOLLHOM NON0CTU

A06.30.005.003 KomnbtoTepHas TOMOrpadusi opraHoB GPHOLLHOW MOMOCTU C BHYTPUBEHHbIM
60/H0CHBIM KOHTPACTMPOBAHUEM
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3abpHOLWNHHOE NPOCTPAHCTBO

A06.28.009 KomnboTepHas Tomorpagua noYek n HaanoyYeyHNKOB 3500
A06.28.009.001 KomnbtoTepHas TOMorpadums noyek 1 BEpXHUX MOYEBbIBOAALLNX NyTel ¢ 8700
BHYTPUBEHHbIM GOMOCHBIM KOHTPaCTUPOBaHMEM
A06.30.007 KomnbroTepHas ToMorpagusi 3a6proLLMHHONO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbroTepHas TOMOrpadms 3abproLLIMHHOIO NPOCTPaHCTBA C BHYTPUBEHHbIM 8700
60HOCHBLIM KOHTPACTUPOBaHNEM
A06.30.005.001 KomnbroTepHas ToMorpagusi 6pHoLLIHON NOAOCTU U 3a6PHOLLMHHOIO 8700
npocTpaHcTBa
KocTHO-MbILweYHas cuctema (MO3BOHOYHMK)
A06.03.021.001 KomnbtoTepHas TOMOrpadms BepxXHeli KOHEYHOCTH 2600
A06.03.021.002 KomnbroTepHas ToMorpagusi BepXHein KOHEYHOCTU C BHYTPUBEHHBIM 8700
60HOCHBIM KOHTPACcTUPOBaHNEM
A06.03.021.001 KomnbroTepHas TOMOrpadumsa KOCTHO-MbILLEYHON CUCTEMbI 2 CETMEHTOB (2 3600
CYCTaBOB, 2 OTAEN0B KOHEYHOCTU, 2 OTAEN0B NO3BOHOUHMKA) HATUBHOE MCCNEA0BaHNE
A06.03.021.002 KomnbtoTepHas Iomorpaqavm KOCTHO-MbILLEYHOW CUCTEMbI 2 CErMEHTOB (2 9700
CYCTaBOB, 2 OTfeNa KOHEYHOCTEM, 2 OTAEN0B NO3BOHOYHNKA) C KOHTPACTVPOBaHWEM
A06.03.036.001 KomnbroTepHas ToOMorpagus HUKHEn KOHEYHOCTH 2600
A06.03.036.002 KomnbroTepHasi TOoMOrpagunsi HKHEMKOHEYHOCTU C BHYTPUBEHHbLIM 8700
60/M0CHBIM KOHTPACTUPOBaHMEM
A06.03.058 KomnbroTepHas ToMorpagus No3BOHOYHUKA (OAUH OTAeN) 2600
A06.03.058.003 KomnbtoTepHas ToMorpagusi NO3BOHOUYHUKA C BHYTPUBEHHbLIM 6OHOCHBIM 8700
KOHTPaCTUPOBaHVEM (OAWH OTAEN)
A06.03.062 KoMnbtoTepHas ToMmorpapust Koctu 2600
A06.04.020 KomnbloTepHast TOMOrpagmns BUCOYHO-HYKHEUENHOCTHBIX CyCTaBoB 2600
A06.04.017 KomnbloTepHas Tomorpagus cycrtaBa 2600
Manbiii Ta3
KomnbrloTepHas ToMmorpagusi opraHoB Masioro Tasa HaTMBHOe uccnefoBaHue 2600
KomnbloTepHas Tomorpacgust opraHoB Maoro Tasa ¢ KOHTpacTupoBaHveM 8700
Cocygabl
A06.12.052 KomnbloTepHO-TOMOrpaguyeckas aHrnorpagmsa aopTbl 8700
A06.12.053 KomnbloTepHO-TOMOrpaguyeckas aHrmorpagusi CocyoB HMXHUX KOHEYHOCTEN 8700
A06.12.050 KomnbroTepHO-TOMOrpaguyeckas aHrmorpagus 0gHoON aHaTOMUYecKor obnactm 8700
A06.12.054 KomnbloTepHO-TOMOrpadmnyeckas aHrmorpapus cocyioB BEPXHUX KOHEYHOCTEN 8700
A06.12.055 KomnbroTepHO-TOMOrpagmyeckas aHrnorpacgus cocyoB Tasa 8700
A06.12.057 KomnbroTepHO-TOMOT paguyeckas aHrmorpagusi NEroyHbIx COCcya0B 8700
A06.12.058 KomnbloTepHO-TOMOrpaguyeckas aHrmorpacgus 6paxmouedansbHbiX apTepuia 8700
A06.12.001.001 KomnbroTepHO-TOMOrpadmyeckasi aHrmorpadms rpyaHoi aopTbl 8700
A06.12.001.002 KomnbroTEPHO-TOMOrpadmyeckasi aHrmorpadus 6proLLIHON aopThl 8700
Cepaue
A06.10.009 KomnbloTepHas Tomorpagusa cepaua (¢ onpefeneHnem KOPOHapHOro KasbLys) 3500
A06.10.006.001 KomnbroTepHO-TOMOrpaduyeckas kopoHaporpagpus 12900
A06.10.006.001 KomnbroTepHas ToMorpagus 1eBoro npeacepams U NéroyHbix BeH 12900
MarHUTHO-pe3oHaHCHasi ToMorpadus
lonoBa
A05.23.009 MPT ronioBHoro mosra 3100
A05.23.009.001 MPT rosioBHOro mo3ra € KOHTpacTMpoBaHNEM 7100
A05.12.004 MP apTepuorpadus (ogHa 06nacTb) 3100
A05.12.005 MP BeHorpagus (ogHa 06nacTb) 3100
MP aHrnorpadua aptepun 1 BeHbl FONOBHOrO MO3ra C KOHTPacTUpOBaHNEM 7100

MP aHruorpacua aptepuv ronoBHOro Mo3ra ¢ KOHTpacTMpoBaHneM 7100



A05.22.002.001 MPT rnnogmsa ¢ KOHTpacTMpoBaHNeM 6500

A05.26.008.001 MPT rnasHuL, C KOHTPacTUPOBaHNEM 7100
A05.08.001 MPT OKONOHOCOBbIX Nasyx 3100
A05.26.008 MPT rnasHuuybl 3100
A05.22.002 MPT runocusa 3100
A05.04.001 MPT BUCOYHO-HUXXHEYENHOCTHbIX CYyCTaBOB 5000
A05.30.008 MPT kpaH1oBepTeGpanbLHOro nepexoa 3100
CnnHa
A05.04.001 MPT KpecTuL,0BO-NOAB30LIHOIO COU/IEHEHNA 3100
A05.30.008 MPT wwen 3100
A05.03.002 MPT rpygHoro otgena 3100
A05.03.002 MPT nosicHM4HOro otgena 3100
A05.03.002 MPT KOon4yMKoBOro otaena 3100
A05.03.002.001 MPT rpygHoro otgena ¢ KOHTpacTMpoBaHNeM 7100
A05.30.008.001 MPT wweun ¢ KOHTpacTMpOBaHVEM 7100
A05.03.002.001 MPT NOSICHMYHOIO OTAeNa C KOHTPacTMpoBaHUem 7100
A05.03.002.001 MPT KOMYMKOBOIO OTAENa C KOHTPACTUPOBaHNEM 7100
A05.23.009.010 MPT cnuHHOro mosra (o4uH oTtaen) 3100
A05.23.009.011 MPT cnnMHHOro Mo3ra ¢ KOHTpacTMpoBaHmeM (O4VH OTaen) 7100

BHyTpeHHwe opraHbl

MPT neyeHu 1 >KenyHbIX NPOTOKOB C KOHTpacTMpoBaHmem (MpruMoBKCT) 14000
A05.30.005 MPT opraHoB 6pHOLLHOI MOA0CTU 4000
A05.30.007 MPT 3a6pHOLUMHHOIO MPOCTPaHCTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLHOM MOMOCTN C BHYTPUBEHHbLIM KOHTPACTUPOBaHMEM 7100
A05.30.007.001 MPT 3a6pOLUMHHHOIO MPOCTPAHCTBA C BHYTPUBEHHLIM KOHTPACTUPOBaHNEM 7100
A05.22.001 MarHUTHO-pe3oHaHCcHas ToMmorpahmsa Haano4Ye4yHKOB 4000
A05.22.001.001 MarHUTHO-pe3oHaHCHasA ToMorpapumsa HafNnoYe4YHUKOB C KOHTPaCcTMPOBaHMEM 7100
A05.14.002 MP xonaHruorpagus 7100
A05.15.001 MPT nogxenygo4Hoii xxenesbl 3500
A05.15.002 MP xonaHrnonaHkpeartorpagms 4000
A05.28.002 MP nouek 3100

Marbiii Ta3 My>CKOiA

A05.30.004.001 MPT opraHoB Ma/ioro tasa ¢ BHYTPMBEHHbLIM KOHTPacTUpOBaHemM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000
A05.21.001 MPT MOLLOHKM 4000
MPT Masnoro Tasa (My>CKOW)+MOLLOHKa HaTUBHOE UccnegoBaHne 7000
A05.21.001.001 MPT MOLLOHKM C KOHTPacTUpPOBaHVEM 7100

Mariblii Ta3 >XeHCKWiA
A05.30.004.001 MPT opraHoB Ma/ioro Tasa C BHYTPMBEHHbLIM KOHTPacTUpOBaHemM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000

MPT aHopeKTanbHO 061acTu

A05.30.004 MPT AHOPEKTA/IbHOW (MEPVUAHASIEHOW) OBJIACTV (aHanbHbIN KaHan,
HapY>KHbIV U BHYTPEHHWUIA aHa/bHBIA CHUHKTED, NIeBATOP aHyca, Me30peKTaibHas KneTtyartka, 4000
NMMOY3Nbl, NEpUPUPUIECKUE MATKUe TKaHN)

CyctaBbl

A05.04.001 MPT ogHoro cycTaBa (Ne4€BOA, TOKTEBOW, KACTb, SIy4e3ansCTHBIA,

o o . 3500
TaszobeApeHHbI, KONEHHbIN, rOIEHOCTOMHBIM, CTONa) HaTUBHOE UccnegoBaHme



A05.30.011.002 MPT Kuctm 3500
A05.30.012.002 MPT cTtonsl 3500

Msarkue TkaHu

A05.30.010 MPT MArkmx TKaHei ronosbl 4000
A05.01.002 MPT MArknx TkaHe 4000
A05.01.001 MPT MArKnx TKaHeli ¢ KOHTpacTMpoBaHEM 7100
A05.30.010.001 MPT MSrKnx TKaHel ronoBbl C BHYTPEHHUM KOHTPacTUPOBaHNEM 7100

KOMIMJIEKCHI ICCNEAOBAHWN
A05.03.002 MPT ronoBHOro mo3sra+apTepum rof0BHOr0 Mo3ra+ BeHbl FT0/I0BHOITO MO3ra

HaTMBHOE uccnefoBaHve 7000
MPT ronoBHOro mosra+aptepuii FONOBHOrO MO3ra HaTUBHOE M1ccneoBaHme 5000
MPT ronoBHOro mo3sra+BeH rofloBHOro Mo3ra HaTUBHOe 1ccriefoBaHne 5000
MPT ronoBHOro Mo3sra+ LUeliHbI OTAeN MO3BOHOYHMKA HaTUBHOE UccegoBaHne 5000
MPT Komnnekc: WeliiHOoro oTAena NO3BOHOYHMKA + rPpyAHOro OTAena NO3BOHOYHUKA + 7000
NOSICHWYHOr0 OTAe/Na NO3BOHOYHMKA
MPT ronoBHOro mMmosra+ apTepum roloBHOr0 Mo3ra+LweliHblli OTAeN N03BOHOUYHUKA HAaTUBHOE 2000
uccnefoBaHve
MPT ronosHoro mosra + nasyxv HaTMBHOe UccrefoBaHue 4500
MPT ronoBHoro mo3sra + op6uTbl HaTUBHOE MCCNeAOBaHNe 4500
MPT NOSACHWYHBIA OTAEN MO3BOHOYHMKA + Ta306eipeHHOr0 cycTaBa 5000
A05.03.002 MPT nosAcHMYHOro oTAena No3BOHOYHMKA + KOMYMKOBOrO OTAes1a NOo3BOHOYHMKA 4500
MPT apTepuu ronoBHOro Mo3sra + aptepumn LWen HaTMBHOE UCCiefoBaHne 4500
MPT GpHOLLHO NONOCTU + 3aBPHOLLNMHHOIO NPOCTPAaHCTBa 7000
MPT ronoBHOro mosra + runogma HaTMBHOE uccrefoBaHne 4500
MPT LeiHOro otaena NO3BOHOYHUKA + apTepum LWENHOro oTAena MO3BOHOUHMKA 4500
MP arvorpadgus aptepuii ronosBHoro mosra + MP aHrnorpadus BeH ronoBHOro mMosra 5000
PeHTreH

fonosa
A06.08.003 PeHTreHorpagus NpuaaToUHbIX Nasyx Hoca 1000
PeHTreHorpagus HoOCOrnoTKn 1000
PeHTreHorpagms KocTei Hoca B 2 MPOeKLmsX 1000
A06.08.003.002 PeHTreHorpacgus No06HON nasyxm 1000
A06.08.003.002 PeHTreHorpagus ranmMopoBbIxX Nasyx 1000
A06.03.005 PeHTreHorpadus BCEro Yepena, B 0AHOM 1nv 6onee NpoeKUmsx 1000
A06.03.056 PeHTreHorpacums kocTteli MLEBOTO cKeneta 1000
A06.04.001 PeHTreHorpagus BUCOHHO-HKHEYETIOCTHOMO cycTaBa 1000
A06.26.001 PeHTreHorpapus rnasHuLbI 1000
A06.07.008 PeHTreHorpagusi BEpxXHei 4entocTu B KOCOM NPOEKLUN 1000
A06.07.009 PeHTreHorpatvs HKHEl YentocT B 60K0OBOI NpoeKuun 1000
A06.25.002 PeHTreHorpapmsa BUCOUHOI KOCTU 1000
A06.25.002.001 PeHTreHorpagmsa cocueBrHbIX OTPOCTKOB 1000

LLen
A06.03.010 PeHTreHorpacus LWeiiHOro otaena Nno3BOHOYHMKA 1000
PeHTreHorpaus LenHOro otaena NO3BOHOYHUKA B 3 NPOEKLMAX PYHKLMOHAIbHBIMN 2000
npo6amu (Npsamas 1 60KoBas)

FpyaHo oTaen
A06.03.013 PeHTreHorpacgmsi rpygHoro otaena no3BOHOYHUKA 1000

A06.03.019 PeHTreHorpahmsa NO3BOHOUYHUKA C (DYHKLMOHaNIbHBbIMK Npobamu 2000



A06.03.014 PeHTreHorpagus rpygHoOro U NOACHUYHOro otaena no3BoOHO4YHMKA 2000

MosicHMLLa N KPEeCTLLOBO-KOMYMKOBBIA OTAEN

A06.03.015 PeHTreHorpaums NOSCHAUYHOIO OTAeNa NO3BOHOYHMKA B 2 MPOEKLNAX 1000
PeHTreHorpagus NosCHUYHOrO OTAeNa NO3BOHOYHMKA B 3 MPOEKLUAX € (PYHKLMOHANbHBIMY 2000
npobamu

A06.03.017 PeHTreHorpagus Kpectua 1 Konumka 1000
A06.03.016 PeHTreHorpadus NOACHNYHOIO 1 KPECLLOBOro OoTAeN1a NO3BOHOUHMKA 2000
A06.03.017.001 PeHTreHorpagusa Kpectua 1000
A06.03.017.002 PeHTreHorpagms Konymka 1000

Pykn
A06.04.013 PeHTreHorpahus akpoMmanibHO-KIHUNYHOIO COU/IEHEHNSA 1000
PeHTreHorpagus KocTeii npeanneyss B 2 NPOEKLMsX 1000
A06.04.010 PeHTreHorpagus nieyeBoro cycrasa 1000
A06.03.028 PeHTreHorpagus nieyeBoil KOCTn 1000
A06.04.003 PeHTreHorpagus NOKTeBOro cycrasa 1000
A06.03.029 PeHTreHorpacmsi TOKTEBO U ly4EBOI KOCTH 1000
A06.04.004 PeHTreHorpacgus ny4esansacTHOro cycrasa 1000
A06.03.026 PeHTreHorpadus nonartku 1000
A06.03.032 PeHTreHorpagms KAcTu 1000
PeHTreHorpagus 2 KicTeid B NpsiMOii Npoekuun 1000
A06.03.035 PeHTreHorpagmsa 1 nanbua Kuctu 1000
A06.03.021 PeHTreHorpagus BepxHei KOHEYHOCTH 1000
A06.03.030 PeHTreHorpapus 3anacrbs 1000
A06.03.027 PeHTreHorpadus rofnoBKx Nie4eBOn KOCTH 1000
A06.03.031 PeHTreHorpadpumsa nactu 1000
A06.03.033 PeHTreHorpadus anaHr nanbLes KUCTn 1000
Horu

A06.04.005 PeHTreHorpagust KONeHHoro cycrasa 1000
PeHTreHorpagms 2 KONeHHbIX CyCTaBOB B NPSIMOI Mpoekummn (Ha 1 CHUMKe) 1000
PeHTreHorpagms 2 ta306eapeHHbIX CyCTaBOB B MOIOXEHMM Jlay3HLUTenHa 1000
A06.03.042 PeHTreHorpacgusi ronoBK1 1 LWENKN 6eapeHHOoR KOCTH 1000
PeHTreHorpagmsa KocTeli roneHu B 2 Npoekumsax 1000
A06.04.012 PeHTreHorpagus rofeHoCTONHOro cycrasa 1000
A06.03.053 PeHTreHorpagusi cTonbl B 2 NPOEKLAX 1000
PeHTreHorpagus nNATOYHOM KOCTV B NPSIMOI NpoeKuun 1000
A06.03.050 PeHTreHorpadms NSTOHHOM KOCTU 1000
PeHTreHorpagms NATOYHbIX KOCTel B GOKOBOM NPOEKLUN 1000
PeHTreHorpacgus cTon Ha NPoAo/IbHOEe NIOCKOCTONME € PU3NYECcKOli Harpy3koii B 2 2000
NpPoeKLmsX

A06.03.036 PeHTreHorpapmsa HUKHe KOHEYHOCTH 1000
A06.03.048 PeHTreHorpapus noasixkm 1000
A06.03.054 PeHTreHorpagus anaHr naibLeB HOMM 1000
A06.03.055 PeHTreHorpadus 1 nasbLa cTomnbl B OAHOW NPOeKL MM 1000
A06.04.011 PeHTreHorpagus TasobepeHHOro cycrasa 1000
A06.03.043 PeHTreHorpagus 6efpeHHON KOCTn 1000
A06.03.045 PeHTreHorpagusa HagKkoneHHnKa 1000

A06.03.046 PeHTreHorpacgmst 601bLLOM GEPLLOBOI U Masioli 6epLLOBOIi KOCTe 1000



A06.03.049 PeHTreHorpadus npegnitocHbI
A06.03.051 PeHTreHorpadvs NACHbI U hanaHr nanbues CTOMbI
A06.03.052 PeHTreHorpadus ctonbl B 1 npoekuun
A06.03.053.001 PeHTreHorpacgus cTonbl ¢ PYHKLMOHANIbHO Harpy3Koii
BptowHas nonoctb
A06.30.004.001 O630pHast peHTreHorpagus opraHoB 6pHOLLIHO NOIOCTH
PeHTreH nuieBoga ¢ 6apmem
3a6pIoLLIMHHOE NPOCTPaHCTBO ¥ HOTU
A06.28.001 PeHTreHorpaumsa noyek 1 MOYEBbIBOAALLMX MyTeEW
PeHTreHorpadms 2 cton B NPSMOi Npoekunn
A06.28.002 BHyTpuBeHHas yporpagus
lpyfoHas Knetka
PeHTreHorpagus opraHoB rpyaHoi KneTkn B 1 npoekunn (0630pHas)
PeHTreHorpagus opraHoB rpyAHOW KNeTKu B 2 MPOeKLmMU
A06.03.023 PeHTreHorpacgus pebpa(ep)
A06.03.024 PeHTreHorpactms rpyauHbl
A06.04.014 PeHTreHorpaus rpyaMHHO-K/IKOUNYHOTO COYNEHEHNS
A06.03.022 PeHTreHorpahus Kno4mLbl
A06.09.007 PeHTreHorpagms nérkmx
Ta3
PeHTreHorpagms KpecTLoBO-NOAB3AO0LHOIO COYNEHEHUS
PeHTreHorpagus KocTeii Tasa ¢ Ta3o6epeHHbIMY cycTaBaMm
PeHTreHorpatusa Ta3obepeHHOro cycrtasa B 1 npoekuun
PeHTreHorpagms Ta3o6epeHHOro cyctasa B 2 NPOeKumsx
Mammorpadgus
A06.20.004 Mammorpadus
A06.20.004 Mammorpatus 2 MOMOYHbIX Xene3
MamMorpagus ¢ TOMOCUHTE30M MOJOYHbIX XKenés (1 MonoYHas xenesa B 2-x MPOEKLMAX)
MamMorpagus ¢ TOMOCUHTE30M MOJIOYHbIX XKeNE3 (2 MOMOYHBIX Xefes B 2-X NPOeKLMsX)
A06.20.004.002 MpuLenbHbIA peHTreHorpagust MOMOYHON XKenesbl
A06.20.008 TOMOCKHTE3 MOJIOYHbIX XKené3
HeBponorus
Mpnémb
B01.023.001 Mpwuem (0CMOTp, KOHCYNbTaLMs) Bpaya-HeBpoiora NepBuYHbIi

B01.023.002 Mpwuem (0CMOTP, KOHCYbTaLMs) Bpava-HeBPOIOra NOBTOPHbIiA

B01.023.001 Mpwuem (OCMOTpP, KOHCYNbTaLMs) Bpaya HeBpoaora NepBUYHbIN
(BHEMNNAHOBbI-CPOYHbIIA)

B01.023.001 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-HeBposora (Ledanronora) neperyHbIin 60
MUHYT

B01.023.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpada-HeBposora (Ledanronora) NoBTOPHbIi 30
MWUHYT

MaHunynsaumn
A11.02.002 Mna3motepanus (1 npobupka)
A22.30.015 YpapHoBonHoBas Tepanus (1 ceaHc)
A11.02.002 BoTynMHOTepanus Npu XPOHNYECKO MUTPEHN
A25.24.001.002 BotynmHoTepanusa npu 6pykcruame
A25.24.001.002 BotynmMHoTepanus npu 6negapocnasme

A11.01.002 JleyeHne MUrpeHn npenapaTom AmpKoBKM 225 M/ (CO CTOMMOCTbIO Npenapara)

1000
1000
1000
1000

1000
3000

1000
1000
3100

1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000

1000
1500
1500
2500
1500
1000

1300
1100

2500

2300

2100

2500

1000
29900
19500

8900
24000



Al11.24.001 leye6Has 6nokaga nNpu TYHHEbHOM CMHAPOME 2000

A11.02.002 leuebHasn napaBepTebpasibHas 610Kaga 1500
A11.02.002 Jloka/ibHast UHBLEKLMOHHAA Tepanus B TPUITEPHbIE TOUKN 1500
A11.02.002 Mna3moTtepanus (4onoaH1UTeNbHas NPoO6UpkKa) 1500
Tepanusa

Mpunémsbl
B01.047.001 Mpurem (oCMOTP, KOHCYbTaLus) Bpada-TeparneBTa NepBUYHbIN 1300
B01.047.002 Mpuem (OCMOTP, KOHCYbTaLUs) Bpada-TepaneBTa NOBTOPHbINA 1100
TepaneBT (OhopMneHne crpaBKm) 1200
BHennaHoBbIV Npuém TepanesTa (CPOYHbI) 2500

MNegunatpus

Mpunémbl
B01.031.001 Meauatp (NepBUYHasA KOHCY/bTaLMsA) 1300
B01.031.002 MNMegunatp (MOBTOPHas KOHCYyNbTaLms) 1100
B01.031.001 Meawnatp (ABOIHM NEPBUYHAs KOHCYNbTaLMs) 2000
B01.031.002 Meawnatp (4BOVHM NOBTOPHAA KOHCYNbTaLms) 2000
B01.031.001 OcmoTp 340p0OBOro pebeHka NePBOro rofa XXM3Hu 1300
B01.031.001 Meawnatp (KOHCYyNbTaLMsA MO BBEAEHNIO MPUKOPMA) 1300
B01.031.001 KoHcynbTaumsa no rpygHoOMy BCKapm/MBaHuio-1 vac (npasuibHOe CLeXKnBaHue, 1500
NMOMOLLb NPV BO3HUKHOBEHWM NPOGIEM)
B01.031.001 Meawnatp (KOHCYNbTaLMA MO rPYyAHOMY BCKapMIMBaHWIO AUCTaHLIMOHHO) 800
801.03{.001 Mpuem negnatpa Ana nNonyyveHns cnpaBku LIKona/aeTckuii caf (npegocTtasnseTcs B 700
JeTckuiA caa/ikony nocne 601e3HN, AUTENBHOTO OTCYTCTBUS)
B01.031.001 CnipaBka B 6acceiiH (Npy HAIMYMKN aHaIM30B: COCKO6 Ha 3HTepOo6MOo3, Kana Ha anua 800
re/lLMWUHTOB)
B01.031.001 CnipaBKka O BPeMEHHO HeTPYA0CNOCOBHOCTU yyalmxcsi Ao 18 net (Popma 095/y)
-[JOKyMeHT NoAgTBEPXKAAET (hakT 60ME3HN CTYAEHTa, yUallerocs TEXHUKyMa Uan WKosbl. CripaBKy 800
no opme 095/y BblgaeT nevawunii Bpau.
B01.031.001 CripaBka 06 OTCYTCTBMU MH(EKLMOHHbIX 3a60/1€eBaHWi 800
B01.031.001 CaHaTopHO-KypOpTHas kapTta geTam (hopma 076/y gns getein) 2000

B01.031.001 CnpaBka ans AeTckux narepeii n cekuuin (Popma 079/y) ??0TparkaeT hranyeckoe
cocTosiHVe pebeHka. UTo6bl ee MonyynTh, 3anvLLMTECh HA MPUEM K NeanaTpy 1 He 3abygbTe 800
B35Tb CEPTU(MKAT O MPMBMBKaX, COCKOO Ha 3HTepOo6MO3, aHaIN3 Kasia Ha Aiila relsMMHTOB

Odptasibmosnorus
Mpunémsbl
B01.029.001 Mpurem (oCcMOTP, KOHCYbTaLus) Bpada-ohTaibMo/iora nepBrYHbIA 1300
B01.029.002 Mpurem (OCMOTP, KOHCYMbTaLusi) Bpaya-oTasbMosiora MOBTOPHbIN 1100

MaHunynaymn/o6eneaoBaHms
A02.26.015 OhTanibMOTOHOMETPUSA - N3MepeHne BHYTPUINa3HOro AaeneHus (LeHa 3a kakgoe

200
n3mMepeHune)
A12.26.016 ABTOpe(hpakTOMeTPUS C Y3KUM 3pavykoMm 150
A03.26.010 OnpepeneHne napameTpoB KOHTaKTHOM KOppeKummn (Nog6op 0UKOB C 400
aBTOpedpakTomeTpueit)
A03.26.010 OnpegeneHve napameTpoB KOHTAKTHOM KOPPeKL MU (NoL60P KOHTAKTHBIX /INH3 C 400
aBTOpetpakToMeTpuei)
A02.26.015 ToHOMeTpus No MaknakoBy 200
A02.26.015 MepumeTpus (onpeeneHne nonei 3peHns) 400
A02.26.015 MHeBMOTOHOMETPUS (LeHa 3a Kaxkoe n3MepeHune) 200

Xupyprus
Mpunémbl

B01.057.001 Mpurem (OCMOTP, KOHCY/bTaLusl) Bpada-xupypra nepBuyHbIii 1300

B01.057.002 Mpurem (OCMOTP, KOHCYNbTaLUs) Bpada-Xupypra noBTOPHbI 1100



B01.057.001 Mpwuem (0CMOTp, KOHCYNbTaLWA) Bpaya-xvpypra nepeuydHbIi (nepes
3HAOCKOMNYECKUM MCCNefoBaHNEM)

B01.057.002 Mpwrem (OCMOTP,KOHCY/NbTaLMA) Bpaya xvpypra noBTOPHbINA (MOcne onepauun)

MaHunynsaumn

A16.01.012.001 BckpbiTre rnybokoro abelecca

A16.01.012 BckpbiTue rmgpageHuTa

A16.01.002 BckpbITve naHapuumsa

A16.01.002 BcKpbITME MAPOHUXMIA

A16.01.012.001 BckpbiTrie hnermoHsbl (abeliecca) ctonbl (roneHn) 2 kateropums
A16.01.011 BekpbiTue dypyHKyna (KapoyHkyna)

A16.01.027 YpaneHve HOrTeBbIX NIaCTUHOK

A16.30.060 VcceyveHune rnyboKoOro nMraTypHoro ceuLLa

A16.01.009 YiwmBaHMe OTKPbITOM paHbl (6€3 KOXHOI nepecaaku)

A16.30.069 CHATMe nocneonepauoHHbIX WBOB (nraTtyp)

A16.01.001 YpganeHvne NoBepxXHOCTHO PacroNOXXeHHOro MHOPOAHOTO Tena
A11.04.005 MyHKUMA CUHOBNASIbHOW CYMKM CycTaBa

A16.01.012.001 BcKpbITME MOBEPXHOCTHOrO abceLecca

A11.30.024 MNyHKLNA MATKMX TKaHe

A16.01.012.001 BckpbiTre diermoHbl (abcLiecca) ctonbl (roneHn) 1 kateropus

A16.01.008.001 HanoxeHne BTOPUYHbIX LLIBOB

A16.01.004 Xvpyprudeckas 06paboTka paHbl UM UHPULMPOBaHHO TkaHu (6e3 yluvBaHus
paHbl)

A16.01.004 Xnpypruyeckas 06paboTka paHbl UM MHOMLMPOBAHHOM TKaHM (C yLUMBaHWEM PaHbl)
A15.01.001 HanoxeHne NoBA3KW MNPY HapyLLEHW LIeNIOCTHOCTU KOXKHbIX MOKPOBOB
A15.01.002 Hano>xeHvie NOBA3KM NPW FTHOMHBIX 3a60/1eBaHNAX KOXW 1N NMOLKOXHON KNeT4aTkm
A11.01.001 Bruoncusa koxun (3abop Mateprana)
A16.30.076 BcKpbITVE reMaTOMbl MSITKUX TKaHEe
A16.01.028 YpaneHve M0O30/1 (CTEPXXHEBOA)
A16.01.016 YganeHue atepomsbl (0,5-1 cm, 1 anemeHT)
A16.01.016 YganeHue atepombl (1-3 ¢Mm, 1 anemeHT)
A16.01.016 YganeHue atepomsbl (3-5 cMm, 1 anemeHT)
A16.01.017 YpaneHue go6pokavyecTBEeHHbIX HOBOOGPa30BaHUn KOXu (1-3 cm, 1 anemeHT)
A16.01.017 YpaneHue gobpokavyecTBeHHbIX HOBOOGPa30BaHUin KOXu (3-5 cm, 1 anemeHT)
A16.01.017 YpaneHve fo6poKayecTBEHHbIX HOBOOGpa3oBaHMit KoK (3-5 cM, 1 afieMeHT)

(

A16.01.017 YpaneHve o6poKayecTBEHHbIX HOBOOOPA30BaHW KOXM (CBbILE 5 ¢M,1 31eMeHT)

MepeBsizka YNCTbIX paH

A16.01.018 YpaneHue go6pokavyecTBeHHbIX HOBOOGPAa30BaHWN MOAKOXKHO-XXMPOBOW KneTyaTku
(nmnoma, nbpoma, rurpoma 0,5-1 cM-1 anemeHT)

A16.01.018 YpaneHve o6poKayecTBEHHbIX HOBOOOPA30BaHWI MOLKOXHO-XUPOBOIA KneTyaTku
(nmnoma, puépoma, rurpoma OT 1-3 cM-1 371€MEHT )

B01.003.004.005 VHunbTpaLMoHHas aHecTesuns

B01.003.004.001 MecTHas aHecTe3us

A11.01.001 Buoncumsa koxu (3abop matepuana)

A16.01.003 HekpakTtomus

A16.30.032 VicceueHne HOBOOOPa3oBaHMs MATKUX TKaHeW OT 1 cM-3CcM 1 a5ieMeHT

A16.30.032 VicceueHne HOBOOOPa3oBaHMs MATKUX TKaHeW OT 3cM -5 ¢M 1 aieMeHT

A16.01.018 YpaneHve o6poKavecTBEHHbIX HOBOOOPA30BaHWI MOLKOXHO-KUPOBOI KneTyaTku
(nvnoma, pubpoma, rurpoma ot 3 cM -5 cM 1 371eMeHT)

A60MVHa/IbHAs XUpyprust

800

800

1900
1200
1500
1200
1800
1000
2600
1800
1500
500
1000
1000
1300
1100
1300
2100

700

2000
400
500
400
1400
500
1300
1500
1900
1300
1500
1900
2400
500

1300

1500

500

500

400
2000
1300
1900

1900



A16.30.007.001 [peHrpoBaHWe GPHOLLIHOM NONOCTM NOA KOHTPO/IEM YNbTPa3BYKOBOTO

19000

nccnefoBaHuA
A16.30.043.002 TpaHcKaTETEPHOE NleHeHne abeLeccoB OPHOLLIHONM NOIOCTY MOA KOHTPO/IEM 14800
YNbTPa3BYKOBOro UCC/efoBaHnA
A16.30.043.003 [ipeHnpoBaHne GPIOLLHOM NOMOCTU 1 3aBPHOLLMHHOIO NPOCTPAHCTBA NOJ, 26000
KOHTPONEM YNbTPa3ByKOBOroO MUCC/ef0BaHUA
A16.14.018.003 ApeHnpoBaHMe KUCTbI, abcuecca NevYeHn YpeckoXHoe 11000
A16.30.004.003 Onepauus npy Masioli 1 cpegHeli nocneonepaunoHHoN rpbbke (nerkas popma) 42300
Onepavuus Npy 60/bLIOK NOCNEONePaLMIOHHON rpbiXke 56400
A16.30.004.007 Onepauus Npy rmraHTCKOM NocneonepaLMoOHHON rpbiXe 65000
A16.30.004.016 OnepaTBHOE NleyeHne NOCNEONEPALMOHHONM IPbKM C UCMO/Tb30BaHNEM 55000
ceTyaTbIX UMMIaHTOB
A16.01.018 YganeHne fob6poKayecTBEHHbIX HOBOOOPa30BaHWii NOAKOXHO-XXMPOBOW KneTyaTku 6500
(nmnoma, hmbpoma, rurpoma ot 5 cm 1 6osnee 1 anemeHT )
A16.30.001.002 OnepatuBHOE NeYveHne NaxoBo-6eApPEHHON rPbiXK C UCMO/Nb30BaHMEM CETHATBIX 35000
NUMMIaHTOB
A16.30.002.002 OnepaTMBHOE Nie4eHme NYNOYHOW rPbKN C UCMOMb30BAHWMEM CETHATbIX 35000
NMMJIaHTOB
A16.30.001 OnepaTuBHOE NeYeHne NaxoBow (6efpPeHHO) rPbKK (OTKPbLITbI METOL) 23100
A16.30.002 OnepaTtnBHOE fleYeHNE NMYMOYHON FPbKK (OTKPLITLIA METOL) 20000
A16.14.009.002 X0neuncTaKTOMUA nanapockonmnyeckas 35000
A16.19.018 YganeHne MHOPOAHOIO Tefa NPSIMOi KMLWKK 6e3 pa3pesa (aHOHUMHO) 15000
A16.30.032 VicceueHne HOBOOGPa3oBaHMs MArKUX TKaHel 0T 5 cm 1 6onee 1 anemeHT 6500
A16.30.004.004 Onepauusi Npy Masloii 1 cpefHel NocneonepaLiOHHON rpbike (CNoXHas 46000
opma)

[epHyonnacTuka
A16.30.004.010 JSlanapockonuyeckas nnacTvka nepegHein OPIOLLHON CTEHKN Npu rpbbkax 1 40000
KaTeropus cfIoXXHoCTn
A16.30.004.010 /lanapockonuyeckas nnactuka nepegHein 6proLHOM CTEHKN NpK rpbbkax 2 55000
KaTeropus cfioXXHOCTn
A16.30.004.010 lanapockonuyeckas nnactvka nepefHein 6pIOLWHON CTEHKN NpY Fpbbkax 3 20000
KaTeropusi CIOXHOCTU

AHann3bl
MMcTonornyeckoe nccnefoBaHre 6UONCUIAHOTO MaTepuana u Marepuana, Noy4eHHOro nNpu
XUPYPrUYeCcKnX BMeLLaTenbCTax (SHAOCKOMMYECKOro MaTepmrana; TKaHei XXeHCKOM NonoBoi 2200
CUCTEMbI; KOXW, MATKNX TKaHel; KPOBETBOPHOWN 1 NMMMMOUAHONW TKaHEe; KOCTHO-XPALLEBOWA
TKaHu)

Y3W B3pocC/bIiM

¥Y3WU cocypnoB
A04.12.005.003 Y3 akcTpakpaHuaibHbIx BpaxvoLedanbHbiX apTepuia (aptepun Lwen) 1500
Y3WM-komnnekc neped cteHTupoBaHuem (Y346 BLIA + gonneporpadusi aptepuii BEpXHNX 2400
KOHEYHOCTen)
Y3W-komnnekc nepef cteHTupoBaHvem (Y3Ar BLUA + gonneporpagus aptepuin HXXKHUX 2800
KOHEeYHOoCTen)
JAynnekcHoe ckaHupoBaHue HIMNB 1 Nno4B340LWHbIX BEH 1500
A04.12.001.004 TpunnekcHoe CKaHMPOBaHWe apTepuii NoAB3A0LWHO-6e4PEHHONO CErMeHTa 800
A04.12.001.004 TpunnekcHOe CKaHMPOBaHWe apTePU NOAKIIOYMYHOIO CErMeHTa 800
A04.12.001.001 Y3W apTepuin HMXHUX KOHeYHOCTel 1400
A04.12.002.002 Y3 BEH HMXHUX KOHEYHOCTE 1400
A04.12.002.001 Y3 apTepuii 1 BEH HUXHNX KOHEYHOCTEN 2000
A04.12.002 Y3 apTepuii u BEH BEPXHUX KOHEYHOCTE 1900
A04.12.002.003 Y3 BeH BEpXHUX KOHEYHOCTEN 1000
A04.12.001 Y3 apTepuii BEpXHUX KOHEYHOCTEN 1000
Y3 6paxnouetanbHbIX apTepuii (apTepun LWen)+KOoHCYNbTalmsa HeBpoiora 2000
A04.12.014 Y3 cocyfoB NOPTasibHOWN CUCTEMBI 900

A04.12.001.006 Y3 cocyoB rofoBHOrO Mo3ra 6e3 cocyAoB Leun(TpaHcKpaHuasbHbIl gonnep) 1800



Y3 cocyAoB roNoBHOTO MO3ra (TpaHCKpaHUa/bHbI Aonnep)+3KcTpaKpaHuaibHbIX

6paxuoLedanbHbIx apTepuii 2800
A04.12.022 Y3 BeH Ta3a 1400
A04.12.001.002 Y3 no4eyHbIX apTepuii 700
A04.12.003 Y3W 6ptoLLHOI aopThl 1100
Y3 WMTOBUAHOW YKenesbl
A04.22.001 Y3 WwMTOBUAHOW >Kenesbl 500
Y3 WwmTOBUAHOW XKene3bl C PErMoHapHbIMU NMGOoYy31amm 800
A04.22.001.001 Y31 LWMTOBUAHOW Xenesbl C permoHapHbIMy nMdoy3namu ¢ anactorpadueii 900
Y3W COHHBIX Xenes 800
¥Y3W opraHoB 6pHOLLHOM NOAOCTU
A04.16.001 Y3 6ptoLLHO NONOCTU (NEYEHb, XXeNUHbIA My3blipb, NOMKENYA0YHAS XKefesa, 1100
ceneseHkKa)
Y3 6ptoLuHoii I'IOﬂOCTI/IEI'Iel—IeHb, XeNuHbIl Ny3blpb, MOMAXKENYA0UHAsA Xe/e3a, Cene3eHKa, MoUKN, 2000
HaAMoYeUYHNKIN, MOYEBOIA Ny3bIpPb)
A04.06.001 ¥3W ceneseHkn 500
A04.15.001 Y3 nogykenyao4HOM >xenesbl 600
A04.28.002.005 Y31 mo4eBOro ny3sbips ¢ onpeaeneHneM OCTatouHon Moun 600
A04.14.001 Y3 neyeHn 800
A04.14.002 Y3W »en4yHoro ny3bips 500
A04.14.002.001 Y3 >kenyHoro nysbips ¢ PyHKLMel 700
A04.18.001 Y3 anneHauKca (CNenoi KULLIKK) 800
Y3 opraHoB 3a6PHOLLMHHOIO NPOCTPAHCTBA
A04.28.002.001 ¥3M noyek n MOYEBOTO My3bIps 800
A04.22.002 Y3 Haano4YeuYHNKOB 500
A04.28.001 ¥3M noyek 1 Haano4eyYHNKOB 800
A04.28.002.001 Y3 nouek 700
A04.28.002.003 Y3 Mo4eBOro nysbips 500
Y3 MOLLOHKMK
A04.28.003 Y31 opraHOB MOLUOHKWN 800
Y3W cepgua
A04.10.002 3xokapauorpadms ¢ 4ONMNIepOBCKMM aHa/IM30M (Y3u cepaua+agonnep) 1800
Y3 obwue
A04.01.001 Y31 MArknx TkaHel (04HO 30HbI) 750
A04.09.001 ¥3u nneBpabHbIX NONOCTEN 600
A04.28.002.003 Y3 opraHoB Masioro Tasa (My>CKoe nccnegoBaHue) 1100
Y3 numaTtnveckmx y3nos
A04.06.002 Y3 numdatnyeckmx y3noB 3a0PHOLLNHHBIX 800
A04.06.002 Y3 numdpaTMyHecKux y3noB HaAnoUYeUHbIX 800
A04.06.002 Y3 numdaTMyecKux y3noB naxoBbix 800
A04.06.002 ¥Y3U numatnyeckmx y3noB NoAKIHOUNYHbIX/HAAKNHOUNYHbIE 800
A04.06.002 Y3 numdaTMUeCKMX Y3/10B NOAMbILLEYHBIX 800
A04.06.002 Y3 numMmdaTnUecKmx y3noB Lweun 800
A04.06.002 Y3 numdoy3nbl Wwen, Haa/NnoAKNIUYNYHbIE, NOAMbILLIEYHbIE, 320PHOLLMHHbIE, 2000
naxoBble
Y3W npeacTatensbHoi »enesbl
A04.21.001 ¥Y3W npepctatenbHOM Xenesbl TpaHcabhoMUHaNbHOe 1000

Y3W npepctatensHoO xenesbl TpaHcpekTanbHoe (TPY3N) 1200



Y3 npeactatenbHoM >kenesbl TpaHcpekTasibHoe (TPY3U)+Y3W MouyeBOro nysbips+ ocratouHas

1400
Moua
A04.21.001.001 ¥Y3W npepacratensHOW Xenesbl TpaHCabA0MMHaIbHOE + OLeHKa OCTaTO4HOWA 1100
MOouun
Y3V npeacTatenbHOM Xenesbl TpaHCPeKTaibHOe+0LeHKa OCTaTOUHON Moun 1300

Y3 MOIOYHBIX Xenés
A04.20.002 YnbTpa3ByKOBOE McCefoBaHe MOJIOYHbIX Xefes 950
Y3 MOno4Hble )Xenesbl C OCMOTPOM PErMOHAPHbIX 30H C an1acTorpadgueii 1100
Y3 6epeMeHHbIX U TMHEKONOTUst

A04.30.010 YnbTpa3ByKOBOE MCCNELOBaHNE OPraHOB Masioro Tas3a KOMIM/IEKCHOoe 950
(TpaHcBarnHaibHOe 1 TpaHCcabAoOMUHaNLHOE)
A04.30.001 YnbTpa3ByKOBOe Ucc/egoBaHme nnoja (quarHoctuka Ha paHHUX CpoKax 1000
6epemMeHHOCTN)
A04.30.001.001 YnbTpa3ByKOBOe UcCnegoBaHme Naoga Npu cpoke 6epeMeHHOCTU A0 1000
TPUHaguaT Hegenb (BHE CKPUHMHIA)
A04.30.001.007 ¥YnbTpa3BykoBoe vccnegoBaHue nnoga B |l Tpyumectpe 6epemMeHHOCTH 1500
A04.12.024.003 ¥YnbTpa3BykoBas gonnaeporpagus niofoBoro Kposotoka (JonnnepomeTtpus 1000
6epemeHHbIX -1l TpumecTp)
A04.04.001 YnbTpa3ByKOBOe 1UCCefOBaHWe cycTaBa (JIOHHOro COUIeHeHNs) 700
A04.20.003 ¥YnbTpa3BykoBOe uUccnefoBaHue honmkynoreHesa (nepsuyHoe) 700
A04.20.003 YnbTpa3BykoBOe 1ccnefoBaHue honmkynoreHesa (MOBTOPHOE) 400
A04.20.001.004 YnbTpa3ByKOBOE MCCNeoBaHUe LWeliku MaTku (Y3-LepBUKOMETPUS) 500
A04.30.001.002 ¥YnbTpa3ByKOBOe uUccnefoBaHue naoga B pexxume 4D (8o 26 Hepens, 2500
onpegeneHve nona, 3anncb Ha auck, lgpotorpadus)
A04.30.001 YnbTpa3ByKoBOe UccnegoBaHmne naoga Bo Il tpumectpe 6epeMeHHOCTH 1200
A04.30.001.002 YnbTpa3ByKoOBOE uccnefoBaHue nnoga B pexxvme 3D 1350
A04.30.001.001 YnbTpa3ByKOBOe MUCCNnefoBaHMe Nnoga npu cpoke 6epeMeHHOCTU A0 1500
TpYHaguaTu Hegenb (MHOronnoaHas 6epemMeHHOCTb BHE CKUPUHNTA)
A04.12.024.003 YnbTpasByKoBasi Jonnaeporpagus naog0Boro KPOBOToKa (MHOroniogHast 1500

6epeMeHHOCTb) (JonnnepomeTpus 6epemeHHsbIx lI-Ill TpumecTp)

A04.30.001.006 YnbTpa3ByKOBOE CKPMHUHIOBOE UCCNefoBaHve Npu cCpoke 6epeMeHHOCTH
LeBATHaALaTas - ABafLaTb NepBas Hefenun No OLEeHKe aHTeHaTa/lbHOro pasBuTUS NI0A0B C
Le/bio BbISBIEHMS XPOMOCOMHbIX aHOMa/INiA, MOPOKOB Pa3BUTUS, PUCKOB 3aflePXKKN pocTa 2000
nnoga, NPeXaeBpeMeHHbIX POAOB, MPEe3KNaMNCcun NPY MHOTOMNI04HOM 6epeMeEHHOCTU
(cKpUHWMHT 1)

A04.30.001.008 YnbTpa3ByKOBOe uUccnefoBaHue naogos B Il TpyumecTtpe MHOronn1o04HoM

2000
6epeMeHHoCTH
A04.30.001.002 YnbTpa3ByKOBOE MCCNEfOBaHME NoAa B pexnme 4D npy MHOronnoaHou 3500
6epemeHHOCTM (40 26 Hefenb, onpegeneHne nona, 3anuck Ha auck, 1 gotorpadums)
A04.30.001.002 ¥nbTpasByKOBOE UcCneaoBaHme nnoga B pexxume 3D npu MHOTronao4HoM 2000
6epeMeHHOCTH

MMyHKUMA nog koHTponem Y3
A11.06.001.001 MyHKLMA NMMEATUYECKOTO y3M1a Noj KOHTPOEM Y/bTPa3ByKOBOIoO 900
nccnefoBaHuA
A11.20.010.003 MyHKLMs HOBOOGPA30BaHNSA MOIOYHO XKeNe3bl NpuLEenbHas NyHKUMOHHAsA Noj, 900
KOHTPOJIEM Y/IbTPA3BYKOBOTO MUCCNEA0BaHNA
A11.22.002.001 MyHKUUS WUTOBMAHOM UM NapaLLMTOBUAHOW Xene3bl MO KOHTPOeM 900
YNbTPa3BYKOBOro UCC/efoBaHnA
A11.30.024.001 MyHKLMS MATKUX TKaHEW Noj KOHTPO/IEM YNbTPa3BYKOBOIO UCCNef0BaHMA 900
¥3W cyctaBoB

A04.04.001 YnbTpa3ByKOBOE 1UccnegoBaHme cyctasa (nieyeBoro) 1 cycras 900
A04.04.001 ¥YnbTpa3ByKOBOE UCC/efoBaHme cycTasa (IOKTeBOro) 1 cycras 700
A04.04.001 YnbTpa3ByKOBOE nccnefoBaHme cyctasa (KMCTn) 1 Kuctb 800
A04.04.001 YnbTpa3ByKOBOE UccnefoBaHmne cyctaBa (yyesanscTHoro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOe nUccnefoBaHUe cyctaBa (KoneHHoro) lcyctas 800
A04.04.001 YnbTpa3ByKOBOe UCCefoBaHUe cycTaBa (rofieHocTonHoro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOe UcCnefoBaHUe cycTaBa (NasbLeB KUCTU 1Ay Tonbl) 1 nanew, 600

A04.04.002 YnbTpa3BYKOBOE UCCNeLOBaHME CYyXOXUINIA (aXM1I0Ba CyXOXXUIns) 600



®YHKLMOHa/IbHAsA AMarHOCTUKa

B03.037.001 NccnepgoBaHne GyHKLMM BHELLHETO AblXaHWs 500
A05.10.006 PernctpaLms anekTpokapgmorpaMmmsl. PaclumpoBka, onvcaHue 1 MHTepnpertaums 500
3N1eKTPOKapANOrparUecKnX faHHbIX
A02.12.002.001 CyTo4HOEe MOHUTOpPUpOBaHne A/l 1200
A05.10.008 Xonteposckoe moHuUTOpUpoBaHue Kl B TedeHne 24 yacos 2000
3Kl + XontepoBckoe moHuTopupoBaHue SKI B TeyeHne 24 yacos 2200
A12.10.001 3KI (Peructpaums anekTpokapanorpaMmmsl + pacmmcppogka, onucaxme n 750
WHTEPNpEeTaLus 3NeKTpoKapAnopratyecknx JaHHbIX) ¢ (hU3NYECKOWN Harpy3Koi
ViccnefoBaHve (hyHKUMN BHELLHETO [ibIXaHUsi C GPOHXONUTUKOM 750
A05.23.001 3nekTpoaHLedanorpahms 1100
Na6opaTopHble aHanM3bI
B3siTne KpoBU N3 BEHbI 150
OBLLEKTNHNYECKIE UCCNef0BaHMS KPOBU
KnnHnyecknin aHanm3 KpoBwW: 06LLmiA aHanu3, nekogopmyna, CO3 (¢ MMKpOCcKonueli Maska 420
KPOBM NPY HAIMYMMW NATONOrMYECKMX CABUTOB)
KnuHunyecknii aHanns Kposw: 06LWwuii aHanus, nelikotopmyna, CO3 (c 0693aTeNIbHON «pyHHON» 590
MWKPOCKOMNUe Maska KpoBu)
O6wwii aHann3 kposu (OAK) (6e3 nelikounTtapHoii hopmynbl u CO3) 190
KOMI/IEKCHBIE MPOrPAMMbI OBC/IEAOBAHWIA (Mpodunn)
ExxerofHble npogmnakTnyeckme obenefoBaHms
Brnoxnmunsi KpoBU: paclLUMpPeHHbI Npognib 3230
Brnoxnmunsi KpoBU: MUHMMa/TbHBIA NPOQUIb 2020
Brioxummnst KpoBu: 6a30BbI NPOhKIIb 1100
F'emaTonornyeckune nccnefoBaHNs
B03.005.006 'emocTasuorpamma (Koarynorpamma), CKpUHUHE 770
lemocTasnorpamma (KoarynorpaMmma) paclumpeHHas 2510
VHekLmn, nepesaBaemble NOMOBbLIM MYyTEM
BWY, cudmnuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C) 1400
OVIATHOCTUKA MH®EKLIMOHHbBIX 3ABOJIEBAHUIA
Tokcokapo3
AHTUTENa Knacca IgG K aHTUreHam Tokcokap 470
TpuxuHennes
AHTUTENA Knacca IgG K aHTUreHam TpUX1HeN 470
KopoHaBupycHas nHgekuus (Coronavirus disease 2019, COVID-19)
AHTv_lTena K KOpOHaBupycy SAR_’S—CoV—_Z (HykneokancugHomy 6enky), IgG, 3660TT 690
(Anti-SARS-CoV-2 (nucleocapsid protein), IgG, Abbott)
AHTUTENA K KOpOoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 690
AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM n IgG (B T.4. onpegenenue IgG - Abbott) 1290
AHTATENA K CnaiikoBomy (S) 6enky SARS-CoV-2, IgG (kay), B T.4. NOCTBAKUMHa/bHbIE 890
(anti-SARS-CoV-2 S (spike) protein antibody, IgG, qual., including post-vaccination)
ABugHocTb aHTUTEeN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 690
AHTuTENa K SARS CoV-2 (S-6€esKy, Bkntoyas RBD), 1gG, konnyvecTBeHHbI BEKTOP-BECT 1290
AHTuTEna K SARS CoV-2 (S-6enkKy, Bkntoyasa RBD), IgG, konuuectBeHHsbIi Abbott 1290
AHTUTENa K KOPOHaBMpYycy SARS-CoV-2, IgM (kauecTseHHoe onpejeneHie) u IgG 1690
(konuuecTBeHHOe onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG)
AHTUTENA K KOPOHaBMpPYCYy SARS—COVTZ, IgM (kauecTBeHHOe onpeaeneHuve) n lgG 1690
(KonnuyecTBeHHOe onpegeneHune) (Anti-SARS-CoV-2, IgM/IgG)
XenukobakTepHasa MHGeKL S (xenmkobakTep)
AHTUTENa knacca lgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 490

MMKpPOBMOLLEHO3 YPOreHNUTaNIbHOTO TPaKTa



CKPUHWUHT MUKPONOPbI yporeHnTanbHoro tpakta. ®emognop CkpuH. (UROGENITAL TRACT
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

BMY-nHhekumsa, nanunnomasmnpycHas MHpeKLuma (BUpYC NanuinoMbl YeNoBeEKa)

Bupyc nanunnomsl yenoseka, onpegenenne AHK 4 tunos: 6, 11, 16, 18 + KBM B cockobe
anuTenuanbHbIX KNETOK yporeHutanbHoro tpakta (HPV DNA, Scrape of Urogenital Epithelial
Cells, 4 Types (6, 11, 16, 18) Screening )

Cudpmnuc

Cudmnuc RPR — aHTMKapauonunuHoselii TecT (Syphilis RPR (Rapid Plasma Reagins),
Anticardiolipin Test)

BUOXMMWNYECKNE NCCNEAOBAHNA KPOBU
HeopraHunyeckue BeLlecTBa

A09.05.007 XKeneso (Fe) B CbIBOPOTKE KPOBU

JlaTeHTHas (HeHachbILLeHHas) XKene3ocBA3biBatoLas Crnoco6HOCTb CbIBOPOTKM KpoBM (JIXKCC,
HXXCC) (Unsaturated Iron Binding Capacity, UIBC)

Kanuin/Hatpwuin/Xnop B cbiBopoTKe KpoBu (K+/Potassium, Na+/Sodium, CI-/Chloride, Serum)

A09.05.127 MarHuii (Mg) B cbiBOpOTKe KpoBu (Magnesium (Mg), Serum)
Cneumdmyeckme 6enkn

A09.05.076 ®eppuTuH (Ferritin)

A09.05.009 C-peakTuBHbI 6enok (CPB) (C-Reactive Protein, CRP)

A09.05.008 TpaHctheppuH (CugepodunuH) (Transferrin)
ButamunHbl

25-0OH ButammH D o6wuii (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol)
Yrnesogabl

A09.05.083 MNunknpoBaHHbIA remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB)

A09.05.023 ViccnepoBaHvie ypPOBHSA INHOKO3bl KPOBU
Benku 1 aMMHOKMCNOTI

A09.05.214 l'omoumctenH (Homocysteine)

A09.05.010 O6wmii 6enok (Protein Total)

A09.05.011 AnbbymuH (Albumin)

OHKOMapKepbl

A09.05.130 MNCA o6wwuii (MpocTaTnyecknii cneLmpuyecknii aHTUreH o6Luin)
(Prostate-Specific Antigen Total, PSA Total)

CA-125 (YrneBogHblii aHTUreH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125)

SCC (AHTUreH NMIOCKOKIETOUHOM KapumHomsbl) (Squamous Cell Carcinoma Antigen, SCCA,
SCCAQ)

OuLeHKa (hyHKLUMM NoYeK
A09.05.020 NccnepgoBaHue ypOBHS KpeaTUHMHA B KPOBU
A09.05.018 MoueBas kucnorta (Uric Acid)
A09.05.017 VccnepoBaHve ypOBHA MOYEBMHbI B KPOBU
Jiunugpl, IMNONPOTENHbI, aNOUMONPOTENHbI

A09.05.025 Tpurnnuepugbl (Tr) (Triglycerides)

A09.05.004 ViccnefoBaHme YPOBHS X01ecTeprHa IMNONPOTENHOB BbICOKOW NIOTHOCTU B
KpoBM

A09.05.028 XonectepuH JIMHI (XonectepuH AMNONPOTEMHOB HMU3KOM NAOTHOCTY,
NNHM,6eTta-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)

A09.05.026 XonectepuH o6wwmin (XonectepuH) (Cholesterol Total)
MUrmeHTbI
A09.05.021 NcecnepgoBaHne ypoBHSA 0bLero 6unnpyburHa B KPoBK

PepmeHTbI

A09.05.039 NakrtargerngporeHasa (J14r, L-nakratr, HAL+Okcngopeaykrasa) (Lactate
Dehydrogenase, LDH)

A09.05.046 docgatasa wenoyHas (LLP) (Alkaline Phosphatase, ALP
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OLLEHKA ®YHKLW S3HAOKPVHHOW CUCTEMBI
OueHKa (hyHKLUN LLIUTOBUAHO >Kenesbl
A09.05.063 VccnepgoBaHue ypoBHS CBOOOLHOTO TMPOKCUHA (CT4) CbIBOPOTKM KPOBYU

A09.05.065 ViccnegoBaHve ypoBHSA TMPEOTPONHOro ropmoHa (TTI) B KpoBu

AHTWTENa K TUpeongHoii nepokcngase (AT-TMO, MUKpocoMabHble aHTUTENa) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A09.05.061 TpuitoagTMPOHMH cBOGOAHLIN (T3 cBO6OAHbIN) (Free Triiodthyronine, FT3)
3ctpaamon (32) (Estradiol, E2)
OueHKa 3HLOKPUHHOM (YHKUUN NOKENYA0UHON Xenesbl

A09.05.056 NHcynuH (Insulin)

OueHKa MHCYTMHOPE3NCTEHTHOCTM: INHOKO3a (HaTOLLAK), MHCYIMH (HaTOLLAaK), pacyeT uHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of
Insulin Resistance, HOMA-IR)

OueHKa (hyHKUMM rmnogumsa
A09.05.087 MponakTnH (Prolactin)
A09.05.132 donamkynoctumynupyrowmin ropmoH (Cr) (Follicle Stimulating Hormone, FSH)
A09.05.131 /oTenHn3npyowwmii ropmoH (/1) (Luteinizing Hormone, LH)
A09.05.066 ComMaTOTpONHbIA FOpMOH (comatoTponuH, CTr) (Growth Hormone, GH)
A09.05.065 VccnepoBaHve ypoBHSA TMPEOTPOMNHOro ropmoHa (TTl) B KpoBu
OLeHKa aHAPOreHHOro cTaryca
A09.05.078 TecTtocTepoH (Testosterone)
[JerngpoanuangpoctepoH-cynbdart (43A-S04, Dehydroepiandrosterone sulfate, DHEA-S)
3CTPOreHbl U NPOrecTUHbI
3ctpagmon (32) (Estradiol, E2)
Kanbuuii-perynmpyoLine ropmMmoHbl
KanbuutoHuH (Calcitonin)
NCCNEAOBAHNA MOUU

KnuHnyeckue TecTbl

B03.016.006 AHann3 Mo4m o6Lwmin (AHanM3 Mo4m 06LL Ml ¢ MMKpOCKonueii ocaaka) (Complete

Urinalysis, Microscopic Examination)
B03.016.014 ViccnepgoBaHne moun no metogy HeunnopeHko (Nechiporenko’s Urine Test)

Brnoxmmmna moun

A09.28.027 AMMnasa B MO4e CyTOUHOW NN NOPLMOHHOM 3a U3MEPEHHOEe BPeEMS
(Anbtha-amnnasa, gruacrtasa moun) (Amylase, 24-Hour or Timed Urine)

KOMI/IEKCHBIE MPOrPAMMbI OBC/IEAOBAHIA
OLeHKa pucka pasBuTua 3aboneBaHnii cepLeyHO-CoCyANCTON CUCTEMbI
NnnungHbln npodunb: pacwmnpeHHbIi (Lipid Profile: Extended )
B03.016.005 /inunnaHbln npotunb: ckpnHuHr (Lipid Profile: Screening)
NMMYHOIEMATOJ10T A
A12.05.005 'pynna kposw (Blood Group, ABO)
A12.05.006 Pe3yc-npuHaanexHoctb (pesyc-taktop) (Rh-factor, Rh)
MWNKPO3/IEMEHTbI
Mpo6onoaroToBKa, CbIBOPOTKA KPOBY
MuKpO3nieMeHTbl B KPOBU
LInHK (Zn) B cbIBOPOTKE KPOBMU (Zinc (Zn), Serum)

OLIEHKA CBEPTbIBAOLLEA CUCTEMbI

A12.05.027 NpoTpom6uH (NpoTpoMbrHoBoe Bpems, MB), MHO (MexayHapogHoe
HOpMaIM3oBaHHOe OTHoLeHue) (Prothrombin, Prothrombin Time, PT, International Normalized
Ratio, INR)

A09.05.051.001 D-gumep (D-Dimer)
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LNTONOTIrMYECKE NCC/IEAOBAHNA

XnakocTHas LMTonorus, okpatuvsaHue no MNanaHukonay

YXnakocTHas uuTonorus. Liutonornyeckoe nccnegoBaHne buomarepmana Wenkn mMmatku
(okpawwmBaHue no ManaHukonay, TexHosnorma ThinPrep®)

OHKOreHeTnyeckme nccnefoBaHus

AHanu3 myTtaumin B 12 ak3oHe JAK2 reHa (MUP, ka4.) (Analysis of JAK2 Exon 12 mutations (PCR
qualitative))

AHanns mytauuun n geneunn B reHe MPL (MLP, kay.) (Analysis of MPL gene mutations, deletions,
(PCR qualitative))

AHanns myTtauuii, geneumii, tHcepumii B reHe CALR (MLLP, kay.) (Analysis of CALR gene
mutations, deletions, insertions, PCR, qualitative)

MMKpO6M0/’IOFI/IHECKI/Ie mnccnepoBaHUA: HeCHeU,VId)VIHECKI/Ie BOCNanuTe/bHble 3a601EBaHNS Pa3nnYHbIX l'IOKa}'IMSaU.MI‘/‘I

lMoceB MOUMN Ha MUKPOGIOPY, ONpeaeneHe YyBCTBUTEIbHOCTU K aHTUMUKPOGHbBIM npenaparam
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

A12.20.001 MuKpoCKonnyeckoe nuccnefoBaHne BnarainHbIX Ma3koB
MMMYHOJTOTMYECKNE NCCNEQOBAHUA

ViMmyHOrnobynuHbl 06Lume

A09.05.054.001 immyHOrnobynmnHel knacca E (06wwmii IgE, nmmyHorno6ynvH E o6wuin)
(Immunoglobulin E Total, IgE Total)

SHAOKPUHONOrNA
Mpunémbl
B01.058.001 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-3HA0KPUHOIOra NepBUYHbIN
B01.058.002 Mpurem (OCMOTP, KOHCYbTaLusl) Bpaya-3aHAOKPUHONOra MOBTOPHbIN
MaHumynaumm
['vHekonorusa
Mpnémbl
B01.001.001 Mpwuem (0cMOTpP, KOHCYNbTaLMs) Bpaya-rmHeKosora nepBuyHbIii
B01.001.002 Mpwuem (0CMOTpP, KOHCYbTaLWs) Bpaya-rmHeKonora noBTOPHbIIA
B01.001.002 Mpwuem (Nocne onepauun) Bpava-rmHeEKOI0ra NOBTOPHbIIA
MaHunynsauum
A11.20.011 broncus LenKn MaTkm

Al11.20.014 BeegeHvie BMC

A11.20.008 Pa3fenbHOe AMarHOCTUYecKoe BbiCKabnvBaHve NoioCcTM MaTku U LepBUKaIbHOTO
KaHana

A11.20.008.001 Pa3agenbHOE AMarHOCTUYECKOE BbiCKabMBaHME MOMOCTA MaTKM
A11.20.005 MNMony4veHne BnaraJivWHOro Maska

A11.20.002 lNMony4yeHne LepBUKaIbHOro Maska

A11.20.002 MNony4yeHve LepBUKaIbHOTO Ma3ka

A11.20.003 broncus TKaHein MaTkm

A03.20.001 Kosnbrockonus

A11.20.015 YpaneHme BHyTPMMaTOYHOR cnnpanuv

A16.20.036 Xnpypruyeckoe nevyeHne 3a601eBaHNI LLENKN MATKM C UCMOb30BaHNEM Pa3/INUHbIX
3Heprui

A08.20.004 AcnpuaumoHHas 6roncust aHAOMeTpUs 30HA0M [Maiinens (6e3 cToMMocTu
rMCTONOTMYECKOTO NN OHKOLMTONOMMYECKOrO UCCE[0BaHMS)

A11.20.015 YganeHne BHyTPMMaTOYHOR cnnpanm

A14.20.002 BeefeHue, N3BNeYeHNe aKyLLEPCKOro pasrpy>KatoLLero noaaep>XxXnsaroLLero KonbLa
(neccapws)

A16.20.036.001 3nekTpoaMaTepMOKOHM3ALMSA LLENKN MaTKK
OnepatuBHOE fleveHne
A16.20.061.001 Pe3eKkuus ANYHNKOB NPU SHLOMETPUOUIHBIX KUCTaX

A16.20.061.001 Pe3ekuma ANYHMKOB
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A16.20.038 Onepauum No noBogy 6ecnnoamsa Ha npugarkax MaTkm 39000

A16.20.016 VicceueHne maTo4HOro OMNOPHOro annapara 39900
A16.20.017.001 YganeHvne napaoBapuaibHOM KUCTbI C UCMO/b30BaHNEM BUAEO3HAOCKOMUYECKNX 34900
TexHonorui
A16.20.004.001 CanbnNMHIaKTOMUSA C UCMO/b30BaHMEM BMAEO03HAOCKONMNYECKMX TEXHOMNOTUIA 30900
A16.20.003.001 CanbnnHro-oohopaKToMus € UCMOb30BaHWEM BULEOIHAOCKONMNYECKMX 36900
TeXHonorui
A16.20.041.001 Ctepunusaumsa MaTo4YHbIX TPY6 € UCMONb30BAHWEM BULEO3HAOCKONNYECKMX 29900
TexHonorui
A16.20.001.001 YganeHue KUCTbl AMYHUKA C UCMO/Ib30BaHNEM BUAE03HAOCKOMUYECKNX 34900
TeXHONoruii (04HOCTOPOHHEE)
A16.20.001.001 YpaneHve KUCTbl ANYHMKA C UCNOJIb30BaHMEM BULEO3HLOCKONMNYECKMX 37900
TEXHONOIMIA (4BYCTOPOHHEE)
A16.20.003.001 O0hOp3KTOMUS C UCMOSb30BaHNEM BUAEO3HAOCKOMUYECKUX TEXHOMNOT A 30900
A16.20.010.001 Cy6TOTaIbHaA rMCTEPIKTOMMS (aMnyTaLmsa MaTKn) C UCNOMb30BaHNEM 73900
BVAE03HA0CKOMUYECKUX TEXHOOT NI
A16.20.010.001 Cy6TOTaNbHasA TMCTEPIKTOMUS (aMMyTaLMsa MaTK1) C UCMO/Ib30BaHNEM 75900
BUAEO03HOCKOMMYECKUX TEXHOMOTNI 2 KaTeropusi CIOXKHOCTU
A16.20.010.003 Cy6TOTa/IbHas FTMCTEPIKTOMUS (amnyTaLma MaTku) ¢ npugatkamm ¢ 74900
UCMOMb30BaHNEM BUAEO3IHAOCKONMNYECKMX TEXHOMOMMIA 1 KaTeropus CoXKHOCTn
A16.20.010.003 Cy6TOTa/IbHAs TMCTEPIKTOMUS (aMMyTaums MaTku) ¢ npugatkamm ¢ 84900
NCMOMb30BaHMEM BUAEOIHAOCKONNYECKMX TEXHONOMMIA 2 KaTeropmus CoXKHOCTH
A16.20.010 Cyb6ToTasibHasa rmctepakTtomMusa (amnytaumns MaTkmn) nanapoToMuyeckas 58900
A16.20.011.001 ToTanbHas rMcTePaKTOMUS (TUpPNaLMS MaTKm) ¢ UCNONb30BaHMEM 83900
BMAE03H0CKOMMYECKUX TEXHONOT NI
A16.20.011.001 ToTasbHas rMCTEPIKTOMMUSA (IKCTUPNALMA MaTKK) C UCMO/Ib30BaHNEM 94900
BVAE03H0CKOMMYECKUX TEXHONOT NI
A16.20.011.002 ToTa/ibHas rmMcTePIKTOMUSA (IKCTUPNaLmMa MaTku) ¢ npugatkamm 76900
nanapotoMuyeckas
A16.20.011.002 ToTanbHas rMcTepakToMus (IKCTUPRaLmsa MaTkn) ¢ NpuaaTkaMmm 87900
nanapoTtoMuyeckast 2 KaTeropus CNoXXHOCTH
A16.20.063 IKCTMpNaUms KynbTu LWEKA MaTKn 92900
A16.20.033 BeHTpOhmKCcaLus MaTkm 35900
A16.20.012 BnaranuiiHas sKcTpnaumsa MaTkv ¢ N1acTMKOW CTEHOK Bnaranmiia 77900
A11.20.003 bruoncusa ANYHNKOB 1100
A03.20.003 Jlanapockonusa anarHoctTnyeckas 19000
A16.20.042.003 YpeTponekcusi CBOGOAHON CUHTETUYECKOI MeTei TpaHCOOTYpaToOpHbIM 60750
poctynom (metog TOT)

KoHcepBaTuBHO - NiacTuyeckne onepauun
A16.20.035.001 MrnoM3aKTOMUS (3HYKIeaLMa MMOMATO3HbIX Y3/10B) C UCNO/Ib30BaHNEM 58900
BVAE03H0CKOMMYECKNX TEXHONOT NI
A16.20.035.001 MrnomakToMumA (3HYKeaLms MMOMATO3HbIX Y3/10B) C UCNO/b30BaHNEM 39900
BVAEO03HOCKOMMYECKUX TEXHONOT NI
A16.20.035.001 M1UOM3KTOMUSA (3HYK/IeaLmnst MMOMAaTO3HbIX Y3/10B) C UCMNO/Ib30BaHNEM 61900
BVAEO03HAOCKOMUYECKNX TEXHONOT NI
A16.20.028.002 Onepauuu Npu OnyLLeHUN 3aHeR CTEHKM Blarainiia 20900
A16.20.028.003 Onepauuum Npu onyLeHUN NepeaHen CTEHKM Blaraiunila 20900
A16.20.083 KonbnonepnHeoppadus u nesaroponnactmka 38900
A16.20.023 MNnactnkKa NPOMEXXHOCTN MOoc/e 3nn3roToMun 31900
A16.20.065 PacceueHne neperopoaku Bnaranuniia 21900
A16.20.063.018 Bbicokas amnyTauus Wenkn MmaTku 21900
A03.20.003 l'ictepockonus 17000
A03.20.003.001 I'vctepope3eKToCcKONUA 1 Kateropum CNoXHOCTU 26900
A03.20.003.001 M'cTepOpe3eKTOCKONUA 2 Kateropmu COXKHOCTN 33900
A03.20.003.001 M'icTepope3eKTOCKONUA 3 Kateropmu C/oXKHOCTN 39900

MaJible TMHeKoIorMyeckne onepaum

A16.20.066 PacceueHve CMHEXUIA MasiblX MONOBbLIX Y6 4100



A11.20.018 MyHKUMA 3aHEro ceoja Bnaranvia (6e3 cToMMoCTU LIUTONOrMYECKOro
ncecnegoBaHus)

A16.20.059 YpaneHve NHOPOAHOIO Tefla 13 Bnaraiva

A16.20.059.001 YganeHvne HOBOOGpa3oBaHUs Bnaraauia

A16.20.036 Xnpypruyeckoe nevyeHne 3a601eBaHN LWENKN MATKM C MCMOIb30BaHNEM Pa3/INYHbIX
3Heprui

A16.20.091.001 BckpbIThe abeLiecca 6apTONMHOBO Xenesbl

A11.20.008.001 BbickabnvBaHM1e LIepPBNKaIbHOTO KaHasta 1 NOI0CTM MaTku ¢ Groncuei
A11.20.008.002 Pa3genbHOE AMarHOCTMHECKOE BbICKabMBaHve LLepBMKasibHOrO kaHana
A16.20.006 Pe3ekLms LWelikn MaTkm

A16.20.007 MnactrKa WeNnKn MaTkun

acTeTnyeckast TMHEKONOrns

A16.20.098 Pe3ekums Masibix NONOBbIX ry6 (1 KaTeropmsa CnoXHOCTN)

A16.20.098 Pe3ekums Manbix NOMOBbIX Ny6 (2 KaTeropus CNOXXHOCTY Mas.NnofoBble
ry6bl+KpainHsas naoTe KIMTopa)

A16.20.083 KonbnonepmnHeoppadus u nesaroponnactmka
A16.20.029 Onepaunn Ha KIMTope

A16.20.024 PeKOHCTPYKLMA BRaraaumLa

A16.20.028.005 MaHuecTepckas onepaums (1 kaTeropum cnoXHocTu)
A16.20.028.005 MaHuecTepckas onepawms (2 kKaTeropum croXHocTu)

A16.20.019 PeKkoHCTpPYKLMA Bharaavia + BocctaHoBNIEHNE MAaTOYHOro OMOPHOro annapara

A11.01.013 BBefieHME UCKYCCTBEHHbIX HAMoOMHUTENEN B MATKUE TKaHW C LIENbH0 KOPPEKL MK
thopmbl
A11.01.013 BBeaeHme NCKYCCTBEHHbIX HAMOHUTENEN B MSTKME TKaHW C LIeNIbH0 KOPPEKLMM
thopmbl
A11.01.013 BBefeHVe NCKYCCTBEHHBIX HAMOMHUTENEN B MSATKWE TKaHW C LIeNTbH0 KOPPEKLMM
thopmbl

AHanun3abl

BoisiBneHune Bo3byautenein UMMM (7 + KBM), cocko6 anuTenmanbHbIX KNeTOK ypOreHUTaabHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital
Epithelial Cells)*

BoisiBneHune Bo3byautenein UMMM (4 + KBM): onpegeneHve JHK Chlamydia trachomatis,
Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, IHK yenoBeka
(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human
DNA)

Bupyc nanuniomsl YenoBeka BbICOKOro OHKOreHHOro pucka, onpegeneHve AHK 16 n 18 Tmnos
+ KBM B cocko6e anntenvasbHbIX KNeToK yporeHntanbHoro tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 2 Types (16, 18))

Bupyc nanuniombl YenoBeka BbICOKOro OHKOreHHOro pucka, reHotunuposaHune AHK 14 Tunos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cocKObe anutennanbHbIX KNETOK
yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

AndbdepeHumnpoBaHHoe onpegenedne AHK BMY (Bupyc nanunnomel Yenoseka) 14 TMnos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTennaibHbIX KNeToK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

loHOKOKK, onpegeneHve IHK B cockobe anuTennabHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve YyBCTBUTENILHOCTU K
aHTMMUKPOG6HbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

BakTepuanbHbIlii BarmHo3 (Bacterial Vaginosis, BV)

Xnamngusa (Chlamydia trachomatis), onpegenerve JHK B cockobe anuTtenmasbHbIX KNeToK
yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
A08.20.017.002 XXngkoctHas uutonorus. Lintonornyeckoe nccnefoBaHve buomarepuana LWeliku
MaTky (oKpaluvsaHue no ManaHukosnay, TexHonorus ThinPrep®)

A08.20.004 LinTonornyeckoe nccnegosaHue acnvpara 13 nosiocTy Matku
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IMcTonornyeckoe uccnefoBaHne 6MONCUAHOTO MaTeprana 1 Matepuana, Nosy4eHHoro npu
XMPYPr1UYeckmx BMeLIaTebCTBax (3HAOCKOMMYECKOTo MaTeprana; TKaHeli XXeHCKOl NooBoii
CUCTEMBI; KOXXW, MATKUX TKaHe; KPOBETBOPHOW 1 NMMGONAHON TKaHE; KOCTHO-XPSILL,EBOA
TKaHn)*

MHBMNOD/IOP-KOMMIEKCHOE MUCcCcnefoBaHne MUKPOGIOPb! YPOreHUTaIbHOro TpakTa
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTUOChONUNNAHLIN cuHapoMm (ADC), nabopaTopHble kputepum (Antiphospholipid Syndrome,

APS)
[MoceB Ha MVIKpO(beOpy oTAendaemMoro rnosioBbiX OpraHoB, onpeneneHne 4yBCTBUTENbHOCTA K

aHTUMUKPOGHBLIM Npenapartam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic

Susceptibility Testing)*

ViccnepgoBaHme Ha 6UOLEHO3 Blaranuila, onpegeneHe YyBCTBUTEIbHOCTU K aHTUMUKPOGHbLIM 1
aHTMMUWKOTMYECKUM Npenapatam (C MUKPOCKOMNMeR HaTMBHOTO Npenapara, OKpalleHHoro no
I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

LiMTonornyeckoe mccnefoBaHue anUTeNns LK MaTky ¢ ONMcaHneM Nno TePMUHOSOMMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium

with Description on The Bethesda System, TBS)

VccnepgoBaHme 6uoueHo3a yporeHuTanbHoro Tpakta. @emodnop 16. (UROGENITAL TRACT
MICROBIOCENOSIS (PCR Panel Femoflor 16))

MwuKpocKonu4yeckoe nuccnefoBaHve BnarainHbIX Ma3koBs

LiuTonornyeckoe vccneaoBaHne Gruomatepurana weiiku MaTkv (OKpalluvBaHue no ManaHukonay,

Pap-TecT) (Cytological Examination: Cervix, Pap-test)
KaHgnpos, ckpuvHuHr 1 tunuposaHue (Candidiasis, Screening and Typing)

CKPVHUHT MUKPOMhOpbI yporeHuTanbHoro Tpakta. demonop CkpuH. (UROGENITAL TRACT
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

VccnepgoBaHne 6uolgHo3a yporeHuTansHoro Tpakra. ®emodnop 8. (UROGENITAL TRACT
MICROBIOCENOSIS (PCR Panel Femoflor 8))

Yponorus
Mpunémbl
B01.053.001 Mpwuem (0cMOTp, KOHCYNbTaLMs) Bpaya-yposora nepBuYHbIii
B01.053.002 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-yposora noBTOPHbIiA
MaHunynauum
A16.28.040 by>xnpoBaHue ypeTpsbl (1 ceaHc)
BupaeoumcTtockonus
A16.28.058 BnpasneHue napapmmosa
A16.28.052.001 3ameHa He(hpOCTOMUYECKOTO ApeHaxa
A16.28.072.001 3ameHa LIMCTOCTOMNYECKOTO ApeHaxa
A11.28.008 NHCTUNNALMSA NEKapCTBEHHbIX CPEACTB B MOYEBOW My3bIpb, YPETPY
A11.28.006.001 Ma3ok Ha thnopy yposnormyeckuii
A21.21.001 Maccax npeacTatenbHOM Xenesbl
A12.21.003 3a60p coka nNpeacTaTenbHOM Xenesbl 4711 MUKPOCKOMMYECKOro UccnesoBaHms
A15.21.001 NMepeBs3ka NOcne yponornveckom onepaunm (Meacectpa)
A03.28.002 YpeTtpockonus
A03.28.003 YpeTpouumctockonus (C NpumMeHeHneM rmbKkoro ypeTpoLmMCcTOCKona)
A03.28.001 Lincrockonus
A16.28.077 TpaHcypeTpa/ibHOe 3HAOCKONMYEeCcKoe yaalleHne CTeHT-KaTeTepa
A11.28.012 YctaHOBKa, 3aMeHa, yaasileHne ypeTpa/ibHOro Katetepa
A16.21.015 BcKpbIThE abCLLECCOB HAPYXXHbIX MOIOBLIX OPraHOB
A16.28.013.001 YpaneHne MHOPOLHOrO Tena U3 ypeTpbl
A06.28.007 Linctorpadums
A06.28.011 YpeTporpagusi BOcxoasLLas
Linpkymumamo (06pesaHune KpaiiHeii N0t NosoBoro YieHa)
Kapgnonorusa

[Mpuémbl
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B01.015.001 Mpurem (OCMOTP, KOHCYbTaLMs) Bpada-KapaMonora nepBUYHbIi 1300

B01.015.002 Mpwuem (0OCMOTP, KOHCYbTaLWs) Bpaya-Kapamonora noBTOPHbI 1100
KocmeTonorusa
Mpunémbl
B01.008.003 KocmeTonor (Mprem nepBuYHbIA) 1300
B01.008.004 KocmeTonor (Mprem NOBTOPHbIN) 1100

NHbeKLMOHHaa KocMeTos1orus

A11.02.002 botynuHoTepanus. Penatokc (1 eamHnua) 260
A11.02.002 botynuHoTepanus. KceomuH (1 egnHuLa) 290
A11.01.003 Mna3monudTuHr. 1 npobupka 2999
A11.01.003 Mna3monnTuUHr. 2 NpoBUpKY 4999
A11.01.003 PRP-Tepanus 1 npoueaypa (1 npobupka) 5000
A11.01.003 Me3oTepanusa mesoline (4na cUAHNA KOXK) 2,5 mn. 2500
A11.01.003 Me3oTepanua mesoline (418 ocBETNEHUA KOXK) 2,5 M/, 2500
MaHunynsauum
A16.01.024 Oepwmatonoruyecknii nuanHr (PRX-t33) 3750
A16.01.024 MviHAANbHbIA NNANHT 2000
A16.01.024 CanuuunoBbIiA MUIUHT 2500
A14.01.008 I'y60oKas uncTka nmua 3000
ATpaBmMaTMyecKkas YncTka 1mua 2000
OTOPWHONAPVHIONOT NS
Mpuémbl
B01.028.001 Mpuem (0CcMOTP, KOHCYbTaLus) Bpayda-0TOPUHOIAPUHIO/Iora NePBUYHBLIN 1300
B01.028.002 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-0TOPUHONAPUHIONOra NOBTOPHbIA 1100
B01.028.002 Mpwvem (nocne onepauun) Bpaya-oTOPUHONAPUHIONOra NOBTOPHbIN 800
MaHunynsaumm
A11.01.014 Annankauus Hapy>HOro C/lyxOBOro nNpoxoaa f1ekapcTBeHHbIMN CPeACTBAMMU 200
A12.25.001 Aygnometpus 1000
A11.07.004 buoncus pagnoxmpyprimyeckum Metogom (6e3 CTOMMOCTY TMCTOIOMMYECKOr0o
uccnepgosaHus) NMOTKA 1500
A11.08.001 Buoncusa pagnoxmpypruyeckum Metogom (6e3 cTouMOoCTM T’MCTON0MMYEeCcKoro
nccnepgosaHus) FOPTAHDb 5000
|Iil/cl)o(l:'lcvlf-l paguoxupypruyeckMm Metofom (6e3 cTOMMOCTY TMCTONOTMMYECKOro UCCNe0BaHMS) 3000
A11.25.006 Broncusa pagnoxmpypruyecknm metogom (6e3 CTOMMOCTU TMCTONOrMYECKOTO 3000
nccnefoBaHus) YXO
BBefeHue nekapcTBEHHbIX BELLECTB No MNonutuepy 350
B3saTne matepuana Ha pnopy 200
A11.08.019 BHyTpUroptaHHble BNMBaHUA TIEKAPCTBEHHbIX CPeACTB 600
A16.01.012 BekpbiTue abeuecca (thypyHKyna, arepomsl, kuctbl) JIOP-opraHos 3000
A16.08.054 BckpbITue onnvkyna cam3nctoi rnoTkm 1500
A16.08.010.001 Ae3uHTerpaums (Ba3oToOMKs) HXKHUX HOCOBbIX pakoBuH (RadioSURG) 10000
A11.08.007 3ayLuHas HOBOKanMHOBas 6110Kasja 1000
VIHy3MoHHaa Tepanus nNpu HeBpUTe CiyXOBOro Hepsa 100
A03.25.003 VccnepoBaHue criyxa KaMepToHaMu 300
A22.30.033 Koarynsauusi cocy0B HOCOBOW Neperopoakn pagnoxmpyprmiyeckum MetToaom 2200
A11.08.022 /leueHue raimoputa 6e3 npokona cuHyc-katetepom AMUK (1 ctopoHa) 2500
(AMUK-KaTeTep He BK/IOYEH B CTOMMOCTb)
A11.08.022 JleueHue ranmopuTa 6e3 npokosna cuHyc-katetepom AMIUK (2 cTOPOHBI) 3500

(AMUK-KaTeTep He BK/IIOYEH B CTOMMOCTb)



A21.25.002 Maccaxx 6apabaHHOl NepenoHKn

A11.07.022 Maccax MUHLaTNH

OcTaHOBKa KPOBOTEYEHUSI METOAOM NPYXKUraHUS NeKapCTBEHHBLIMU pacTBOpamu (KMcnoTamu,
cepebpom)

A16.01.004 MepBrYHasa xmpypruyeckas o6paboTka paHbl

A15.01.002 MepeBs3Kka MasbIx THOMHbIX paH

MepeBA3Ka NocneonepauyMoHHas YACTbIX PaH

A16.08.006.001 MepegHsAs TamnoHaga Hoca Mupouens (1 CTOpoHa)

MpwxuraHue, TylmMpoBaHue cnnsncToii JIOP-opraHoB pagnoxmpypruyeckum MeTogom
A12.25.006 MpopysBaHne eBcTaxmeBblx TPY6 no Monutuepy

[pombiBaHMeE aTTnKa Npu XPOHUYECKNX FHOMHbIX OTUTax

A11.08.021.001 lNpombiBaHME BEPXHEYENIOCTHLIX Ma3yx HOCa JIeKapPCTBEHHbLIMU CpeAcTBamMu
METOLOM NepemMeLLeHNs

A16.08.016 NpoMbiBaHMe lakyH HeOGHbIX MUHAAIVH

A16.25.007 MpombiBaHWe cepHbIX NPO60oK (1 yxo)

A11.08.004 MNyHKLMSA ralMOpPOBOIA Na3yxu

A16.08.023 MyHKLMA 1 APEHMPOBaHKE raiMopOoBbIX Nasyx (1 CTOPOHbI)
A16.08.023 MyHKLMA 1 APEHMPOBaHKE raliMOpPOBbIX Na3yXx (2 CTOPOHbI)
CmasbiBaHue J/IOP-0praHoOB /IEKaPCTBEHHBIMU CPesCcTBaMM

TyaneT Hoca NpW BOCNaNUTENbHBIX NMpoLieccax

A11.25.003.001 Tyanet yxa npv BOCMNauUTENbHbIX NpoLieccax

A16.01.017.001 YganeHune fob6pokayecTBeHHbIX 06pa3oBaHuii JIOP-opraHos Ao 1 cm. (1
3/1EMEHT)

A16.01.017.001 YpaneHne fo6poKavecTBeHHbIX 06pa3oBaHuii JIOP-opraHos oT 1 go 3 cm. (1
3/1EMEHT)

A16.25.008 YpaneHne MHOPOLHOIO Tena 13 ClyXxOBOro OTBEPCTUSA
A16.08.011 YpaneHvne MHOPOAHLIX TeN U3 yxa, HOCa, MMOTKN
YpaneHue TamrnoHa 13 Hoca

SHLOCKOMMA CMYXOBOro Npoxoga (otockonus)

SHLOCKOMMA NONOCTY HOca (PUHOCKOMKS)

3HAOCKOMMUA ropTaHn (NpsiMas NapuHrockonus)
B01.003.004.004 AHecTe3us anninkaLoHHas

AHecTe3ns a3po30/bHas

B01.003.004.005 AHecTe3usi UH(UIbTpaLroHHas ( | kateropus)
B01.003.004.005 AHecTe3usi UH(MAbTPaLoHHas ( Il kateropus)
B01.003.004.005 AHecTe3usi UH(UNbTpaunoHHas ( |l kateropus)
3abop matepuana (noces)

3abop martepuana (Ma3ok)

3abop marepuana (MLP)

A11.08.020 AHeMM3aLMa NONOCTM HOca

NakyHoTOMUSA (NPYXMUraHue MUHAANNH) aHecTe3ns

A03.25.001 NccnepgoBaHue hyHKLMIA BeCTUOYNAPHOro annapara
A16.08.012 PeBn3uns napaToH3UINApHOro abeuecca
MpoMbiBaHWe raliMopoBOii Nasyxu Yepes ApeHax

YpaneHve gpeHaxa 13 BepxXHeyestoCTHOM nasyxm
A16.01.017.001 YpaneHune fo6poKavecTBeHHbIXx 06pa3oBaHuii JIOP-opraHoB o 1 cm. (1
3/1EMEHT) PaANOXPYPruyeckum MeTogom

A16.01.017.001 YganeHune fob6pokayecTBEHHbIX 06pa3oBaHuii JIOP-opraHoB oT 1 o 3 cm. (1
3/1EMEHT) PaANOXNPYPrUYECKUM METOLOM

250
300

800

400
1000
800
2000
2000
300
700

700

600
500
1300
1800
3000
250
350
600

3300

3500

1500
1200
500
900
1400
1200
300
300
500
700
900
200
200
200
200
6000
400
800
700
300

3800

4000



MocTaHOBKa NaTeKCcHOM NPOKNaAKM Ha GapabaHHyto NepernoHKy Npu CBEXUX NepBopaLusx, ¢

Lebio CTUMY/IMPOBaHNS 3XKUBNEHNS 4000
A16.08.009.001 3HOOCKOMMYeCKas NOANNOTOMUA HOca -1 CTOpoHa: 1 kateropus 10000
A16.08.009.001 3HAOCKOMMYECKasA MNOAMMOTOMUSA HOca -1 CTOpoHa: 2 Kateropus 20000
A16.08.009.001 SHAOCKOMMYECKas NOAMMOTOMUS HOca -1 cTopoHa: 3 Kateropus 30000
A16.08.010.001 Bazotomust (MpuXKUraHue HMKHUX HOCOBbIX PaKOBUMH): 1 KaTeropusi 10000
A16.08.010.001 BazoTtoMus (MpvdKnraHme HMXXHMX HOCOBbIX PaKOBUWH): 2 KaTeropusi 15000
A16.08.010.001 BazoTtomus (MpvxKnuraHme HMXXHUX HOCOBbIX PaKOBUWH): 3 KaTteropus 20000
A16.25.020 LLyHTMpOoBaHue 6apabaHHOW NepenoHKn 13000
A16.25.011 MapateHTe3 (6bapabaHHOV NepenoHKm) 1500
A16.25.011 TumnaHONYHKLMS (BBEAEHWE NTEKAPCTBEHHBIX NpenapaTos B 6apabaHHyo NonocTb 2000
B01.003.004.001 3HAo0aypanbHas aHecTe3us (06e360n1BaHMe CyXOBOro Npoxoaa) 1000
ysynonanartonnactuka: 1 kareropus 12000
YBynonanaronnactuka: 2 kateropus 15000
YBynonanaroniactuka: 3 kateropus 20000
Tyanet Hoca rnocse onepaTtnmBHOro fieveHns 700
Mwukpockonusa JIOP oprHaHoBs 1000
A16.08.013 Centonnactmka (UICKpVBEHWE HOCOBOW Neperopoku): 1 kareropum 18000
A16.08.013 Centonnactmka (UICKpMBEHWE HOCOBOW NEPEropoaKu): 2 kateropums 24000
A16.08.013 Centonnactmka (UICKpMBEHNE HOCOBOW Neperopogku): 3 kateropums 29000
A16.08.001 ToH3UNaKTOMUNA (yaaneHne HeGHbIX MUHAANNH) 1 KaTeropum croXHOCTH 31000
YpaneHuve wyHTa 6apabaHHON NepenoHKn 1000
A16.08.014 Peno3nuums KocTeli Hoca 3akpbiTas 1 kateropusi 10000
A15.03.003 HanoxxeHwve riurncoBoi NOBA3KM NPU NepenomMax KocTei 1500
YpaneHne HoBoo6pa3oBaHuii JIOP-opraHoB 7000
A16.08.012 BckpbITVE NapaToH3UNNAPHOro abeLecca 3500
A16.08.017.001 laiimopotomusi 1 kateropus 30000
A16.08.017.001 laiimopoTomusi 2 KaTeropus 37000
A16.08.017.001 ManmopoTomMust 3 Kateropums 42000
A16.08.035 YganeHne HOBOOGpa3oBaHWU NOIOCTM HOCa 35000
A16.08.002 AgeHongskToMus 1 kateropus 25000
A16.08.002 AgeHOMA3KTOMUSA 2 KaTeropus 34500
A16.08.001 AgeHonaakTomms 3 Kateropus 39000
A16.08.001 ToH3uN3KTOMUSA (YaaneHne HeOHbIX MUHAANH) 2 KaTeropym CloXHOCTH 34000
A16.08.001 ToH3uN3KTOMUSA (YAaneHne HeGHbIX MUHAANH) 3 KaTeropun CNOXXHOCTU 39000
YpaneHvie 06pa3oBaHust YLIHOW pakoBUHbI 5000
A16.08.064 ToH3MNINOTOMUA 1 KATErOPUN CMIOXHOCTU 15000
A16.08.064 TOH3UNIOTOMUA 2 KATETOPUN CMIOXHOCTU 20000
A16.08.064 ToH3UNNOTOMUA 3 KATErOpUn CNOXKHOCTU 25000
A16.08.014 Peno3numsa KOCTeli Hoca 3akpbiTas 2 Kateropms 15000
A16.08.014 Peno3unuma KocTel Hoca 3akpbiTas 3 Kateropus 20000
AHanunsbl

PuHouutorpamma 710
MMcTonornyeckoe nccnefoBaHne GUOMNCUIAHONO MaTepuana n Marepuana, NoAyYeHHOro npu

XUPYPrUYecKrx BMeLLATeNbCTBAX (3HAOCKOMUYECKOTO MaTepuana; TKaHel XKeHCcKol NoioBol 2200

CUCTEMbI; KOXW, MATKNX TKaHel; KPOBETBOPHO 1 NMM(OUAHONM TKaHe; KOCTHO-XPALLEBOWA
TKaHwW)

Y3 petam



Y3W cocynoB

A04.12.014 Y3 cocynoB NOpTasibHOWN CUCTEMbI AETAM 900
Y3 aKcTpakpaHuanbHbIx 6paxuoLiedanbHbIX apTepuili (apTepum LWen) AeTaMm 1300
A04.12.003.001 (Y34r) Y3 6ptoLluHolA aopThbl U ee BETBEW AeTAM 900
A04.12.002.002 Y3 BEH HMYKHMUX KOHEYHOCTEN AETIM 1100
A04.12.002.001 Y31 apTepuii N BEH HMXXHNX KOHEYHOCTEN AEeTAM 2000
A04.12.002 Y3 apTepuii 1 BEH BEPXHUX KOHEUYHOCTEN AETAM 1800
A04.12.002.003 Y3 BeH BEpPXHUX KOHEYHOCTEW AETAM 1000
A04.12.001 Y3 apTepuii BepXHWX KOHEYHOCTEW AeTAM 1000
A04.12.001.001 Y3 apTepuin HMXHUX KOHEYHOCTEl AeTaMm 1100
A04.12.001.002 Y3 noYeYHbIX apTepUii AeTam 600
Y3 cocynoB ronoBHOrO Mo3ra (TpaHCKapHUa/bHBbIN foNnnep) AeTsM 1500

Y3W wutoBmnaHoM xenesbl

A04.22.001 Y3 WwMTOBUAHOW YKenesbl AETAM 500
Y3 WwmMTOBUAHOW XKene3bl C PErMOHaPHLIMU TNMGOY31aMn AeTAM 700
Y3W wmToBNAHON XXenesbl ¢ anactorpaduen fetam 800

Y3/ opraHoB GpHOLLHOM NOA0CTH
A04.16.001 Y3 6ptoLLHO MONOCTYM (NEYEHb, XXEYHBbIA My3blpb, NOMKeNya04Has Xenesa,

ceneseHka) AeTamM 1100
Y31 6pIOLLHOI MOMOCTU KOMMIEKCHOe (neblieHb, YKeNYHbIV Ny3bIpb, MOMKENYA0UHAs XKenesa, 1800
ceneseHka, MoYKM, HaLNOYEYHNKM, MOYEBO Ny3bIPb) AETSM
A04.14.001 Y3/ neyeHn petam 700
A04.14.002 Y3W >kenyHoro nysbips Aetam 500
A04.14.002.001 Y3 »en4Horo ny3bipsi ¢ hyHKUMENR AeTam 650
A04.06.001 ¥Y3W ceneseHkn fetam 500
A04.15.001 ¥3W nomxenyfoyHON xenesbl AeTaM 500
A04.18.001 Y3/ anneHankca AeTsam 500
¥Y3W opraHoB 3a6proLIMHHOIO NPOCTpaHcTBa
A04.28.002.001 Y3/ noyek 1 MOYEBOro Nny3blpsa AeTaM 800
A04.22.002 Y3 HafnoyYeyHVKOB AeTaMm 400
A04.28.001 Y3/ noyek 1 HafMOYEeYHVKOB AeTsaMm 700
A04.28.002.001 ¥3M nouek getam 600
A04.28.002.005 Y31 moueBOro ny3sbips ¢ onpeaeneHneM OCTaTouHON MoUN JeTaMm 600
A04.28.002.003 Y3 mo4eBOro ny3bipsi 6e3 onpegeneHns 0cTaTouHON MOYM AeTAM 500
Y3/ MOLLIOHKH
A04.28.003 Y3/ opraHoB MOLLIOHKW AETAM 700
Y3WU cepgua
A04.10.002 Sxokapamorpadus ¢ 4onnaepoBcKMM aHanm3om (Y3U cepgua+gonnep) etam 1650
Y3U obuyme
A04.01.001 Y3 mMAarkux TkaHen (O4HOW 30HbI) LeTAM 750
A04.09.001 ¥3U nneBpasibHbIX NOMOCTEN AeTAM 600
A04.06.003 Y3 BUNOUKOBOW XKenesbl AeTAM 600
Y3W numcatnyeckmnx ysnos
A04.06.002 Y3W numdaTnueckmx y3nos 3abpOLLMHHBIX AETAM 800
A04.06.002 Y3U numdaTnyeckmx y3nos HagnoyeUHblx 4eTam 800
A04.06.002 Y3U numdaTtnyecknx y3nos naxoBblX AETAM 600

A04.06.002 Y3 numMaTnyeckux y3n108 NOAKNHOUNYHbIX/HAAKNHOUNYHbIE LETAM 600



A04.06.002 Y3U numdaTtnyeckmx y3nos NoAMbILEYHbIX 4eTAM 600

A04.06.002 Y3 nuMaTyeckux y3nos Len AeTaM 600
A04.06.002 Y3 numoy3nbl Wwewn, Haa/NnogKNHUYNYHbIe, NOAMbILLEYHbIE, 3a6PIOLLNHHbIE, 1900
naxoBble AeTAM
Y3 opraHoB Masioro tasa
A04.21.001 Y3 npeacTatenibHOM >kenesbl TpaHcabaoMUHabLHOE AeTSM 700
A04.20.001 Y3 opraHoB Masioro Tasa (reHuTaneit) y ageBouek 850
Y3 MONOYHbIX XKenes
A04.20.002 Y3 MOMOYHbIX XKene3 ¢ OCMOTPOM PerMoHapHbIX TMM{OY3/10B (EBOYUKN) 850
A04.20.002.001 Y3 MOJIOYHBIX Xefe3 c OCMOTPOM PermoHapHbIX MMMMGOY310B ¢ anactorpadueii 950
(aeBo4KM)
A04.20.002 Y3 rpyaHbIX XKenes (MasibumKm) 700
Y3/ ronossl
A04.23.001 He|7|poc0Horpuacbvm (Y3 ronoBHOro mMo3ra) ¢ OLEeHKOI KPOBOTOKA 900
(HCT+TpaHcKpaHuasibHbIi fonnep) AeTsM
A04.23.001 HelipocoHorpadus (Y3 ronoBHOro mo3sra) 6e3 oueHkn KpoBoToka (HCI) getsm 700
A04.03.001 Y3 kocTeit yepena fetam o 1 roga getam 700
A04.07.002 Y3 cNtoHHbIX XXenes3 fetam 600
A04.08.001 Y3 na3yx Hoca (getsam go 4-5 ner) 500
Y3W KocTeii 1 cyctaBoB
A04.04.001.001 Y3 Tazo6efpeHHbIX CycTaBOB (TOMLKO AeTu A0 1 roaa) 600
A04.03.001 Y3W knouuny, fetam 600
A04.04.001 Y3W oaHOro couneHeHus (rpyaMHO-KIHUYMUYHOTO/KNHUYNYHOT0-aKpOMUaIbHOT0) 450
[eTam
JHpockonusa
B01.059.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpaya-3HA0CKONMCTa NepBrYHbIi 1200
B01.059.002 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-3HA0CKOMNMCTa NOBTOPHbIiA 1100
A03.08.004.002 3HAOCKOMUYECKas 3HA0Ha3a/IbHasA PeBU3NA OKOIOHOCOBLIX Nasyx 6900
dunbporactpogyopeHockonus (Prac)
A03.16.001 330charoractpogyoseHockonus (®rac) 2300
A11.16.002 Xennun-tect npu ®rAC (PrnbporacTpogyoseHOCKONs) 900
TecT Ha XnnokobGaktepu aHTuUTena knacca IgA k Helicobacter pylori) 850
A26.19.098 AHTUreHHBI TecT Ha Helicobacter pylori (kan) 870
A11.16.002 Onpe,qengHme OHK Xnnokob6aktepu nuaopu B 6uontare CIM3NCTON »enyaka u/vnm 1040
LBEHAALATANEPCTHON KMLLIKK
AHTUTena K Helicobacter pylori 1gG (BectepH-610T) 3220
A11.16.002 buoricus xenyaka ¢ NOMOLLBIO 3HAOCKONUK (3abop matepuana) 400
A03.16.001.005 ®J1C (330charoracTpofyoLeHOCKONUS TpaHCHa3aslbHas) 2900
3abop martepuana gns natoMopoI0rMyeckoro nccnefoBaHus 2000
A11.16.001 buoncumsa nuLLEeBoa ¢ MOMOLLHO 3HAOCKONWK (3a60p MaTepuana) 400
A11.16.003 bruoncusa gBeHaaLAaTMNEPCTHON KMLLKM C MOMOLLbIO 3HAOCKONMK (3a6op maTeprana) 400
A03.16.001.001 330¢haroracTpoayoAeHOCKONUSA C 3/IEKTPOKOArysLmein KpoBoTovallero cocyaa 4900
A03.16.001.004 330¢haroractTpoayoileHOCKONUA ¢ BBEAEHNEM NIeKapCTBEHHbBIX Npenaparos 2400
A11.16.010 YcTtaHOBKa Ha3oractpasibHOro 3oHaa 1100
A16.12.020.002 OcTaHOBKa KpOBOTEYEHWNSA 3HAOCKOMNYEcKas C UCMoNb30BaHNEM 4900
TepMOKoarynsLum
A16.16.041.001 SHAOCKOMNMUYECKOE YaaNieHre MoannoB 13 nuiesosa 6500
A16.16.041.003 SHAOCKONNYECKOe yaaneHe MHOPOAHbIX Te nuLlesoaa 5000
A16.16.048 3HOOCKOMMYecKoe yaaneHne MUHOPOAHLIX TeN U3 Xenyaka 5000

KonoHockonus



A03.18.001.001 BnaeokonoHockonus
A03.19.002 PekTopomaHOCKoNuUs

A11.18.001 Broncusa 060404HOM KULLKM 3HAOCKONUYeckas (3abop mMateprana)

A11.19.001 Broncus cMrMOBUAHOW KULLKK C MOMOLLIbHO BUAEO3HAOCKOMMYECKMX TEXHONOMNA
(3abop matepuana)

A11.19.002 Broncus NpsMOi KULLIKK C NMOMOLLbHO BUAEO3HLOCKOMMYECKNX TEXHOMOMNIA (3a6op
mMarepuana)

A16.18.019.001 YganeHue nonuna TONCTON KULLKM 3HAOCKONMYecKoe (go 1 cm)
A16.18.019.001 YpaneHune nonuna TONACTON KULLKM 3HAOCKONMYeckoe (0T 1 ¢m fo 2-x cMm)
A16.18.019.001 YganeHue nonuna TOACTON KULLIKK 3HAOCKoMNu4Yeckoe (6onee 2-x cm)
A03.18.002 SHAOCKONUYeCKas pe3eKLms CN3UCTOM TONCTOM KULLKN
A03.19.004 Pektocnrmoungockonms

BpoHxockonus
A03.09.001 bpoHxockonus

A03.08.001.001 BugeonapuHrockonus (®JiC)

A11.07.016.001 Buoncma poTornoTku Noj KOHTPOeM 3HAOCKOMMYECKOrO UccnefoBaHus (3abop
mMarepuana)

A11.08.003.001 Bromncusi cnn3ncToil 060104KN HOCOTNOTKM NOA KOHTPOIEM 3HAOCKOMUYECKOro
nccnefoBaHusi(3abop Matepuana)

A11.08.008.001 Broncus cnn3nCTOl rOPTaHOMIOTKN MO KOHTPOJIEM 3HAO0CKOMMUYECKOro
nuccnefoBaHUs(3abop Matepuana)

A11.08.012.001 Broncus TKaHel Tpaxen Nog KOHTPOIEM TPaxeoCKOMMYecKoro
uccnefoBaHuUs(3abop matepuana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHXOCKOMMs

A03.16.002 YctaHOBKa Ha30MHTECTUHA/ILHOIO 30HA4A

A03.30.006.001 Y3KocneKTpasibHOe 3HLOCKOMNYECKOe MCC/iefoBaHne ropTaHu, Tpaxen u
6pOHXO0B

A11.09.008 Buoncus Tpaxen, 6pOHX0B NpU GPOHXOCKONUN
[JeTckas aHAOKpYHONOIUA
[Mpuémbl
[eTckuin 3HAOKPMHONOT (NpYeM NepBUYHbIiA)
[eTckunin 3HAOKPMHONOT (NPYeM NOBTOPHbIA)
OHkonorus
Mpunémbl
B01.027.001 Mpwuem (0cMOTp, KOHCYNbTaLMs) Bpada-0HKO/0ra NepBUYHbIiA
B01.027.002 Mpwuem (0CMOTpP, KOHCYbTaLWs) Bpaya-oOHKO/0ra MOBTOPHbIIA
[NcuxoTtepanuns
[Mprémbl
McuxotepaneBT (60 MUHYT ceaHc)
KomMnieKcHble MporpaMmbl
Mporpamma Check-Up ana my>kumH go 45 net
Mporpamma Check-Up ans »xeHwuH go 40 net
Mporpamma Check-Up ana my>kumH ctapue 45 net
Mporpamma Check-Up ans »keHWwwmH ctapie 40 net
Mporpamma Check-Up (Yek-An) "340POBOE CEPALIE" nauneHTbl fo 40 net

Mporpamma Check-Up (Yek-An) "3OPOBOE CEPALE" naumeHTbl nocne 40 net

Komnnekc uccnegosanuii "310POBbIV XE/YOK" (FacTpockonus; TecT Ha xennkobaktep Nunopu;
Mpurém npouibLHOro cneynanmcTa)

Komninekc "Yponorusa gns my>kumH" (MepBuUHbIii npuém yponora+Y3W npeactatenbHoOl Xenesbl
TpaHcabaoMMHaNbHOE)
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MPT ronoBHoro mo3sra + MPT apTepuii ronoBHoro mosra + MPT LweliHOro otgena N03BOHOYHNKA +
KOHCYNbTaL s HeBpoora

[[acTpoaHTeponorus
Mpunémbl
B01.004.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-racTpo3HTEPO/Iora NepPBUYHbI
B01.004.002 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpava-racTpo3HTEpPOsiora NOBTOPHbIN
MpoueaypHbI KabUHeT

Ycnyru

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHbIX NPenapaTos
(kanenbHoe)

A11.12.003 BHYTpMBEHHOE BBEAEHUE NIEKAPCTBEHHBIX MPEnaparos (CTPYHHOE)
A11.01.002 MNoakoxXHOoe BBeEHME NTeKapCTBEHHbIX NpPenaparos

A11.02.002 BHyTpuMbILLEYHOE BBELEHME TIEKAPCTBEHHbLIX Npenaparos
A11.16.010 YctaHOBKa Ha3oractpasibHOro 3oHaa

Yenyru ¢ npenaparamu
A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NPenapaTos
(kanenbHoe) LedTPUaKkcoH 2 rp.

A11.12.003.001 HenpenpepbiBHOE BHYTPUBEHHOE BBEEHME NTIEKAPCTBEHHbIX NPenaparos
(kanenbHoe) JekcameTa3oH 8mr

A11.12.003.001 HenpenpepbiBHOE BHYTPMBEHHOE BBEAEHWNE IEKAPCTBEHHbIX Npenaparos
(kanenbHoe) Cynbar marHmsa 5mn

A11.12.003.001 HenpepblBHOE BHYTPNUBEHHOE BBEAEHME NTIEKAPCTBEHHbIX NMPenaparos
(kanenbHoe) npefHM30n0H 30Mr/1 M (1 amnyna)

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos
(kanenbHoe) nesogiokcaunH 5 mr/mn 100 mn (1 hnakoH)

A11.02.002 HenpepbIBHOE BHYTPMMbILLEYHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos
MeTtoknonpamug 5mr/mn (lamnyna)

A11.02.002 HenpepblBHOE BHYTPUMbILLEYHOE BBEAEHWE /IeKapPCTBEHHbIX Npenaparos
KetonpodeH 50mr/mn (lamnyna)

A11.12.003.001 HenpepblBHOE BHYTPNUBEHHOE BBEAEHME NTIEKAPCTBEHHbIX NMPenaparos
(kanenbHoe) unTodnasmH 10Mn

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos
(kanenbHoe) LepebponusvH 5 mn

A11.02.002 BHyTpUMbILLEYHOE BBEEHWE NTEKAPCTBEHHBIX NPENapaToB LedTPnakcoH 2 rp.

HenpepblBHOE BHYPUBEHHOE BBEEHVE IEKAPCTBEHHBIX NPEnapaTtoB (KanenbHoe)
neHtokcngunnH 10mn (1 amnyna+dus. p-p)

HenpepbiBHOE BHYTPUBEHHOE BBEAEHWE NEKAPCTBEHHbLIX CPeACTB ApoTaBepuH 2.0 (1 amnyna)

HenpepbiBHOE BHYTPUBEHHOE BBEAEHME TEKAPCTBEHHBIX CPEACTB HUKOTMHOBas kucnoTa 1.0 (1
amnyna)

[JeTtckaa nepmotononorns
Mprémbl
[etckuin fepmaronor (MepBUYHBIA Npuem)
[JeTckunin fepmartonor (MoBTOPHbIM Npuem)
JepmoToBeHeponorus
Mpunémbl
B01.008.001 Mpuem (oCMOTP, KOHCYbTaLUs) Bpada-gepMaToOBeHEPO/Iora NepBMYHbIN
B01.008.002 Mpurem (OCMOTP, KOHCYbTaLUs) Bpada-AepMaToBeHepOsiora NoOBTOPHbIN

[HeBHOW cTaymoHap

B01.023.003 ExxefjHEBHbIA OCMOTP BPa4OM-HEBPOJ/IOrOM C HabNHAEHNEM U YXOL0M CPEAHErO U
MaALwero MeamMLMHCKOrO NepcoHana B oTAeneHnm cTaumoHapa (npebbiBaHve B cTaumoHape [0
3-X 4acos)

B01.058.006 ExkegHEBHbIi OCMOTP BPa4OM-3HAOKPUHOIOTOM C HabKAeHEM U YXOA0M CpeaHero
W MnagLwero MeguLMHCKOro nepcoHana B oTAeneHnn ctaumoHapa (npebbiBaHve B cTaumoHape 10
3-Xx yacos)

B01.047.009 ExxefiHEBHbIVi OCMOTP Bpa4oM-TepaneBTOMC HabM0AeHEM 1 YXOLOM CPEeAHErO U
MaALwero MeaMLMHCKOrO NepcoHana B oTAeneHnn craumoHapa (npebbiBaHve B cTaumoHape o
3-X 4acos)
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OcmorTpbl

B01.003.001 OcmOTp (KOHCY/NbTauus) BpaioM-aHeCTE3100rOM-PeaHUMaTONOrOM NEPBUYHbIi 1300
B01.003.002 OcMOTp (KOHCYNbTaLms) Bpa4OM-aHeCTe310/10roM-pPeaHmMaTosiorom noBTOPHbIN 950
MaHunynsaumn

B01.003.004.009 AHecTe3usi Npu 330aroractpogyogeHockonuu (3racC) 3200
B01.003.004.009 AHecTe3nsi Npu KOSIOHOCKONUA 4200
B01.003.004.009 AHecTe3ns npu azoaroractpogyoseHockonun (Ar4C) n KonoHocKonnn 5300
B01.003.004.009 TotasibHas BHyTpMBeHHas aHecte3ns 30 MUHyT 5500
B01.003.004.009 ToTasibHas BHYTpMBEHHAA aHecTe3nsa 1 yac 10000
B01.003.004.012 NHransaumMoHHan aHecTe3uns ¢ ncnosb3osaHnem CesopaHa 30 MUHYT 6500
B01.003.004.012 NHransaumMoHHaa aHecTesuns ¢ nucnosb3osaHnem CesopaHa 1 vac 12000
B01.003.004.009 ToTtanbHaa BHyTpMBEHHAA aHecTe3nd 1,5 yaca 15000
B01.003.004.007 CnuHanbHasa aHectesns lyac 9900
B01.003.004.007 CnnHanbHas aHecTe3ns 40 2-X 4acoB 14000
B01.003.004.008 CnunHasbHO-3nuaypasibHas aHectesns 1 yac 11900
B01.003.004.008 CnnHanbHO-3anuAaypaibHas aHecTe3ns [0 2-X 4acoB 16000
B01.003.004.007 CnnHanbHasa aHecte3ns 30 MUHYT 5500
B01.003.004.010 Kom61HMpPOBaHHbI 3HAOTpaxeanbHbIin HApKo3 (40 1 yaca) 12760
B01.003.004.010 KOMGUHMPOBaHHbIA 3HAOTPaxeanbHbI Hapko3 (1,5 vaca) 17760

CTaumoHap KpyrnocyTo4Hbli
JleyeHme B ycnoBumsaX KpyrnocyTOMHOro/gHEBHOro cTauuoHapa (3a 1 Koiko-aeHb) (HabnogeHve

fevatlero Bpaya, MeguKamMeHTO3HOEe fieyeHne, Heobxoanmble 06¢nef0BaHNS U MaHUMYNALUK) 5000
LonofHUTENbHBIN KOMKO-AeHb MeANLVHCKOTOo HabMioAeHUS B XMPYPrMYeCKOM CTaloHape 5000
B01.003.003 CyTouHOe HabnoaeHne BpayoM-aHecTe3no10romMm-peaHnMaTonioromM B 5000
KPYrnocyTo4yHOM cTaumoHape

CyTo4HOe npebbiBaHWe CONPOBOXKAAOLLENO B KPYr10CYTOHYHOM CTaumoHape 3000

B01.001.007 ExkegHEBHbIi OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M
CpEeLHEero 1 Mnagwero MeguuMHCKoro nepcoHana B OTAeNneHnn ctaunoHapa(npebsiBaHme B 2500
[HEBHOM CTaLMoHape)

Kononpokronorus

Mpunémbl
Mprem (OCcMOTp, KOHCYbTauus) Bpaya-KononNpOoKTOaora NepBuYHbIi 1300
Mpuem (OCMOTP, KOHCY/bTaLus) Bpada-KoIonpoKToiora NoBTOPHbIN 1100

MaHunynsaumn
VicceueHune aHanbHO TpeLLMHbI (PaguoBONHOBLIM MeToAoM, 1 en,.) 6500
JinrnposaHmne reMoppounaasibHbI3X Y3/10B (BHYTPEHHWME Y3/bl) 1 y3en 3100
30HAMpOBaHMe CBULLLEBOTO X04a (Mpu cBuLax NPsSIMON KULWKN 1 NepuaHanbHoi o6nactn) 1 1500
Kareropum
30HAMpOBaHMe CBULLEBOTO xoa (Mpu cBULLAX MPSMOI KULLKM U NepraHanbHOR obnacTtn) 2 2100
Kareropum
YpaneHne MHOPOAHOrO Tefla NPSIMOI KULWKN 6e3 pa3pesa 15000
VicceueHne HOBOOGPa3OBaHWiA NepraHaibHOM 06/1aCTU 1 aHa/IbHOTO KaHana (PaAvoBONHOBLIM 2100
meTogom 1 en.)
BckpbITHe abeuecca annTennanbHOro KonyYmkoBoro xoaa 5900
BckpbITve napanpoktuta 15000
PekTopomaHockonus 1800
AHOCKOMuA 1100
By>knpoBaHve aHa/lbHOro OTBEPCTUA 600
Maccax aHaflbHOro KaHana 600

MepeBsi3ka paHbl NepraHanbHOM 0bnacTn/aHanbHOro kaHana 700



YpaneHve nonnna aHabHOro KaHana

YpaneHvie nonvna NnpPsMoi KNLWKn

YpaneHne KOHAWNOM nepruaHaibHOM 30HbI 1 KaTeropun CnoXKHOCTH
YpoaneHve KOHANNOM NepuaHaibHOM 30HbI 2 KATEFOPUK CNOXHOCTU
YpaneHvne KOHAWIOM NepuaHaibHO 30HbI 3 KaTeropun COXHOCTU
TpoM63KTOMMS MPKU TPOMB03€e HaPYXXHOIo reMopponaanbHOro ysna (1 ysen)

A14.19.002 MocTaHOBKa OUUCTUTENBHOW KNN3MbI

OnepartnBHOEe neveHne

WcceueHre XpOHMYECKOI aHaNbHOW TPELLHBI (paroBONHOBLIM MeToaoM, 1 ef.) 1 kateropuu
CNOXHOCTM

VicceueHne XpOHMYECKON aHanbHOW TPeLLMHbl (PaAMOBOHOBLIM METOAOM, 1 efi.) 2 kateropun
CNOXHOCTN

YpaneHve reMopponganbHbixX y3/10B (YaaneHne Hapy>XHbIX y3/10B/6axpoOMOK ) 1 kateropum
CNOXHOCTN

YpaneHue remoppounaasibHbIX Y310B (YAaseHUe HapY>XHbIX Y3710B/6axpoOMOK) 2 KaTeropum
CNOXHOCTN

VcceueHne HOBOOGPa30BaHUiA NepraHanbHOV 061acTy U aHabHOTO KaHana (PaaroBOHOBLIM
MeToAoM) 1 KaTeropmm CroXHOCTH

VcceueHne HOBOOGPa30BaHUii NepraHaibHOV 06/1aCTV U aHaNIbHOTO KaHana (PaavoBO/THOBLIM
METO/I0M) 2 KaTEropum CIOXKHOCTM

McceueHune 3KX (anuTtenvanbHOro KonYMKoBOro xofa) 1 kateropmm cfoXHocTn
McceveHune 3KX (anuTenvanbHOro KOnYMKOBOro Xxo4a) 2 Kateropum cioXXHOCTn
NcceyeHune KX (annTenmanbHOro KONYMKOBOro Xo4a) 3 Kateropum CoXHOCTH
Femopponasaktomus (yaaneHne remoppouniasbHbixX y3/10B) 1 KaTeropumn CnoxXHOCTA
lremoppongakTomus (yaaneHne reMoppongabHbIX Y3/10B) 2 KATEropun CIOXHOCTM
lremoppongakToMus (yaaneHne reMopponabHbIX Y3/10B) 3 KATEropun COXHOCTK
VicceueHue cBULLA NPSIMOIA KNLWKM 1 KaTeropum cnoXHocTu

VicceueHue cBULLA NPSIMOI KULLIKW 2 KaTeropum CoXHoCTr

NcceueHue ceuwa I'IpFlMOVI KULLKW 3 KaTeropmu CroXKHOCTn

MeauLMHCKIE CrpaBKu

CnpaBKu BOAUTENAM TPAHCMOPTHBLIX CPEACTB

MeauunHCKOE OCBMAETENIbCTBOBAHME HAa Ha/IMUME MeAULIMHCKUX NPOTUBONOKa3aHuii K
yrpasneHNto TPaHCNOPTHLIM CPeAcTBOM Kateropum "A" nnn "M", nogkateropum "Al" vnm "B1" ¢
MOTOLMK/IETHOW NOCAAKOM U pynieM MOTOLMK/IETHOTO TvMna

MeguunHckoe 0cBMAETENbCTBOBAHME HA HAIMUYNE MEAMLIMHCKNX MPOTMBOMOKA3aHNA K
ynpas/ieHIo TPaHCMOPTHLIM CPeAcTBOM Kateropun "A" nnm "M", nogkareropum "Al" nnn "B1" ¢
MOTOLMK/IETHOW NOCaAKOM UK pyneM MOTOLMK/IETHOTO TMMa (4OMNONHUTE/IbHO OCMOTP
BPayoOM-HEBPOJIOrOM MO Hanpas/ieHNO BpaYva-TepanesTa)

MeauunHcKkoe OCBMAETENbCTBOBAHME Ha HA/IMUME MeAULIMHCKUX NPOTUBONOKa3aHnii K
ynpas/ieHMI0 TPaHCNOPTHLIM CPeLCTBOM Kateropun “"B" nnm "BE", nogkareropum "B1" (kpome
TPaHCNOPTHOrO CPEeACTBA C MOTOLMKNETHOW NOCaAKOM NN PyEM MOTOLMKIETHOrO TUNa)
MegununHckoe ocBMAeTeNbCTBOBAHME HA HAIMUYNE MEAMLIMHCKNX MPOTMBOMOKA3aHWNIA K
ynpaBneH1to TPaHCNOPTHbLIM CpeAcTBOM Kateropuu "B" unm "BE", nogkateropun "B1" (kpome
TPaHCMOPTHOIO CPEACTBA C MOTOLMKIETHOM NOCaAKON UK pynemM MOTOLMKIETHOIO TUNa)
(ononHUTENBHO OCMOTP BPayOM-HEBPOIOITOM NO Hanpas/ieHNIo Bpaya-TepanesTa)

TpaBmarosnorns

Mpunémsbl

B01.050.001 Mpurem (ocMOTP, KOHCYNbTaLUs) Bpada-TpaBMarTosiora-opToneia nepBuYHbIii

B01.050.002 Mpurem (OCMOTP, KOHCYbTaLus) Bpaya-TpaBMaToiora-opToneia noBTOPHbIi

MaHunynaumn

A11.04.003 AuarHocTn4yeckas acnmpawms cycrasa

A11.04.004 BHYTpUCyCTaBHOE BBEAEHMWE NIEKAPCTBEHHbIX MPEnapaToB
A15.02.001 HanoxeHune noBssku Npu 3ab60neBaHUAX MblLLL,
A15.03.001 HanoxeHune NoBsi3KM NpU NepenomMax KocTei

A15.03.003 HanoxxeHune rmncoBoii NOBS3KN NPU NepenoMax KOCTein
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A15.03.003.002 Hanox>keHne LMpPKYISpHOM r’MNCcoBOIA MOBSI3KN 600

A15.03.007 HanoxxeHwve WinHbI Npu nepenomax KocTei 600
A15.03.009 HanosxkeHne NoBA3KM Npu onepaLmsax Ha KOCTaxX 700
A15.03.010 CHATUE rMncoBOA NOBSA3KN (NOHIeThI) 500
A15.03.010.001 CHATME LIMPKYNSAPHON T’MNCOBOA NOBA3KU 600
A15.04.001 HanoxkeHne NoBA3KM Mpu BbiBMXax (MOABbIBMXAX) CycTaBOB 700
A16.02.007 OcBO60OXAEHME MbILLbI U3 PYOLIOB 1 CpaLLeHUi (MMONN3) 29900
A16.02.008 OcBO6GOXAEHME CYXOXKMNNA N3 PYOLIOB U CpaLLeHNiA (TEHOIN3) 29900
A16.02.009 BoccTaHOBMIEHNE MbILLILLbI U CYXOXWUINA 26000
A16.03.034 Peno3numsa OTNI0MKOB KOCTel nNpu nepenomax 2600
A16.04.003 YganeHve cBOGOAHOIO 1IN MHOPOAHOTO Tena cyctasa 23000
A16.04.018 BripasnieHue BbiBMXa CyCTaBa 3100
A16.30.032 VicceueHne HOBOOHPa3oBaHWA MATKMX TKaHe 1300
A16.30.032 VicceueHne HOBOOGPa3oBaHMsA MATKUX TKaHEN 1500
A16.30.032 VicceueHne HOBOOGpPa3oBaHMs MATKUX TKaHEN 1900
A16.30.032 NcceveHre HOBOOGPA30BaHUS MATKUX TKaHe 2400

ToBapbl HaHOMeaVKa
Mepyatkn natekcHole 150
JNa6opatopHble uccnegoBaHus (AHaIn3bl)

AyTOUMMYHHbIE MOPaXKEHUS XKeyJ0UHO-KULLIEYHOTO TpakTa. Lienmakus.
[mnarHocTuka ayToMMMYHHOTO NaHKpeaTuTa 1 gpyrux IgG4-accoummpoBaHHbIX 3a60/1eBaHII

(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases) 1670
AHT_MTen_a Knacca IgA K 3HAOMM3UIO (AHTUIHAOMU3UIAHBIE aHTUTena, AOMA) (Anti-Endomysial 1300
Antibodies, Anti-EMA, IgA)

AHTVIT_E{'Ia Knacca IgG K caxapomuueTam (anarHoctnka 6onesHn KpoHa) (Anti-Saccharomyces 1120
Cerevisiae Antibodies, ASCA, I1gG )

AHTUTENA Knlaccos IgA 1 1gG K 60KaNnoBUAHbLIM KNeTKaM KuleyHnka, cymmapHo (Anti-Intestinal 1090
Goblet Cells Antibodies, GAB, IgA, IgG, Total)

AHTUTeNa Knacca IgA K caxapomuuetam (guarHoctmka 6one3Hmn KpoHa) (Anti-Saccharomyces 1120

Cerevisiae Antibodies, ASCA, IgA)

AHTWTENA K aLMHapHbLIM KeTkaM noapkenyao4Hoi xxenessbl, IgG n IgA cymmapHo (aHTutena K
3K30KPWHHOI YacTu nomkenynouHoli xenesbl, Autoantibodies against Exocrine Pancreas, 1090
Pancreatic Antibodies, PAB)

AHTUTeNa Knacca IgG K geamnanpoBaHHbIM nentugam rnnaguHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, 1gG) 710
AHTUTENA K 3HTepounTam, knacca lgG 1990
AHTUTENa Knacca IgA K TKaHeBOW TpaHcrnTamuHase (Anti-Tissue Transglutaminase Antibodies, 1020
Anti-tTG, tTGA, IgA)
AHTUTENA Knacca IgG K TkaHeBOl TpaHcrntoTammHase (Anti-Tissue Transglutaminase Antibodies, 1020
Anti-tTG, tTGA, 1gG)
AHTUTENa knaccos IgA 1 IgG K peTukynuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, 1160
Total)
AHTMTeNa knacca IgA kK untonnasme Helitpogunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1120
Antibodies, ANCA, IgA)
AHTUTENa Knacca IgG K BHyTpeHHemy haktopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor

o 1500
Antibodies, IgG)
AHTUTENA Knaccos IgA 1 1gG K 3HAOMM3NIO (aHTUIHAOMU3UIHBIE aHTUTENA, ADMA), CyMMapHO 1160
(Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total)
AHTUTENa Knaccos IgA, IgG, IgM K napmeTanbHbIM KneTkam xenyaka (AMKXK), cymmapHo (Gastric 1380
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)
AHTMTeNa knaccoB IgG 1 IgA K GP2 aHTUreHy LieHTpOaLUHapHbIX KNeTOK MNOogKeny4o4HO Xenesbl

. 1800
(Anti-GP2)
AHTUTENa Knacca IgA K geaMmampoBaHHbIM nentugam rnvaguHa (Anti-Deaminated Gliadin Peptide,

. 710
Anti-DGP, IgA)

HacnefcTBeHHble MOHOrEHHbIE 3a60/1EBaHNSA 1 COCTOSHUSA

CvHppowm Bepta-Xora-Abto6a (BXM). Mouck mytauwmii B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 46680

BHD, Gene FLCN, Mut.)



HacnefctBeHHass MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-Tyta) Tun Il. Mouck
yacTbIx MyTauwuii B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq.
Mut.)

FeHTUHrTOHONOAO6HOe 3a6oneBaHue, TN 4 TBP, u.m.

CuHppom AOPTINA, ATNL, u.m.
ApPTpPOrpuno3 AmctasbHbIv (CUHApoM ®pumeHa-LengoHa). Mounck YacTbix MyTaumii B reHe MYH3, u.
M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacnefcTBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tmn |. Mounck
MyTaLmii upiraHcKoro npoucxoxgeHus B reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnnHouepebennspHas atakcms. MNMounck YacTbix MyTauui B reHe ATXNS, u. m. (Spinocerebellar
Ataxia, Gene ATXNS, Freq. Mut.)

CvHAPOM HEKOMMAKTHOrO N1eBoro »xenygouka (HMJDK, cuHgpom HM JIXK, rybuatblii Mruokapg,).
Mouck myTtauuii B reHe TAZ, M. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)
MeBanoHoBas aunaypus. Monck mytaumii B reHe MVK, m. (Mevalonic Aciduria, Gene MVK, Mut.)
MaHanbynoakpanbHas avcnnasns ¢ imnoamctpoduein. Mouck myTtaunii B ak3oHax 8, 9 reHa LMNA,
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnuHanbHas ammoTpodus Tunbl |, 11, 111, 1V (c onpegeneHnem uncna konuii SMN2) (Spinal Muscular
Atrophy, SMA, Type |, Il, lll, IV (copy Number Variation SMN2))

CvHapom 3ckobapa. Mownck myTtaumii B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.)

CuHgpom Cunbeepa. Mownck myTtaumii B reHe BSCL2, M. (Silver Syndrome, Gene BSCL2, Mut.)

CeMeliHblii remodaroyutapHblii TMMGorncTnoLmTo3. NMouck mytauumii B reHe STX11, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Jednunt anba-1l-aHTUTPUNCKHE, SERPINAL, u.m.

CnuHanbHas ammoTpodus tunbl |, 11, 11, 1V. Mounck mytaumii B reHe SMN1, M. (TONbKO Npy Hanu4mMm
ofHoi konuu reHa) (Spinal Muscular Atrophy, SMA, Type |, 11, 11, IV, Gene SMN1, Mut. (Only
Presence One Gene Copy) )

CuHpgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3,
Mut.)

CuHgpom Mannuctepa. Mownck myTtaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.)
OkynocapuHreanbHas MbllledHas guctpogus. Monck YacTeix MyTaunii B reHe RABPNL, u. m.
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPNL, Freq. Mut.)

BbonesHb epcTMaHHa-LUTpeyccnepa-LLUeiiHkepa. Mouck myTaunii B reHe PRNP, m.
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CuHgpom Bnoxa-CynbLbeprepa (cemeliHas hopMa HeepXKaHUsi NMUrMeHTa). Momnck YacTbix
myTaumii B reHe IKBKG, u. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freq. Mut.)

HelpoceHcopHas HecMHAPOMaibHas TYroyxXocCTb, NOJHbIA aHann3 reHa GJB2

MyTaunn nekapctBeHHon pe3ncteHTHOCTM NS3, NS5A n NS5B perroHoB reHoMa Bupyca renatuta
C (anareHoTtuna 3)

CviHapowm pucuennn. MNMouck myTauumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacnefcTBeHHbIi aHTMOHEBPOTMYECKNIA OTek. Mouck mytauumii B reHe CINH, m. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacnefcTBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
myTaumii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)
CvHgpom Koctensno. Mounck myTtaunii B reHe HRAS, M. (Costello Syndrome, Gene HRAS, Mut.)
XoHgpoaucnnasus MetadmsapHas, Tun Mak-Ketocuka. Mounck mytauuii B reHe RMRP, m.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Meprognyeckas 60onesHb. Monck mytauuin B reHe MEFV, m. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CvHgpowm LBaxmaHa-favimoHaa. Mounck YacTbix MyTaLmuii B reHe SBDSL, y. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

XopuopetuHonartus bupawora, tunuposaHne HLA-A29

dnbpogncnnasms occupuumpyoLLas nporpeccrpytolias. NMouck myTtaunii 6e3 «ropsyumx» y4acTKoB
reHa ACVR1, 6e3 «ropsiu.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CvHgpowm BaapaeH6ypra-Llaxa. Mowvck myTaumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)

CuHgpom KokkeliHa. Mownck myTauuii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

[JnacTtpotmyeckas avcnnasus. NMouck mytauumii B reHe SLC26A2, M. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktnnmsa Tmn B1. Mouck myTtauuii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)
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CvHapowm [pelira (cemeiiHblii runeptenopuam). Mouck mytauuii B reHe GLI3, m. (Greig Syndrome,
Gene GLI3, Mut.)

[eHTUHITOHONOA06HbIE 3a60N1eBaHUS, KOMMNIEKCHAsA ANAarHOCTUKA, Y.M.

HacneactBeHHasi MOTOPHO-CEHCOPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MyTauuii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHapowm Kpy3oHa. Monck myTaumii B 3k30Hax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CvHgpowm Ocnepa-PaHato-Bebepa (HacnecTBeHHasa reMmopparmyeckas TeneaHrnakrasms). Movcek
myTaumii B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyaaTBHas BUTPEOXOpeopeTMHa/bHas auctpodus. Movck mytaumii B reHe NDP, M. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nnnognctpodmsa cemeiiHas yactuuHas. Mouck mytaumii reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHApOM HOrTel-HagKoNeHHMKa (OcTeoHuxoaucnnasms). Movck mytaumii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwnoknoHun4yeckas gnctoHms. Mouck mytauuin B reHe SGCE, M. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBa. Mounck vacTbix MyTaLmii B reHe ATP7B, u. m. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonuHeliponatusi, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CuHgpom AnbcTpoMa. MouncK MyTauuin B «ropsyvmx» yyacTkax reHa ALMS1, «ropsid.» yd. M. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CvHgpowm Tpuuepa-KonnmHsa-®paHueckeTTn (MaHanbyno-haunanbHblii AM30cT03). Mouck myTtaunia
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

dpuTpokepatogepmus. MNMouck mytauumii B reHe GIB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

bonesHb ®abpu, GLA, M.

JvcTanbHas cnvHanbHas aMmoTponsa BPOXKAeHHas Hernporpeccupytowas. Movck mytauuin B
«ropsunX» yyactkax reHa TRPV4, «ropsd.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Jedhnunt KapHUTMHA CUCTEMHBI NepBUYHbIA. Monck MyTaumii B reHe SLC22A5, m. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

ATtakcus dpugpeiixa. Mownck YyacTbix MyTaumii B reHe FXN, 4. M. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpom BoysHa-KoHpaau (BKC, LepebporenatopeHasibHblii cMHAPOM). [MOnCK MyTaLmii B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpocus 3puTensHoro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MutoxoHapvansHoi AHK, 3 4. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CuHgpom BbepHcTaga (cMHAPOM KypuaBbix Bonoc). Monck myTtauuii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YHoTt3eHa. Mounck myTtauuii B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacneactBeHHast MOTOPHO-CeHCOpHas Helponatus (6onesHs Lapko-Mapu-Tyta) Tvn |l. Mownck
myTaumii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBgoaxoHgponnasns. NMouck yacteix MyTaumii B reHe COMP, u. m. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTtnuecknii cuHgpom. Monck mytaumii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponnasus. NMonck yacTtbix MyTauuii B reHe FGFR3, u. m. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CemeliHblil x0nofoBol aytoBocnanuTenbHbli cuHapom NLRP3 M. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
CnoHAannokKocTanbHbI gn3ocTos. Mounck mytaumii B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHohTuns. Mownck myTtaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MblweyHas auctpodus Imepun-Apelidyca. Mouck myTtaunii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbLmHo3. Monck myTaumii B reHe ANKH, M. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHnsm MULIBRAY. Mownck myTtaymii B reHe TRIM37, M. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpogusa 3pnTensHOro Hepsa Jlebepa. Monck YacTbix MyTaumii B MUTOXOHAPUanbHOWM AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
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CnvHougepebennapHas atakcus. Monck YacTbix MyTaumii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freqg. Mut.)

[vcTanbHas cnvHanbHas aMmoTpodvsa BPOXKAEHHas ¢ napanmyom guagparmbl. Movck myTaumii B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMAL, Gene IGHMBP2, Mut.)

MurmeHTHas gereHepauus cetyatku. MNMonck myTtauuii B reHe RP2, m. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CviHgpowm 3nepca-AaHno, Tvn VI. Mounck yacTbix MyTaumii B reHe PLOD, u. M. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CvHapom Aapckora-CkoTTa (thaumoreHuTansHas aucnnasus). NMouck mytauumii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnvHanbHO-6ynbbapHas ammnoTpodumsa KeHHean. Mouck yactbix MyTauuii B reHe AR, 4. M. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

CemeliiHast runepxonectepuHemusi, reH PCSK9
CvHapom MapTuHa-benn (CMHAPOM NOMKOU X XpOMOCOMbI)

C1HAPOM TOMKOI X-XPOMOCOMbI C TpeMopom/atakcueld, FMR1, u.m.
CuHgpom Mannuctepa-Xonna. Mouck mytaumin B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CvHapom AHTAM-Bukcnepa. Mownck MyTaumin B 3k3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHgpom Mdalidhdepa. Mouck myTaumin B 3k3oHax 7, 9 reHa FGFR2 n 3k30He 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MoneKynsapHbIA CKPUHWMHT Ha MUKpoZeneuun/ MUKPOAYNINKaL MM XpOMOCOM

CeMeiiHblii remogaroumTapHbIii AMMgorncTmolmTos. MNomnck vacTtoix MyTaumii B reHe UNC13D, 4. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AyTOUMMYHHBI nuMmgonponndepaTuBHbIi cnHapom. MNMouck myTtaunii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeiiHblii MeaynnspHbIA pak WMTOBUAHOM Xenesbl. Monck MyTauuii B 3k3oHax 5, 8 reHa RET, M.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CuHgpom LBaxmaHa-falimoHga. Mouck myTauuii B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CvHgpom AHgepceHa. Mownck myTaumii B reHe KCNJ2, m. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbuoTpodus cetyatku, Tun dpaHyeckeTTn (bonesHb LWTaprapara 1-ro tmna). Momnck YacTbix
MyTauuii B reHe ABCA4, u. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopounaepemus. Movck myTtaumnii B reHe CHM, M. (Choroideremia, CHM, Gene CHM, Mut.)

CnuHouepebennapHble atakcuu, peakve hopMbl, Y.M.
CvHapowm Yokepa-Bap6ypr (CYB). Mouck mytauumii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CvHapom Kpy3oHa ¢ YepHbIM akaHTo30M. Monck myTaumii B 3k3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHasa arammMarniobynnHemust. Mouck mytaunii B reHe BTK, M. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

rmnococthareMmyecknii BUTaMUH D-pe3ncTeHTHbIN paxuT (MoyeyHbli hoctaTtHbli gnabeT). Mounck
MyTauuii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Ada3na nepBuyHasn nporpeccupytowas. NMouck mytaunii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CuHgpom Makneoga. Mownck mytaumii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CvHApOM TecTUKynsipHoi hemmnHmsauun (CT®, cuHapom Moppuca). NMouck myTauuii B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

JKTOAEpPMasIbHAs aHrMApPOoTUYecKas gucnnasus. NMouck mytaunii B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoyeyHas agucnnasus. MNMounck mytauwnii B reHe UPK3A, m. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

deHnnKeToHypus. Mouck YacTbix MyTauuii B reHe PAH, u. M. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpOMs 3pUTENBHOTO HepBa C ryXOTON. MonCK MyTaLuii B «ropsa4umx» yyacTkax reHa OPAL,
«ropsa4.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HelitponeHus. Mounck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeiiHasi runepxonectepuHemus, reH APOB100

Bpo>kaeHHast HeUyBCTBUTE/NBHOCTb K 60/1M ¢ aHrMapo3oMm. Mouck myTtaumii B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)
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AnudmsapHasa gucnnasms, MHOXecTBEHHas. Mounck YacTbix MyTauumii B reHe COMP, 4. M. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXXAEHHOW LIEHTPa/IbHOM rnnoBeHTUnsALmmn (CBLI). Mouck YacTbix MyTaLmii B reHe
PHOX2B, 4. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

OcHOBHble HacneAcTBeEHHbIe 3aboneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwnoToHmueckas gncTpotus. Mounck YacTbix MyTaumnin B reHe DMPK, u. M. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacnefcTtBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLlapko-Mapu-TyTa) Tun |. Mounck
myTaumii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

VIXTMO3 namennsipHbiii. Mouck Bcex N3BECTHLIX MyTauuii B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[nctanbHasi MOTOpHast Heliponatust Tun V. MNMouck myTaunii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CvHapom Moyart-BunbcoH. Mounck myTtauuin B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTnBHocTb hocthopubosunnupodochar cuHTeTasbl. Movck MyTauuii B reHe PRPS1, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CviHapowm epmaHcku-TMyanaka (Anb6UHU3M rNa30-KOXHbIV C reMopparn4eckMmM auare3om u
NUrMeHTaLMen peTuKyno-3aHA0TeNNaNbHBIX KNeToK). Monck YacTbix MyTauuii B reHe HPS1, 4. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHas guctpodnsa AroweHHa/bekkepa. Mouck geneunii n gynavkaumin B reHe guctpouHa
CvHgpom Knunnens-®eins (CMHAPOM KOPOTKOM Lweu). Monck myTtaumii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHunomeTadmsapHas gucnnasus. Monck mytaumnin B «ropsaumx» yvacTkax reHa ANKH, «ropsiu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

JpUTpoaepMUS BPOXKAEHHAsA NXTUO3HasA (HebynnesHas). Mouck mytaumii B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KpeiTtudenbara-ikoba. Mouck mytauuin B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MwukpodTanbM ¢ KatapakToii. Mouck myTtaumii B reHe CRYBA4, M. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MwuToxoHapvanbHble 3a60neBaHNs, KOMMIEKCHas AUarHocTnka: MutoxoHapuanbHas AHK, y.wm.
CewmeliHasi nepuogmnyeckas nmxopagka. Movick mytaumii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

Cungpom Xy6epa (CXK). AHanms uncna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MeTremorno6unemums, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.)

Xopes MeHTUHITOHa. Mounck YacTbix MyTaLmii B reHe IT15, u. m. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CuHgpom CumncoHa-IFonabu-bemens. Monck myTtaumii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTtunnrnytakoHoBas aumaypus. MNovck myTtaumii B reHe OPA3, m. (3-Methylglutaconic Aciduria Type
I, Gene OPA3, Mut.)

X-CLenneHHbIn numdonponndepaTMBHbI cCMHAPOM (60ne3Hb [lyHkaHa, cuHapom MypTunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Meproanyeckas 60ne3Hb. Mounck YacTbix MyTaLmii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHusa getepMyHauumn nona. Mowvck mytaunii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOAEpMasibHas rmapoTudeckas gucnnasus. Nouck mytaumii B reHe GJB6, m. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-CLenneHHbIN MOTOPHBIA HUcTarm. Mouck myTtaunii B reHe FRMD7, M. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HesapalleHne pogHUYKoB. MNMouck MyTauunii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CuHgpom Buckotta-Ongpuda (CBO). Mounck myTtayuii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MbiweyHas auctpodus Imepu-Apelidyca. Monuck Mytaunii B reHe aMepriHa Npu X-cLenneHHomn
topme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AKpofepmMaTuT aHTeponatnuyeckuii. Mouvck mytauuin B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacnepactBeHHas HeliponaTtus ¢ NOABEPXXEHHOCTLIO Mapanmyy oT caasneHus. MNovck MyTauuii B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)
OcTeoneTpo3 peLeccuBHbIV (MpaMopHas 60/1e3Hb KocTei). Monck YacTbix MyTauumii B reHe TCIRG1,
u. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)
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IMnoKanneMmnyeckunii NepuoanYveckumii napanmy. NMouck myTaumii B ak3oHax 12, 18 n 19 reHa
SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

VIXTMO3 BynbrapHsbiii. Mouck Yactbix MyTauuii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CemeliHasi runepxonectepuHemusi, red LDLR

Mnep-IgD cuHgpom. Mounck myTtauniin B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

ANbOUHN3M FNa30KOXHbIV TN 1A. MNMouck myTaunin B reHe TYR, M. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MbllweyHas AucTpotus BpoXxaeHHas. Mounck vacTbix MyTaLumii B reHe FKRP, u. M. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BbonesHb LUTaprapara. Mouck vacTtbix MyTauuin B reHe ABCA4, u. M. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannoanugusapHas gucnnasus (C34). Mownck mytaumii B reHe TRAPPC2, M.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOpAaKC NePBUYHbLIV CNOHTaHHbIN. Mouck MmyTauuii B reHe FLCN, M. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHgpowm HuimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CvHapowm BaapgaeH6ypra. Mouck myTtauwmii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MbilweyHas gUCTpPotmns NOSICHOKOHEUHOCTHas!. Monck myTtauumii B reHe FKRP, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHoam3ocTos. Mounck myTauuii B reHe CTSK, M. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

deHunnkeToHypus. Mouck myTtaymii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CvHapom Cmuta-Slemnn-Onuua (CNOC). Mouck myTtaunii B reHe DHCR7, m. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumgos. Monck yacTtbix MyTauuii B reHe CFTR, u. m. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MNapKMHCOHA, KOMMEKCHas ANarHOCTMKa, Y.M.

CuHppom LUAOACUI, reH NOTCH3

MbiweyHas auctpodus [oweHHa-bekkepa. NlaioHm3auma X-xpoMocomsl y aesoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MwukpodTanibM M30IMPOBaHHBINA. Mouck MyTauumii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnnHouepebennspHble atakcun, Yactble POPMbI, Y.M.

CkanynonepoHeasbHas muonatus. Mouck myTtayunii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CemeliHblil remodarouutapHbiin iMMgorncToumTos. Nouck mytaunii B reHe PRF1, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene PRF1, Mut.)

®datanbHan cemeliHas MHCOMHUMSA. Monck myTaumii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [onck MyTaumii B reHe EXT1, m. (Multiple Exostoses, Gene EXT1, Mut.)
BonesHb YHeppuxTa-JlyHa6o0pra. Mouck Yactbix MyTauuii B reHe CSTB, 4. M. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dunbpogucnaasnsa occupurumpyroLas nporpeccupyrowas. Monck mytaunii B «ropsumx» yyactkax
reHa ACVR1, «ropsy.» yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTUHITOHONOAO6HOE 3a6oneBaHMe, TN 2, JPH3, u.m.

X-CLLeNNEHHBIN TSHXKENbI KOMOUHUPOBaHHbI UMMyHOoAepUUNT. Monck myTaumii B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MceBpoKcaHTOMa anacTmyeckas. Monck YacTbix MyTaumii B reHe ABCC6, u. M. (Pseudoxanthoma
Elasticum, Gene ABCCS6, Freq. Mut.)

Metremorno6unHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBuyHasa nerovHas runepteH3uns. NMouck mytaunii B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

ATtakcus dpugpeixa. Mownck myTtaumin B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mownck myTtaumii B reHe NDP, M. (Norrie Disease, Gene NDP, Mut.)
JpUTpoaepMUS BPOXKAEHHAsA NXTMO3Has (Hebynne3Has). Mounck mytaumii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

MnepTtpoduyeckas kapanommonarus. Nonck mytaumii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)
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Inaykoma KOBEeHWU/bHasi OTKPLITOYrofbHas (CUHApoM Purepa). Mouck myTauumii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numdenema. Monck myTaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)

Tpomb6ouunToneHns BpoxaeHHas. Mouck mytaumii B reHe MPL, M. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MbllweyHas AMCTPOhUsa NOACHOKOHEUYHOCTHasA. Mounck MmyTauuii B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoyeyHas agucnnasus. NMomnck mytaumm B ak3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponnasus nporpeccupytowas. Mowvck mytauuii B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBoi1 ammnoTpoduueckmnii cknepos (BAC), SOD1, m.

TopcuoHHasa guctoHus, Tmn 1, TOR1A (DYT1), u.m.

CvHApOM NoaKoneHHoro nrepurnyma. Mowck mytaumii B reHe IRF6, M. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb flepmutt-Ayknoc. NMouck mytauunii B reHe PTEN, M. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MelweyHas aucTpotus BpoxaeHHas. Mouvck mytauuii B reHe FKRP, M. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CuHgpom baHasiH-Palinn-PyBanb6aka. Mownck myTtayuii B reHe PTEN, M. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

SpUTPOLMTO3 peLeccrBHbIN (CeMeiiHas HacneACTBeHHas nonnuntemus). Monck MyTauuin B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Heliponatus ¢ napanuyamu ot caasneHus, PMP22, neneuunn n gynnukauum (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHunometadmsapHas gucnnasus. Monck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHuYecKasi rpaHyneMato3Hasi 6one3Hb. Mouck mytaunii B reHe CYBB, m. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepusi XatunHcoHa-rmngopga. Mouck mytaumin B reHe LMNA, M. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CuHgpom Kpurnepa-Haiapa (CKH, cemeiHas xentyxa). Monck mytaumii B reHe UGTL, M.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CuHgpom PetTa. Mouck myTauuii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

bonesHb bexueta, TMINUpoBaHne HLA B51

HapylweHuns getepMmuHaumnmn nona. AHanms Hanmumsa reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblLeyHas AUCTPOthUs NOACHOKOHEYHOCTHas. Monck myTaumii B reHe SGCA, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHas MOTOPHO-CEHCOPHaA HeliponaTus (6onesHs LWapko-Mapu-Tyta) Tvn Il. Mownck
myTaumii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AyTOMMMYHHbI TuMdonponndepaTuBHbIA CUHAPOM. MONCK MyTauuiA B «FOPAYNX» y4acTkax reHa
TNFRSF6, «rops4.» y4. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

nep-IgD cMHApOM. Mouck MyTauuin B «ropsiumx» yyactkax reHa MVK, «ropsiy.» yy. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MblweyHas guctpodms, Tn Pykyama. Mouck mytauwnii B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CviHapowm ESC (cnHapom MNonbamaHa-®aspa). Mownck myTtaumii B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CuHgpom BaH gep Byga. Mouck myTauunii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PetnHowmsmc. Mouck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMeliHblii remodharoyutapHsbiii iumMcorncTnoumTos. NMouck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpos peLeccrBHbI (MpamopHas 60ne3Hb KocTeit). Mouck myTtaunii B reHe TCIRG1, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BbonesHb YHheppuxTta-JlyHa6opra. Mounck mytaumii B reHe CSTB, m. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbI nuMmgonponudepaTnsHbIii cMHAPOM (60ne3Hb [lyHKaHa, cCMHAPOM ypTUbo).
Mouck myTauuii B reHe SH2D1A, M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb BecTa. MNonck Bcex N3BECTHbIX MyTaLmii B reHe BEST, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHunocurHocTo3s. Mounck myTtauuii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)
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KpaHnocrHocTo3. Mounck myTtaumii B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CrnoHrnogopmHas aHuedanonatus ¢ HeMPoONCUXMYECKMY NPOSBAEHUAMN. MonCK MyTaLuii B reHe
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

MxTnos 6ynnesHblii. Mounck myTauuii B reHe KRT2, M. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CuHgpom KapneHTepa (akpouehanonoancnHLaktuamsa BToporo Tmna). NMovck myTtauunii B reHe
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

CuHapom xekcoHa-Beiicca. MNMouck mytaunin B ak3oHe 9 reHa FGFR2 1 ak30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MceBgokcaHTOMa anactnyeckas. Monck mytaumii B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)

Cnactuyeckasn napannerus LUtpromnens, Tun 4, SPAST (SPG4), u.m.

CviHgpom Xunnensa-finHaay (Lepe6bpo-peTMHO-BUCLEPa/IbHBIA aHrMoMaTos). Mouck MyTaunii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

Mcopwas, TunuposaHve HLA-Cw6

MoneKynsApHO-reHeTUYeCKas AMarHoCT1Ka paka npeacTare/lbHOM Xenesbl

CuHgpom Anepa (akpouetanocnHaaktunms). Monck YacTbix MyTauumii B reHe FGFR2, u. M. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHast runepxonectepuHemMusi (KOMMIEKCHas AMarHocTuka - reHbl LDLR, APOB, PCSK9)

AnudmrsapHas gucnnasus, MHOXecTBeHHas. Monck myTtaumii B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CuHgpom Apta. Mownck myTtaumii B reHe PRPS1, m. (Art's Syndrome, Gene PRPS1, Mut.)
dpuTpOoAEPMUS BPOXKAEHHAA MXTUO3HasA (HebGynnesHas). Monck mytaumii B reHe ALOXE3, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CvHApPOM KpaHrogaumanbHOW ANCMOPHMN-TYTOyXOCTU-YIbHAPHOM AeBuauun Kuctei. Mounck
MyTauuii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

MbiweyHas guctpotms Amepu-Apeiidyca. Mouck mytaumin B reHe LMNA, M. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

SpUTPOLMTO3 peLLECCUBHbIN (CemMeliHas HacneACcTBeHHas nonuumTemMms). NMouck Yactbix MyTauuin B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CvHapom Kepatuta-mxtnosa-tyroyxoctu (KAA-cuHapom). Monck mytauumii B reHe GIB2, M.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Nvnopnctpogus cemeiiHas YacTnyHas. Monck MyTauuii B «ropsymx yyactkax» reHa LMNA,
«ropsA4.» yd. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
CviHapowm BapTa. Mowuck myTauumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)
Llepe6pookynodaymockeneTHbln cuHgpoM. MNMouck myTaunin B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CvHgpom Xunnens-fiuHaay (Lepebpo-peTMHO-BUCLEPaNbHbIA aHrmomaros). OnpegeneHme ymcna
konwuii reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [onck MyTaumii B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.)
MbllweyHas AMCTPOGUs NOACHOKOHEYHOCTHas. Nonck yacTbix MyTauumii B reHax CAPN3, FKRP,
ANOS, SGCA

Inaykoma BpoxXaeHHas. Mowuck mytaumii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

HopMmokannemuydeckunii nepuogmyeckunin napanud. Monck mytawmii B 3k3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxkeHus neyeHn, reHsl ATP7B, PNPLA3, SERPINAL, u.m.

Monnpaktunus. Mownck myTtauuii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)

Minep-IgM cungpom. Mowck mytauuii B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBuyHasa runepTpoguyeckas octeoaptponarnsa (naxmgepmoneprnocTos). NMouck myTtaunii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)
MwuoToHusa ToMmceHa-bekkepa. Mounck YacTbix MyTauuii B reHe CLCN1, u. m. (Myotonia Congenita,
Gene CLCN1, Freq. Mut.)

BokoBOI1 ammnoTporyeckmnii cknepos, C9orf72, u.m.

INoMepyoLMTO3 MOYEK rMMoNaacTMyeckoro Tmna. Mowvck mytauuii B reHe HNF1B, m. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOPHas HelponaTus (6onesHb Lapko-Mapu-TyTta) Tvn |. Monck
yacTbIx MyTauuii B reHax SH3TC2, FIG4, FGD4 n GDAPL, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freq. Mut.)

CvHapom KothdmHa-/oypwm (CKJT). Mounck myTtauuii B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)
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Monugaktnnus. Mownck myTtaumii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.) 9090

HeaniKoro/bHbIN XMPOBOIA renartos, reH. PNPLA3, u.m. 2900
CviHgpowm TAR. Mowuck myTauwmii B reHe RBM8A, M. (Thrombocytopenia-Absent Radius Syndrome, 23370
TAR-Syndrome, Gene RBM8A, Mut.)
BonesHb KoyaeHa. Mouck myTtauuii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.) 35020
MwuoToHuueckas guctpodus, Tun 2, CNBP (ZNF9), u.m. 2800
XoHgpogamcnnasusa ToueuHas KoHpagu-XioHepmara. MNovck mytaumii B reHe EBP, m. 15600
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)
CeMeliHblii remodharoyutapHbIin TMMGOrncTMoLmMTo3. Nouck Mytauumii B reHe STXBP2, m. (Familial 46680
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)
Pabgomunonns (MmornobuHypwus). Mouck mytauumii B reHe LPIN1, m. (Myoglobinuria Acute Recurrent 85530
Autosomal Recessive, Gene LPIN1, Mut.)
leneotmanyeckasn gucnnasms. NMouck mytaumin B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1, 69990
Gene ADAMTSL2, Mut.)
bonesHb MannepsopaeHa-LLnaTua. Monck yacTbix MyTaumii B reHe PANK2, u. m. 6510
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)
Sputpokepatogepmus. Monck mytaumii B reHe GIB4, m. (Erythrokeratodermia, Gene GJB4, Mut.) 9090
ATtenocTeoreHes (gucnnasus ge ns LWanens). Mowvck mytauuin B reHe SLC26A2, M. (Atelosteogenesis 23370
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)
AHemus [alimoHga-bnekgeHa. Mouck myTaunin B reHe RPS19, m. (Diamond-Blackfan Anemia 1, 19480
DBAL, Gene RPS19, Mut.)
HedpoTnueckuin cnHapom. Mownck myTtaumin B reHe NPHS2, m. (Nephrotic Syndrome Type 1, 31140
NPHS1, Gene NPHS2, Mut.)
remocunms. Mouvck MyTauuii B reHe haktopa IX npu remogunum B, M. (Hemophilia B, Gene Factor

27250
IX, Mut.)
TpuxopuHoganaHreanbHbli cMHAPOM. [Nonck myTaumii B reHe TRPS1, m. (Trichorhinophalangeal 38910
Syndrome, TRPS, Gene TRPS1, Mut.)
CnnHanbHasi aMMoTpotus ¢ Napannyom avagparmbl. Mouck myTtauuii B reHe IGHMBP2, m. (Spinal 58330
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)
rmnoxoHaponnasus. Mounck yacTbix MyTaumii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3, 10960
Freg. Mut.)
MyTauumn nekapcTBeHHol pe3ncteHTHocTM NS3, NS5A 1 NS5B pernoHoB reHoma Bupyca renatmra 11670
C (ana reHoTunos 1a, 1b)
MnepKaIMeEMUYECKUI Nepnoguyecknii napanmy. NMouck MmyTtauuii B ak3oHax 13 n 24 reHa SCN4A, 14270
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
HelipoceHcopHas HeCMHAPOMasbHas TYTOyXOCTb, MOUCK YacTbIX MyTaunii B reHe GJB2 1 KpymnHbIX 6200
fLeneunin B nokyce DFNB1

OHKonornyeckue 3abonesaHns

Mytauun B reHe MET 11210
HacnefcTBeHHbIe Clydan paka MOSIOUYHOW Xenesbl W/unm sYHMKoB (reHbl BRCAL, BRCA2) 4350
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))
Mytaunn B reHe POLE 7570
OnpegeneHve TpaHcnokaumm 1p/19q 10150
VccnepgoBaHne XpoMoCcoM B aBOPTUBHOM MaTtepuane, CKpUHUHL 9100
CvHAPOM MHOXECTBEHHOI 3HAOKPUHHONM Heonnasum 2B tnna (reH RET) (Multiple Endocrine 4680
Neoplasia Type 2B (Gene RET))
HacneactBeHHble cnyvan BRCA-accoumMmMpoBaHHOMO paka y My>KUUH: pak rpyaHoM,
nomkenyaoyHoOM, npeacTatesibHOM Xenes, pak sindek (reHsl BRCA1, BRCA2) (6e3 onucaHus 3900
pe3ynbTatoB Bpadom-reHeTnkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
CeMeiiHbIii MegynnspHbIA pak WUTOBUAHOM Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 19460
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))
CVHAPOM MHOXECTBEHHOM 3HAOKPUHHOM Heonnasum 2A Tuna (3k3oHb! 10, 11 reHa RET) (Multiple 9090
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
MyTtaunn B reHe IDH2 10620
VccnepgoBaHmne XxpomocoM B abOPTUBHOM MaTepuase, pacluMpeHHoe 21090
KonnuyectBeHHOe onpefeneHne COOTHOLLEHNS HOPMa/IbHOTO 1 MyTaHTHOrO annenen 617V/617F B 8000

14 3k30He reHa JAK?2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)

HacnefctBeHHble cnyyvan BRCA-accouMmMpoOBaHHOTO paka y My>XUMH: pak rpyLHOW,

NopKeNya0YHON, NpeacTaTesibHOM Xenes, pak andek (reHsl BRCAL, BRCA2) (Hereditary Breast 4350
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

OnpegeneHvie metTunnposaHus reHa MGMT 10620



Myrtaumsa PIK3CA 10620

OnpegeneHne abepauuini C228T 1 C250T B reHe TERT 7570

HacnefcTBeHHbIe cilydan paka MOMIOUYHOW Xenesbl U/unu SndHnKoB (reHsl BRCAL, BRCA2) (6e3

onuncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 3900

(Genes BRCA1, BRCA2) (without Description))

Mytauun B reHe IDH1 10620
PepmMeHTHI

A09.05.039 NaktatgerngporeHasa (146, L-nakrat, HAQ+Okeugopeaykrasa) (Lactate

Dehydrogenase, LDH) 150
G6PD 3pnTpoumnTOB, aKTMBHOCTD 2980
A09.05.042 AnaHnHamuHoTpaHchepasa (ANAT, AT, ryTaMUMHO-NMPOBUHOrPadHasa TpaHcaMmHasa, 150
I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbtha-amunasa (?-amunasa, guacrasa) (Alpha-Amilase, ?-Amylase) 210
A09.05.180 Anbtha-ammnasza naHkpeatnyeckas (P-usotepmMeHT ammnasbl) (Pancreatic ?-Amylase) 250
XonuHactepasa (S-MNMceBooxonuHacTepasa, XonnHactepasa Il, S-X3, auunxonnHrugponasa) 230
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 docpatasa wenoyHas (L) (Alkaline Phosphatase, ALP) 150
A09.05.173 Nnnasa (Tpuauunranueponauunrngponasa) (Lipase) 290
docgartasza kucnas (K®) (Acid Phosphatase, ACP) 200
ramma-raytammntpadcnentugasa (MT, raytramuntpaHcnentugasa) (Gamma-Glutamyl Transferase, 150
GGT)
A09.05.043 KpeaTtnHknHasa (KpeatnHgochokumHasa, KK, KPK) (Creatine Kinase, CK, Creatine

: 240
Phosphokinase, CPK)
A09.05.041 AcnapTtatammnHoTpaHcgepasa (ACAT, ACT, rnyTaMMHO-LLaBeIeBOYKCyCcHas
TpaHcaMuHasa, MW T) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 150
SGOT)
KpeatuHkmHaza-MB (KpeatnHpochokunHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, 310
Creatine Phosphokinase-MB, CPK-MB.)

HLA-TunnpoBaHue 1 pesyc-jaktop

TunuposaHue reHos cucteMbl HLA 1l knacca (reHsl DRB1, DQA1, DQB1) (System Human Leukocyte 5310
Antigen (HLA) Class II, Typing (Genes DRB1, DQA1, DQB1))
OnpegfeneHve reHoTunNa pesyc-akropa (6e3 onvcaHnsa pesynbTatoB BPpayOM-reHeTUKOM) 8880
(Genotype of RH factor Definition (without Description))
OnpegeneHvie nosa nnoga. BoisieneHne Y-xpomocomsl nnoga B Kposu matepu (Y-chromosome of

; \ 4100
the fetus in the mother's blood)
OnpepeneHne pesyc-thaktopa (Rh factor Definition) 6200

OueHKa CBEPTbIBAIOLLEN CUCTEMbI KPOBY
MnasmunHoreH (Plasminogen) 600
dakTop VIII (aHTUremounbHelii rnobynuH A) (Antihemophilic Globulin A, FVIII) 1030
A09.05.051.001 D-agnmep (D-Dimer) 1030
A09.05.050 dunbpmrHoreH (Fibrinogen, FG) 210
A12.05.039 AKTMBMpPOBaHHOE YacTU4Hoe (MapumanbHoe) TpoM6oMnnacTMHOBOe Bpems (AUTB 150
(ANTB), kethannH-kaonMHosoe Bpems) (Activated Partial Thromboplastin Time, APTT)
dakTop IX, aKTMBHOCTb, % (thakTop Kpmctmaca, aHTUreMounbHbIl hakTop «B») Factor IX, Activity,%
. : o e 440

(Christmas Factor, anti-hemophilic globulin “B”)
A12.05.027 NpoTpombuH (NpoTpombrHoBoe Bpems, NMB), MHO (MexayHapogHoe
HopMasnim3oBaHHOe oTHoLleHue) (Prothrombin, Prothrombin Time, PT, International Normalized 230
Ratio, INR)
A12.05.028 TpomburHoBoe Bpems (TB) (Thrombin Time, TT) 230
A09.05.029.001 BonuaHou4HbIl aHTUKOArynsHT (BA) (Lupus Anticoagulant, LA ) 730
MpotenH C, % aktnBHoctM (Protein C, % Activity) 1790
AHTU-Xa aKTMBHOCTb, ME/Mn (FenapuiH, koHUeHTpaums, ME/Mn), Anti-Xa activity, IU/ml (Heparin 1670
concentration, lU/ml)
dakTop BunnebpaHga, aHTureH, % (Willebrand Factor, Antigen, %) 2030
A09.05.047 AHTUTPOMOWH lII, % akTBHOCTM (AT I, Antithrombin IIl, % Activity) 330
MpotenH S cBo60aHbIN (Protein S, Free) 2220

bBenku n aMmmHOKUCIOTLI



CBO6OAHbIE Nerkve uenv MMMyHoro6ynnHoB kanna 1 nsméaa B moye (Urine immunoglobulin free

light chains (FLC) kappa and lambda) 1340
M-rpagneHT, CKPUHWUHT. SNeKTpodopes CbIBOPOTKN KPOBU, MMMYHOMMKCALMA C NOINBANEHTHOW
AHTUCLIBOPOTKOM, KONMYecTBeHHas oueHka M-6eska (6e3 TunuposaHus) (M-Gradient, Screening. 2160
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
Benok beHc-[KoHca B MOYe: MMYHOMMKCaLWs, KONMYeCcTBEHHOE onpeaeneHne, TMNMPOBaHue
kanna, naméga (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3000
Typing, Quantification )
A09.05.014 Benkosble ppakumn (Serum Protein Electrophoresis, SPE, SPEP)* 250
M-rpagveHT, TMNMpoBaHre. 3NeKTPODOpPES CbIBOPOTKN KPOBU, UMMYHO(MUKCALMS C MaHENbIO
aHTUCLIBOPOTOK (pa3fenbHo K 1gG, IgA, IgM, kanna, nam64a), KonnyectTBeHHas oueHka M-6enka 3990
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CBOGOAHbIE NETKME Leny MMMYHOT/TI00YNMHOB Kanna 1 nam6aa B nnkeope (Cerebrospinal Fluid

: . . . 1580
Concentration of Immunoglobulin Free Light Chains)
CBO6GO/HbIE Nerkve Lenn MMMyHOr106yNMHOB Karnna u 1SM64a CbIBOPOTKM C pacyeToM MHaekca 1960
kanna/naméga
Benok beHc-koHca B MOYe, CKPUHUHT C NPUMEHEHNEM UMMYHOMUKCALIMU U KOIMYECTBEHHOE

. . o e 1880
onpegeneHue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 AnbbymuH (Albumin) 210
A09.05.010 O6wwmin 6enok (Protein Total) 150
A09.05.214 FNomouuctenH (Homocysteine) 1290
AnekTpodopes 6enKoB Moun, onpegeneHve tmna npotenHypun (Urine Protein Electrophoresis) 1500
AnneprokoMnoHeHTbl ImmunoCAP

Kanycrta 6enokoyaHHas (f216) IgE, ImmunoCAP 630
AnenbcuH (f33) IgE, ImmunoCAP 630
MonbiHb 06bIKHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 1830
Puc (f9) IgE, ImmunoCAP 630
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 720
CsuHuHa (f26) IgE, ImmunoCAP 630
TapakaH pbbkuii (npycak) (i6) IgE, ImmunoCAP 630
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) 720
Kaptodens (f35) IgE, ImmunoCAP 630
KoHanb6ymuH saiiua, nGal d3 (f323) IgE, ImmunoCAP 830
Cwmecb annepreHoB fomaluHel noiny (Hollister-Stier) (hx2) IgE, ImmunoCAP 1250
Candida albicans (m5) IgE, ImmunoCAP 630
An nuensl MmegoHocHo (i1) IgE, ImmunoCAP 630
A4 ocbl 06bIKHOBEHHOIA (i3) IgE, ImmunoCAP 630
XnoprekcnguH (c8) IgE, ImmunoCAP 630
Mepcuk (f95) IgE, ImmunoCAP 630
AumeHsb (f6) IgE, ImmunoCAP 720
Jpoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 630
Osomykoug, nGal d1 (f233) IgE, ImmunoCAP 830
Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP 1830
OBuga, anutenuii (€81) IgE, ImmunoCAP 630
Knew, fomawHel noinv / D. pteronyssinus (d1) IgE, ImmunoCAP 630
bepesa 6opogasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 1830
Kpab (f23) IgE, ImmunoCAP 630
OBanbbymuH, anbbymunH anyHbIi, nGal d2 (f232) IgE, ImmunoCAP 830
beTa-nakrtornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 830

Anbha-naktanbbymuH (nBos d4) (f76) IgE, ImmunoCAP 830



baHaH (f92) IgE, ImmunoCAP

Mawnro (f91) IgE, ImmunoCAP

Mopckas cBuHKa, anutenuii (e6) IgE, ImmunoCAP
Tpunrasa, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyraii, nepo (e213) IgE, ImmunoCAP

AnyHbIn xenTok (f75) IgE, ImmunoCAP

Kowka, nepxotsb (el) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImnmunoCAP

[JomatHas nbinb (Hollister =Stier) (h2) IgE, ImmunoCAP
Apaxuc, rAra h 9 LTP (f427) IgE, InmunoCAP

Cobaka, rCan f 1 (e101) IgE, ImmunoCAP

Msico kypuubl (f83) IgE, ImmunoCAP

MonbiHb ropekas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP
dopmanbgerng / popmanuH (k80) IgE, ImmunoCAP
Mopkoss (f31) IgE, ImmunoCAP

CoeBble 606bI (f14) IgE, ImmunoCAP

JomawHas neinb (Greer Labs.) (h1) IgE, ImmunoCAP
Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
OpyBaH4YMK 06bIKHOBEHHBIN (W8) IgE, ImmunoCAP
Cwmecb annepreHoB nnecenn (mx2) Ige, ImmunoCAP
KpeseTka (f24) IgE, ImmunoCAP

TponomunosunH kpeseTok, rPen al(f351) IgE, ImmunoCAP
IpeingpyT (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko koposbe (f2) IgE, ImmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP
AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHaA, NArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MuaguH nwenuusbl, rTri a 19 (f416) IgE, ImmunoCAP
Cmechb nuuiesbix annepreHos (fx15) IgE, ImmunoCAP
Cobaka, nepxoTb (e5) IgE, ImmunoCAP

Cwmecb annepreHos msca (fx73) IgE, ImmunoCAP

Cmecb geTckux nuwiesblx annepreHos (fx5) IgE, ImmunoCAP
MopaconHevHmk (w204) IgE, ImmunoCAP

fA6noko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momungop (f25) IgE, ImmunoCAP

Kapn, napsanb6ymuH, rCyp c¢ 1 (f355) IgE, ImmunoCAP
Ag wepwHA (i75) IgE, ImmunoCAP

Cmech NblbLbl paHHeugeTyLLmx nyroeblx Tpas (gx1) IgE, ImmunoCAP

Bepesa 6opogaByaras, rBet v2, rBet v4 (t221) IgE, ImmunoCAP

630
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1250
1250
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630
630
630
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630
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Ipeunxa (f11), IgE, ImmunoCAP

CtadmnokokKoBbIli 3HTepoToKenH A (m80) IgE, ImmunoCAP

Phadiatop ImmunoCAP, IgE

Tumodheeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHpapvH (f302) IgE, ImmunoCAP

KaszeunH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb anfiepreHoB njecHeBbIx rpnobkos (mx1) IgE, ImmunoCAP
MeHnunnnmH V (c2) IgE, ImmunoCAP

CaxapHas ceekna (f227) IgE, ImmunoCAP

Cmecb annepreHoB MbinbLpl Aepesbes (tx9) IgE, ImmunoCAP

lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MwuHgans (f20) IgE, ImmunoCAP

Ipubbl (WamnuHbOoHbI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImnmunoCAP)
Knewy gomatuHel noinu / D. farina (d2) IgE, ImmunoCAP

bapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayK (f17) IgE, ImmunoCAP

Mwennua (f4) IgE, ImmunoCAP

Nnmon (f208) IgE, ImmunoCAP

Bblunii CbIBOPOTOUHBIN anbGyMuH, NBos d6 BSA (e204) IgE, ImmunoCAP
BbaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImnmunoCAP)
Yaii nuctoBoii (f222) IgE, ImmunoCAP

Cmecb annepreHoB MblbLpl COPHbIX Tpas (wx1) IgE, ImmunoCAP
CmopoauHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

Tumodheeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP

Kowwka, rFel d1 (e94) IgE, ImmunoCAP

rossiguHa (f27) Ige, ImmunoCAP

Kuswu (f84) IgE, ImmunoCAP

Nvsouwnm siiua, nGal d4 (k208) IgE, ImmunoCAP

AM6pO3KA BbicOoKas, NOMbIHOANCTHAsA, NAmb al (w230) IgE, ImmunoCAP
MonbiHb 06bIKHOBEHHas (W6) IgE, ImmunoCAP

Nyk (f48), 1gE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP)
MeHnuunnuH G (cl1) IgE, ImmunoCAP

Tumodheeska nyrosas (g6) IgE, ImmunoCAP

bepesa (t3) IgE, ImmunoCAP

KoLuKa, CbIBOPOTOYHbI anbbymuH, rFel d2 (€220) IgE, ImmunoCAP
CtamnoKoKKOBbI 3HTepoTOKCcKH B (m81) IgE, ImmunoCAP

Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP)
BuwwiHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP)
O6wwuit Ig E ImmunoCAP

CtahmnoKOKKOBbI 3HTEpPOTOKCUH TSST (M226) IgE, ImmunoCAP
Alternaria alternata (m6) IgE, ImmunoCAP

Aspergillus fumigatus (m3) IgE, ImmunoCAP

YecHok (f47) IgE, ImmunoCAP

630
630
1570
1830
720
830
1250
630
720
1250
720
720
720
630
630
720
630
630
630
1830
720
720
720
1250
720
630
1830
1830
630
630
830
1830
630
720
630
630
630
1830
630
720
720
690
630
630
630
720



Phadiatop Infant ImmunoCAP, IgE

Apaxuc, rAra h 3 (f424) IgE, InmunoCAP

AnyHbIn 6enok (f1) IgE, ImmunoCAP

Osec (f7) IgE, ImmunoCAP

Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP

Cenbpepeli (f85) IgE, ImmunoCAP

3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP

TbikBa (f225) IgE, ImmunoCAP

An ocbl NaTHUCTOM (i2) IgE, ImmunoCAP

Monoko ko3be (f300) IgE, ImmunoCAP

Tpecka atnaHtTuuyeckas (f3) IgE, ImmunoCAP

Kypuua, nepo (e85) IgE, ImmunoCAP

Cobaka, CbIBOPOTO4HbIV anbbymuH, nCan 3 (€221) IgE, ImmunoCAP

Pomatuka (w206) IgE, ImmunoCAP

Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP
PeBMaTOUAHbIV apTPUT, MOPaXKEHUS CyCTaBOB

MonekynsapHo-reHetTuyeckoe mnccnegosaHue HLA-B27 (Molecular Genetic Testing HLA-B27)

AHTUTENA K UMKINYECKOMY LUTPyAIMHupoBaHHoMy nentugy (ALLLM) (Anti-Cyclic Citrullinated
Peptide, anti-CCP)

AHTUTeNa Knacca IgG K kepatHy (AHTMKepaTuHOBbIe aHTUTeNa, AKA, AHTU(UNArTpUHOBbIE
aHtTuTena, AGA) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)

PeBmatongHblii haktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA)

KpucTtannibl B Maske CUHOBUA/IbHOM XXMAKOCTM (MOHOYpaT HaTpus, nupodocdat Kanbuums) (Synovial

Fluid Smear, Crystals)

AHTUTEeNa Knacca IgG K MoguumMhrMpoBaHHOMY LIUTPYNINHUPOBaHHOMY BUMEHTUHY (aHTU-MLIB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin
Antibodies, Anti-Sa Antibodies, 1gG)

LintomeranoBupycHas UHgekuus (Lmtomeranosupyc, LIMB)

Lintomeranosupyc, onpegeneHne HK B cocko6e anuTenmanbHbIX KNeToK cnn3nctoii Hoca (CMV
DNA, Scrape of Nasal Epithelial Cells)*

Lintomeranosupyc, onpegenexHve AHK B cocko6e anuTenmanbHbIX KNeTok potornoTkn (CMV DNA,
Scrape of Faucial Epithelial Cells)*

Lintomeranosupyc, onpegenerve AHK B BeHo3HOW kposu (CMV DNA, Blood)*
Lintomeranosupyc, onpegenexHve AHK B Bbinote (CMV DNA, Exudate)*
Lintomeranosupyc,kavectseHHoe onpegeneHve AHK B cbiBopoTke kposu (CMV DNA, Serum)*

AHTUTENa Knacca IgM k umutomeranosupycy (Anti-CMV IgM)

Lintomeranosupyc, onpegeneHve OHK B cekpeTe npoctaThbl, 3skynate (CMV DNA, Prostatic Fluid,
Semen)*

Lintomeranosupyc, onpegeneHve AHK B cocko6e anutenvanbHbIx KneTok koxxu (CMV DNA, Scrape

of Skin Epithelial Cells)*
Lintomeranosupyc, onpegeneHve AHK B moye (CMV DNA, Urine)*

LiutomeranoBupyc, onpegeneHne JHK B cocKoGe anuTeNnasbHbIX KNETOK YPOreHUTalbHOro TpakTta

(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lintomeranosupyc, onpegenenne AHK B cntoHe (CMV DNA, Saliva)*

Lintomeranosupyc, konndectseHHoe onpegeneHve OHK (Cytomegalovirus, DNA) B cbiBOpOTKe
KpOBU

ABuaHocTb Anti-CMV IgG

AHTUTEeNa Knacca IgG k yutomeranosupycy (Anti-CMV 1gG)

Lintomeranosupyc, onpegeneHne AHK B cockobe anutenmaibHbIX KNETOK KOHbIOHKTUBbLI (CMV
DNA, Scrape of Conjunctiva Epithelial Cells )*

LinTomeranosupyc, onpegenexHve JHK B cnnHHOMO3roBoi xungkoctn (CMV DNA, Cerebrospinal
Fluid)*

MuKpOo3anemeHTbl B MOYe

Megb, Mo4a, pasosas nopums (Copper, random urine; Cu)

1990
1830
630
630
1830
630
630
630
630
720
630
630
1830
720
1830

1550

1320

2040

1120

1550

1380

250

250

380
250
380
490

250

250

250

250

250

370

1040
360

250

250

1180



Kagmuii (Cd) B Mmoue (Cadmium (Cd), Urine) 1180

Ko6ansT (Co) B Moue (Cobalt (Co), Urine) 1180
Tannwnii (Tl) B moye (Thallium (TI), Urine) 1180
Mog, (1) B moue (lodine (1), Urine) 1180
MapraHey, (Mn) B moye (Manganese (Mn), Urine) 1180
Xeneso (Fe) B moye (Iron (Fe), Urine) 1180
P1yTb (Hg) B MmouYe (Mercury (Hg), Urine) 1180
AntoMuHuiA (Al) B Moue (Aluminum (Al), Urine) 1180
Mpo6onoaroToBka (CyTouHas MoYya) 680
LInHK (Zn) B Moue (Zinc (Zn), Urine) 1180
Mepgb (Cu) B cyTouHOM Moye (Copper (Cu), 24-Hours Urine) 1180
Hukenb (Ni) B Moue (Nickel (Ni), Urine) 1180
CeneH ( Se) B mouye (Selenium ( Se), Urine) 1180
Mpo6onoarotoeka (Mo4a) 680
CsuHel, (Pb) B moue (Lead (Pb), Urine) 1180
Mbiwbsk (As) B moue (Arsenic (As), Urine) 1180
CTONn6HAK
AHTUTeNa Knacca IgG K cTonbHA4YHOMY aHaTOKCMHY (Anti-Tetanus toxoid IgG) 900

MUKpO3NieMeHThI B KPOBY (CbIBOPOTKA KPOBU, Lie/IbHasi KPOBb)

Hukenb (Ni) B cbiBopoTke kposu (Nickel (Ni), Serum) 250
PtyTb (Hg) B BeHO3HOI kpoBu (Mercury (Hg), Blood) 1180
Mpo6onoarotoBka (CbIBOPOTKa KPOBW) 680
MbIWbAK (AS) B CbIBOPOTKE KpoBM (Arsenic (As), Serum) 250
Kagmwii (Cd) B cbiBopoTKe KpoBu (Cadmium (Cd), Serum ) 250
Ko6ansT (Co) B cbiBOpOTKE KpoBM (Cobalt (Co), Serum) 250
Hukenb (Ni) B BeHo3HOI kpoBu (Nickel (Ni), Blood) 1180
LIMHK (Zn) B BEHO3HOI4 KpoBWU (Zinc (Zn), Blood) 1180
Mog, B cuisopoTke (lodine, serum) 250
3onoto (Au) B cbiBOpOTKe KpoBu (Gold (Au), Serum) 250
Megb (Cu) B cbiBOpOTKe KpoBu (Copper (Cu), Serum ) 250
Mpo6onoaroToBka (KPOBb Lie/IbHas) 680
Megb (Cu) B BeHO3HOI KpoBu (Copper (Cu), Blood) 1180
CauHel, (Pb) B BeHO3HOI KpoBwu (Lead (Pb), Blood) 1180
MapraHel, (Mn) B BeHO3HOI4 kpoBu (Manganese (Mn), Blood) 1180
LInHK (Zn) B cbIBOPOTKE KPOBWU (Zinc (Zn), Serum) 250
NwvTwii (Li) B ceiBOpOTKe Kposw (Lithium (Li), serum) 250
Kagmuii (Cd) B BeHO3HOW KpoBu (Cadmium (Cd), Blood) 1180
CeneH (Se) B cbiBOPOTKe KpoBM (Selenium (Se), Serum) 250
CeneH (Se) B BeHO3HOI KpoBwu (Selenium (Se), Blood) 1180
MapraHel, (Mn) B cbiBOpOTKe KpoBM (Manganese (Mn), Serum) 250
KobasnbT (Co) B BeHO3HOI kKpoBu (Cobalt (Co), Blood) 1180
TpUAOATMPOHNH peBepCUBHBIN (T3 peBepcuBHBIA, Reverse Triiodthyronine). 5970
Tannwii (Tl) B cbiBOopoTKe Kposw (Thallium (TI), Serum) 250
Mpo6onoarotoBka (Nnasma Kposu (renapuH)) 680
Monn6geH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 250

OHKOTEMATOJ1I0TNA



AHanus nepectpoek ATM reHa (FISH, konuu.) (Analysis of ATM gene rearrangements (FISH,
quantitative))

AHanu3 mytauuii B reHe MPL, MLP, kauectBeHHbI (Analysis of MPL gene mutations, PCR,
qualitative)

AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napagmHOBbIX cpe3ax (TMCToFISH, konny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology,
quantitative))

AHanu3 xmumepHoro reHa MLL/AF4 -t(4;11) (MNUP, ka4.) (Analysis of chimeric gene MLL/AF4 -t(4;11)
(PCR, qualitative))

AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) (FISH, konny.) (Analysis of BCL- 6 gene
rearrangements (der(3)(q27) (FISH, quantitative))

AHann3 moHocomuu, feneummn 13 xpomocombl — (del(13), -13) (FISH, konny.) (Analysis of
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanus geneummn TP53 reHa (FISH, konnuy.) (Analysis of TP53 gene deletion (FISH, quantitative))
AHanu3s TpaHcnokauum t(2;5)(p23;q35) Ha napadrHoBbLIX cpe3ax (TMcToFISH, konuuy.) (Analysis of
translocation t(2;5)(p23;q35) on paraffin slides (FISH Histology, quantitative))

AHan13 Bcex cneumgpuyecknx abeppawmii Ha napaguHoBbIX cpe3ax (rmctoFISH, konuy.) (Analysis of
all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanns TpaHcnokauunm t(11;14)(g13;932) Ha napagmMHOBbIX cpe3ax (rMcToFISH, konuy.) (Analysis of
translocation t(11;14)(q13;q32) on paraffin slides (FISH Histology, quantitative))

AHanus TpaHcnokauum t(11;14)(q13;932) (FISH, konuny.) (Analysis of translocation t(11;14)(q13;932)
(FISH,quantitative))

AHanu3 xumepHoro reHa PML/RAR? -t(15;17) (MUP, kau.) (Analysis of chimeric gene PML/RAR?
-1(15;17) (PCR, qualitative))

AHanu3 xmumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MNLP, kay) (Analysis of chimeric gene
CBF?/MYHL1- inv(16),t(16;16) (PCR, qualitative))

AHanms Tpucommn 12 xpomocomsl (+12) (FISH, konny.) (Analysis of chromosome 12 trisomy (FISH,
quantitative))

KauecTBeHHas OLgHKa Hanmuusi comatndeckoii mytaumm V617F B 14 ak30He reHa JAK2 (Qualitative
assessment of presence of gene JAK2 617F somatic mutation)

AHanu3 TpaHcnokaumn t(11;18)(q21;921) (FISH, konuny.) (Analysis of translocation t(11;18)(g21;921)
(FISH, quantitative))

KapuoTtun oHkorematonorundeckuin (Karyotype, Hematologic Disorders, Peripheral Blood)

AHanus geneunn TP53 reHa (FISH, konnu.) (Analysis of TP53 gene deletion (FISH, quantitative))

AHanns TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konndy.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanu3 xmmepHoro reHa BCR/ABL - t(9;22), onpegeneHvne Tuna TpaHckpunTta BCR/ABL reHa - MLP,
kayecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

AHanu3 geneuun 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative))

AHanms xmumepHoro reHa BCR-ABL (FISH, konn4.) (Analysis of chimeric gene BCR-ABL, FISH,
quantitative)

AHanns nepectpoek BCL2 reHa Ha napagmMHOBbIX cpe3ax (rucToFISH, konuy.) (Analysis of BCL2 gene
rearrangements on paraffin slides (FISH Histology, quantitative))

AHanu3 nepectpoek reHa PDGFR?(FISH, konuuy.) (Analysis of gene rearrangements PDGFR? (FISH,
quantitative))

AHanus nepectpoek reHa FGFR1 (FISH, konuy.) (Analysis of gene rearrangements FGFR1 (FISH,
quantitative))

AHanms xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kau.) (Analysis of chimeric gene E2A/PBX1 -
t(1;19) (PCR, qualitative))

AHanu3 myTtauuii B reHe BRAF (V600E) (MLP, kau)

AHanu3 nepectpoek 5 xpomocomsl (FISH, konuny.) (Analysis of chromosome 5 rearrangements (FISH,
quantitative))

AHanu3s TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis of translocation t(4;14)(p16;q32)
(FISH, quantitative))

AHanus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanun3 oTHOCUTeNbHOM 3Kcnpeccun reHa BCR/ABL -konnyectBeHHast RQ MLUP (MLP B peanbHOM
BpemeHun, konuy.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LintoreHeTnyeckmnii aHann3 KneTok KocTHoro mo3ra (kapmotun) (Cytogenetic analysis of bone
marrow (karyotype))

AHanu3 xmmepHoro reHa FIP1L1/PDGFR?(FISH, konuuy.) (Analysis of chimeric gene FIP1L1/PDGFR?
(FISH, quantitative))

AHanus nepectpoek MLL reHa (FISH, konuy.) (Analysis of MLL gene rearrangements (FISH,
quantitative))

AHanns nepectpoek 7 xpoMocombl (FISH, konuny) (Analysis of chromosome 7 rearrangements (FISH,
quantitative))

9850

4390

13570

2260

9850

9850

9850

13570

13570

13570

9850

2260

2260

9850

1770

9850

7020
9850

9850

2260

9850

9850

13570

9850

9850

2260

7790

9850

9850

9850

4390

7020

9850

9850

9850



AHanu3 moHocomuu, geneummn 13 xpomocomsl — (del(13), -13) (FISH, konny.) (Analysis of

chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative)) 9850
AHanus mytaumii B 12 ak3oHe JAK2 reHa (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR 4390
qualitative))
AHanns nepectpoek BCL2 reHa t(14;18)(032;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konuu.)
(Analysis of BCL2 gene rearrangements t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, 9850
quantitative))
VccnepgoBaHne MmyTaumoHHoro crtatyca BCR-ABL reHa (MeTof NpsMOro ceKBeHMpoBaHms Mno 8760
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
AHanus nepectpoek 1 xpomocomsl (FISH, konuny.) 12970
AHanus nepectpoek 3q (FISH, konny.) (Analysis of 3g rearrangements (FISH, quantitative)) 9850
AHanns xumepHoro reHa RUNX1/RUNXITL -t(8;21) ( MUP, ka4.) (Analysis of chimeric gene 2260
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))
AHanns geneummn 20q (FISH, konuny.) (Analysis of 20q deletion (FISH, quantitative)) 9850
AHanu3 nepectpoek MYC reHa ( t(8;14)(q24,932)-t(2;8)(p11;924), t(8 ;22)(q24;911)) (FISH, konunu.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;q24), t(8 ;22)(q24,g11) (FISH, 9850
quantitative))
AHanus mytauuii, geneumii, nHcepumii B reHe CALR (MLP, kay.) (Analysis of CALR gene mutations,

. . - e 4390
deletions, insertions, PCR, qualitative)
AHanus nepectpoek IGH reHa (FISH, konny.) (Analysis of IGH gene rearrangements (FISH, 9850
quantitative))
AHanus TpaHcnokauum t(2;5)(p23;935) (FISH, konuuy.) (Analysis of translocation t(2;5)(p23;q35) (FISH, 9850
quantitative))

OnpegpeneHvie 6MONOrMYECKOro POACTBa B CEMbE: OTLLOBCTBA M MaTePUHCTBA

JocTtaBka pesynbTrara nccnefoBaHus rno onpejfeneHnio 61uonornyeckoro poacTea B 3arnevaraHHOM 1200
KOHBEPTE B MeANLIMHCKUIA othurc
JonofHNTeNbHBbIN y4acTHUK uccnegoBaHns (pebeHok nam mate unm otew) (Additional research 5730

participant (child or mother or father))

CpoyHOe ycTaHOBMEHME BUONOrMYECKOro poACTBa 4/19 O4HOMo 13 poauTeneit npy 6eccrnopHoOMm
poactee apyroro (3 ven.) (Urgent Establishment of Biological Relationship for One Parent at 38030
Indisputable Relationship of Another (3 Persons))

CpoyHOe ycTaHOBMEHME GMONOTMYECKOro POACTBA A1 OAHOIO U3 poauTeneil Npu oTcyTCTBUN

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 38030
Another (2 Persons))

YcTaHoB/eHVe 6MONOrMYEeCcKoro poAcTBa AN O4HOTO U3 POAUTENEN NPK OTCYTCTBUM JPYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHOB/EHME 6MOM0rMYECcKOro poAcTBa A5 O4HOTO U3 POAUTENEN Npu 6GeccnopHOM POACTBE
apyroro (3 yen.) (Establishment of Biological Relationship for One Parent at Indisputable 18080
Relationship of Another (3 Persons))

16170

ViccnegoBaHua kana

Konporpamma (Koprogramma, Stool) 340
303MHOU/bHBIA HEMPOTOKCUH B CTyNe 3690
30HYNVH theKabHbIl 5570
KanbnpoTtekTunH thekanbHbli (Fecal Calprotectin) 2380
JKenyHble KUCNoThl B CTyNe 3220
Anbha-1-aHTUTPUNCKH B Kane (Alpha-1-Antitrypsin, Feces) 1570
CreaToKpwuT cTyNa 1330
ViccnefoBaHve Kana Ha CKpbITYH KpoBb. KauecTBEeHHbIN MeToz 230
AHanus Kana Ha anua rensMuHTOB (siiua rnucto) (PRO Stool, Helminth Eggs) 280
XVMOTPUMCUH B CTy/le, aKTUBHOCTb 1800
CKpblITast KPOBb B Kase (!<on_opeKTaanb|e Kp(_)BOTequMﬂ), KO/IMYECTBEHHbIV UIMMYHOXMMUYECKUNIA 650
metog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold)

3Anactasa 1 (31), naHKkpeaTnyeckas anactasa 1 (Elastase 1, E1) 2520
CopeprxkaHue yrneBofoB B Kasle (pefyuunpytowme Bewectsa B Kane) (Stool Sugars, Reducing 560
Substances, Fecal)

AHanus kana Ha npocrteiiwmne (PRO Stool) 280
VccnepoBaHue Ha aHTepo6uos (aiiua octpuu), wnatens (Enterobiasis, Spatula) 260
OcTtaTto4Hass ocMoNApHOCTL cTyna (Stool osmotic gap) 1150

LINTOKUHBI



NHTepneliknH-10 (U1-10) (Interleukin 10, IL-10)

NHTtepneliknH-6 (U1-6) (Interleukin 6, IL-6)

dakTop Hekpo3a onyxonm-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin)
WHTepneliknH-1? (UN1-1?) (Interleukin 1 Beta, IL-1)

MHTepneliknH-8 (U/1-8) (Interleukin 8, IL-8)

OnpegeneHve crneuunguyecknx IgE: nuLLEBbIe annepreHsbl
MaHenb nuwesble annepreHsl, IgE (Food Allergy Panel, IgE)
Cenbaepel, IgE (Celery, IgE, F85)

Koposbe Monoko, IgE (Milk, IgE, F2)

ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP)
KypuHoe msco, IgE (Chicken Meat, IgE, F83)

Orypel, (f244) IgE, InmunoCAP

AHaHac, IgE (Pineapple, IgE, F210)

MpeiindpyT, IgE (Grapefruit, IgE, F209)
BeTa-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77)
AnuHbIR XenTok, IgE (Egg Yolk, IgE, F75)

OscsHuua nyrosas (g4) IgE, ImmunoCAP

KpeseTku, IgE (Shrimp, IgE, F24)

Puc, IgE (Rice, IgE, F9)

Kny6Huka, IgE (Strawberry, IgE, F44)

fA6noko, IgE (Apple, IgE, F49)

CBWHUHa, IgE (Pork, IgE, F26)

bapaHuHa, IgE (Lamb, IgE, F88)

Tomarsl, IgE (Tomato, IgE, F25)

Mekapckune apoxokn, IgE (Baker’s Yeast, IgE, F45)
KapTogens, IgE (Potato, IgE, F35)

Nnmon, IgE (Lemon, IgE, F208)

Mepcuk, IgE (Peach, IgE, FI5)

Cmecb NuLLEeBbIX annepreHoB 3: CBMHUHA, KypUHOE MACO, roBaauHa, 6apaHunHa, Ige (FP73 (F26, F27,
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*

MaHenb annepreHos "lMuuweBble 2"

KasewnH, IgE (Casein, IgE, F78)

Kusw, IgE (Kiwi Fruit, IgE, F84)

Kanycrta kouaHHas, IgE (Cabbage, IgE, F216)
Tpecka, IgE (Codfish, IgE, F3)

MweHnyHasa myka, IgE (Wheat, IgE, F4)

Cmechb nuuieBbIx annepreHoB 1: anenbcuH, 6aHaH, A6510K0, nepcuk, IgE (FP15 (F33, F49, F92, F95),
Food Panel: Orange, Banana, Apple, Peach, IgE)*

MopkoBs, IgE (Carrot, IgE, F31)
Mpoco, IgE (Common Millet, IgE, F55)
BaHaH, IgE (Banana, IgE, F92)

CoeBble 606bl, IgE (Soybean, IgE, F14)
LLlokonag, IgE (Chocolate, IgE, F105)

AnuHbIi 6enok, IgE (Egg White, IgE, F1)

Cmech nuLLEeBbIX annepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*

TbikBa, IgE (Pumpkin, IgE, F225)
®yHaykK, IgE (Hazelnut, IgE, F17)

1850
1850
1850
1850
1850

3670
440
440
720
440
720
440
440
440
440
720
440
440
440
440
440
440
440
440
440
440
440

950

1745
440
440
440
440
440

950

440
440
440
440
440
440

950

440
440



AnenbcuH, IgE (Orange, IgE, F33) 440

Nowagp, nepxots (e3) IgE, IMmmunoCAP 720
Apb6y3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 720
Poxb (f5) IgE, ImmunoCAP 720
rosaauHa, IgE (Beef, IgE, F27) 440
OBcsiHaa MykKa, IgE (Oat, IgE, F7) 440
MaHenb annepreHos "lMuweBble 1" 1745
IpeyHeBas mMyka, IgE (Buckwheat, IgE, F11) 440
MueHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 520
Kpabsl, IgE (Crab, IgE, F23) 440
Apaxuc, IgE (Peanut, IgE, F13) 440
MaHro, IgE (Mango, IgE, F91) 440
MUKpPO3nemeHTbI B BOsOCax
Kanbuumii (Ca) B Bonocax (Calcium (Ca), Hair) 1180
Kob6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1180
LinpkoHwuii (Zr) B Bonocax (Zirconium (Zr), Hair) 1180
Marnwuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1180
Bepunnwii (Be) B Bonocax (Beryllium (Be), Hair) 1180
CeuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1180
Monn6geH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1180
AntoMuHuiA (Al) B Bonocax (Aluminum (Al), Hair) 1180
P1yTb (Hg) B BOnocax (Mercury (Hg), Hair) 1180
MapraHel, (Mn) B Bonocax (Manganese (Mn), Hair) 1180
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1180
BaHagwli (V) B Bonocax (Vanadium (V), Hair) 1180
KpeMHuii (Si) B Bonocax (Silica (Si) , Hair) 1180
Py6uanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1180
Bucmyr (Bi) B BONnocax (Bismuth (Bi), Hair) 1180
doctop (P) B Bonocax (Phosphorus (P), Hair) 1180
Mpo6onoaroToBka (BONOChHI) 680
Megpb (Cu) B Bonocax (Copper (Cu), Hair) 1180
CypbMa (Sb) B Bonocax (Antimony (Sb), Hair) 1180
Mog, (1) B Bonocax (lodine (1), Hair) 1180
Bapwuii (Ba) B Boniocax (Barium (Ba), Hair) 1180
bop (B) B Bonocax (Boron (B), Hair) 1180
NaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1180
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1180
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1180
Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 1180
CtpoHuumii (Sr) B Bonocax (Strontium (Sr), Hair) 1180
Bonbhpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1180
Hatpwii (Na) B Bonocax (Sodium (Na), Hair) 1180
MnatuHa (Pt) B BONocax (Platinum (Pt), Hair) 1180
lepmanuii (Ge) B Bonocax (Germanium (Ge), Hair) 1180
MbIwbsK (As) B Bonocax (Arsenic (As), Hair) 1180

Kagmnii (Cd) B Bonocax (Cadmium (Cd), Hair) 1180



Kanuin (K) B Bonocax (Potassium (K), Hair)
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)
LinHk (Zn) B BONocax (Zinc (Zn), Hair)
OnoBgo (Sn) B Bonocax (Tin (Sn), Hair)
INvTwii (Li) B BONocax (Lithium (Li), Hair)
3onoto (Au) B Bonocax (Gold (Au), Hair)
Tannwii (Tl) B BOnocax (Thallium (TI), Hair)
lannuii (Ga) B Bonocax (Gallium (Ga), Hair)

CucTeMHble 3a60/1eBaHUs COELMHUTENIbHOM TKaHW

AHTUTEeNa Knacca IgG K akcTparmpyemMoMy HykneapHomy aHTureHy (3HA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHeNb aHTVHYK/IeAapHbIX aHTUTE/ NMPU CKNepogepMum (pasaenbHOe ONnvcaHne aHTUTen K
aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, gubpunnsipud, NOR90, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), uMmmyHo6110T (Scleroderma (Systemic Sclerosis) Antibody Panel:

Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, dmbpunnsapund, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, Ro-52, Immunoblotting)

AHTUSALepHble aHTUTeNa (AFA, aHTUHYKeapHble aHTUTena), ckpuHuHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTUHYKneapHblIii hakTop, HEp-2 cy6eTpar (AH®, TUTPbI, aHTUHYKNeapHble aHTUTeNa MeTOA0M

HenpsmMoi nMmyHohtopecLeHUMN Ha npenapatax HEp-2-kneTtok) (Antinuclear Antibodies, ANA,

Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 k[a), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTUreHY),
nmmyHo610T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)

AHTUTEeNa Knacca IgG K Hykneocomam (aHTUsiAepHbIe aHTUTeNna), ckpuHUHr (Anti-Nuclear
Antibodies, ANA, IgG, Screening)

AT K NPOTPOMOUHY, CKPUHWHT

AHTUTeNa knacca IgG k gpycnupanbHoi HatueHoM AHK (aHTn-acAHK IgG, aHTn-AHK)
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)

AHTUTENa K numdoumtam, knacca IgG
KnnHnyeckune TecTbl
B03.016.014 NccnepgoBaHme mo4vm no metogy HeumnopeHko (Nechiporenko’s Urine Test)

Kanbumii Moum, KauecTBeHHsbI TecT (Npoba Cynkosmya) (Sulkowitch Urine Calcium Test)

B03.016.006 AHanM3 Mo4m 06w (AHanM3 Mo4m 06LLMI ¢ MMKpOcKonueid ocaaka) (Complete
Urinalysis, Microscopic Examination)

lenatut C BUpycHas nHgekums (Bupyc renatuta C, Hepatitis C Virus, HCV)

Bupyc renaruta C, konn4vectseHHoe onpegeneHne PHK Bupyca n reHotunuposaHue (tunol 1, 2, 3)
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))

MHTepneliknH-28B (1/1-28B), reHOTUNMpOBaHve (MccnefoBaHne reHeTUYECKUX MapKepos,
onpegensowmx aHeKTMBHOCTb NEYEHNA XPOHUYECKOro renatuta C uHTeppepoHOM 1
pnbasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))

Bupyc renaruta C (CITO), onpegeneHve PHK B nna3me Kposw, koninvectseHHoe (HCV RNA, Plasma,

Quantitative)*

Bupyc renatuta C (BI'C), ynbTpadyBcTBUTENLHOE onpeaeneHne PHK BI'C (Hepatitis C Virus (HCV)
RNA, Ultrasensitive PCR)

AHTUTENa knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))*
AHTUTeNa Knacca IgG k aHTUreHam Bupyca renatuta C, BbisiBfsieMble METOLOM UMMYHOBNOTTUHIA
(Anti-HCV IgG, Immunoblot)

Bupyc renatuta C, onpegeneHune PHK B cbiIBOpOTKe KpoBW, kadecTBeHHoe (HCV RNA, Serum,
Qualitative)*

Bupyc renatuta C, onpeaenenune PHK B cbiBOpOTKe KpoBu meTogom lMLP, konuyectBeHHoe (HCV
RNA, Serum, Quantitative, PCR)*

Bupyc renatuta C, onpegeneHne PHK B nna3mMe, reHOTMNMPOBaHUE ¢ cy6Tunamu (Tunbl 1 (cy6Tunbl

lan 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a,
1b), 2, 3))*

Bupyc renatuta C, onpefeneHne PHK B nnasme Kposu, konnyecteeHHoe (HCV RNA, Plasma,
Quantitative)*

CrahmnokokkoBas MH(eKLMS (CTathnIoKOKK 3010TUCTbIN, Staphylococcus aureus)

1180
1180
1180
1180
1180
1180
1180
1180

1120

4010

470

1150

3190

1120

990

570

1570

230
130

230

3680

720

20940

3050

360

5110

630

3140

840

10470



MoceB Ha 30/10TUCTBIN CTAMNIOKOKK (METULUNINH-PE3UCTEHTHBIA 30/I0TUCTbIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne Y4yBCTBUTE/IbHOCTU K aHTUMUKPOOHbLIM npenaparam

n 6akTepuodcparam (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) 980
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTbIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHve YyBCTBUTENIbHOCTU K paclUMPEHHOMY CNEeKTPY 1950

aHTUMUKPOOBHbIX NpenapaTos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMINIMH-PE3NCTEHTHbI 30/I0TUCTbINV CTAthUIOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 650
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 3010TMCTbIV cTadrIOKOKK (Staphylococcus aureus, onpegeneHne 4yBCTBUTENILHOCTY K

aHTUMUKPOOBHBLIM Npenapartam u 6akteprodaram (Staphylococcus aureus Culture. Bacteria 980
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 30/10TUCTLIN cTathMNOKOKK (Staphylococcus aureus), onpegeneHne YyBCTBUTENIbHOCTA K

pacLuMpeHHOMY CNeKTpy aHTMMUKPOGHLIX NpenapatoB (Staphylococcus aureus Culture. Bacteria 1950
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTBIN cTadMNOKOKK (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 3010TMCTbIV cTadurIOKOKK (Staphylococcus aureus), onpegeneHne YyBCTBUTENBHOCTY K
aHTUMUKPOGHBLIM Npenapartam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 800
Susceptibility Testing)

MoceB Ha 3010TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTbIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue YyBCTBUTENILHOCTU K aHTUMUKPOOHbLIM npenaparam

650

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 800
Identification and Antibiotic Susceptibility Testing)

lepnec (repnec-Bupychl Yenoseka 1 1 2 TMnos, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 1 2 TMnos, onpegeneHune AHK B moye (HSV-1, 2 DNA, Urine)* 250
lepnecsupyc 1 1 2 Tnos, onpegeneHne AHK B cbiBOPOTKE KPOBKW, TUNUpoBaHue (HSV-1, 2 DNA, 600
Serum, Typing)*
lepnecsupyc 1 1 2 TMNos, onpegeneHne AHK B cockobe snuTennanbHbIX KNeTOK KOHbIOHKTUBbI 250
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anutennanbHbIX KNeTOK KOHBbIOHKTUBHI, 420
TunupoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tvnos, onpegeneHne AHK B moue, TunnposaHue (HSV-1, 2 DNA, Urine, Typing)* 420
AHTUTeNa Knacca IgG K Bmpycy npoctoro repneca 1 u 2 tunos (Anti-HSV-1, 2 IgG) 440
lepnecsupyc 1 1 2 Tnos, onpegeneHne AHK B BeHO3HON KpoBu, TUNUpoBaHue (HSV-1, 2 DNA, 600
Blood, Typing)*
lepneceupyc 1 1 2 TMnNoB, onpegenenne AHK B cTMHHOMO3roBO XnaKocTn, TunuposaHue (HSV-1, 420
2 DNA, Cerebrospinal Fluid, Typing)*
lepnecsupyc 1 1 2 Tunos, onpegeneHne AHK B Bbinote (HSV-1, 2 DNA, Exudate)* 250
lepneceupyc 1 1 2 TMNoB, onpeaeneHne AHK B cockobe anuTennasnbHbIX KIETOK POTOIOTKM, 420
TmnuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTUTENa Knacca IgM Kk Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 IgM) 460
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cockobe snuTennanbHbIX KNETOK yPoreHUTabHOro 420
TpakTa, TunupoBaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 1 2 TMNoB, onpegeneHve AHK B cntoHe, TunuposaHue (HSV-1, 2 DNA, Saliva, 420
Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B BeinoTe, TNnupoBaHue (HSV-1, 2 DNA, Exudate, 420
Typing)*
lepnecsupyc 1 n 2 Tnos, onpegenenne OHK B BeHo3HOI kpoBu (HSV-1, 2 DNA, Blood)* 380
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cntoHe (HSV-1, 2 DNA, Saliva)* 250
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe snuTenmnanbHbIX KNeTok Koxxu (HSV-1, 2 250
DNA, Scrape of Skin Epithelial Cells)*
lepneceupyc 1 1 2 Tnos, onpegenenne AHK B cockobe anuTennanbHbIX KNETOK CAM3NCTOM HOCa, 420
TunupoBsaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepneceupyc 1 1 2 TMNoB, onpeaeneHne AHK B cniMHHOMO3roBoii xungkoctn (HSV-1, 2 DNA, 250
Cerebrospinal Fluid)*
lepnecsupyc 1 n 2 Tvnos, onpegenenne OHK B cekpete npoctartsl, aakynsaTe (HSV-1, 2 DNA, 250
Prostatic Fluid, Semen)*
lepnecsupyc 1 1 2 TMNOB, onpeaeneHne AHK B cekpeTte npocTartsl, 3sKynate, TunuposaHue (HSV-1, 420
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTUTENa Knacca lgG K Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 IgG) 550

lepnecsupyc 1 1 2 Tmnos, onpegeneHne AHK B cbiBopoTke kpoBu (HSV-1, 2 DNA, Serum)* 380



lepnecsupyc 1 1 2 TnoB, onpegenenne AHK B cockobe anuTenmnanbHbIX KNETOK CAM3UCTOM Hoca
(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*

ABuaHoCTb Anti-HSV IgG 700
lepneceupyc 1 1 2 TMNOB, onpeaeneHne JHK B cockobe anuTennanbHbIX KINETOK YPOreHUTa/IbHOro

250

TpakTta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 250
lepnecsupyc 1 1 2 TMnos, onpeaeneHne JHK B cockobe anutennasnbHbIX KNETOK KOXMN, 420
TnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTUTENa Knacca lgG K Bupycy npoctoro repneca 1 tmna (Anti-HSV-1 IgG) 680
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTOK PpOTOrNOTKU 250
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 690
MocTBakUMHanbHble (ANBakKopoHa, BekTtop) aHTutena k SARS-CoV-2 (N-, S-6enkn),
SARS-CoV-2-IgG-BekTop, KauecTBeHHbIl TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2260
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHaBupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke CO CM3MCTON HOCOMIOTKM U POTOIOTKN 1990
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENa, KONNYeCTBEHHbIE, K craikoBoMmy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1290
spike (S) protein (RBD), 1gG, quantitative).
KopoHaBupyc SARS-CoV-2, onpegeneHne PHK B Ma3ke CO CIM3UCTOM HOCOTTOTKN 1 POTOT/IOTKN 1290
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTEeNa K SARS CoV-2 (S-6enkKy, Bkntoyas RBD), IgG, Konn4ecTBeHHbI 1290

AHTUTENA K cnaiikoBoMy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHne. OueHka
ummyHuteTa 40 v MOC/IE BakuuHaumu (anti-SARS-CoV-2 S (spike) protein antibody, 1gG, 890
qualitative. Assessment of immunity before and after vaccination)

AHTUTENa K KopoHaBupycy SARS-CoV-2 (HykneokancugHomy 6esky), IgG, 36607t (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 690
ABungHoCTb aHTUTEN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 690
MwukonnasmeHHas NHEKLMS, MUKOMIa3Mo3
AHTUTENa Knacca IgM Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 500
Mwukonnasma (Mycoplasma genitalium), onpegeneHve JHK B cockobe snuTennanbHbIX KNeTok 250
yporeHutanbHoro Tpakrta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma hominis), onpegeneHve OHK B cocko6e anutenuanbHbIX KNeTok 250
yporeHutanbHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma pneumoniae), onpegeneHve OHK B nna3me kposu (Mycoplasma 390
pneumoniae, DNA, Plasma)*
AHTUTeNa Knacca IgA Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 610
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve OHK B cocko6e anuTenvanbHbIX KNeToK 210
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTeNa Knacca IlgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 500
AHTuTeNa Knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 420
Mukonnasma (Mycoplasma pneumoniae), onpegenexuve JHK B mokpote (Mycoplasma
; 590

pneumoniae, DNA, Sputum)*
Mwukonnasma (Mycoplasma hominis), onpegeneHne OHK B cekpete npocTathl, 3sKynsATe 250
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knacca lgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 420
Mwukonnasma (Mycoplasma genitalium), onpegeneHve JHK B cekpeTe npoctartbl, 39Kynate 250
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mukonnasma (Mycoplasma pneumoniae), onpegenexuve JHK B cntoHe (Mycoplasma pneumoniae,

- 210
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegenerne AHK B Moye (Mycoplasma hominis, DNA, 250
Urine)*
AHTUTENa Knacca IgA Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 610
Mwukonnasma (Mycoplasma genitalium), onpegeneHvne JHK B mouye (Mycoplasma genitalium, DNA, 250
Urine)*

HeopraHnyeckne BeLlectBa

A09.05.127 MarHwii (Mg) B cbiBOpOTKe kpoBu (Magnesium (Mg), Serum) 230
A09.05.032 Kanbuuii 06wwmii (Ca) (Calcium Total) 190
Kanwuii/Hatpwuii/Xnop B cbiBopoTke Kposwu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 250

Kanbumii noHn3npoBaHHbIi (Ca2+, cBO60AHbIN Kanbuuii) (lonized Calcium, Free Calcium) 360



A09.05.033 docthop HeopraHudeckuii (P) (Phosphorus (P)) 190
NateHTHas (HeHacbILLeHHas) Xene3ocBsA3bliBatoLwas cnocobHOCTb CbiIBOPOTKM KpoBu (JIXKCC, HXKCC)

(Unsaturated Iron Binding Capacity, UIBC) 190
A09.05.007 Xeneso (Fe) B cbiBopoTke Kposu (Iron (Fe), Serum) 190
Fmctonornyeckne uccnefoBaHUs ¢ OKpaLMBaHUEM reMaToKCUINH-303UHOM

lacTpuT, accoummnpoBaHHbIi ¢ Helicobacter pylori (ructonornyeckuin npoguns) (Helicobacter pylori

. . 3640
Associated Gastritis)*
OnpegeneHne mytaunii reHa PDGFRa 13700
MimmyHoructoxmmmyeckoe uccnegosaHue (1 mapkep): ytouHsiolee VMX-uccnegosaHue ¢ 1540
ncnosib3oBaHneM 1 aHTuTena (Mapkepa)
OnpepeneHne akcnpeccumn 6enka PD-L1 B TKaHK onyxonn meTogom UIMX ¢ ncnons3oBaHmnem
aHTuTen K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 16500
clone SP263 (Ventana) antibodies).
OnpegeneHne myTaumii reHa cKIT 11600
KoHcynbTaums rotoBbIx ructonorndeckunx npenaparos (1 ctekno + 1 6510k) (Consultation of 1300
Finished Histological Preparations (1 Glass + 1 Block))
OnpepeneHne pacnpocTpaHeHHbIx MyTaumii reHoB BRCA1,BRCA2 npw pake MONOYHOM Xenesbl 1 2400
ANYHUKOB B BUOMNCUITHOM MaTepuane
lmcTtonornyeckoe uccnefoBaHne 6uonTatoBs Xenyaka (PAS-peakuus) 290
OnpegeneHne nepectpoek reHa ROS1 8000
OnpegeneHne myTauumii B 18,19.20, 21 3k30Hax reHa EGFR 9900
OnpegeneHne mytaumii Bo 2,3,4 3k3oHe reHa NRAS 7000
OnpegeneHne mytaunin B 15 3k3oHe reHa BRAF 4800
OnpegpeneHve myTauuii Bo 2,3,4 sk30He reHa KRAS 7000
OnpegeneHve skcnpeccun 6enka PD-L1 B TKaHW onyxonu metogom UMX ¢ ncnonb3osaHnem
aHTuTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 16500
clone SP142 (Ventana) antibodies).
OnpepgeneHne MUKpocaTenMTHO HecTabunbHocTn (MSI) 6200
OnpegeneHne runepakcnpeccumn reHa HER2 (KONWIMHOCTL reHa) 11600

[nddhepeHumanbHas gnarHocTuka MesaHoMbl, UMMYyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oLeHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 18080
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BrioncuiiHaa gnarHocTvKa AepMaTo30B - MOP(OIOrMYecKoe 1cciesoBaHne GUONTATOB B LieSX

AMarHoCTMKM 3aboneBaHnii KOXn (KpoMme HoBOOGpa3oBaHwii) (Pathology of skin biopsyes)* 2030
mctoxnmmnyeckoe nccnegoaHue Helicobacter pylori (cnnsb) (Helicobacter pylori, Mucus,

. . 1920
Histochemical Study)*
OnpegeneHuve nepecrtpoek reHa ALK 8000

M'cTonornyeckoe mnccnefoBaHve 6UONCUAHOIO MaTepuana u Marepuana, Noly4eHHOro nNpu

XUPYPru4eckux BMeLLaTenbCTax (3HAOCKOMMYECKOro MaTepurana; TKaHe XXEHCKOM NonoBoii 2200
CUCTEMbI; KOXW, MATKWX TKaHel; KPOBETBOPHO 1 NMMMBOVAHON TKaHEW; KOCTHO-XPALLEBOW TKaHW)*

OnpegeneHne akcnpeccun 6enka PD-L1 B TKaHKM onyxonn metogom UIMX ¢ ncnonb3oBaHnem

aHTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 24000
22C3 (Dako) antibodies).
OnpegeneHuve skcnpeccun PDL1 7400
JndhdepeHunanbHas gnarHocTuka MenaHoMbl, UMMYyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oueHka akcnpeccumn S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 18080
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)
OHKOMapKepbl

SCC (AHTUreH NMNOCKOKIETOUHOM KapumHomsbl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2260
CA-19-9 (YrneBogHblIi aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 620
XpomorpaHuH A (Chromogranin A, CgA) 4770
PakoBO-3MGpPUOHanNbHbI aHTUreH (P3A, KapUMHO3IMBPUOHa/bHBLI aHTUreH) (Carcinoembryonic

. 570
Antigen, CEA)
CA-242 (YrneBogHbli aHTUreH 242, onyxonesblii Mapkep CA-242) (Carbohydrate Antigen CA-242,

840

Tumor Marker CA-242)
ROMAL Pacyet nHgekca 70
HeipoHcneymdmyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1220
A09.05.130 MCA o6wwumii (MpocTtatuyecknii cneyuguyecknii aHtureH obwmin) (Prostate-Specific 440

Antigen Total, PSA Total)*



UBC (AHTWreH paka MO4YeBOro ny3bips, UCCef0BaHNe pacTBOPUMbIX PParMeHTOB LIMTOKEPATUHOB

8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC) 1860
OueHka 3g0poBbs npocrartsl (MCA o6y, MNCA c¢B., -2proPSA, phi) 2900
HE4 (benok 4 snuananmumnca vyenoseka) (Human Epididymis Protein 4, HE4) 1020
BeTa-2-MUKpOrnobynuH (?-2-MuUKpornobynvH) B CbiIBOPOTKe KpoBu (Beta-2-Microglobulin, BMG, 870
Serum)
A09.05.130 MCA o6wwumii (Mpoctatuyecknii cneuuduyecknii aHtureH obwmin) (Prostate-Specific

. 440
Antigen Total, PSA Total)
ROMA2 PacueT nHgekca 70
Anbha-thetonpotenH (A®I) (?-Fetoprotein, AFP) 350
CA-15-3 (YrnesogHblii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 620
CA-125 (YrneBogaHblli aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 580
A09.05.130.001 MNCA cBob60oaHbIN (MpocTatuyecknii cneuuguyeckmii aHTUreH cBO6OAHBbIN)* 440
CA-72-4 (YrneBofHbIi aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 870
LinTokepatuHoBsblii hparmeHT (Cyfra 21-1, dhparmeHT uutokepatnHa 19) (Cytokeratin 19 Fragments, 860
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
Beta-2-MukpornobynuH (?-2-mmkpornobynuH) B Moue (Beta-2-Microglobulin, Urine) 870
Benok S100 (S100 Protein) 2490

TpnxoMoHKna3 (TPXoOMOHa/a)
TpuxomoHaga, onpegeneHue AHK B mouye (Trichomonas vaginalis, DNA, Urine)* 250
TpuxomoHaga, onpegeneHune JHK B cekpete npocrartsl, askynste (Trichomonas vaginalis, DNA, 250
Prostatic Fluid, Semen)*
TpuxoMoHaga, onpegeneHne AHK B cockobe anutenmanbHbIX KNeToK ypOoreHUTaabHOro Tpakra 250
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENa Knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG) 610
MpouepypHble ycnyru (Procedural services)

Mony4yeHure cbIBOPOTKM 6€3 nocnegytowero nuccnegosanus (Blood serum derivation without further 320
examinations)**
B3saTtne marepuana ans MNUP gMarHocTMku 350
B3sTne kpoBum 6e3 nocnegytowlero nccnegosaHms (Blood sampling without further examinations)** 190
B3aTne cockoba GyKKa/lbHOro anuTenus y aByx yenoek (Buccal epithelium sampling, 2 persons) 180

B3ATre UMTONOrMYECKOro Matepurana, matepuana ansa MUP gmarHocTrku, MMKpOGUOIOrMYeCcKmX
uccnepoBaHuii (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3atue cntoHbl ans MUP anarHoctuku (Saliva sampling for PCR) 50

A11.12.009 B3sTue KpoBU 13 Nepudepuyeckoii BeHbl 200

Mpouepypa B3ATNA BromaTepuana Ha aHTepoburos (Biomaterial sampling for the enterobiasis test) 70

B3aTne cockoba GyKKa/lbHOro anuTenus y Tpex Yenosek (Buccal epithelium sampling, 3 persons) 270

B3ATre KanunisipHOWM KPOBY (MMEKTCS OrpaHUYeHUs Mo B3ATUIO KanWISPHOW KPOBUY; YTOUHSINTE Y 190

afiMVHUCTpaTopa MegunumnHekoro oguca) (capillary blood sampling)

B3aTue cockoba bykkanbHOro anutenus (Buccal epithelium sampling) 90
FEMNATUT C

Bupyc renatuta C PHK, reHoTunupoBaHue 6 reHotunos (1a,1b,2,3a,4,5a,6) 2380
MwuKpPOBMOLIEHO3 YPOreHUTa/IbHOro TpakTa

YCNOBHO-NAaTOreHHble MUKONIa3Mbl, MOHUTOPUHT 3dhdeKTnBHOCTM neveHus (Ureaplasma parvum) 360

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

MHBMO®J/IOP ? ycnoBHO-MaTOreHHble MUKOMNAa3Mbl YenoBeka (YpOoreHUTanbHblA CKPUHUHT) 480

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

MNHBMNO®P/IOP-KOMMNEKCHOE MccefoBaHe MUKPOMIOPb! YPOreHUTallbHOro TpakTa 2780

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepuanbHbIil BarmHo3 (Bacterial Vaginosis, BV) 1540

McecnepgoBaHme 6uoleHo3a yporeHutanbHoro Tpakta. ®emodop 8. (UROGENITAL TRACT 1480

MICROBIOCENOSIS (PCR Panel Femofior 8))



BobisiBneHune Bo3byautenein UMMM (4 + KBM): onpegenerne AHK Chlamydia trachomatis, Neisseria
gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK yenoseka (ldentification of

Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria 930
gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )
Mo6unyHkyc, onpegenernve JHK B cockobe anutenvanbHbIX KNETOK yPOreHUTalbHOro TpakTa 210
(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)
YCNOBHO-NATOreHHbIe MUKOMNIa3Mbl, MOHUTOPUHT 3thheKTUBHOCTU NeveHusi (Mycoplasma hominis)

L . o 360
(Mycoplasma hominis, Effectiveness Monitoring of Treatments)
MH6unognop CKpuH. CKPUHNHIOBOE MCCef0BaHNE MUKPOMIOPbI YPOTreHUTAIbHOTO TpakTa 1700
YcnoBHO-MaToreHHble MUKONMIa3Mbl, MOHUTOPUHT 3(htheKTUBHOCTU NeveHuns (Ureaplasma 360

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BobisiBneHune Bo3byautenein UMMM (7 + KBM), coOcKo6 anuTenmanbHbIX KNeToK ypOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1350
Epithelial Cells)*

VccnepgoBaHme 6uoLeHo3a yporeHuTanbHoro Tpakra. ®emodop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2100
MHBNO®D/IOP-3KCIMEPT. PaclumpeHHoe nccnefoBaHe MUKPOMIOPbl ypOreHUTaslbHOro TpakTa. 2000
CKPVHWHT MUKPOMIOPbI YPOTEHUTANLHOTO TpakTa. demotnop CkpuH. (UROGENITAL TRACT 1850
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

bruognop 1240
MH6rnodnop Makcu 3820

MWKPO31EMEHTbI B HOTTAX

MbiwbsK (As) B HOrtax (Arsenic (As), Nails) 1180
CauHel, (Pb) B HorTsix (Lead (Pb), Nails) 1180
CypbMa (Sb) B HorTsax (Antimony (Sb), Nails) 1180
Xpom (Cr) B HOrTax (Chromium (Cr), Nails) 1180
OnoBo (Sn) B HorTax (Tin (Sn), Nails) 1180
P1yTb (HQ) B HOrTAx (Mercury (HQ), Nails) 1180
Xeneso (Fe) B HorTax (Iron (Fe), Nails) 1180
Kagmwii (Cd) B HorTsax (Cadmium (Cd), Nails) 1180
lepmaHuin (Ge) B Hortax (Germanium (Ge), Nails) 1180
Monn6geH (Mo) B HorTax (Molybdenum (Mo), Nails) 1180
®ocdop (P) B HOrtsax (Phosphorus (P), Nails) 1180
Mpo6onoaroToska (HOrTN) 680
BaHagwii (V) B HorTsix (Vanadium (V), Nails) 1180
BucmyT (Bi) B HOrTsax (Bismuth (Bi), Nails) 1180
Kanbuwii (Ca) B HorTax (Calcium (Ca), Nails) 1180
NaHTaH (La) B HOrTax (Lantanum (La), Nails) 1180
Megb (Cu) B HorTsix (Copper (Cu), Nails) 1180
AntomuHuii (Al) B Hortax (Aluminum (Al), Nails) 1180
3onoTto (Au) B Hortax (Gold (Au), Nails) 1180
Frannuii (Ga) B Hortsix (Gallium (Ga), Nails) 1180
CeneH (Se) B Hortsx (Selenium (Se), Nails) 1180
Nutnia (Li) B HorTax (Lithium (Li), Nails) 1180
LIMHK (Zn) B HOrTAX (Zinc (Zn), Nails) 1180
Bop (B) B Hortsix (Boron (B), Nails) 1180
Bapwuii (Ba) B HOrTsix (Barium (Ba), Nails) 1180
Mog, (1) B HorTax (lodine (1), Nails) 1180
Bepunnuii (Be) B Hortsix (Beryllium (Be), Nails) 1180
Kanuii (K) B HOrTsix (Potassium (K), Nails) 1180
Kob6anbT (Co) B HOrTsix (Cobalt (Co), Nails) 1180

Bonbpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1180



Tannwii (Tl) B HorTsix (Thallium (Tl), Nails) 1180

KpemHuia (Si) B HorTsix (Silica (Si), Nails) 1180
Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1180
Marnwuii (Mg) B HorTsix (Magnesium (Mg), Nails) 1180
CTtpoHuwii (Sr) B HOrTAX (Strontium (Sr), Nails) 1180
Py6uanii (Rb) B Hortsx (Rubidium (Rb), Nails) 1180
Hatpwuii (Na) B HorTax (Sodium (Na), Nails) 1180
MapraHey, (Mn) B HorTax (Manganese (Mn), Nails) 1180
Cepebpo (Ag) B HorTsix (Silver (Ag), Nails) 1180
LInpkoHwuii (Zr) B HOrTax (Zirconium (Zr), Nails) 1180
MnatuHa (Pt) B HOrTax (Platinum (Pt), Nails) 1180

FTOPMOHAJIbHbIE NCCNELOBAHINA
MeTabonnTbl 3CTPOreHOB U MPOrecTepoHa, 24-4 moya (Estrogens and progesterone metabolites,

24-h urine) 6100

MenatoHuH, nnasma (Melatonin, plasma) 2400

[JernapoannaHapoctepoH (HEKOHBIOIMPOBaHHbIN) 1340
BMY-nHekumsa, nannnnomasnpycHas NHpekumna (BUpyc NanuinoMbl YHeNOBEKA)

Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tmunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTennanbHbIX KNeTOK 350

cnnsuctoii npsmoit knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanunnomsl Yenoseka, onpegeneHue AHK 4 tunos: 6, 11, 16, 18 + KBM B cocko6e
anuTennabHbIX KNeToK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 550
Types (6, 11, 16, 18) Screening )

Brpyc nanuinomsl YesnoBeka BbICOKOro OHKOreHHOro pucka, reHotmnuposanHme AHK 14 tvnos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cocKObe anutenuanbHbIX KNeTOK

yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 350
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nanuniiomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuUHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTennanbHbIX KNeETOK 350

yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanuniomsl YenoBeka HU3KOro OHKOTEHHOMo pucka, onpegenedne AHK 3 tunos: 6, 11, 44 +
KBM B cockobe anuTenuanbHbIx KNeTOK cnmanctoli npsmoi knwkn (HPV DNA, Scrape of Rectal 350
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanuinomel YesioBeka BbICOKOrO OHKOreHHOro pucka, onpegeneHve AHK 16 n 18 tunos +

KBM B cockobe anuTennanbHbIX KNeTok yporeHutanbHoro tpakta (HPV DNA, Scrape of Urogenital 350
Epithelial Cells, 2 Types (16, 18))

Bupyc nanuniomsl YenoBeka HU3KOro OHKOTEHHOro pucka, onpegeneHue AHK 3 tmnos: 6, 11, 44 B

cocKo6e anuTenuanbHbIX kKneTok potornoTtkn (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 350
(6, 11, 44))

OnpdepeHumposaHHoe onpegenerHne AHK BMY (Bupyc nanunnomel Yyenoseka) 14 tmunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKO6€E anuTeNNa/IbHBIX KNETOK
yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nanuniomsl YenoBeka HN3KOro OHKOTEHHOro pucka, onpegenedne AHK 3 tunos: 6, 11, 44 +
KBM B cocko6e anuTenmasnbHbIX KNeTOK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital 350
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanninomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeseneHne AHK B cockobe anuTennanbHbIX KNeTok
potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68) Screening )*

Bupyc nanuinomel Yenoseka, onpegenenve AHK 21 tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cOCKOGE anuTeMasbHbIX KNEeTOK YPOreHUTalbHOro TpakTa
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))

Bupyc nanuniiomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTennanbHbIX KNeTOK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanpaos, kaHauaa

900

350

2450

350

KaHguaa, onpegeneHve OHK B BeinoTe (Candida albicans, DNA, Exudate)* 250



Kanangos, tunmposaHue (Candidiasis, Typing) 670

MoceB Ha gpoxokenofobHble rpubsl (pogos Candida, Cryptococcus) ¢ onpefeneHvem
YYyBCTBUTE/NILHOCTM K aHTUMUKOTUYEeCKNM npenapatam (Yeast Culture. Identification and Antimycotic 690
Susceptibility testing)

KaHgupnos, ckpuHuHr (Candidiasis, Screening ) 360
KaHanpa, onpegeneHve AHK B cekpeTe npoctartbl, askynate (Candida albicans, DNA, Prostatic Fluid, 250
Semen)*
KaHanaa, onpegeneHve JHK B cOcko6e anuTeNmabHbIX KNeTOK CAN3UCTON NPSIMO KULLKN 250
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
KaHguga, onpegeneHve OHK B cockob6e anuTenvanbHbIX KneTok potornoTku (Candida albicans, 250
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 520
KaHgnpnos, ckpuHuHr 1 tunmuposaHue (Candidiasis, Screening and Typing) 920
AHTUTeNa knacca lgG k Candida albicans (Anti-Candida albicans IgG ) 710
Kananga, onpegeneHne AHK B mode (Candida albicans, DNA, Urine)* 250
KaHguaa, onpegeneHve OHK B cocko6e anuTenvanbHbIX KneTok koxku (Candida albicans, DNA,

h L 250
Scrape of Skin Epithelial Cells)*
KaHanpaa, onpegeneHne JHK B cocko6e anutenvanbHbIX KNeTOK yporeHnTanbHoro Tpakta (Candida 250
albicans, DNA, Scrape of Urogenital Epithelial Cells)*
KaHguga, onpegeneHve AHK B cntoHe (Candida albicans, DNA, Saliva)* 250

Mwukpo6buronormyeckue uccnefoBaHns: Hecneumpryeckne BocnaautenbHble 3a601eBaHNS Pa3/IMYHbIX TOKaM3aLmii

[ncbakTepros KuweyHnka (MogmhmumMpoBaHHbIi MeTog) ¢ YUBd 1670

MoceB OTAENSEMOrO BEPXHNX AblXaTeNbHbIX NyTei Ha MUKPOQIopyY, onpeseneHve

YYBCTBUTENBHOCTU K pacLUMpeHHOMY CNeKTpy aHTUMUKPOOHbIX npenapatos (Upper Respiratory 1980
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB OTAENSEMOrO a3 Ha MUKPOMhIoPY, onpeaeneHre YyBCTBUTENIbHOCTU K aHTUMWKPOOHbLIM

npenapatam 1 6aktepunodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1340
Bacteriophage Efficiency Testing)*

MoceB OTAENSEMOrO a3 Ha MUKPOGhIopy, onpeaeneHre YyBCTBUTENbHOCTU K pacLUMPeEHHOMY

CNeKTPY aHTUMUKPOOGHLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2240
Enlarged Testing)*

MoceB Ha NATOreHHyto 1 YCI0BHO-NATOreHHYI0 MUKPOMIOPY KNLIEYHWUKA C OnpejesieHnem

YyBCTBUTENBHOCTM K aHTUMUKPOOHBLIM Npenapatam u 6aktepmnodaram (Stool Culture with Bacteria 1460
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

MoceB Ha NATOreHHyt0 1 YCIOBHO-NATOreHHYI0 MUKPOMIOPY KNLIEYHUKA C OnpeaeneHnem

YYyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM npenapartam (Stool Culture, Pathogenic Intestinal and 1380
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB rpyAHOro MoJioka Ha MUKPOMIOPY, onpeeneHre YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam n 6aktepuodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 980
and Bacteriophage Efficiency Testing)*

[ncbakTepnos KuweyHnka (MogmhmLMpoBaHHbIA MeTos) 1570

MoceB OTAENSEMOrO yLel Ha MUKPOGIopy, onpeaeneHne YyBCTBUTEIbHOCTU K pPaclUpeHHOMY
CreKTpy aHTMMUKPOGHbLIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, 2240
Enlarged Ttesting)*

lMoceB OTAENAEMOrO a3 Ha MUKPOQIopy, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces rpyAHOro Mosioka Ha MUKPOMIOPY, onpeseneHne YyBCTBUTENBHOCTM K paclUMpeHHOMY
CNeKTPY aHTMMUKPOOGHLIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic 1950
Susceptibility, Enlarged Testing)*

MoceB MyHKLUMOHHOIO Mateprana Ha MUKPOQ/Iopy, onpegeneHne YyBCTBUTENbHOCTU K

aHTMMUKPOGHbIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic 830
Susceptibility Testing)

MoceB paHEBOro OTAENAEMOrO U TKaHE Ha MUKPOQ/IOPY, ONpeaenieHne YyBCTBUTENbHOCTY K

aHTUMUKPOOHLIM npenapatam u 6akteprodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria 980
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB Xenun Ha MUKPOQIopy, onpefeneHne YyBCTBUTENBHOCTU K aHTUMMKPOOHbIM Npenaparam

1160

(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 1040
Moces Ha aHa3p06Hyrc_> MUKpOopy, onpe/ieneHme YyBCTBUTENILHOCTM K aHTVI.M!/I_Kp06HI.:IM 1400
npenaparam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

lMoceB MOKPOTbI M TPAXeOB6POHXMA/BHBIX CMbIBOB HA MUKPOMIOPY, onpeaenexHue

YyBCTBUTENBHOCTM K aHTUMWKPOOHbLIM Mpenapartam 1 MUKpockonueli maska (Sputum and 1080

Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*



MoceB MouM Ha MUKPODIOPY, ONpeeneHre YyBCTBUTENLHOCTU K aHTUMUKPOGHbLIM Npernapatam v

6akrepuoaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage 980
Efficiency Testing)*

A12.20.001 M1KpPOCKOMNYECKOE UCCNef0BaHMe BaranLLHbIX Ma3KoB 450
MoceB Ha ypeannasMmbl, OnpejeneHne YyBCTBUTENIbHOCTU K aHTUMMWKPOOGHBIM Npenaparam 680
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces rpyiHOro Mosioka Ha MUKPOMIOpPY, onpeseneHne YyBCTBUTENIbHOCTU K aHTUMUKPOBHLIM 800

npenapartam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB OTAENSEMOro NoJioBbIX OPraHOB Ha MUKPOQIOPY, onpeaeneHne YyBCTBUTENbHOCTY K
pacLuMpeHHOMY CNeKTPY aHTUMMKPOOGHBIX NpenapaTtoB (Genitourinary Tract Culture. Bacteria 2240
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHEBOrO OTAENAEMOro 1 TKaHe Ha MUKPOQIOpY, onpeaenieHne YyBCTBUTENbHOCTY K

aHTUMUKPOG6HbIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and 800
Antibiotic Susceptibility Testing)*

MoceB Ha MMKOMNAa3Mbl, OnpeaeneHre YyBCTBUTENIbHOCTU K aHTUMWKPOGHBLIM NpenapaTtamM
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MUKPOMIOPY OTAENSEMOTO NMOMOBbLIX OPraHOB, OMNpeeneHne YyBCTBUTENbHOCTY K
aHTMMUKPOGHbLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1160
Susceptibility Testing)*

Moces oTAENAEMOrO YLIeid Ha MUKPOg/IOpY, ONpeeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOGHBIM

npenapatam 1 6aktepunodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and 1340
Bacteriophage Efficiency Testing)*

MoceB MOUN Ha MUKPOQIOPY, ONpefeneHne YyBCTBUTENBHOCTY K PacLUMPeHHOMY CNeKTpy

aHTMMUKPOGHLIX Npenapatos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility, 1950
Enlarged Testing)*

[MoceB OTAENAEMOro BEPXHUX AbIXaTeNbHbIX MyTei Ha MUKPOQIOpY, onpeaeneHne

YyBCTBUTENBHOCTM K aHTUMUKPOGHLIM Npenapartam 1 6aktepuodaram (Upper Respiratory Culture. 1020
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB OTAENSEMOrO yliel Ha MUKPOMIopY, OnpeaeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOOHBIM

770

. e o e . 1160
npenapatam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
ViccnepgoBaHme Ha 6UOLEHO3 Barasva, onpegeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOGOHbLIM 1
aHTUMMKOTMYECKMM Mpenapatam (C MMKPOCKOMNUei HaTMBHOTO npenapara, OKpalleHHOro no 1500

I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

MoceB paHeBOro OTAENSEMOrO 1 TKaHel Ha MUKPOQIopY, onpefeneHne 4yBCTBMUTEIbHOCTU K

pacLuMpeHHOMY CNeKTPY aHTMMUKPOO6HLIX Npenapartos (Wound/Pus/Aspirate/Tissue Culture. 1950
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB. Xenuun Ha MUKpohiopy, onpegeneHne YyBCTBUTENIbHOCTU K PaCLUMPEHHOMY CMEKTPY

aHTUMUKPOOBHbLIX NpenapaTos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged 2150
Testing)*
MoceB rpyaHoro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria Identification) 650

MoceB OTAeIAEMOro NnoJioBbIX OPraHoB Ha MUKPOM/IOPY, ONpejeseHne YyBCTBUTENIbHOCTU K
aHTMMUKPOGHBLIM NpenapaTam n 6aktepuodaram (Genitourinary Tract Culture. Bacteria 1340
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

ApneHoBupyc (Adenovirus), anaperiHblii CMHAPOM, aHTUreHHbI TecT (Adenovirus. One Step Rapid

Immunochromotographic Assay) 870
MoceB MOUM Ha MUKPOQIOPY, onpefeneHne YyBCTBUTENBHOCTY K aHTUMMKPOOBHbIM Mpenaparam 800
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTbI U TPaxeO0BPOHXNA/bHBIX CMbIBOB Ha MUKPOQ/IOPY, OnpefenexHve

YYBCTBUTENBHOCTU K PacLUMPEHHOMY CNEKTPY aHTUMUKPOOHbIX NPenapaToB U MUKPOCKOMUel 2170
Maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xenukobaktep nunopu (Helicobacter pylori), aHTurenHsi Tect (Helicobacter pylori. One Step Rapid 870

Immunochromotographic Assay)

lMoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX MyTeil Ha MUKPOQIOpy, onpeaeneHne
YyBCTBUTENIbHOCTM K aHTUMUKPOGHbLIM Npenapartam (ogHa nokanmsaums) (Upper Respiratory 830
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB NyHKLUWOHHOIO MaTtepuana Ha MUKpPohIopy, onpeaeneHne YyBCTBUTENIbHOCTM K

pacluMpeHHOMY CNeKTpy aHTUMUKPOOGHBIX NpenaparoBs (Punctate Fluid Culture. Bacteria 1980
Identification, Antibiotic Susceptibility, Enlarged Testing)*

[MoceB Ha naTtoreHHyto 1 yclioBHO-NATOreHHY MMKpoQIopy KuweyHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1190
ButamunHbl

ButamuH B6 (nupugokcanbdocgar) 2180

ButamuH B1 (TiamuH) 2180

ButamuH B12 (umaHokob6anamuH, kobanamuH) (Cobalamin) 630

ButamuH E B cbiBOpOTKe (anba-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2180



ButamuH B5 (naHTOTEHOBaAs KMUCN0Ta) 2180

1,25-gurngpokensutamud D3 (1,25-dihydroxivitamin D3) 1900
ButamuH B3 (HUKOTMHaAMUA) 2180
ButamuH 25(0OH)D2 n 25(0H)D3, pa3aensHoe onpegeneHue (B3XX - MC/MC) 5460
A09.05.080 donmesas kucnota (Folic Acid) 870
ButamuH A B cbiBOpoTKe (petnHor) (Vitamin A, Retinol, Serum) 2180
ButamunH K1 B cbiBOpOTKe ((hnnnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2180
ButamuH B7, H (610OTUH) 2180
AKTMBHbIV BUTamnH B12 (FTonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1250
beTa-kapoTuH 2180
ButamuH B2 (pubothnaBuH) 2180
ButamuH C (ackop61HOBas KUcnoTa) 2180
PeTnHun nanbmutar 2180

AYyTOMMMYHHble HEBPOJiIOrMyeckme 3aboneBaHus
AHTuTeNa K LGI1 n CASPR2 (KOMNOHEHTbI KOMIM/IEKca KaneBbix KaHanoB), [gG, cbiIBOPOTKa KpoBU

(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum) 5600
AHT_MHe|_7|p0Haanb|_e aHTiTena, IgG, meTog Henpsimoi nmmyHohnyopecueHunn (Neuronal 3010
antibodies, IgG, Indirect immunofluorescence (IIF))

AHTUTENA K a|eT/IXONIMHOBOMY peuenTopy (AXP, omarHocTka MuacTeHun), CyMMapHo 5210
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)

AHTUTENA K peLientopam HeipoHoB TnoB NMDA,CASPR, LGI, AMPA1, AMPA2, GABARL knacca 12370
IgG, pa3gencHo, onpejeneHne B CbIBOPOTKE

AHTUTENa Knacca IgG K ckenetHbIM Mblwam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 1gG) 1110
AHTuTEeNna K NMDA rnytamatHomy peuenTopy, IgG, onpepeneHve B nukBope (aHTU-NMDAR 1gG, 2760
N-methyl-D-Aspartate Receptor Antibodies, CSF)

Mwno3uT-cneuyudunyHble aHTUTeNa knacca IgG (naiH-6n0t: Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 3670

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTMTEeNa knaccoB IgG u IgM K raHrnnosmngam (naiH-6not. GM1, GM2-GM3-GM4; GD1a, GD1b,
GD2-GD3, GT1a, GT1b, GQ1b, cynbtatnpl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5210
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTUTENa K acAHK B CbIBOPOTKE KPOBU, NOATBEPXAAOLLMIA TECT C MCMOMb30BaHMEM cybeTpaTa

Crithidia luciliae, 1IgG, meTogom Henpsamoli ummyHognroopecueHumm (Crithidia luciliae indirect 1150
fluorescent test (CLIFT))

AHTWTENa K Muenuny IgG, metog Henpamoii nMMmyHodtoopecueHunn (Anti-myelin antibody, 19G,

IF) 1340
AHTUTEeNa Knaccos IgA, 1gG, IgM K akBanopuviHy 4, cyMMapHO (4MarHOCTVKa HelipoOnTUKOMUENUTA,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2600
Total)

OnuroknoHanbHbIN 1gG B ukBOpeE (LlepebpocnHanbHO XUAKOCTA) U CbIBOPOTKE KPOBU 3990
(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENA K MbILLEYHO-CNEeLMhNYEcKon TMPO3NHKHa3e (aHTM-MuSK) B CbIBOPOTKE KPOBMU, 4980
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTUTENA K peLientopam HeiipoHoB Tnnos NMDA,CASPR, LGI, AMPA1, AMPA2, GABARL knacca 12500
IgG, pa3fensHo, onpeaeneHue B IMKBOpe

AHTUTeNa K LGI1 n CASPR2 (KOMNOHEHTLI KOMI/IEKCa KaneBbIX KaHanoB), IgG, nMkesop 5600
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTEeNa K GAD (rnytamatgekap6okcunase), IgG, nuksop (Anti-GAD (glutamic acid decarboxylase), 1890

IgG, CSF)

AHTVHelpoHanbHbIe aHTUTENa Knacca IgG (naliH-6not1. Hu (ANNA1L), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNAZ2), ampmngusmH) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Maz2, 5210
Ri (ANNAZ2), Amphiphysin))

AHTuTena knacca IgG NMDA (N-meTtun-D-acnaprar) rnyramaTHOMY peLenTtopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 3990
KOMMOHEeHTbI KOMMAIEMEHTa
CucteMa KoMnaeMeHTa: oLeHKa (hyHKLUMOHanbHOM aktuBHocTM (CH50) (Functionality Test of
1340
Complement (CH50))
MHrnémutop Cl-actepasbl (C1-Esterase Inhibitor, C1-INH) 1960
C4 KomnoHeHT cuctembl kKomnnemeHta (Complement Component C4) 360

C3 KomrnoHeHT cuctembl komnnemeHta (Complement Component C3) 360



KpacHyxa
AHTUTeNa Knacca IgG K aHTUreHam BMpyca KpacHyXu, BbISiBNSiEMble METO40M UMMYHOG/IOTTUHTa

(Anti-Rubella IgG, Immunoblot ) 5110

AHTUTEeNa Knacca IgM k Bupycy KpacHyxu (Anti-Rubella IgM) 490

AsugHocTb Anti-Rubella IgG 970

OnpegeneHne PHK (Rubella virus, RNA) B cbIBOPOTKe KPOBU 590

AHTUTeNa Knacca lgG K Bupycy kpacHyxu (Anti-Rubella IgG) 360
lenatnt B BUpYycHasa nHgekumsa (Bupyc renatuta B, Hepatitis B Virus, HBV)

AHTUTeNa knaccos IgM 1 1gG k HB-core aHTUreHy Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 470

IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))

HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIN aHTUreH BUpYyca renaturta B,

«aBCTPa/IMIACKNIA» aHTUTEH), KONMYeCTBEHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, 1320

Quantitative)

HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAQ) 510

AHTUTeNa Knacca IgM k HB-core aHTUreHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 630

B Core Antigen; HBV Core Antibodies IgM)

Bupyc renatuta B, onpegeneHve AHK B cbiBOpOTKe KpoBY, KonuyecteeHHoe (HBV DNA, Serum, 3410

Quantitative)*

Bupyc renatuta B, onpegenerHne AHK B cbiIBOPOTKe KpoBW, kadecTBeHHOe (HBV DNA, Serum, 380

Qualitative)*

AHTUTENa K HBs-aHTUreHy Bupyca renatura B (Anti-HBs, HBsAb) 570

AHTUTENa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 470

HBs-aHTWreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbLIV aHTUIEH BMpYca renatuta B, 240

«aBCTPa/IMNCKNIA» aHTUTEH), kKauecTBeHHbI TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
YrneBogpl

[NHOKO30-TONEPaHTHbIV TECT C ONpPeseNeHNeM IOKO3bl U C-NenTuaa B BEHO3HOM KPOBMW HaTOLLaK
1 nocrne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1390
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 ViccnepoBaHme YPOBHS NHOKO3bl B KPOBU 130
NakTtaT (Lactate) 520
dpykTo3amuH (Fructosamine) 810
A09.05.083 MNMukmpoBaHHsbIi remornobumH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 460

I MoKO30TONIEPaHTHbIV TECT NpU 6epeMeHHOCTH (MepOopabHbIA FHOKO30TONEPaHTHbIN TecT, T,
OITT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 [NHOKO30-TONIEPAHTHbIV TECT C ONpeAeIeHNEM FHOKO3bl B BEHO3HO KPOBW HaTOLLLaK U
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 610
(Fasting and 2 Hours after Load), Venous Blood)

900

Cneumdmyeckmne 6enku

A09.05.009 C-peakTuBHbI 6en0K (CPB) (C-Reactive Protein, CRP) 310
AHTUcTpenTtonnsnH-0 (ACJ1-0, ACJIO) (Antistreptolysin-O, ASO) 340
Anbpa-1-aHTutpuncuH (A1AT), heHoTUNUpoBaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) 2360

HatpuiiypeTnueckoro ropMmoHa (B-tuna) N-koHueson nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 ®eppuTtunH (Ferritin) 460
Kap6orungpar -aedhnunTtHbIn TpaHcheppyH ¢ anekTpodoperpammoii (Carbohydrate-Deficient

2560

Transferrin with results on an electrophoregram (CDT)) 3020
FencuguH 25 (6uoaktusHbIl) (Hepcidin 25, bioactive) 5970
Mapkep cepaeyHoit HegocTaTo4HOCTM ST2 pacTBOpUMBIN (ST2, sST2, kapanomMapkep) (Soluble ST2

e 2490
(Heart Failure’s biomarker))
A09.05.008 TpaHcteppuH (Cugepodmnui) (Transferrin) 440
MwuornobuH (Myoglobin) 520
Anbha-2-makpornobynun (Alpha-2-Macroglobulin, 22-Macroglobulin, A2M) 450
AHTUTENA Knacca IgG K rnaBHoOMy 6efKy Hapy>Hoi mem6paHbl MOMP 1 AHTuTena knacca lgG 520
Pgp3 (MembpaHoaccouMnMpOoBaHHbI NnasmMnaHbli 6enok) Chlamydia trachomatis
PesmatongHsblii haktop (PP) (Rheumatoid Factor, RF) 340

TponoHuH-I (Troponin-I) 570



BbICOKOUYBCTBUTENbHbIN C-peakTBHbI GENOK (Kapamo) 540

A09.05.077 UepynonnasmuH (Ceruloplasmin) 590
lFantorno6uH (Haptoglobin) 580
Anbpa-1-aHTutpuncuH (A1AT), koHueHTpauus (Alpha-1-Antitrypsin, A1AT, AAT, Concentration) 1260
Kap6orungpar-gehuuuntHelii TpaHceppuH (Carbohydrate-Deficient Trancferrin, CDT) 2810
PacTtBopuMble peLenTopbl TpaHcdeppuHa (pTPP, Soluble Transferrin Receptor, sTfR) 1700
3031MHOMNBbHBIA KaTMOHHLIV 6enok (Eosinophil Cationic Protein, ECP) 790

Ypeannasmos (ypeannasmbl)

Ypeannasma (Ureaplasma parvum), onpegenenne JHK B moye (Ureaplasma parvum, DNA, Urine)* 250
Ypeannasma (Ureaplasma parvum), onpegenenune AHK B cekpete npocrartsl, askynate (Ureaplasma

- . 250
parvum, DNA, Prostatic Fluid, Semen)*
AHTuTeNa Knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 1gG) 610

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHue OHK B cocko6e
anuTeNnanbHbIX KNeTOK yporeHmTansHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 250
Urogenital Epithelial Cells)*

AHTUTeNa knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 610
Ypeannasma (Ureaplasma urealyticum + _Ureaplasma parvum), onpegeneHve AHK B cekpete 250
npocrtarbl, 3akynate (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenerHne AHK B moye 250
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

Ypeannasma (Ureaplasma parvum), onpegenenune JHK B cockobe anmTennanbHbIX KNeTok 250
yporeHutansHoro TpakTa (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpefeneHve OHK B cekpeTe npocTaThl, 250

askynaTte (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK B cocko6e
anuTennasbHbIX KIETOK yporeHnTanbHOro tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 250
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHve OHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 250
PecnupatopHO-CUHUUTMaNbHasA MHDEKLMS (PecnnpaTopHO-CUHLUNTUANBbHBI BUPYC)
AHTUTeNa Knacca IgG K pecnmparopHo-cuHUmMTUansHOMY Bupycy (Anti-Respiratory Syncytial Virus
710
(RSV) 1gG)
AHTUTENa Knacca IgM K pecnnpatopHO-CUHUMTUaNbLHOMY BUpPYCY (Anti-Respiratory Syncytial Virus
710
(RSV) IgM)
O6pas XXM3HU 1 reHeTuyeckne akTopbl
OnacHOCTb NpW NpremMe opasibHbIX KOHTPaLenTnBoB (reHsbl F2, F5) (Risk of Oral Contraceptives, Ocs
2730
(Genes F2, F5))
OnacHoCTb Npu Npreme opasbHbIX KOHTPaLENTUBOB (feHbl F2, F5) (6e3 onvcaHnsa pesynbTatoB 2450
Bpadom-reHetnkoMm) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapyLweHus cnepmaToreHesa, 6 mapképos (M1kpogeneumm nokyca AZF) (6e3 onucaHus 3560
pesynbTaTtoB reHeTUKOM)
MogarotoBka K onepaunn (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8010

MTHFR, MTRR, MTR, F2, F5))

MogroTtoBka K onepauun (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 onvncaHus pe3ynbTaToB
Bpayom-reHeTukom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7180
Description))

OnpegeneHve cneyngunyeckmx IgG: nuLLeBble aniepreHsbl
KpeeTku (F24), annepreH-cneundudeckue 1gG (Shrimp, 1gG, F24) 520

Puc (F9), annepreH-cneuuguyeckue IgG (Rice, 1gG, F9) 520
Cmech nuLieBbIx annepreHoB 1: anenscuH, 6aHaH, 16510k0, nepcuk, IgG (FP15 (F33, F49, F92, F95),

Food Panel: Orange, Banana, Apple, Peach, IgG)* 950
Kuwu (F84), annepreH-cneumndguyeckne IgG (Kiwi Fruit, IgG, F84) 520
IpeuHeBas myka (F11), annepreH-crneyucgunyeckme IgG (Buckwheat, IgG, F11) 520
Tpecka (F3), annepreH-cneyuguyeckme IgG (Codfish, 1gG, F3) 520
Cmecb NULLEBbLIX aNiepreHoB 3: CBUHUHA, KYPUHOE MSCO, roBaanHa, 6apaHnHa, IgG (FP73 (F26, F27, 950
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpegeneHne cneynnyecknx UMMyHorno6ynmHoB knacca G (IgG) K nuuweBbiM annepreHam (Basic 14400

Food Profile, 1IgG)
Kny6Huka (F44), annepren-cneymduueckme IgG (Strawberry, IgG, F44) 520



OBcsHaa myka (F7), annepreH-cneundguyeckue IgG (Oat, 1gG, F7) 520

Lokonaga (F105), annepreH-cneuuguyeckme IgG (Chocolate, IgG, F105) 520
Cwmecb nuLueBbIx annepreHos (fx21) IgE, ImmunoCAP 1250
MuweHwnyHas myka (F4), annepreH-cneymnguyeckme IgG (Wheat, 1gG, F4) 520
BeTa-naktornobynuH, IgG (Beta Lactoglobulin, 19G, F77) 520
KopoBbe Monoko (F2), annepreH-cneundguyeckue 1gG (Milk, IgG, F2) 520
Tomartbl (F25), annepreH-crneympuyeckne IgG (Tomato, IgG, F25) 520
Mpoco (F55), annepreH-cneymguueckne IgG (Common Millet, IgG, F55) 520
AHaHac, IgG (Pineapple, IgG, F210) 520
bapaHuHa, IgG (Lamb, 1gG, F88) 520
CsuHuHa (F26), annepreH-cneuumduyeckne 1gG (Pork, IgG, F26) 520
NumoH (F208), annepreH-cneuuduyeckme IgG (Lemon, IgG, F208) 520
baHaH, IgG (Banana, IgG, F92) 520
AnuHbIn xxentok (F75), annepreH-cneundunyeckne 1gG (Egg Yolk, IgG, F75) 520
AnyHbii 6enok (F1), annepreH-cneunguueckme IgG (Egg White, IgG, F1) 520
KypuHoe msco (F83), annepreH-cneundguyeckue IgG (Chicken Meat, IgG, F83) 520
KapTtotens (F35), annepreH-cneuynguyeckme IgG (Potato, IgG, F35) 520
AnenbcuH, IgG (Orange, 1gG, F33) 520
MpeiingpyT (F209), annepren-cneunduyeckue 1gG (Grapefruit, IgG, F209) 520
MaHro (F91), annepreH-cneyudguyeckme IgG (Mango, 1gG, F91) 520
Apaxuc, 1gG (Peanut, 1gG, F13) 520
Cmech nuLLEeBbIX annepreHoB 2: K1MBKW, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84, F91, F92, F210), Food
Panel: Kiwi Fruit, Mango, Banana, Pineapple, 1gG)* 1300
ToikBa (F225), annepreH-cneunduyeckue 1gG (Pumpkin, IgG, F225) 520
CoeBble 606bI (F14), annepreH-cneunguyeckue 1gG (Soybean, 1gG, F14) 520
Mopkoss (F31), annepreH-cneyuguyeckme IgG (Carrot, 1gG, F31) 520
rosaguHa (F27), annepreH-cneundguyeckune 1gG (Beef, I1gG, F27) 520
Mekapckue apoxokn (F45), annepreH-cneundguyeckue 1gG (Baker’s Yeast, IgG, F45) 520
Kanycta kouaHHas (F216), annepreH-cneyundmyeckume 1gG (Cabbage, 1gG, F216) 520
MueHble gpoxokn (F403), annepreH-cneundguyeckue IgG (Brewer’s Yeast, IgG, F403) 520
®dyHayk (F17), annepreH-cneundguyeckue IgG (Hazelnut, IgG, F17) 520
KaseuH (F78), annepreH-cneyuguyeckme IgG (Casein, IgG, F78)) 520
Mepcuk (F95), annepreH-cneundudeckue IgG (Peach, IgG, F95) 520
f6noko (F49), annepreH-cneyunguryeckume IgG (Apple, 1gG, F49) 520
lepnec-BMpyc 4Yenoseka 6 Tmna
AHTUTeNa Knacca IgG Kk reprniecsupycy yenoseka 6 Tuna (Anti-HHV-6 1gG) 610
lepnecsupyc 6 Tuna, onpegenenune AHK B cntoHe (HHV-6 DNA, Saliva)* 250
Fepnecsupyc 6 Tuna, onpeaenexve AHK B CO_CKo§e 3NUTENNANbHbBIX KNETOK YPOTreHUTaIbHOro 250
TpakTta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
Fepnecsmpyc 6 Tmna, onpegeneHve JHK B cekpeTe npoctartsl, askynate (HHV-6 DNA, Prostatic 250
Fluid, Semen)*
lepnecsBupyc 6 Tvna, onpepenexe L!,HK B COCKOOe anuTenunanbHbIX KNeTOK CM3UCTOI Hoca 250
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 T1na, onpegenexHve AHK B moye (HHV-6 DNA, Urine)* 250
E?pg;csmpyc 6 Tvna, onpeaeneHve AHK B cnimHHOMO3roBoi xuakoctv (HHV-6 DNA, Cerebrospinal 250
ui
lepnecsupyc 6 Trna, onpegeneHne OHK B Bbinote (HHV-6 DNA, Exudate)* 250
l'epnecsupyc 6 Tvna, onpegenenne AHK B BeHo3Hol kposu (HHV-6 DNA, Blood)* 380
lepnecsupyc 6 Tvna, onpegeneHne AHK B cockobe anutennanbHbIX KNeTok potornotku (HHV-6 250

DNA, Scrape of Faucial Epithelial Cells)*



lepnecsupyc 6 Tmna, onpegeneHne AHK B cbiBopoTke Kposu (HHV-6 DNA, Serum)* 380

XnamngmiiHas nHekuma, xnamnamos (xnammgmm)

Xnamngusa (Chlamydia pneumoniae), onpegenenne AHK B citoHe (Chlamydophila pneumoniae,

DNA, Saliva)* 390
Xnamupgus (Chlamydia trachomatis), onpegeneHvne JHK B cekpete npocTtartbl, 3skynaTe (Chlamydia 250
trachomatis, DNA, Prostatic Fluid, Semen)*

AHTUTeNa Knacca IgG K 6enky Tennosoro woka (BTLU) Chlamydia trachomatis (Anti-cHSP60 1gG) 530
AHTUTeNa knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 490
Xnamngusa (Chlamydia pneumoniae), onpegeneHue AHK B nnasme kposu (Chlamydophila 590
pneumoniae, DNA, Plasma)*

AHTUTEna knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 1gG ) 510
AHTuTeNa knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 510
Xnamugus (Chlamydia trachomatis), onpegeneHve AHK B cocko6e anuTenmanbHbIX KNeToK 250
cnu3ncToli npamoi kuwku (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*

Xnamngusa (Chlamydia trachomatis), onpegenerHvne JHK B cockobe snuTtenmanbHbIX KNeToK 250
yporeHutansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

AHTuTeNa knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gG) 490

Xenukobaktep nunopwu, onpegenexdne AHK B 6uonTate cnnsncToi xenyaka n/unam
[ABeHaguatunepcTHoli kuwkn (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2120
Duodenum, PCR)

Xnamngms (Chlamydia trachomatis), onpegenexHve JHK B cockobe anutenvanbHbIX KNeTok

KOHBIOHKTUBLI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 250
AHTUTeNa knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 610
Xnamngusa (Chlamydia pneumoniae), onpegeneHune AHK B MokpoTe (Chlamydophila pneumoniae,
790
DNA, Sputum)*
AHTUTeNa knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 510
Xnamugus (Chlamydia trachomatis), onpegeneHvne JHK B mouye (Chlamydia trachomatis, DNA, 250
Urine)*
Xnamngms (Chlamydia trachomatis), onpegenexHve AHK B cnnHHOMO3roBoi xugkoctn (Chlamydia 250
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamngusa (Chlamydia trachomatis), onpegenerve JHK B Bbinote (Chlamydia trachomatis, DNA, 250
Exudate)*
Xnamuamsa (Chlamydia trachomatis), onpegenerve JHK B cuHoBuanbHoli xuakoctn (Chlamydia 460
trachomatis, DNA, Synovial Fluid)*
Xnammgus (Chlamydia pneumoniae), onpeaenenne AHK B cockobe anutennanbHbIX KNeTok 390
potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamngms (Chlamydia trachomatis), onpegenexHve JHK B cockobe anutenvanbHbIX KNeToK 250
potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Cudgpmnuc

bnegHas TpenoHema, onpegeneHue AHK B cekpete npocTartsl, askynste (Treponema pallidum, DNA, 250
Prostatic Fluid, Semen)*
BrnegHas TpenoHema, onpegenerve [IHK B cockobe anutenuanbHbIX KNETOK YPOreHUTaIbHOro 250
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
bnenHasa TpenoHema, onpegeneHne AHK B mouye (Treponema pallidum, DNA, Urine)* 250
bnegHas TpenoHema, onpegeneHue AHK B cninHHOMO3roBoli xuakoctu (Treponema pallidum, 250
DNA, Cerebrospinal Fluid)*
bnegHaa TpenoHema, onpegeneHne AHK B cbiBOpoTKe Kposwu (Treponema pallidum, DNA, Serum)* 370
bnegHas TpenoHema, onpegenenune AHK B otgensemom (Treponema pallidum, DNA, Secretion)* 250
AHTUTENa Knaccos IgM 1 IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 380
IgG, Total)
bnegHas TpenoHema, onpegeneHune JHK B cockobe anutennanbHbIX KNeToK KoXu (Treponema 250
pallidum, DNA, Scrape of Skin Epithelial Cells)*
bnegHas TpenoHema, onpegeneHue AHK B cockobe anutennabHbIX KNeTOK POTOrOTKM 250
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTUTeNa Knacca IgG k Treponema pallidum, BbisiBNsieMble METO40M MMMYHOGIOTTUHTA

. . 1790
(Anti-Treponema pallidum IgG, Immunoblot )
BrnegHas TpenoHema, onpegenervie IHK B cockobe anutennanbHbIX KNETOK KOHbHOHKTUBbI 250
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTuTeNa Knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 810
Cudmnnc RPR — aHTMKapauonununHoBselii TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 210

Test)



AHTuTeNa Knacca IgM k Treponema pallidum, BbisiBnsieMble METOLOM MMMYHOBNOTTUHTA

(Anti-Treponema pallidum IgM, Immunoblot ) 1790
OLleHKa aH4pOreHHOro craryca
A09.05.078 TecTocTepoH (Testosterone) 350
[JerngpoannaHgpoctepoH-cynbgart (A3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 350
17-ketoctepongsbl (17-KC) B moye (17-Ketosteroids, Urine) 1830
Ino6ynuH, cesA3biBatoWmMiA nonosble ropmoHbl (TCMIN) (Sex Hormone-Binding Globulin, SHBG) 360
AHApocTeHAMOH (Androstenedione) 1000
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 490
A09.05.078.001 CBo60AHbIN TecTOCTEPOH (Free Testosterone) 870
AHApOCTEHAMON rNOKypoHna (AHApocTaHamon rntokypoHng) (Androstanediol Glucuronide, 1050
3?-Androstanediol Glucuronid, 3?-diol G)
AurngpotectoctepoH (A T) (Dihydrotestosterone, DHT) 1300
Broxmmuns moun (pasoBas IKCKpeLus)
Benok, pasoBas NoOpuUuUs MOYM (C KpeaTUHMHOM M pacHeTOM HOPMa/IM30BaHHOIO MO KPeaTUHWHY
' ; . . ) e - h 260
nokasarens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
Marnwuii, pazoBasi NoOpUusi MO4K (C KPeaTUHUHOM M pacyeToM MarHuiA/KpeaTMHNH OTHOLLEHWS) 530
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas K1cnoTa, pasoBas NOPLUS MOYM, C KPEaTUHUHOM 1 pacyeToM HOPMa/IM30BaHHOro No 280
KpeaTVHWHY NOK-Ns
®ocgop, pasoBasi NOpLMA MOUM (C KPEATUHMHOM U PacyeToOM HOPMaIM30BaHHOTO MO KPeaTuHUHY
nokasarens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 290
calculation)
Okcanarbl, pa3oBas MopLmMs Mo (C KpeaTMHUHOM ¥ pacyeToM HOPMa/IM30BaHHOrO No
KpeatuHuHy nokasarens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1350
calculation)
AnbOYMMH, pa3oBasi nopums Mo4u (C KpeaTMHMHOM 1 pacyeToM anlbOyMUH/KpeaTuHUH
oTHoweHus) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 450
UACR)
Kanbuuii, pasoBass nopuus Mo4m (C KpeaTUHMHOM M PacHeTOM KasbLii/KpeaTHUH OTHOLLEHNS)
- . ; - - S - - 200
(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)
KoHueHTpaumsa B moye (Urine Creatinine) 50
OnpepeneHne cneuunguyeckmx IgE: annepreHbl XXUBOTHbIX
TapakaH, IgE (Cockroach, IgE, 16) 440
Cobaka, IgE (Dog Epithelium, IgE, E2) 440
OBua, anutenuii, IgE (Sheep Epithelium, IgE, E81) 440
BonHucTbI nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 440

CmMecb annepreHoB fOMAaLLIHMX FPbI3yHOB: 3NUTENINA MOPCKOV CBUHKW, 3NUTENNIA KPOMKA,
anuTennii xoMsika, Kpbica, Mblwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 950
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBMHKa, anutenuii, Igk (Guinea Pig Epithelium, IgE, E6) 440
Kouwka, IgE (Cat Dander-Epithelium, IgE, E1) 440
Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 440

BUY-unHbekLms (BMpYC MMMYyHOAE(hULNTA YeTOBEKa)
AHTUTENa K BUY 1 1 2 v aHtureH BLY 1 n 2 (HIV Ag/Ab Combo) 290
BWY-1, onpegenenne PHK B nnasme kposu (HIV RNA, Plasma)* 12940

JNekapcTBEHHbI MOHUTOPUHT

3Beponumyc (Everolimus) 3300
LinknocnopwuH (Cyclosporine, Cyclosporine A, Sandimmune) 950
TepudnyHomug, nenyHomng (meta6onmT) (Teriflunomide, Leflunomide metabolite) 3300
NeBetupauetam (Levetiracetam, Keppra®) 3400
Kap6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 2620
MwuToTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma) 3300

®eHunTonH (AndeHunH, AnnaHTuH) (Phenytoin) 1160



Takponumyc (Aasarpad, MNporpad, NpoTonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTtpnpxmH (Lamotrigine)
Banbnpoesas kucnota (JenakuH, KoHsynekc) (Acidum Valproicum, Depakin, Convulexs)
A09.05.035.002 deHobapbuTan (JltommHan) (Phenobarbitalum)

FoHopes (TOHOKOKK)
FoHOKOKK, onpegeneHne AHK B cekpeTte npocTartel, 3skynsaTe (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*
IOHOKOKK, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK CM3NUCTOM NPAMOIA KULLKA
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
FoHOKOKK, onpeaeneHne AHK B cnHoBuranbHoM xunakoctn (Neisseria gonorrhoeae, DNA, Synovial
Fluid)*
MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopes), onpegeneHne YyBCTBUTE/IbHOCTU K
aHTMMUKPOG6HbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)
FoHOKOKK, onpegeneHue AHK B cockobe anutennanbHbIX KNeToK KOHbIOHKTMBLI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*
FOHOKOKK, onpegeneHne AHK B cocko6e anutenmanbHbIX KNeToK potornoTkn (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*
roHokokk, onpegeneHue AHK B mouye (Neisseria gonorrhoeae, DNA, Urine)*

IOHOKOKK, onpegeneHve AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

JNakTo6akTepuu, nakTobaumbl

Naktobaktepun, onpegeneHne AHK B cockobe anuTenmanbHbIX KNeTOK YPOreHUTa/lbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpnanos, nceBaomMeMOpaHO3HbIN KOAUT

Pa3genbHoe onpeaeneHne TokcnHa A 1 TokcrHa B Clostridium difficile B kane, aHTUreHHbI TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)

Moces Ha knoctpugmm (Clostridium difficile, nceBgomem6paHo3HbIli konuT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpaLumaHuve no ManaHvkonay ? Pap-tect

LiTonornyeckoe mccnefoBaHne 6momatepuana Cocko60B BY/bBbI U Bnaraiunila, KPOMe LLEenkn
MaTKu (OKpalumnBaHve no ManaHukonay, Pap-tecT)

LiTonornyeckoe mccnefoBaHne 6uomarepuana Lweiku Matkv (okpawvBaHme no ManaHukonay,
Pap-tecT) (Cytological Examination: Cervix, Pap-test)

OnpegeneHve cnewumngryeckux IgE: GbITOBbIE annepreHbl
JomawHas nbinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
Knewy Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knewy Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)

Cwmeck annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium

notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

OnpegeneHve cneymgpunyecknx IgG: 6bITOBbIE annepreHsbl

Knew, Dermatophagoides farinae (D2), annepreH-cneunguyeckune IgG (Dermatophagoides farinae,

IgG, D2)
JomawHas neinb/Greer (H1), annepreH-cneundguyeckue 1gG (House Dust — Greer, 1gG, H1)

MneceHb Cladosporium herbarum (M2), annepren-cneyudmyeckme IgG (Cladosporium herbarum,
1gG, M2)

Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium

notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG)*

MneceHb Penicillium notatum (M1), annepreH-crneuudguyeckue IgG (Penicillium notatum, IgG, M1)

Knewy Dermatophagoides microceras (D3), annepreH-cneungudeckue IgG (Dermatophagoides
microceras, IgG, D3)

1430

3400
810
2620

250

250

460

900

250

250

250

250

320

1200

1250

1000

1000

440
440
440
440
440
440
440

950

440

520

520

520

950

520

520



Knewy Dermatophagoides pteronyssinus (D1), annepreH-cneuuduyeckne IgG (Dermatophagoides

pteronyssinus, 1gG, D1) 520

MneceHb Alternaria tenuis (M6), annepreH-cneundguyeckue 1gG (Alternaria tenuis, IgG, M6) 520

PenpofyKTMBHOE 34,0POBbE

HapyleHuns cnepmaTtoreHesa; paclumpeHHas naHenb (AZF-pernoH) (6e3 onucaHust pesynbTaTtoB

BpayoM-reHeTnkom) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without 9290
Description))

Xouy cTaTb MaMOiA: OCNOXXHEHUS1 6epeMeHHOCTM (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)

(6e3 onuvcaHuA pe3ynbTatoB BpayoM-reHeTMkom) (Want to Become a Mother: Pregnancy 15700
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
BpoxaeHHas runepnnasns HagnoyeyHnkos, reH CYP21A2, u.m. (Gene CYP210HB, Freq. Mut.) 9790

CKNOHHOCTb K TpOM603aM Nnpu 6epeMeHHOCTU: MUHUMaNbHasA naHesb (reHbl F2, F5) (Thrombotic

Tendency in Pregnancy: Minimum (Genes F2, F5)) 2730
leHeTUYeckme hakTopbl My>XCKOro 6ecnnogms (reHbl AR, CFTR; AZF-pernoH) (Genetic Factors of 16420
Male Infertility (Genes AR, CFTR; AZF-Region))

BO3HMKHOBEHWE N30/IMPOBaHHbIX NOPOKOB pa3sBuTuA y nnoga (reHsl MTHFR, MTRR, MTR) (Isolated 5280
Malformations in Fetus (Genes MTHFR, MTRR, MTR))

Xouy cTaTb MaMoOW: OCNTOXXHeHUs1 6epeMeHHOCTH (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)

(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 18180
RHD))

MpuBbIYHOE HEBbIHALLNBAHNE GEPEMEHHOCTU, B T. Y. CKNOHHOCTb K TPOM603aM rnpu 6epeMeHHOCTH:

paclumpeHHas naHesnb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onncaHuna pesynbTatoB 7180

BpayoMm-reHeTnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

Tpomb60TUYECKME OCTOXHEHWS MPU CTUMYNALUIN OBYNsSLMK (feHbl F2, F5) (6e3 onvcaHus
pe3ynbTatoB Bpadom-reHeTnkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2450
(without Description))

BO3HMKHOBEHWE U30/IMPOBaHHbLIX NOPOKOB pa3BuTuA y nnoga (reHsl MTHFR, MTRR, MTR) (6e3

onuncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Isolated Malformations in Fetus (Genes MTHFR, 4730
MTRR, MTR) (without Description))

lecTo3bl U heTonnaleHTapHas HefoCcTaTouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
Tpomb0TUYECKME OCTOXHEHNSA MPU CTUMYNALUUK OBYnsALMK (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TPOM603aM Nnpu 6epeMeHHOCTN: MUHUMasbHas naHesb (reHbl F2, F5) (6e3 onncaHms
pe3ynbtatoB Bpavyom-reHeTkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2450
(without Description))

MpuBbIYHOE HEBbIHALLNBAHNE BEPEMEHHOCTU, B T. Y. CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCTH:

paclumpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8010
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTosbl 1 (heTonnaleHTapHas HefocTatouHoCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onmncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 9440
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneacTBeHHbIe Cyvam paka MOTOYHOW enesbl n/nnun smdHnkos BRCAL, BRCA2, CHEK2, NBS1

10610

2730

(Hereditary Breast and/or Ovarian Cancer ) 9350
OkpaLumaHve no PomaHoBcKOMY-I'vm3e

MccnepoBaHne MOKpoThl (Examination of Sputum) 750
ViccnepgoBaHme TpaHccyaaToB, aKeceyaaToB, cekpetos (Examination of Transudates, Exudates, 480
Secrets)

MccnepoBaHms NpoMbIBHbIX BOJ, 6POHX0B (MccrefoBaHne CMbIBOB ¢ 6poHxoB) (Examination of 590
Bronchial Washouts)

NccnepgoBaHue nyHKTaToB KOXKM (Examination of Punctates: Skin) 590
WMccnepoBaHue aHAoCKonNuyeckoro matepuana (Examination of Endoscopic Material) 590
A08.20.004 LiTtonornyeckoe vccnegosaHue acnupara U3 nosioct Matkum 600
VccnepgoBaHme 3HAOCKONMYECKOro MaTepunana Ha Hanmuuve Helicobacter pylori (Examination of 710

Endoscopic Material: Presence of Helicobacter pylori)

LinTonornyeckoe nccnefoBaHne Mateprana, NolyYeHHOro NPy XMPYPruyecknx BMeLLaTebCTeax u

Lpyrnx cpoYHbIx nccnefosaHusx (Cytological Examination of Material Obtained during Surgical 750
Procedures and Other Urgent Research)

YXXngkocTtHasa umtonorus. Lintonoruyeckoe ncenegoBaHme buomareprana Wenkn matku
(okpawmBaHue no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe mccnefoBaHmne anUTeNns ek MaTky ¢ ONmncaHnem no TepPMUHOOTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 570
Description on The Bethesda System, TBS)

1200



LinTonornyeckoe nccnegoBaHmne cockoba (Maska) cnm3nctoii 060104KM NOMOCTM Hoca (0aHa
nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 710
Localization))

ViccnefoBaHve BblAeNEHNI N3 MOOYHOW Xenesbl (Examination of Breast Discharge) 480
ViccnepgoBaHme NyHKTATOB APYTMX OpraHoB M TKaHel (Examination of Punctates: Other Organs and 750
Tissues)
ViccnefoBaHuve oTreyarka ¢ BHyTpuMaToyHoi cnupanm (BMC) (Examination of Imprint Intrauterine 510
Device, IUD)
VccnepoBaHme nyHKTaToB MOIOYHOW »enesbl (Examination of Punctates: Breast) 590
VccnefoBaHve cOCKOOOB 1 OTNEYATKOB OMyXxoseli 1 onyxonenofobHbIx 06pa3oBaHuii (Examination

. ) ’ . 590
of Scrapings and Prints Tumor and Tumor Like Formations)
MccnepgosaHne moum (Examination of Urine) 480

LinTonornyeckoe nccnegoBaHne nyHKTata WUTOBUAHOW Xenesbl ¢ ONMcaHneM no
TepMUHONOrMyeckol knaccugukaumm betecaa (The Bethesda System for Reporting Thyroid 570
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

MccnepgoBaHne cOCKOGOB M OTNEYATKOB C NOBEPXHOCTU KOXWN N CNN3UCTbIX (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 390
MccnepoBaHme COCKOOOB LLENKN MaTKM U LiepBUKabHOrO KaHana (Examination of Scrapings: Cervix 570
and Cervical Canal )
Kopb
AHTUTENa Knacca IgM K Bupycy kopu (Anti-Measles IgM) 710
AHTUTeNa Knacca IgG K Bmpycy kopu (Anti-Measles 1gG) 800
KneweBoli sHUehanmT, BUPYC KeLeBoro sHuedanmra
AHTUTENa Knacca IgG K BUpycy kneweBoro aHueganuta (Anti-Tick-borne Encephalitis Virus (TBEV) 480

I9G)

JTabopaTtopHoe uccnegoBaHune Knewa ans sbisieneHms PHK/OHK Bo36yanteneii MHGeKUWA,

nepeaaoLLMXca VKCO40BLIMU Knewamu: K/ELLEEBOW SHLIE®ASTNT, BOPPE/INO3 (BOJE3Hb

NANMA), AHAMIA3MO3, 3P/INXMO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3360
encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma Phagocytophillum, Ehrlichia

muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTENa Knacca IgM K BMpycy kneweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 610
HacnefctBeHHble 601e3HM 06MEHA BELLECTB Y HOBOPOXKAEHHbIX/CKPUHWHT «[TATOYKa»

B3XXX-MC-MC opraHuueckumx kucnot (cykumnHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3590

YacTtas mytauus B reHe HADHA (HefocTaTouHOCTb A/TMHHOLLENOYEYHOA

3-rngpokcnaunn-KoA-pgerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5010

Dehydrogenase (LCHAD) Deficiency))

CKpUHUHT HOBOPOXAeHHbIX «MATOYKA» (Newborn Screening "HEEL")* 4990

OnpegeneHne akTMBHOCTM BUOTUHMAA3bI (HELOCTaTOYHOCTL 6UOTUHMAA3LI) (Biotin-Dependent 5010

Carboxylases Activity (Biotinidase Deficiency))

Yacrtaa mytaums B reHe GCDH (rnytapoBas aunaypusa tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5010

Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHann3 cnekTpa opraHNYecKnx KMCIoT Mo4YM METOLOM ra3oBOW xpomatorpapum ¢

Macc-cnektpometpueii (MX/MC) (Analysis of the spectrum of organic urine acids by gas 8300
chromatography with mass spectrometry (GC / MS))

YacTnyHbIli aHanms reHa ASS (uutpynnnHemus) (ASS Gene, Freg. Mut. (Citrullinemia)) 9530
MonHbIli anann3 reHa GCDH (rnytaposas aungypus tun 1) (GCDH (Glutaryl-CoA Dehydrogenase)

. g 40400
Gene (Glutaric Aciduria, Type 1))
YacTas mytauus B reHe ACADM (HefocTaToOuHOCTb CPeAHELLEeNOYeYHO M AernaporeHasbl XXUPHbIX
kucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5010
Deficiency))
YacTtble myTaumn B reHe FAH (tTnposnHemus tun 1) (FAH Gene, Freg. Mut. (Tyrosinemia, Type 1)) 8340
YacTtaa myTtaums B reHe BTD (HegocTtatouHocTe 6uotnHmaassl) (BTD (Biotinidase Deficiency) Gene, 5010
Freg. Mut.)
MonHbIi aHanu3 reHa FAH (Tnpo3suHemunsa tun |) (FAH Gene (Tyrosinemia, Type 1)) 49900
MonHbIli aHann3 reHa OTC (HefOCTaTOYHOCTb OPHUTUMHTPaHcKap6amunasbl) (OTC Gene (Ornithine 38030

Transcarbamylase (OTC) Deficiency))
Awepnxmos (KMweyHasa nanoyka, awepuxus, Escherichia coli)

MoceB Ha knLwe4Hyto nanoyky (Escherichia coli O157:H7, awepuxnos), onpegeneHve
YYBCTBUTENBHOCTU K aHTUMUKPOGHBLIM Npenapatam n bakrepuodaram (Escherichia coli 0157:H7 1100
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)



MoceB Ha kuweyHyto nanoyky (Escherichia coli 0157:H7, swepnxmos), onpegeneHune
YYBCTBUTENBHOCTM K aHTUMMKPOGHbLIM npenaparam (Escherichia coli 0157:H7 Culture. Bacteria 930
Identification and Antibiotic Susceptibility Testing)

MccnepoBaHme Ha KuweuHyto nanoyky (Escherichia coli O157:H7, awepuxmos), gnapeiHbii

CUHAPOM, aHTUreHHbI TecT (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic 930
Assay)
nup
Bupyc nmmyHogedumumta Yenoseka tuna 1, kadyectseHHoe onpegeneHve PHK (Human
- . X - 2470
immunodeficiency virus, quality, RNA) B CbIBOPOTKE KPOBU
Mapsosupyc B19, onpegenexHve AHK 330
Pesyc-thaktop nnoga. BeisieneHve reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 5550
mother's blood)
MapsoBupyc B19, onpegeneHne JHK 330
MapsoBupyc B19, onpegeneHne JHK 330
AHTUTEHHBIE TECTbI
NernoHenna, BbIiBNEHUE aHTUreHa B Mo4e, MMMyHoxpomartorpagus (Legionella pneumophila, One 1440

step rapid immunochromotographic assay, antigen, urinae)

PecnupatopHO-CMHUUTUabHBIA BUPYC (PC-UHMDEKLMS), BbISBIIEHWNE aHTUTEHa,
nmmyHoxpomarorpadus (Respiratory Syncytial Virus, RSV, One step rapid 930
immunochromotographic assay, antigen)

Xnamuanu, BbiISIBNeHWE aHTUreHa B Ma3Kax yporeH1TanbHOro TpakTta, MMMyHoxpomarorpagums

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1020
FOH_op_eﬂ, BbIfB/IEHNE aHTUIEHa, nmmyHoxpomatorpadus (Neisseria gonorrhoeae test, One step 860
rapid immunochromotographic assay)

Kamnunob6aktep, guapeiHblli CMHAPOM, BbISIB/IEHWE aHTUreHa B Kasie, UMMYyHOXpoMaTorpadus 1040

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)
HOPOBWPYC (Norwalk virus) - anapeiHblin CUHAPOM, BbiiBfieHe HOpoBMpyca reHorpynn | u 1l B
kane, ummyHoxpomatorpagus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1750
assay, antigen, stool)

MHEBMOKOKK, BbISIBfIEHWE aHTUTEHA B MOYe, MMMyHOXpoMaTorpagus (Streptococcus pneumoniae,

One step rapid immunochromotographic assay, antigen, urinae) 1440
OHTepoBUPYC, BbISIBNIEHNE aHTUTeHa B Kane, MMyHoxpomartorpagus (Enterovirus, One step rapid 1090
immunochromotographic assay, antigen, stool)
AyTOMMMYHHbIE 3a60/1eBaHNSA KOXN
AHTUTeNa Knacca IgG K gecmornenny-3 (Desmoglein 3, DSG3 Antibodies, IgG) 2160
AHTUTeNa Knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2160
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTUTeNa Knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2160
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTUTENa Knacca lgG Kk gecmocomam anugepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 2160
and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTENA K 6a3anbHOl MembpaHe koxu, IgG (Basement membrane zone antibodies, IgG) 2020
AHTUTeNa Knacca IgG K gecmornenny-1 (Desmoglein 1, DSG1 Antibodies, IgG) 2160
XenvkobakTepHasi MH(eKUUS (XennkobakTep)
AHTUTeNa Knacca IgA K Helicobacter pylori (Anti-Helicobacter pylori IgA) 700
AHTuTeNna Knacca IgG k Helicobacter pylori, BbisiBnsieMble METOLOM MMMYHOGOTTUHIA
. - . 3070
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTMTeNa knacca IgA k Helicobacter pylori, BbisiBNisieMble METOAOM UMMYHOGNOTTUHIA
. - . 3070
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTUTeNa knacca lgG K Helicobacter pylori (Anti-Helicobacter pylori IgG) 490
1303HEL ??C-ypeasHblin apixaTtenbHblin Tect (??C-YAT, 13C-Urea Breath test, UBT). BoisBneHune 2180
nHpekuun Helicobacter pylori
AHTuTeNa knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 700
Ty6epkynes (MMKobakTepun TybepKynesa)
Mukob6aktepumn Tybepkynesa, onpegeneHne AHK B MokpoTe (Mycobacterium tuberculosis, DNA, 590
Sputum)*
Mwukobaktepun Tybepkynesa, onpegenexHve JHK B crHOBManbHOM xunakoctn (Mycobacterium
; . - 460
tuberculosis, DNA, Synovial Fluid)*
Mwukobaktepuu Tybepkynesa, onpefeneHve AHK B cnMHHOMO3roBoi xuakoctn (Mycobacterium 250
tuberculosis, DNA, Cerebrospinal Fluid)*
Mwukobakrepuun Ty6epkynesa, onpegeneHve AHK B BbinoTte (Mycobacterium tuberculosis, DNA, 250

Exudate)*



MukobakTepun Ty6epkynesa, onpegeneHve JHK B cekpete npocTarsl, askynste (Mycobacterium

tuberculosis, DNA, Prostatic Fluid, Semen)* 250
AHTUTENa Knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium 1630
tuberculosis IgM, IgA, IgG, Total)
Mwukob6aktepumn Tybepkynesa, onpegeneHne HK B moue (Mycobacterium tuberculosis, DNA, 250
Urine)*
Mwukobaktepuun Tybepkynesa, onpegeneHve OHK B cbiBopoTke kKposu (Mycobacterium tuberculosis, 390
DNA, Serum)*
Mwuko6akTepun Ty6epkynesa, onpegeneHne JHK B MeHcTpyanbHol kpoBu (Mycobacterium 250
tuberculosis, DNA, Menstrual Blood)*
KomnniekcHble MIMMYHOIOTMYecKme nccnefoBaHms
Linpkynupytowime nmmyHHble komnnekcol (LK) o6ume (Circulating Immune Complexes (CIC) 1080
Total)
darouuTapHas aktTMBHOCTb nelikoumntos (Phagocytic Activity of Leucocytes) 1000
Cnoco6HocTb ninmpoumToB K aktnsaumm (Lymphocyte Activation Ability) 3450
CD4+ T-numdouymnTbl, % 1 abcontoTHoe KonmyecTso (T-xennepsbl, CD4+ T-cells, Percent and 1370
Absolute)
AKTMBMpPOBaHHble numdounTsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1370
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdoumnTel, % 1 abcontotHoe konmyectso (CD19+ numdouuntsl, B-cells, Percent and Absolute) 1370
deHoTMNMpPOBaHMe nMMAOLNTOB (OCHOBHLIE cybnonynsauumn) — CD3, CD4, CD8, CD19, CD16, CD56 3450
(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
MmmyHorno6ynuHbl G (nogknaccsl IgG1, 1gG2, 1IgG3, 1gG4) 12510
BeTpsiHas ocna (onosicbiBatoLLMiA NLLaiA)
AHTUTENA Knacca IgM K BUpYycy BETPSIHOW Ocnbl 1 onosickiBatoLero nuwas (Anti-Varicella-Zoster 280
Virus IgM, Anti-VZV IgM)
Bupyc Varicella-Zoster, onpegenenne AHK B cbiBopoTKe KpoBsu (Varicella ZosterVirus, DNA, serum) 360
AHTUTeNa knacca IgG K BUpyCy BETPSIHOW OcCrbl 1 onosicbiBatoLero nuwas (Anti-Varicella-Zoster 710
Virus 1gG, Anti-VZV IgG)
Bupyc Varicella-Zoster, onpegeneHne OHK B cockob6e anuTennanbHbIX KNETOK CIU3NCTOM 360
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)
Bupyc Varicella-Zoster, onpegenenve AHK B cntoHe (VaricellaZosterVirus, DNA, saliva) 360
[n3eHTepusa 6akTepuanbHas, Lmrennes, Wurenbl
MoceB Ha NaTOreHHYH KULLEYHYHO (hriopy, onpeaeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOBHbIM
npenapatam 1 6aktepuodgaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1150
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
PIMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 440
MoceB Ha NnaToreHHyo KuLleyHyo gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 280
Identification)
PIrA c Shigella sonnei (Shigella sonnei, IHA) 440
MoceB Ha NaTOreHHYH KULLEYHYHO (hropy, onpeaeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOOBHbIM
npenapartam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 970
Susceptibility Testing)
PIMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 440

VIMMYHOTMCTOXMMUYECKne nccnefoBaHuns

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOrMcToxmmuyeckoe vnccnegosaHue, VX (bnomarepuan,

(hMKCUPOBaHHBI B NapaduHoBom 610ke) (HER2/neu Expression, HER2 Status, 4990
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npefcratesibHO Xesne3bl — KOMMIEKCHOe MMYHOTMCTOXUMUYECKOE MUCC/IefJOBaHNe C OLIEHKO

akcnpeccum: anba-meTunaunn-KoA-pauemasbl (P504S, AMACR), LMTOKEPATUHOB BbICOKOrO

MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 11400
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(34?7E12), p63)*

MimmyHoructoxummyeckoe (UINX) nccnefgoBaHue: AuarHOCTUKa IMMonponngepaTuBHbIX

3aboneBaHunii (6uomatepran, 3aKNiUeHHbIN B napaduHoBbIi 610kK) (Immunohistochemical 25280
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE UCCeJOBaHNE: OLeHKa NPonngepaTMBHOA
aKTMBHOCTM No akcnpeccum Ki-67 (6uomatepuran, PUKCMpoBaHHbI B (hopMasIMHOBOM Gydepe)
(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

5090



VIMMYHOIMCTOXMMUYECKAS ANarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISBNEHUE
nnasmatmyecknx knetok (CD138) (6uomatepuan, prKcMpoBaHHbIM B napagmHoBoM 6510ke) (Chronic
Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Paraffin Block))

VimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: auarHocTuka MM onponngepaTmBHbIX
3aboneBaHuin (broMatepuan, (MKCPOBaHHbIN B hopmannHoBom 6ydepe) (Immunohistochemical 25280
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeuenTopsl K acTporeHam v nNporectepoHy, MUMMYHOTMCTOXMMUYECKOE NccefjoBaHve

(6nomatepwman, prkcnpoBaHHbI B napaduHoBom 610ke) (Estrogen and Progesterone Receptors, 7140
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKOE UCCNefOBaHNe Mapkepa paHHel AMarHOCTUKM AUChNasmm ¢ BbICOKOM
CTEMEHbIO prcKa 03/110KavecTBNeHMs: pl6INK4a (6riomatepuan, (MKCUPOBaHHbIN B NapafrHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VimmyHoructoxumuyeckoe (UMX) nccnegosBaHue: AnarHOCTUKa rmcToreHesa Metactasos npu
HeyCTaHOB/IEHHOM NEPBMYHOM o4are (CNeKTP MapKepoB AN BbISBNEHUS TKAHEBO
npuHagneXxxHoctn) (briomartepuan, 3ak/OUeHHbIV B NapagnHoBbI 6/10K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeuenTopbl K acTporeHam v nNporectepoHy, UMMYHOTMCTOXMMUYECKOe uccnefosaHue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npefcraTesnibHO Xese3bl — KOMMIEKCHOe MMYHOTMCTOXUMUYECKOE UCC/eJOBaHNe C OLIEHKO
akcnpeccum: anba-meTunaunn-KoA-pauemasbl (P504S, AMACR), LMTOKEPATUHOB BbICOKOrO
MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 11400
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(34?7E12), p63)

VIMMYHOIMCTOXUMMYECKOE MCCefjOBaHNe MapKepa paHHel 4MarHOCTUKM ANCMNa3Un C BbICOKOW
CTerneHbIo pucka o3nokadvecTsneHns: pl6INK4a (bromartepuan, (hMKCUPOBaHHBbIN B POPMaIMHOBOM
6ytepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

Onpegenexne HER2 cTaTyca Onyxonm MeTofoM MMMYHOMyOPeCLIEHTHON rmbpransaumm in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccusi, MIMMYyHOTMCTOXMMUYECKOE 1CCNef0BaHMe: OLEeHKa NPoandepaTnBHONM
aKTMBHOCTM NO akcnpeccum Ki-67 (buomatepuan, PrKCMpoBaHHbIl B napaduHoBom 6110ke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMYyHOTMCTOXMMUYECKaAs ANarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISBNIEHUE
nnasmatnyeckmx knetok (CD138) (buomartepuan, (hMKCUPOBaHHGI B (hopManinHoBOM Gydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOrncToxmmmuyeckoe mnccnegosaHuve, UIrX (romarepuan
(hMKCUPOBaHHBIN B hopmanuHoBom 6ydepe) (HER2/neu Expression, HER2 Status, 4990
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VimmyHoructoxumuyeckoe (UMX) nccnegosaHue: AnarHOCTUKa rmcToreHesa Metactasos npu

HeyCTaHOB/IEHHOM NEPBMYHOM o4are (CNeKTP MapKepoB AN BbISBNEHUS TKAHEBO

npuHagneXxxHoctn) (bromartepuan, UKCUPOBaHHBIN B hopMaiMHOBOM Gydepe) 25280
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*
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OueHKa (hyHKLUUW WUTOBUIHON YKenesbl

A09.05.065 VccnefoBaHune ypOBHS TUPeoTpornHoro ropmoHa (TTr) B KpoBu 330
A09.05.064 TMPOKCKH 06WKMiA (T4 06LMiA, TETPaNoATUPOHUH 06w KMiA) (Total Thyroxine, TT4) 350
A09.05.061 TpuiioaTMPOHMH cBO6OAHbIV (T3 cBO6OAHbIN) (Free Triiodthyronine, FT3) 350

AHTUTENA K MUKPOCOMa/IbHOM (hpakLmn TupeouuntoB (AT K MMKPOCOMa/IbHOMY aHTUTEHY
Tupeouuntos, AT-MAT, AMAT, TMpeonaHble aHTUMUKPOCOMasibHble aHTuTena) (Anti-Thyroid 500
Microsomal Antibodies)

A09.05.063 VccnepoBaHue ypoBHS cBo60AHOro TupokcnHa (CT4) cbiIBOPOTKM KPOBU 350
AHTUTENA K TUpeonHon nepokcugase (AT-TINO, MMKpocomanbHble aHTuTena) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTuTena K perentopam TTI (AT K peLentopam TMPEOTPONHOro ropMoHa B
cbIBOpOTKe Kposu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1400
Antibodies, TSHRADs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENa K TMpeornobynuHy (AT-TT) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

390

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 440
A09.05.117 TupeornobynuH (TT) (Thyroglobulin, TG) 630
TUPOKCMHCBA3bIBAIOLLAsA CMOCOOHOCTb (MOrNOLLEeHNE TUPEOUHbIX TOPMOHOB; MHAEKC CBA3bIBAHUSA

TUPOKCUHA; MHAEKC cBOBoAHOro TMpokKerHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 510

Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioaTUPOHWH 06LLKMii (T3 06LwmiA) (Total Triiodthyronine, TT3) 350



MpoayKTbl A8 cCEPTUNKATOB
KopoHaBupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke CO CIM3MCTON HOCOMIOTKM U POTOIOTKN

(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear) 1390
BbICOKOTEXHOOrMYHbIE UCCNef0BaHNSA NMOYBbI
MouBa: kOMMNNeKcHaa arpoxnummuyeckas oueHka (Soil: Agrochemical Evaluation)* 9080
MouBa: kOMNNeKcHaa ToKcukonornyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 19940
OueHKa (hyHKUMM rmnogumsa
A09.05.066 CoMaToTpOnHbIA FOPMOH (comaTtoTponuH, CTI) (Growth Hormone, GH) 470
A09.05.067 ALPEeHOKOPTUKOTPONMHBI ropMoH (AKTT, kopTrkoTponuH) (Adrenocorticotropic
620
Hormone, ACTH)
ComatomeauH C (MHcynmHonoao6HsbIl thaktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 990
IGF-1)
A09.05.131 MtoTenHm3upyoLmii ropmoH (/1) (Luteinizing Hormone, LH) 350
MakponponaktnH (Macroprolactin)* 1080
A09.05.087 MponakTnH (Prolactin) 350
A09.05.132 donnmkynoctumynmpyroLwmin ropmoH (®©Cr) (Follicle Stimulating Hormone, FSH) 350
AYTOUMMYHHbIE MOPAKEHNSA NeYeHn
AHTUTENa Knacca IgG K acuanornMkonpoTeMHoBoMy peuentopy (aHTU-ASGPR) (Autoantibodies 1550
Against Asialoglycoprotein Receptor, Anti-ASGPR, IgG)
AHTUTeNa Knaccos IgA, IgG, IgM K MUTOXOHAPUAM (AHTUMUTOXOHAPWasbHBIE aHTUTeNna, AMA), 1380
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)
MaHenb aHTUTEN KNacca IgG npy ayTOMMMYHHbIX 3a60n1eBaHuaX nedeHun (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), ummyH0o610T (Autoimmune Disease 3320
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
AHTUTENA K MMKPOCOMaM MNeYeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1430
antibody, anti-LKM, IgG+IgM+ IgA)
AHTUTEeNa Knaccos IgA, 1gG, IgM Kk rnagkoin myckynatype, cyMMmapHo (Smooth Muscle Antibodies, 1380
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)
AYyTOUMMYHHbIE 3HLOKPUHOMATUM: CaxapHbI anabeT 1-ro Tuna
AHTuTeNa Knacca IgG k uHcynuHy (Insulin Autoantibodies, IAA, 1gG) 610
AHTUTENA K TMpOo3unHpochaTase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, IA-2 Ab,
. N 1550
Tyrosine Phosphatase Antibodies)
AHTMTeNa Knacca IgG K 6eTa-kneTkam nomkenyaouHoi >kenesbl (Anti-Islet Cell Antibodies, Islet Cell 1380

Autoantibodies, ICA)

AHTUTENA K aHTUreHaMm KNeToK Nogpkenyao4vHoin xenessl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1550
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

AHTUTeNa Knacca IgG Kk rnyramargekap6okcunase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, IgG)

VepcuHum (nepcnHnos, ncesfoTtybepkynes)

1590

Moces kana Ha nepcuHun (Yersinia enterocolitica, MepcUHNMO3, onpeaeneHne YyBCTBUTENbHOCTY K
aHTMMUKPOGHBLIM Npenapartam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1240
Antibiotic Susceptibility Testing)

PMTA ¢ Yersinia enterocolitica cepoTtna O:9 (Yersinia enterocolitica O:9, IHA) 440
AHTUTENa Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgG) 490
AHTuTeNa Knacca IgA kK aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 490
PIMTrA c Yersinia enterocolitica cepoTtnna O:3 (Yersinia enterocolitica O:3, IHA) 440
PIMTA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 440

Cucrtema cBepTbIBaHUA KPOBU

PaclumpeHHOEe nccnegoBaHne reHoB cUcTeMbl remocTasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 13650
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

Tpomb6ouunTapHbIi peuenTtop hubpuHoreHa (reH ITGB3) (6e3 onucaHusi pesynbTaTtoB
Bpadom-reHeTnkoMm) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
Tpom603bl: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onucaHus pesynbTatoB
Bpadom-reHeTnkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7180
Description))

1260



l'mneparperauma TpoM6oUNTOB, NonuMopnam reHa ITGA2 ¢.759 C>T Hyperaggregation of

platelets, gene polymorphism ITGA2 ¢.759 C>T 2760
TpOM603bIE COKpaLeHHas naHenb (reHsbl _FZ, F5) (6e3 OMnMCaHNA PesyNbTatos BpayoM-reHeTMKOM) 2450
(Thrombosis: Minimum (Genes F2, F5) (without Description))

rmnepromouuctenHemust (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus pe3ynbTatoB 4730

BpayoM-reHeTnkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

Imneparperaums TPOM60LUMTOB, NoAnMophnam reHa ITGA2 ¢.759 C>T (6e3 onucaHusi pesynbTaTtoB

Bpadom-reHeTnkoMm) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2470
description)

Tpom603bl: coKpalleHHas naHens (reHsl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 2730
vnepromoumnctenHeMus (reHsl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5280
MTRR, MTR))
Tpom603bl: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8010
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe uccnefoBaHne reHoB cncTeMbl remocTtasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHusi pe3ynbtatoB Bpadom-reHetnkom) (Extended Study of 9450
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

INvctepunos, nuctepun
Nuctepun, onpegenernve AHK B cnMHHOMO3roBow Xugkoctu (Listeria monocytogenes, DNA, 230
Cerebrospinal Fluid)*
Nnctepun, onpegenenne JHK B moue (Listeria monocytogenes, DNA, Urine)* 230
INvctepun, onpepeneHne AHK B cockobe anutenmanbHbIX KNeToK CAn3mctoin Hoca (Listeria 210

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

Moces Ha nucTepum (Listeria monocytogenes) ¢ onpegeneHnemM 4yBCTBUTENILHOCTU K

aHTMMUKPOGHbLIM Npenapartam (Listeria monocytogenes Culture. Bacteria Identification and 690
Antibiotic Susceptibility testing)

Nnctepun, onpegenenve JHK B nnasme Kposwu (Listeria monocytogenes, DNA, Plasma)* 210
Nuctepun, onpegenedne JHK B cockobe snuTennanbHbIX KNETOK POTOrnoTkK (Listeria 210
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
Nnctepun, onpegenenne JHK B cmHoBUanbHom xungkoctu (Listeria monocytogenes, DNA, Synovial 460
Fluid)*

OnpepeneHve cneuuntuyecknx IgE: annepreHbl MblibLbl PACTEHWUIA
Cmecb annepreHoB TpaBbl: KONOCOK AYLUNCTLIA, POXXb MHOTONETHSASA, TUMOMEEBKa, POXKb
KyNbTUBUPOBaHHas, ByxapHUWK LwepctucToli, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 950
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tonons, IgE (Cottonwood, IgE, T14) 440
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 440
TumodheeBka, nbinbLa, IgE (Timothy Grass, IgE, G6) 440

Cmecb annepreHoB COPHOI TpaBbl: aMBpPO3Ms MObIHHOMANCTHAS, MOJbIHb 0GLIKHOBEHHAS,
NOAOPOXHUK, Mapb 6enas, yepTononox pycckuid, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 950
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbinbLa, IgE (Birch, IgE, T3) 440

MonbiHb 06bIKHOBEHHaA, NbiNbLa, IgE (Mugwort, IgE, W6) 440
Cmechb annepreHoB AepeBbeB: 0/1bXa, NlelnHa 0ObIKHOBEHHas, UBa, 6epesa, ay6, IgE (TP9 (T2, T4,
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

Cmecb annepreHoB TpaBbl: exka cOopHas, OBCAHHMLA NyroBasi, POXXb MHOTONETHSSA, TUMOMEEBKa,
MATIMK NyroBoi, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 950
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

950

Mapkepbl MeTabonn3ma KOCTHOM TKaHu

25-OH ButamuH D o6wwwii (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 1920
[JesokcunupuanHonud (4NMAA4) B mouye (Deoxypyridinolinein, DPD, Urine) 1250
OcteokanbuymH (KocTHbi Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 670

N-TepMUHanbHbI nponentug npokosnnareHa 1 obwwmia (Procollagen Type 1 N-terminal Propeptide,
PAINP, Total)

C-KoHLUeBble TenlonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-tepMuHanbHbIv Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 870
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1360

OnuromepHbIii MaTpUKCHBbI 6enok xpswa (Human Cartilage Oligomeric Protein, COMP) 2450

CTpenTOKOKKOBas MH(EKLMS (CTPENTOKOKKM rpynn A v B)



MoceB Ha 6eTa-reMonnTUYECKniA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus
agalactiae), onpegeneHvie YyBCTBUTENIbHOCTY K aHTUMMKPOGHLIM Npenapartam (Streptococcus 880
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha 6eTa-reMoIMTUYECKNIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 690
CTpenToOKOKK rpynnbl B, .aHTVIFeHHbII\/'I TecT (Streptococcus Group B. One Step Rapid 1050
Immunochromotographic Assay)

CTpenToKOKK rpynnbl A, aHTUreHHbI TECT (OTAeNssemMoe poTorioTku) (Streptococcus Group A. One 870

Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMoNNTUYECKMIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes), onpegeneHne YyBCTBUTENBHOCTY K aHTUMUKPOOHbLIM npenapatam (Streptococcus 810
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CtpenToKoKK, onpegeneHne AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 390
MoceB Ha 6eTa-reMoNNTUYECKMI CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus 620
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CTpenToKoKK, onpegeneHne AHK B nnasme kposu (Streptococcus spp., DNA, Plasma)* 590
CtpenToKoKK, onpegeneHne HK B cockobe anuTenabHbIX KNeToK poTornoTku (Streptococcus 390
spp., DNA, Scrape of Faucial Epithelial Cells)*
CtpenTokokk, onpegeneHne AHK B mokporTe (Streptococcus spp., DNA, Sputum)* 790
BroreHHble aMUHbI
A09.28.034.001 MeTaHepVHbI (hpaKLMOHUPOBaHHbIE (CBOOOAHbIE Y KOHBIOTMPOBAHHBIE), 2260
24-yacoas Mmo4a (Metanephrines fractionated, free and conjugated , 24-h urine)
MeTabonuTbl KaTeEXONIaMMHOB U CEPOTOHMHA, CYyTOYHAaa MoYa: BaHUANIMUHAanesas kucnota (BMK),
romoBaHunnHosas kucnorta (MBK), 5-rugpokcnnHponykcycHas kucnota (5-FMyK)(Catecholamines 2260
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepoTOHMH B CbIBOPOTKE KPOBM (Serotonin, Serum) 2090
KatexonamuHsbl (agpeHanuH, HopagpeHanvH, fothamuH) B Mode (Catecholamines: 2060
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KaTtexonamuHsbl (agpeHanuH, HopagpeHanvH, fohamuH) B nnasme kposu — KATEM/] 2090
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
fmctamyH B Nnasme Kposu (Histamine, Plasma) 2420
MeTaHeprHbI PPaKLMOHNPOBaHHbIE, pa3oBasi MoYa (CBOHOAHbIE + KOHBLIOIMPOBaHHbIE) 1830
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHsbl (agpeHanunH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2060
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnucTopxo3 (kowwaybs AByycTka, Opisthorchis felineus)
AHTUTEeNa Knacca IgG K aHTureHam onuctopxmca (Anti-Opisthorchis felineus 1gG) 790
Naménnosnaméaun
Nam6nmn (Giardia liamblia), guapeiiHbiii cuHAPOM, aHTUreHH Il TecT (Giardia liamblia. One Step 870
Rapid Immunochromotographic Assay)
AHTUTEeNa Knaccos IgM, IgG, IgA Kk aHTUreHam namo6amia, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 570
IgA, Total)
BMOXMMUA MOUM (CYyTOUHAsA IKCKPeLs)
A09.28.027 AMunasa B Mo4Ye CyTOHHOW 1m NOPLMOHHON 3a n3mepeHHoe Bpems (Anba-aMmumnasa, 230
Avactasa moum) (Amylase, 24-Hour or Timed Urine)
Kanbuwii (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 200
Kanwii (K), Hatpuii (Na), cytouHast moya (Potasium (K), Sodium (Na), 24-Hour urine) 190
Mpoba Pebepra (KnupeHc aHAOreHHOro KpeaTuHNHA, CKOPOCTb K/Ty6OUKOBOW (hrbTpauun) 190
(Glomerular Filtration Rate, GFR)*
A09.28.011 Mtoko3sa, cytovHas moua (Glucose, 24-Hour urine) 150
A09.28.009 MoueBuHa, cytouHas moda (Urea, 24-Hour urine) 150
A09.28.010 MoueBas k1ucnoTa, cytouHas mova (Uric Acid, 24-Hour urine) 190
A09.28.003 O6Lmin 6enok, cytouHas moya (Protein Total, 24-Hour urine) 130
MarHuid, cyTouHas mMmoya (CyTouHas akckpeums), (Magnesium, 24 h urine excretion) 300
MeTaHe®hprHbI PpakLMOHNPOBaHHbIE CBOBOHbIE, CYyTOUHAsA MOYa 1890
Okcanartbl, cyTouHas moua (Oxalates, 24-Hour urine) 1220
A09.28.003.001 Anb6yMuH, cyTouHas moda (Albumin, 24-Hour urine) 320

A09.28.006 KpeaTnHuH, cytouHas moya (Creatinine, 24-Hour urine) 150



docgop (P), cytouHas moya (Phosphorus (P), 24-Hour urine) 200

VimmyHOrno6ynvHbl o6ume

A09.05.054.002 immyHornobynuHbl knacca A (Immunoglobulin A, IgA) 250
A09.05.054.003 VimmyHOrnobynuHsl knacca M (Immunoglobulin M, IgM) 250
A09.05.054.004 immyHornobynuHel knacca G (Immunoglobulin G, IgG) 250
A09.05.054.001 immyHornobynvHbl knacca E (06wuin IgE, MMyHOrno6ynmH E obLwnii) 390

(Immunoglobulin E Total, IgE Total)
BackynTbl 1 NOPadkKeHNs NoYeK

AHTUTENA Knacca Ig(_3 K 6a3§u1bH0171 Memb6paHe kny6oukoB noyek (aHTU-BMK) (Glomerular Basement 1560
Membrane Antibodies, Anti-GBM, IgG)

AHT_MTen_a Knacca IgG K untonnasme Heiitpodunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1220
Antibodies, ANCA, IgG)

AHTUTeNa Knacca lgG kK npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1120
PR-3 ANCA, IgG)

AHTv_lTena Knaccos 1gG, IgA, IgM Kk peuenTtopy dpoc_:qaonmnasbl A2 (PLA2R), cymmapHO 2470
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA, IgM, Total)

I‘IaH(_enb AHTUTEN K aHTUreHam aHT_I/IHeV_ITDO(bI/II'IbeIX aHTuTen (naHens aHtureHos AHLUA), 19G 3100
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, I1gG, Panel)

;Al—g)mena knacca lgG k C1q thaktopy komnnemeHTa (Anti-Complement 1q Antibodies, Anti-C1q, 1120
g

AHTV.ITeJ'Ia knaccos 1gG, IgA, IgM K KneTkam cocyguctoro sHgotenusa (HUVEC), cymmapHo 1550
(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)

AHTUTeNa Knacca lgG K muenonepokcugase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1120

OPYITME NHOEKLIN

AHTUTeNa K BUpYycy noavomuenuta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, IgG) 1450

AHTUTENA K remodmnbHOM nanoyke Tvna b, IgG (AHTuTena knacca IgG k
nonnpunéosnnpuoutondgocgary) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tuna b 1810
(HiB), anti-PRP Haemophilus influenzae b 1gG)

Boppennos (6onesHb Jlarima)

AHTUTeNa knacca lgG Kk Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 570
Boppenuu, onpegeneHne AHK B cnnHHOMO3roBoi xuakoctu (Borrelia burgdorferi, DNA, 460
Cerebrospinal Fluid)*

Boppenuu, onpegeneHve JHK B cuHoBuanbHoM xxuakocTu (Borrelia burgdorferi, DNA, Synovial 460
Fluid)*

AHTuTeNa knacca IgM k Borrelia burgdorferi, BbisiBnsiemble meTogom BectepH-6n0Ta (Anti-Borrelia 1800
burgdorferi IgM, Western Blot (WB))

AHTUTena knacca lgG k Borrelia burgdorferi, BbisBnsiemble MeETO4OM UMMYHOGIOTTUHIA 2020

(Anti-Borrelia burgdorferi IgG, Immunoblot )
AHTUTeNa Knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 570

[lcnxoaKTuBHbLIE BellecTBa B MoYe

BapbuTypatbl B Mouye (Barbiturates, Urine)* 1120

HapKOTVKM 1 NCUXOTPOMHbIE BeLLecTBa ? CKPUHMHT (KOMMJIEKCHbIM aHanM3 MOYM Ha onuvaThl,
ampetaMmnH, meTameTaMmH, KOKauH, KaHHabrHomgbl 1 nx metabonuTbl) (Drugs and Psychotropic
U . - A e 3100
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)

KaHHabuHoungbl (MapuxyaHa) B Moye (Cannabinoids (Marijuana), Urine)* 1120

dtaHon (ankoronb) B Moye (Ethanol (Alcohol) Urine)* 1120

«BpefHble NPUBbIYKN» (AHaIN3 MOYN HA HUKOTUH, NCUXOTPONMHbIE N HAPKOTMYECKME BELLLECTBA,

NCYXOaKTMBHbIE NEKAPCTBEHHbIE NpenapaTtbl (HUKOTUH; MCUXOTPOIMHbIE U HAPKOTUYECKME BeLLEeCTBa, 3280
NcrxoaKkTMBHbIE NeKapcTBeHHbIe npenapartsl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants

and Psychotropic Substances, Urine)*

Onwuarbl (MoptmH/repouH) B Moyve (Opiates (Morphine/Heroin), Urine)* 1120

AnwTeHa-bapp B1pycHas nHgekuus (BMpyc dnwrteiHa-bapp)

Bupyc dnwreliHa-bapp, onpegenerne AHK B Bbinote (EBV DNA, Exudate)* 250
Bupyc SnwreliHa-bapp, onpegenerve HK B cnMHHOMO3roBoii »kmakocTy (EBV DNA, Cerebrospinal 250
Fluid)*
AHTUTeNa Knacca IgG K kancMaHoMy aHTUreHy Bupyca dnwTteliHa-bapp (Anti-EBV Viral Capsid

h 690
Antigens (VCA) 1gG )
AHTUTENA Knacca IgG K paHHeMy aHTUreHy Bupyca dnwteliHa-bapp (Anti-EBV Early Antigen (EA) 570

IgG)



AHTUTENA Knacca IgG K afepHOMY aHTUreHy Bupyca dniwteiHa-bapp (Anti-EBV Nuclear Antigen

(EBNA) IgG ) 480
Bupyc SnwreliHa-bapp, onpegenerve JHK B BeHO3HOI Kposu (EBV DNA, Blood)* 380
Bupyc dnwreiiHa-bapp, onpeaenerHne AHK B cntoHe (EBV DNA, Saliva)* 250
Bupyc SnwreliHa-bapp, onpegenerne JHK B cekpeTe npocTtartsl, askynate (EBV DNA, Prostatic 250
Fluid, Semen)*
Bupyc SnwreliHa-bapp, onpegenerve JHK B cockobe anutenuanbHbIX KNETOK CN3UCTON Hoca 250
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc dnwreliHa-bapp, onpeaenerne AHK B cockobe anutenmanbHbIX KNETOK YPOreHUTaIbHOro 250
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENA Knacca IgM K KancvugHoMy aHTUreHy Bupyca dnwreliHa-bapp (Anti-EBV Viral Capsid

. 480
Antigens (VCA) IgM )
Bupyc SnwreliHa-bapp, onpegeneHve AHK B cockobe anutennaibHbIX KNETOK poTornoTky (EBV 250
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc SnwreliHa-bapp, konnuectBeHHoe onpegeneHne HK B cbiBOpoTke Kposu (EBV DNA, 370
Serum)*
Bupyc SnwreliHa-bapp, onpegenerne JHK B moue (EBV DNA, Urine)* 250
Bupyc SnwreiHa-bapp, kayecTBeHHOe onpegeneHune AHK B cbiBopoTke Kposu (EBV DNA, Serum)* 380

OnpegeneHve cneuunguyeckmx IgE: KOMMNEKCHbIE annepronaHenu
MaHesnb pa3Hble annepreHol 2 1840
MaHenb negnatpuyeckasn, IgE (Pediatric Panel, IgE) 3670
[MaHesnb pa3Hble anneprexsl 1 1840
MaHenb pecnupaTtopHble annepreHsl, IgE (Respiratory Panel, IgE) 3670
MaHesnb pasHble annepreHsl, IgE (Panel Different Allergens, IgE) 3670
Anneprounn ImmunoCAP ISAC, 112 anneprokomMnoHeHToB (Allergochip ImmunoCAP ISAC, 112 27300
allergic components)
Anneproyunn ALEX2, 300 anneprokoMnoHEHTOB 1 06Lmii IgE 26990
HapyLlueHus o6meHa BeLLecTs

O6meH donuesoli kucnotel (reHbl MTHFR, MTRR, MTR) (6e3 onvcaHns pesynbTatoB 4730
BpayoM-reHetnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: peyenTtop ButamuHa D (reH VDR) (6e3 onvcaHus pe3ynbTatoB BPavyoOM-reHeTUKOM) 1260
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))
NakTazHasa HegocTaTo4HOCTL (reH MCM6) (Adult Lactase Deficiency (Gene MCM6) 1310
HacnefcteeHHbIli remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 2600
OcTteonopos: peyentop ButammHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1390

VDR))
CuHgpom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) 4540
OcTeonopos: cokpatleHHas naHesb (reHbl CALCR, COL1A1) (6e3 onucaHnsa pesynbTaTtoB

Bpayom-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description)) 3630
O6meH onunesoli kucnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR, 5280
MTRR, MTR))

OcTteonopos: cokpalleHHas naHenb (reHbl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes 4050
CALCR, COL1A1))

OcTteonopos: nonHas naHenb (reHsl CALCR, COL1A1, VDR) (6€3 onucaHus pesynbTatoB 4730

BpayoM-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1AL, VDR) (without Description))

HacnefcteBeHHasa NpeapacnonoXXeHHOCTb K caxapHoOMy AnabeTy 1-ro Tmna no Tpem fiokycam reHoB

cuctembl HLA Il knacca (reHbl DRB1, DQAL, DQB1) (Hereditary Predisposition to Diabetes Type 1 6240
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

Octeonopo3s: nonHas naHesnb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR))

Ycnyru Bpava-reHeTmka

5280

OnucaHune pe3ynbTaToB reHeTMYECKOro TecTa 2 Kateropun cnoxxHoct (NeNe 118IM1/63, 121IM/B3,

123rM/b3, 131rM/63, 141IM/B3, 115IM/B63, 1241 T1/B3, 154 T1/B3) (Genetic Test Results: Description 1050
of the 2-nd Category Complexity)

OnucaHue pe3ynbTaTtoB reHeTuyeckoro Tecta 1 kateropum cnoxxHoct (NeNe 720163, 761163,
7014B3, 125IM1/B3, 720763) (Genetic Test Results: Description of the 1-st Category Complexity)
OnuncaHue pesynbTaToB reHeTUYecKoro tecta 3 kareropum cnoxxHocty (NeNe 122I1/63, 129M/B3,
120rn/e3, 137rm/63, 138IM/63, 153rT1/63, 110IM/63, 114rT1/B63, 140IT1/B3, 766163, 725853, 2100
134IM/B3, 135IT1/B63, 136I'T1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

530



OnucaHune pe3ynbTaTtoB reHeTUYecKoro Tecta 4 kateropun cnoxHoct (NeNe 1441T1/63, 143IM/B3,

139rMN/B3, 145IM1/B3, 108T/B3, 19IM/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

NHTEephepoHOBLIN cTaTyc (4 Nokasatens) ¢ OnpeAeseHNEM HyBCTBUTENBLHOCTU K UIMMYHOMOAY/IATOPaM

M3onpuHo3uH (Isoprinosine)
MmmyHomake (Immunomax)
NmmyHan (Immunal)
TumoreH (Thymogen)
Manaswup (Panavir)
TakTnsuH (Tactivinum)
MmyHodaH (Imunofan)
MonnokcugoHuin (Polyoxidonium)
lanaesut (Galavit)
NmyHopuke (Imunorix)
Nunkonng (Licopid)
Tokconnasmos (TOKcomniasma)
AHTuTeNa Knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)
AHTuTeNa knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

Tokconnasma, onpefeneHve OHK B cbiBopoTKe Kposu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegeneHve AHK B cnmHHOMO3roBol xuakoctn (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsugHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegeneHne HK B BeinoTe (Toxoplasma gondii, DNA, Exudate)*

CoCKO6 anuTenvasbHbIX KNeTOK POTOr/I0TKM

MHeBMOKOKK, onpegeneHne JHK B cocko6e anuTenmabHbIX KNeToK pOTOrnoTku (Streptococcus
pneumoniae)

MapakokntoLw

MoceB oTAeNsieMoro poTorioTku Ha 6opaetennsl (Bordetella pertussis/parapertussis,
Koknow/napakokntoL) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

3CTPOreHb! U MPOrecTUHBbI
Actpaguon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OueHKa (yHKLMUM KOpbl HAAMOYeYHUKOB

A09.05.135 KopTtuson (MTmapokopTtnaoH) (Cortisol, Hydrocortisone)

A09.28.035 CBO6OAHbLIN KOpTU30/, cyTouHas Moda (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbgocTtepoH (Aldosterone)
A09.05.121 PeHuH (PeHUH nna3mMbl KpoBK, Npsimoe onpegeneHue) (Direct Renin, Plasma)
KopTtuzon, cntoHa (Cortisol, Saliva)
OueHKa hyHKLMM NoYek
A09.05.230 UuctatunH C (Cystatin C)
A09.05.017 NccnepoBaHMe YPOBHA MOYEBUHbLI B KPOBU
A09.05.018 MoueBas kucnota (Uric Acid)
A09.05.020 VccnepoBaHre YPOBHSA KpeaTMHMHA B KPOBU
Apyrve
MuX-uccneposaHne pl16INK4a un Ki-67
MnaueHTapHsblii haktop pocTa (PLGF)
HecTeponaHble perynsitopHble hakTopbl MOJIOBLIX XKenes

NHrmnéuH B (Inhibin B)

4730

490
490
490
490
490
490
490
490
490
490
490

360
490
380

250

950
250

450

1440

350
350

350
690
780

830
560

680
150
150
150

5500
3600

1120



AHTMMIONNEPOB ropMoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnyeckunii 6eta-1-rnukonpoteunH (TBl) (Trophoblastic beta-1-Globulin, TBG)
AHTU(OCHONMMUAHBIA CUHAPOM
AHTUTeNa Knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG)

AHTUTeNa Knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTUTEeNa Knaccos IgG, IgA, IgM k 6eTa-2-ramkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, 1gG, IgA, IgM, Total)

AHTuTena knaccos IgM u IgG k docthonnnuaam (Anti-Phospholipid Antibodies, APA, IgM, IgG)
AHTUTENA K 6eTa2rnvkonportenHy IgA

AHTUTENa Knaccos IgG 1 IgM K ocgatngnncepmH-npoTPoOMOGMHOBOMY KOMIMIEKCY, CYMMapHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM, Total)

AHTUTeNa Knaccos IgA, IgM, IgG K kapanonnnunny, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, 1gG,
aCL, Screening)

AHTUTeNa knaccos IgG 1 IgM K ocgatnguncepuHy (Anti-Phosphatidylserine, 1gG, IgM)

AHTWTeNa K 6eTa2rnmkonpoTtenHy IgM

MaHenb aHTUdOCHONMNUAHBIX aHTuTen, IgG, IgM MeTofoM AOT-UMMYHOAHA/IN3, KaYeCTBEHHbI TeCT

B CbIBOPOTKe Kposwu (Anti-Phospholipid Antibodies Panel)
AHTUTENa Knacca IgA K kapgnonunuHy (Anticardiolipin IgA, aCL IgA)

AHTUTENA K 6eTa2rnnkonpoTtenHy IgG

AHTUTeNa Knacca IgG Kk kapgnonunuHy (Anticardiolipin IgG, aCL 1gG)

AHTUTENa Knacca IgM K kapamnonmnuny (Anticardiolipin IgM, aCL IgM)
Nvinngpl, NMNONPOTENHBI, aNOANMNONPOTEVHBI

XenuHble kucnotbl (Bile Acids)

AnonunonpoteuH Al (AnonpoTtenH Al, ano Al) (Apolipoprotein Al, Apo Al)

XonectepuH-/INOHT (XonectepyH IMNONPOTENHOB OYeHb HU3KOM nioTHocTH, JITIOHI, VLDL
Cholesterol)

AnonunonpoTtenH B (AnonpoTtenH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpurnnuepugpl (Tr) (Triglycerides)

A09.05.004 ViccnepoBaHMe YPOBHS X0necTeprHa IMNONPOTENHOB BbICOKOM NAIOTHOCTA B KPOBU
NnnonpotewnH (a), /M (a) (Lipoprotein (a), Lp (a))

A09.05.028 ViccnepoBaHme YPOBHS X0necTeprHa IMNONPOTENHOB HU3KOM NIOTHOCTU B KPOBU
A09.05.026 XonectepuH obwumii (XonectepuH) (Cholesterol Total)

XonectepuH JIMHM (npamoin metoa) Cholesterol LDL (direct)

NHTephepoHOBLIN cTaTyc (4 NokasaTtens) ¢ onpeAeseHNeM HyBCTBUTENLHOCTYU K MHAYKTOpaM UHTepHepoHa

Heosup (Neovir)

AMUKCUH (Amixin)
LinknotepoH (Cycloferonum)
Karouen (Kagocel)

MOHUTOPVHI 6GepeMEHHOCTUN, BUOXMMMYUECKe MapKepbl COCTOSHMS Nioaa

AccoumnpoBaHHbIl ¢ 6epeMeHHOCTLIO NpoTenH-A nnasmel (Pregnancy-Associated Plasma
Protein-A, PAPP-A)

A09.05.090 XopnoHNYeCKniAi roHagoTPOMNKMH YenoBeka (XY, 6eta-Xry, ?-Xr4) (Human Chorionic
Gonadotropin, HCG)

CBO6OAHBIN ?-XI'Y (cBOGOAHAS ?-Cyb6beanHULLA XOPUOHMYECKOrO rOHa0TPOMNMHa YenoBeka) (Free
Human Chorionic Gonadotropin, Free HCG)

PRISCA2 pacuet
PactBopumas fms-nogo6Hast TMpo3nHKMHaza-1 (sFlt-1)
CB0O6OHbIN acTpuon (Estriol Free, E3)

PRISCAL pacuet

MnaueHTapHbIA nakToreH (XoprnoHnyecknii comatomammotponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic
Somatomammotropin, hCS)

1120

440

1190
1190

1140

730
1090

1220

1030

1620
1190

8190

760
1090
820
1080

2410
520

370

390
190
200
790
150
190
230

490
490
490
490

630

350

490

90
3070
440
120

630



O6LLEKTNHNYECKIE UCCNef0BaHNS KPOBU

CO3 (ckopocTb ocegaHms aputpouumtoB) (Erythrocyte Sedimentation Rate, ESR)

NeiikounTapHasa hopmyna (auddepeHLMpoBaHHbI NOACYET NEAKOLMTOB, NEKoLMTOrpaMmMa) C
06s3aTeNIbHON «Py4YHO» MUKPOCKONMen ma3ka kposu (Leucocyte Formula (Differential White
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NeikouunTapHasa hopmyna (amdpdhepeHLMpPOBaHHbIA NOACYET NeKOLUTOB, NEKOLUTOrpaMmma) ¢
MUWKPOCKOMMWE Maska KPOBM MPY Ha/IMYMKU NaTonornveckmx casuroB (Leucocyte Formula

(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of

Pathologic Changes)*

TpomM6ounTbI, MMKPOCKONUS (MOACYET B OKpaLLEHHOM Ma3ke no metogy PoHuo) (Platelets,
Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wuin aHanus kposu (OAK) (6e3 nelikouutapHoii popmynsl n COJ) (General Blood Analysis,
without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsl (Reticulocytes)

OcmMoTHYecKast Pe3UCTEHTHOCTb 3PUTPOLIUTOB

MHTepthepoHOBbLI cTaTyc (4 NoKasaTtens) ¢ onpegeneHneM HYyBCTBMTE/IbHOCTM K MpenaparamM nHTepgepoHa

WHrapoH (Ingaron)
PeatepoH (Reaferonum)

Kokntoww

JnddepeHumpoBaHHoe BbisBneHne AHK Bordetella species: Bordetella pertussis (Bo36yautens

kokntowa) n Bordetella bronchiseptica (Bo36yauTens 6pOHXOCENTUKO3a) B COCKOGE anUTeNnabHbIX
KNEeTOK CNN3UCTOM poTornoTku u/vnn Hocornotku (Differentiated detection of DNA Bordetella spp.:

Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis
pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTUTeNa Knacca lgG k Bordetella pertussis (Anti-Bordetella pertussis IgG)

AHTUTeNa Knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM)

AHTUTeNa knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA )
BNOXNMUA

Owmera-3 nHgekc (Omega-3 Index)

MpokanbuntToHuH (Procalcitonin)

XupHble kucnotel, npounb: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma)
NmmyHorematonorus

ANNOUMMYHHble aHTUTeNa, BKNoYas aHTutena K Rh-aHtureny (Anti Rh)

A12.05.005 Npynna kposu (Blood Group, ABO)

Rh (C, E, c, e) Kell-peHoTunnposaHwue (Rh C (E, ¢, e) Kell-Phenotyping)

A12.05.006 Pe3yc-npuHaanexHocTs (pesyc-taktop) (Rh-factor, Rh)

BbICOKOTEXHOOTMYHbIE UCC/ie0BaHNSA BOAbI

Boga: nonHasa 1 KomniekcHasa oueHka kadectsa (Water: Complete and Comprehensive Quality
Assessment)*

Bofa: nogo3peHne Ha 3arps3HeHne NnpombIieHHbIMK otxofamu (Water: Suspicion Industrial Waste

Contamination)*

Bofa: nogo3peHmne Ha 3arps3HeHne NpoayKTaMmy cropaHus 1 Bbibpocamun OT aBToMarmctpaneit
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*

Boga: nogo3peHue Ha 3arps3HeHne 6biToBbiMM oTXogamu (Water: Suspicion Household Waste
Contamination)*

Bopa: cokpalleHHas oueHka kadectsa (Water: Abridged Quality Assessment)*

Boga: nogo3peHne Ha M3bbITOHHOE NPUMEHEHME peareHToB Ans Bogooumnctkm (Water: Suspicion
Excessive Use of Chemicals for Water Treatment)*

TpuxmnHennes (TpuxmHenna, Trichinella spiralis)
AHTUTENa Kknacca IgG K aHTureHam TpuxmHenn (Anti-Trichinella 1gG)
CKPVIHMHIOBbIE UCCNeA0BaHUs BOAbI

Bopa: oueHka kavectBa no 20 napameTtpam (Water: Quality Assessment 20 Parameters)*

OnpegeneHne KOHUEHTPaumii gnsa 6 pagnoHyknmgos (Determination of Concentration 6
Radionuclides)*

Pagmonormnyeckne nccnefosaHnsa NPoo NMTLEBON BOAbI — 6a30Bblli TECT Ha OOLLYHO ?- 1
?-aktmBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
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Boga: oueHka kayectsa no 30 napameTtpam (Water: Quality Assessment 30 Parameters)* 7060
OnpepeneHne KOHUEHTpaumii ans 4 pagnoHyknuaoB (Determination of Concentration 4

Radionuclides)* 14940
BonesHn cepaua n cocyios
ApTepuanbHas runepTeHsuns, nonHas naHens (reHsl ACE, AGT, NOS3) (Arterial Hypertension: Full 4140

Panel (Genes ACE, AGT, NOS3))

ApTepuanbHas runepTeHsuns, nonHasa naHesns (reHbl ACE, AGT, NOS3) (6e3 onuncaHus pesynbTatoB

Bpadom-reHeTnkoMm) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 3710
Description))

ApTepuranbHas rmnepTeHs3uns, CBA3aHHas ¢ HapyLLEHNSIMU B PEHUHAHTMOTEH3MHOBOI cucTeMe (FeHbl
ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuranbHas rmnepTeHs3uns, CBA3aHHas ¢ HapyLLeHNSIMU B PEHUHAHTMOTEH3MHOBO cucTeme (feHbl
ACE, AGT) (6e3 onvcaHusa pe3ynbTaToB BpayoM-reHeTnkom) (Arterial Hypertension, 2470
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuranbHas rMnepTeHsus, CBA3aHHas ¢ HapyLLEHUSIMX B paboTe 3HAoTeNnaIbHON NO-CHHTa3bI

(reH NOS3) (6e3 onucaHuna pe3ynbTaToB BpavyoM-reHeTuKoM) (Arterial Hypertension, Endothelial 1260
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnefoBaHme NOYeYHOro KaMHs

2760

AHaNN3 XMMMYECKOT0o cOCTaBa MO4EeBbIX (MOYEUHbIX) KaMHEn MeTo40M MHpPaKpacHo

cnekTpomeTpumn (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3520

AHann3 XMMUYECKOr0 COCTaBa MOYEBBIX (MOYEYHbIX) KAMHEV METOAOM PEHTIFEHOCTPYKTYPHOro

aHanmsa (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3520

analysis)
BonesHn LIEHTPaIbHO HEPBHOW CUCTEMbI

MpeapacnonoXXeHHOCTb K aTepockneposy 1 6onesHn Anbureiimepa (Alzheimer's Disease) 2600
OLieHKa COCTOAHUA MHKPETOPHOW 1 CEKPETOPHOW (hYHKLIMW XKeNyJ0UYHO-KMULLIEYHOTO TPpaKTa

CTmynsauuoHHaa npoba — ractpmH-17 (cTumynupoBaHHsbIii) (Gastrin-17 Stimulation Test,

Gastrin-17, G-17) 1100

MencuHoreH | (Pepsinogen I) 880

A09.05.057 MactpuH (Gastrin) 620

lactponaHens (GastroPanel) 4160

MencuHoreH Il (Pepsinogen 11) 880
lenatnt G BUpycHasa nHpekums (BUpYyc renatnta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegeneHune PHK B cbiBopoTke kpoBu (HGV RNA, Serum)* 600
HeunHBa3nBHas oLeHKa (hrbpo3a neveHn

dunbpoTecT (FibroTest) 10860

dnbpoMakc (FibroMax) 13880

®unbpoTecT (FibroTest) 12200

CreatoCkpuH (SteatoScreen) 5760

dnépoMakc (FibroMax) 16000

NASH-FibroTest 17550

NASH-FibroTest (pacyeTHbliA) 17120
LiuToreHeTnyeckmne nccnefoBaHns

|/|CCI'Iep,OBaHI/Iue KapuoTuna (KonmyecTBEHHbIE U CTPYKTYPHbIE aHOMa/IMN XPOMOCOM) C 7900

0653aTe/NbHOM Bblgayei kKapuorpammbl

ViccnefoBaHve kaproTuna (KOMYEeCTBEHHbIE U CTPYKTYPHbIE aHOManmMm xpomocom) (Karyotype) 7090

Kapuotun nnoga (abopTHbIi MaTepuran) 16170
OcCTpble KULLIEYHbIE UH(EKLIN

OcTpble KuileyHble nHdekuun, MLP-CKPUHMHT BOCbMU GaKTepUabHbIX U BUPYCHbIX BO3OyauTenei

OCTPbIX KMLIEeYHbIX NHeKuuii B kane (Acute Intestinal Infections, PCR, Fecal) 1430

JHTepoBupychl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 470

OcTpble KuweyHble nHhekumn, MUP-ckpUHUHT TPEX BUPYCHbIX BO3byauTeneld, kan (Acute Intestinal 1130

Infections, PCR, Fecal)
dapmakoreHeTUKa

beTta-agpeHobnokartopsl. FeH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6) 7390



MHrnémutopsl Al®, cnysactatnH, 6nokatopsl peyentopos ATl MporHo3npoBaHue
He(PONPOTEKTUBHOrO adhdhekTa MHIIM6MTOPOB AMN® npu HegmabeTnyeckmx 3ab6oneBaHuUAX.
leHeTnyeckne Mapkepbl 3h(heKTMBHOCTM aTeHOoN0Na NPY apTePUabHON TMNepTeH3nm ¢
runepTpodguneri NeBOro Xenygouka uav Tepanmm yBacTaTUHOM NPU ULLEMUYECKO 601e3HU
cepgua. OnpefeneHne HaMUnMa NONMMOPMU3MOB reHa aHrMOTEH3MH-NPeBpaLlaroLLero hepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers.

MeToTpekcaT. _[eHeTu4eckue MapKepbl NOBbILLEHHOIO PUCKa PasBUTUA NMOBOYHBIX peakLmin npu
npveme MeToTpekcara Ha ()oHe SIeHeHns PeBMATOMNAHOIO apTpuTa. MeToTpeKcar: HapyLleHue
mMeTabonnsmMa honmMeBoin KcnoTel. OnpegeneHre Hann4mMsa NOAMMOPKHN3MOB reHOB PepMEHTOB
peakuuii honatHoro uyukna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTuT anMaeMmyeckuii

AHTUTeNa Knacca IgG K Bupycy anugemMumyeckoro napotuta (Anti-Mumps IgG)

AHTUTENa Knacca IgM K Bupycy anngemmyeckoro napotura (Anti-Mumps IgM)
Mnasma kposu (AATA)

MHeBMOKOKK, onpegeneHne JHK B nnasme kpoBwu (Streptococcus pneumoniae, DNA)
Kanbuuii-perynmpyoLlne ropmMoHbl

KanbumTtoHuH (Calcitonin)

A09.05.058 MapatnpeonHblii ropmoH (MapatropMoH, napatupuH, MNTT) (Parathyroid Hormone,
PTH)

3XMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)
AHTUTeNa Knacca IgG K aHTUreHam axnMHOKoKka (Anti-Echinococcus IgG)
[nseHtepusa amebHas, ame6unas
AHTUTeNa Knacca IgG K aHTUreHam guseHTepuinHon ame6bsbl (Anti-Entamoeba histolytica IgG)
lenatnt D BMpYycHaa nHtekums (Bupyc renatuta D, Hepatitis D Virus, HDV)
AHTUTEeNa Knaccos IgM 1 1gG k Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHne PHK B cbiBopoTke kposu (HDV RNA, Serum)*
AHTUTeNa Knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

Acneprunines

MneceHb Aspergillus fumigatus (M3), annepreH-cneundguyeckne 1gG (Aspergillus fumigatus, 1gG,
M3)

BaktepougHas (nopa

BakTepougbl, onpegeneHne JHK B cocko6e annTenmabHbIX KNeTOK YPOreHUTalbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

Fenatnt A BUpYcHas nHgekuus (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTUTeNa Knacca IgG k Bupycy renatmta A (Anti-HAV IgG)
Bupyc renatuta A, onpegeneHne PHK B cbiBopoTke Kposu (HAV RNA, Serum)*
AHTUTeNa Knacca IgM K Bupycy renatuta A (Anti-HAV IgM)

lapgHepennes (rapgHepenna)

lapaHepenna, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHWTabHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapaHepenna, onpegenexHve AHK B cekpete npocTtarthl, 3skynate (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

lapgHepenna, onpegenerve JHK B moye (Gardnerella vaginalis, DNA, Urine)*

AyTOMMMYHHbIEe 3a60/71€BaHUNSA NETKMX U cepaLa

AKTMBHOCTb aHIMOTEH3UH-NpeBpaLlatowero gepmeHTa (AN®) cbiIBOPOTKM KpoBM (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepwuH (HM) B cbiBOpOTKe Kposu (Neopterin, Serum)

AHTUTENa Knacca IgG K cepfeyHoli Myckynatype (M1oKapay), aHTUMMoKapanaibHble aHTUTeNna
(Anti-Heart Antibodies, 1gG)

OLeHKa 3HAOKPUHHO (PYHKLIMM NOKENYL0YHOL >Kenesbl
HOMA-G pacueT nHgekca (Mpu BbIMOHEHWM TNHOKO3bI U3 CEPO MPOBUPKK)
HOMA-IR pacuyet nHgekca
A09.05.056.001 MpownHcynuH (Proinsulin)

2760

5280

710
710

450

860

610

790

630

780
600
780

520

210

510
590
730

250

250

250

2200

1550

1220

50
50
830



C-nentug (C-Peptide)
A09.05.056 NHcynuH (Insulin)

Kamnnnob6akrepunos, kamnunnobakrep

Moces kana Ha kamnuno6aktep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial

Identification)
PoTaBupycHasi MH(heKUus (poTaBmpyc)

PotaBupyc (Rotavirus), gnapenHsbiii CMHAPOM, aHTUreHHbIR TecT (Rotavirus Direct Detection by Latex

Agglutination)
l'ematonormnyeckme uccnegosaHms

AnekTpogopes remornobuHa. Femorno6mHonaTm

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegenerne HK B cocko6e anuTenvanbHbIX KNeTok Koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwuko3bl (NapasuTapHble rpubbl — epMaTopuUTb)

MapasnTtapHble rpnbbl, MMKPOCKOMNNYECKOE mccneaoBaHme Npo6 HorTeli (Fungal Infections of Nails)

MapasnTtapHble rpubbl, MMKPOCKONNYeckoe nccnegoBaHme npob koxu (Fungal Infections of Skin)

VIMMyHHble TPOMGOLMTONEHNM

AHTUTeNa Knacca K 1IgG Tpombouutam, Henpsimoii Tect (Platelet Antibodies IgG, Indirect)
CanbMoHennbl (Tud 6prowHoiA, napatud, canbmoHennes, Salmonella spp.)

PIMrA ¢ Salmonella gr.A (Salmonella gr.A, IHA)

PIMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

AHTUTena K Salmonella gr.E, PMr'A (Salmonella gr.E Antibodies, IHA)

AHTUTeNa K Salmonella typhi, PMTA (Salmonella typhi Antibodies, IHA)

PIMrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PMrA c Salmonella gr.D (Salmonella gr.D, IHA)

PMrA c Salmonella gr.C (Salmonella gr.C, IHA)
CTpoHrnnongos

AHTUTeNa Knacca IgG K aHTUreHam cTpoHrunongosa (Anti-Strongyloides stercoralis 1gG)
PuKKeTCcro3s, TUd CbIMHOM (PUKKETCUN)

PMTA ¢ CbIMHOTU(O3HBLIM ANArHOCTUKYMOM pPUKKeTcuii MpoBadeka (Rickettsia prowazekii, IHA)
MUrmMeHThbI

A09.05.021 NccnepoBaHve YPOBHS 06LLero 6unMpybuHa B KpoBU

A09.05.022 ViccnepoBaHme YpOBHS cBOBOLHOIO 1 CBA3aHHOIO GunnpybmnHa B KpOBU
AHUN3aKN03

AHTWTENA K aHTUreHam Hemartog poga Anisakis 1IgG
Andtepus (gutepuriiHas nanoyka)

AHTUTeNa knacca IgG k gngrepuiiHomy aHaTokcHy (Anti-Diphtheria Toxoid IgG)

Moces Ha gugteputo (Corynebacterium diphtheriae Culture)
ViMMyHHbIe thakTopbl 6ecnnoans

AHTWTENa aHTMCNEepPMasbHbIe B criepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTUTENA aHTUCNEPMasibHbIE B CbIBOPOTKE KPOBW (Anti-Spermatozoa Antibodies, ASA, Serum)
lenatut E BupycHaa nHgekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTUTeNa Knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTUTEeNa Knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
OnpegeneHve cneumnduyeckunx |gG: annepreHbl XXMBOTHbIX

Cobaka, anutenuii (E2), annepreH-cneuyungmyeckme IgG (Dog Epithelium, 1gG, E2)

Kowka, anutenuin (E1), annepren-cneymdmyeckme IgG (Cat Dander-Epithelium, IgG, E1)

MOKpOTa, CMbIBbI, TaBa>XHasA >XNAKOCTb

390
490

1240

680

3690

360

820
820

2980

440
440
440
560
440
440
440

900

440

150
150

740

900
690

1290
950

810
810

520
520



MHeBMOKOKK, onpegeneHve AHK B MmokpoTe (Streptococcus pneumoniae, DNA)
AleHOBUPYCHas MHGEKLMA

AHTuTeNa Knacca IgG k ageHosupycy (Anti-Adenovirus IgG)

AHTUTEeNa Knacca IgA K ageHoBupycy (Anti-Adenovirus IgA)
CnioHa

MHeBMOKOKK, onpegeneHve JHK B cntoHe (Streptococcus pneumoniae, DNA)
ToKcokapo3 (ToKcokapa, Toxocara canis)

AHTUTeNa Knacca lgG K aHTMreHam Tokcokap (Anti-Toxocara IgG)

AHZPO®/IOP
AHZpohnop, NccnejoBaHe MUKPO(IOPbl YPOreHUTANLHOTO TPAKTa My>UUH B COCKOGE

aNuUTeNnabHbIX KNETOK yporeHntanbHoro tpakta (Androflor®REAL-TIME PCR Detection Kit, the
study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)
AHppotnop CKpuWH, nccnefoBaHme MUKPOGIOPb! yPOreHNTaIbHOrO TPakTa My>XUMH B COCKObe
anuTeNManbHbIX KNeTOK yporeHuTanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,

the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

bonesHu xenyao4HO-KULWEYHOTO TpakTa

BbonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,

OCTN2))

AYTOMMMYHHbIE 3HAOKPUHOMATUMN: MOPaXKeHNEe HaAMOYeYHVKOB, ayTOMMMYHHas naTto/iorvs roHag,

AHTuTEeNa Knaccos IgA, IgM, 1gG K TKaHu AnYHMKa (aHTMOBapuasbHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)
AHTUTEeNa Knaccos IgA, IgM, 1gG K cTeponanpoiyLmpyowWwmmM Knetkam HagnoyeyvHvka (ACMK),

cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,

Total)
AHTUTENa Knaccos IgA, IgM, IgG K cTepongnpoayLnpyoWmnM KNeTkam su4dka, CyMmMapHo

(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,

Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)
Cncrema [eTOKCMKALMN KCEHOBMOTMKOB M KaHLLEPOreHOB

Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHINT, MEHUHIOKOKK

lMoceB Ha MEHMHIOKOKKW, OnpefeneHne 4yBCTBUTENIbHOCTM K aHTUMMKPOOHbLIM npenaparam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTNOKCUIAHTHBIN cTaTyc
AHTUOKCUIAHTHBIN cTaTyc (O6LmiA aHTMOKCngaHTHIM cTaTyc) (Total Antioxidant Status, TAS )
OnpegeneHne cneymngmnyeckmx IgE: npoteccroHanbHbIe aniepreHsbl
Nartekc, IgE (Latex, 1gG, K82)
Ackapugo3s
AHTUTeNa Knacca IgG k aHTUreHam ackapug (Anti-Ascaris lumbricoides 1gG)
Hdemopekos (knew, gemogekc, Demodex folliculorum, Demodex brevis)
NccnepoBaHue Ha Hanmume Knewa gemogekc (Demodex folliculorum, Demodex brevis)

KOHcynbTauys roTOBbIX MpenapaTos

KoHcynbTaLums rotoBbIX LMTONONMYeckmx npenaparos (ogHo ctekno) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTUTENA K aHTUreHam Kutaiickoi aByycTkm Clonorchis sinensis IgG
lepnec-Bupyc Yenoseka 8 Tmna

AHTUTENa Knacca lgG K repnecsupycy Yenoseka 8 tmuna (Anti-HHV-8 IgG)

Ycnyrv no nosfyyeHuto pesynbtata 06¢/1eoBaHs

Bblfava pe3ynbTaTtoB Ha aHIIMIACKOM 5i3blKe (NMepeBof, Pe3ynbTaToB Ha aHTINIACKNIA
a3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsauusa sputponoasa
SpuTponoatuH (Erythropoetin)

FOPMOHbI XXMPOBOW TKaHU

450

710
710

450

470

2580

1810

8090

1290

1120

1550

7390

850

4770

440

880

340

380

980

700

200

960



NenTuH (Leptin)
Kpuntocnopuanos, BoasHucTasa gnapes (Kpuntocnopuanv napsym)

Kpuntocnopuanm napsym (Cryptosporidium parvum), AnapeliHbiii CHHAPOM, aHTUTEHHBIN TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-NMMDOTPOMHLIN BUPYC
AHTUTENa Kknacca IgG K T-nuMoTponHOMY BUpYcCy YenoBeka Tuna 1 n 2 tmnos (Anti-HTLV-1, 2 1gG

)

WNHTepdepoHOBLIi cTaTyc
WccnepoBaHne nHtepgepoHoBoro ctatyca (Study of Interferon Status)
KomnneKkcHble ncecnepoBaHuA

OueHka aHaporeHHoro craryca (Assessment of Androgen Status)

YKeHckuii ropMoHanbHbIA NPOhUb; ANCHYHKLMA SUHHNKOB, HAPYLLEHUS MEHCTPYa/IbHOTO LiMKna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

YKEHCKNI ropMOHaNbHBIA NPOGNIbL: AUCHYHKLMSA SUMHUKOB, HapyLLEHN MeHCTPYanibHOTO LiMKia
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

BeretapuaHubl

MoaroToBka K 6epeMeHHOCTH: OLLeHKa BUTAMUHHOTO cTaTyca
YXnpopacTtBOp1Mble BUTAMUHbI

Mpounb BeraHbl «MUHUMabHBIA»

Mpocunb BeraHbl «6a3oBbliix»

Mpocunb BeraHbl «PaclUMpPEHHBbI»

YXu1po- 1 BogopacTBOpPUMbIE BUTAMUHbI

OP3, OPBUW (HacmopK, Kallenb, 60nb B ropne) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTeNa Knaccos IgA u IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, IgG)

MccnepoBaHme koMnnekcHoe «CeKe B 60/1bLIOM ropoge: 6 MHpeKumiA (aHanmM3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

ViccnefnoBaHve komMniekcHoe «Ceke B 60NbLLOM ropoje: 6 MHGeKLmMii (aHanm3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

Bonu B cycTaBax: pacwmpeHHoe ob6cnegoBanme (Joint Pain: Extended Survey)
Ecnv B nnaHax pebeHok

Xouy cTaTb MaMOii: KOMMNIEKCHOE 06cnefoBaHNe Npy NiaHMpoBaHUM 6epeMeHHocTM (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-o6cnenoBaHue ans my>kumH (VIP-Survey for Men)

VIP-o6cnenoBaHue ans xeHwuH (VIP-Survey for Women)

OLeHKa UMMYHHOrO OTBeTa K feTckuM nHekumsam (Pediatric Infections: Immune Response)
AHTUTENa knaccos IgM v IgG kK Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, IgG)
TORCH-uHpekumn (ToRCH-Infections)

BepemeHHOCTb: | TpymecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13 Weeks) )

BWY, cudmnuc, renatmtel B u C (HIV, Syphilis, Hepatitis B, C)

VccnepoBaHune komnnekcHoe «Cekc B 60MbLLIOM ropoje: 8 H(eKUMi + Ma3oK Ha MUKpodiopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemeHHoCTb: |l TpumecTp (0T 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

VcenenoBaHve komnnekcHoe «Cekc B 60nbLwom ropoge: 14 nHdekunii + Ma3ok Ha MUKpogiopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MogroToBka K 6epeMeHHOCTU: 6a30BbIi

lFemocTasnorpamma (Koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
O6cnefoBaHMe nedeHu: pacwmpeHHoe (Survey of Liver: Extended )

Focnutannsaums B TepaneBTMUECKUiA cTaumoHap (Hospitalization in Therapeutic Hospital)

locnutannsaums B XMpypruyeckuin ctaumoHap (Hospitalization in Surgical Hospital)

Frocnutannsauns B XMpPypruyeckumii ctaumoHap: paclumpeHHoe obcnegoarme (Hospitalization in
Surgical Hospital: Extended Survey)

«Mosi 3gopoBast HsHsA» (My Healthy Nurse)

760

790

780

2450

1460

3300

3420

3190
3520
6410
7500
9060
15710
19010

7390

970

3150

3270

6780
6990

7240

14790
15700
5440
990
3240
7480
1400

2540

3630

4010

9930
2510
2630
3330
4600

6720

7020



OLeHKa pucka paka anyHnkos no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyerta pucka anuTenmanibHOro paka AMYHMKOB) (4N XKeHLWMH Ao meHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHKa pucka paka am4HnkoB no anroputMmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka anuTennanbHoro paka AMYHUKOB) (415 XXeHLWUH nocne MeHonay3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MOIOYHO Xenesbl — KOMMAEKCHbIA MMMYHOrMCTOXUMUYECKWI Npotunb (bBuomatepuan,
(hMKCUPOBaHHBIN B hopmanmHoBoM bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MOIOYHO Xenesbl — KOMMNEKCHbIA MMMYHOTMCTOXUMUYECKWI Npotunb (Bnomatepuan,
(hMKCMpOBaHHbIN B NapaduHoBom 610ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTMCTOXUMMWYECKNIA CKPUHWHT paka LLEenKn MaTkn — UccnefjoBaHne AByX MapkepoB A/1s
paHHen AMarHoCTUKM AUCTIIa3nm C BbICOKOM CTENEHbHO pUcka 03nokadvecTeneHus: p16INK4a +
Ki-67 (bunomatepuan, (hMKCMpOBaHHbIi B NapaguHoBom 6510ke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

VIMMYHOTMCTOXUMMWYECKNIA CKPUHWHT paka LUEenKn MaTkn — UccnefjoBaHne AByx MapkepoB A5
paHHen AMarHoCTUKN AUCTNa3nm C BbICOKOM CTENEHbO pUcka 03nokadvecTneHus: p1l6INK4a +
Ki-67 (bunomatepuan, (hMKCUpOBaHHbI B hopmaninHoBoM 6ydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTab0/1M3Ma KOCTHOW TKaHW 1 prcka OCTeonopo3a: pacluMpeHHoe obcnefoBaHne
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIi CKPUHUHT Tprcomumii: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbI CKPUHUHE Tprcomuia: |l Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 r'emocTasmnorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpo6nembl HeBbIHALLMBAHWSA: ayTOMMMYHHBI npodunb (Miscarriage: Autoimmune Profile)
MmmyHonoruyeckoe ob6cnegoBaHme paclumpeHHoe (Immunological Survey Extended)
O6cnefoBaHNe neveHu: CKPUHKUHE (Survey of Liver: Screening)

B03.016.004 Buoxumums Kposw: 6a30BbI Npothnb

Supersport Ba3oBblii

BYOXMMUst KPOBM: MUHUMaNbHbIA Npodunb (Serum Biochemistry: Minimum)

Supersport OnTUManbHbIl

Brnoxnumusi KpoBU: pacluMpeHHsbIi npodunb (Serum Biochemistry: Extended Profile)

300pOoB Thbl — 340p0OBa CTpaHa: exxerogHoe npogunakTnyeckoe obecnegosaHue (8o 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunaktndeckoe o6cnegosaHme (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepeg gvetoii: fononHuTensHoe obenefoBaHme (Survey Before Diet: Additional )
Supersport MNpoaBYHYTbI

benkosas guerta

O6cnegoBaHmMe noYek: pacwmpeHHoe (Survey of Kidneys: Extended )

KoHTpornb anabeta: paclumpeHHbii (Diabetes Control: Extended)

TOKCMUHbIE MMKPO3/ieMeHTbI B Boniocax (Toxic Trace Elements, Hair)

TOKCUYHbIE N 3cCeHLMabHble MUKPO3neMeHTbl B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BonbLUO CKPMHUWHT 3/1EMEHTHOrO cocTaBa Bonoc (Elemental Composition of Hair: Screening )

3cceHumanbHble (KN3HEHHO HEOBXOAUMbIE) M TOKCUYHbIE MUKPO3/ieMeHTbl B MoYe (Essential Vital
Elements, Toxic Trace Elements, Urine)

TOKCMYHbIE MMKPO3/IEMEHTbI B HOITAX (Toxic Trace Elements, Nails)

TOKCUYHBbIE 1 3CCEeHLMaNbHble MUKPO3aneMeHTbl B HOrTax (Toxic Trace Elements, Essential Vital
Elements, Nails)

BOnbLUOI CKPMHUHT 3/1IEMEHTHOrO cocTaBa HorTeli (Elemental Composition of Nails: Screening )
MaHenb KpynHokneTouHas numgoma
MaHenb JlTuMpoma 13 KNeTOK MaHTUIAHOW 30HbI

MaHenb Ninmoma bepknta

1650

1650

15660

15660

7830

7830

5360

1170

1300

770

3640
10980
840
1100
2000
2020
3100
3230

3510

4480

4690
6830
3690
2000
3220
1620

3090

5400

2600

1620

3090

5400
24050
24050
24050



MaHenb PonnmnkynsapHas nnmgpoma

Manens AnddysHas B-kpynHokneTouHas ammgoma

Manens MANT-nnmdoma

AHanusbl ans getckoro caga u wkonbl (Testing for Kindergarten and School)
3n0poBblii pebeHok: ansa aeteid ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnefoBaHue noyek: cCKpUHUHT (Survey of Kidneys: Screening)

Moparpa

MaHenb NcTnHHaA nonnumTemus

MaHenb MepBUYHbIA Mnenothnopos

MaHenb JcceHumanbHas TpombounTeMmS

MaHenb XpoHuyeckuin mnenoneiiko3 (Panel Chronic myelogenous leukemia, CML)
MaHenb M'MNepao3nHOMUbHbIV CUHAPOM

MaHenb OcTpble NMMAO6IaCcTHbIE NEAKO3bI

NabopatopHas guarHocTvka runepaHaporeHeMum

OueHKa rOpMOHa/IbHOTO cTatyca Npu HapyLUEHNY MEHCTPYaIbHOTO LKna

CKpVHWHT 6onesHel coegnHUTeNbHON TKaHn (AT K SHA, aHTUHYKNeapHsbIi (aktop (AH®P))
JnddepeHunanbHasa gnarHoctuka CKB 1 agpyrux peBmatnyveckmx 3abonesaHunin (AT K
HyK/leocoMaM, aHTMHYKeapHbIi haktop (AHD))

[narHoctrka rpaHy/ieMaTo3HbIX BaCKY/IMTOB (aHTMHYKNeapHbI dakTop (AH®), AT Kk uMTonnasme
HenTpodunos (AHLIA/pANCA, cANCA), IgG)

[narHoctnka BTOpMYHOro aHTugochonmnuaHoro cuHapoma (AH®, AT kK kapanonunury, 1gG, IgM)

JvarHocTuka ayTouMMyHHOrO NOPaXeHWs NOoYeK (aHTUHYKNeapHbI akTop (AH®), AT K
6a3a/ibHOl MeMbpaHe Kny6ouKkoB noyek, AT K uutonnasme Helitpogunos (AHLIA/pANCA, cANCA),
IgG)

CucteMHasn KpacHas BonyaHka, o6cnefioBaHue (AT K HykneocoMam, AT K kapamonununy, 1gG; AT K
KapgmonunuHy, IgM; aHTUHYKeapHsbIl haktop (AHD))

AHTUOChONMNUAHBIM CUHAPOM, Pa3BEPHYTOE Cceposiormyeckoe nccnegosarHne (AH®; AT kK
Kapgvnonununy, 1gG, IgM; AT K 6eTa-2-rnnkonpoTenHy 1)

bonu B cyctaBax: CKpUHUHT (Arthralgia: screening test)
CKPVIHWHI ayTOUMMYHHOIO nopaxkeHus neyveHn (Autoimmune Liver Disease: Screening)

ApTpuTbl NP peBMaTnyeckux 3abonesaHnsx (Rheumatic arthritises)
AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) u 1gG
(KonnuyecTBeHHoe onpegeneHune) (Anti-SARS-CoV-2, IgM/IgG)

Mpodunb «AnarHoctTuka 6ynnesHoix gepMaro3oB (AT K gecmocoMam anvaepmunca, AT K 6a3aibHOM
MembpaHe Koxun)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM 1 IgG (Abbott)

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) u 1gG
(KonnuecTBeHHoe onpegeneHmne) (Anti-SARS-CoV-2, IgM/IgG)

LLinToBuaHas xenesa: paclumpeHHoe obcnegosaHuve (Thyroid Gland: Extended Survey)
LLinToBuaHas xenesa: paclumpeHHoe obcnegosaHuve (Thyroid Gland: Extended Survey)
LLinToBuaHas >xxenesa: ckpuHuHr (Thyroid Gland: Screening)

[nabeT: ayTouMMyHHble Mapkepbl (Diabetes: Autoimmune Markers)

PeBmaTtongHblii apTpuT (Rheumatoid arthritis).

AHTUTENa Knaccos IgM un 1gG kK Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 1gG)

[unarHoctuka 6bicTponporpeccupytoLero rnomepynoHedputa (AT Kk 6a3ansHoOn MembpaHe
KNy604KoB nouek, AT K uutonnasme Helitpogunos (AHLLA/pANCA, cANCA), IgG)
CepopunarHocTmka ayToMMMYHHOTO racTpuTa U NepHULMO3HON aHeMun (AT K napneTaibHbIM
KneTkam xenygka; AT K BHyTpeHHeMy thaktopy Kactna)

Mpogunb «CructemMHas KpacHas BonvaHka (CKB), MOHUTOPUHT akTMBHOCTY (aHTK-ac-AHK 1gG, C3,
C4 KomnoHeHTbl KoMmnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakusi, ceponorndecknii CKpuHUHT (AT K sHAOMU3MIO, IgA; AT K AeaMUAMpPOBaHHbIM NenTugam
rnnaguHa, 1gG; IgA obuy,)

[narHoctuka uenvakun: HerepeHocuMOocCTb 6enka 3nakoB (rtoTeHa) (Coeliac Disease: Gluten
Intolerance )
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AT K Kapguonununy, 1gG, IgM

AHTU(ochoNMnUAHbIN cuHapoM (ADC), nabopatopHble kputepun (Antiphospholipid Syndrome,
APS)

CepopgmarHoctuka 60ne3Hn KpoHa n Hecneumguyeckoro a3seHHoro konuta (HAK) (AHLLA/pANCA,
CANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

BocnanutenbHble Mrokapauonatum (AT k mutoxoHapuam (AMA), AT K cepaeydHoli MyckynaType)

Llennakus, ceponoruyeckas gmarHoctnka (AT K aHAOMU3MIO, IgA; AT K TKAHEBOW TpaHCriyTammnHase,
IgA, 1gG; IgA o6Lw,.)

AHTWTENA K CTepOMANPOAYLIMPYIOLLMM KNeTKaM penpoayKTMBHbLIX TKaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nuLeBble NpoaykTel (Food Allergy)

JivnuaHbili npodmnb: paclunpeHHsbIin He HaTowak (Lipid Profile: Extended )
NvinuaHbii npodmne: pacumnperHsIii (Lipid Profile: Extended )

MaHenb "Actma/puHuT getn” IgE, ImmunoCAP

MaHenb "Sk3ema” IgE, IMmmunoCAP

ApTepuanbHas rmnepTeH3ns, CBsi3aHHas C HapyLUeHUAMY B paboTe sHA0TeNManbHOW NO-CUMHTa3bI
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHensb "Actma/puHnT B3pocbie” IgE, ImmunoCAP

WMccnepoBaHne koMnnekcHoe «Ceke B 60/bwoM ropoge: 12 nHgekuuin + KBM (yporeHuTabHbIi
cocko6)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPUHUHT paka Leliku MaTKu

Mporpamma cKpUHMHra paka Lweliku maTkm — onpegenexdve AHK BMNY n yutonormyeckoe
nccnegoBaHme cockoba LWekn MaTkn 1 LEepBUKaNbHOMO KaHana MeToLoM XUAKOCTHOW
uutonorum*

HelipoTpornHble BUTAMUHBI
BogopacTtBopuMble BUTAMUHBI

MuTtaHre, NckNloYatoLee KpacHoe MsACo
[JnarHoctuka aHemuii (Diagnosis of Anemia)

[narHoctuka aHemuii (Diagnosis of Anemia)

MpodunakTnka 3abonesaHnii cepaLa 1 cocyaoB 1M UX OCNoXHeHWi (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHNe 6epeMeHHOCTU: MarHoCTKa yporeHuTasbHbIX MHgekumii (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepepn gveTtoi: MMHMManbHoe obcnenoBaHue (Survey Before Diet: Minimum )

Mpo6nemsbl Beca (NepBrMYHOe 06Cnef0BaHVe 300P0Bbs NaLMEHTOB C HapyLleHnaMy Beca) (Weight
Problems: Primary Survey)

KpacoTa 3g0poBoii koxku (Healthy skin beauty)

ExxerogHast NpograakTUKa: MUHUMa/IbHBIA CKPUHWHT

OueHKa UHCYNIMHOPE3UCTEHTHOCTY: F1I0KO3a (HaToLLaK), MHCY/IMH (HaTOLLaK), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc uccnefgoBanuii "Mpo6nembl Beca: METab0OINYECKNIA CUHAPOM (CKPUHMHIOBOE
nepBUYHOE BbISB/IEHME) 'BKIOYaeT 1abopaTopHble UCCNeA0BaHUS: TPUTULEPUABI, XONECTEPUH
o6Lwwmii, xonectepuH MBI, xonectepuH JIMHM, roKo3a; ycnyrn no gyHKUMOHaNbHOW AnarHoCTMKe
1 aHTPOMOMETPUN: N3MEPEHME apTepnasibHOro JaBNeHNs, n3MepeHne okpy>kHoctu Tanum (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[JnarHoctuka octeonoposa (Diagnosis of Osteoporosis)

OHKOPWCK XeHCKWiA: Wweika matkn (Women's Oncorisk: Cervix )
Anneprmsa Ha XXMBOTHBIX, Mblb, NieceHb (Allergy to Animals, Dust, Mold)
MoaroToBka K 6epeMeHHOCTU: CKPbITbIN fenLmnT Xenesa

CunbHble BONOCHI, KPEMKMe HOrT1, 6apxatHas Koxka (Strong hair and nails, velvet skin)

MUKpPO3neMeHTbl B CbIBOPOTKE KPOBW U BEHO3HO KPOBW: CKPUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprusa Ha nneceHb (Mold Allergy)

Anneprusa Ha pacteHus (Plant Allergy )
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MmmyHonornyeckoe o6cnegoBaHme ckpuHuHrosoe (Immunological Survey, Screening) 6400
Mysckoe 6ecnnoaue (reHbl AR, CFTR; AZF-pernoH; kapnotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe 6ecnnoane 1 ocnoXxXHeHne 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapnotun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, 25940
MTR, ACE, AGT, RHD, HLA lI; Karyotype))

TOKCMYHbIE MUKPO3/IEMEHTBI (TSXKeNble MeTas/bl) B BEHO3HOM KpoBu (Toxic Trace Elements, Toxic

21360

Heavy Metals, Venous Blood) 1250
OueHKa pucka kKamHeobpa3oBaHWs - NMNTOTeHHbIe Cy6CTaHLMM MOYM, CYTOUHaA MoYa (KaslbLinii,

marHuii, pocdop, okcanatbl, MOYeBas KUCNO0Ta, KPEATUHWH CYTOYHOM MOYM C PacyeTOM CyTOUHOM 2150
3KCKpeLmm)

OueHka pucka KamHeo6pa3oBaHWs - IMTOreHHbIE CyGCTaHLMM MOYK, Pa3oBasi MOpLMS MOUK

(kanbuwmin, marHuii, hocthop, okcanatbl, MOYeBas KUCI0Ta, KpeaTUHUH Pa3oBolii NopLmMu MOYu, ¢ 2040
pacyeToM HOpPMannM30BaHHbIX MO KpeaTUHWHY nokasatesneii)

OueHKa ckopocTn Ky604KoBOI (hunbTpaumn y getein no gopmyne LLBapua, KpeatuHuH 160
Kny6oukoBas unbTpauus, pacyet no gpopmyne CKD-EPI — kpeaTuHuH (Estimated Glomerular 160
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6LWWMIi (KIMHWUYECKNIA) aHaNN3 KPOBU Pa3BEPHYThIN 420
BepemeHHoCTb: || TpumecTp (14-28 Hegenun) (Pregnancy: Second Trimester (14-28 Weeks)) 760

KnnHnyecknin aHann3 KpoBu: 06LwmiA aHanms, nekogopmyna, CO3 (c 06a3aTensHON «pyyHO»
MUKpockonueii Maska kpoBwu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula, 590
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHble 3cceHUMnasbHble ()KN3HEHHO HEOOXO4MMbIE) MUKPO3NEMEHTbI B CbIBOPOTKE KPOBMU

(Essential Vital Elements, Essential Trace Elements, Serum) 1250
HapyleHuns cnepmaroreHesa, 6 Mapképos (M1kpogeneumn nokyca AZF) (Spermatogenesis

. 4610
disorders (6 AZF))
HapylueHus cnepmaroreHesa: paclumpeHHas naHenb (AZF-pervnoH) (Impairment of 10370

Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe nccnefoBaHve Ans UCMONb30BaHNA B ANarHOCTUKE pacCcesHHOro CKeposa:
onpegeneHne onnrokoHanLHoro IgG (NMMKBoOpP, CbIBOPOTKA) U CBOGOAHLIX NTEFKNX Lienei 5300
WMMYHOTT06YIMHOB (INKBOP)

HacnepgcteeHHas npegpacnofioXXeHHOCTb K Lieimakum no nokycam reHos cuctemsl HLA Il knacca

(DQA1, DQB1) 6240
OnpegeneHne reHoTnNa pesyc-taktopa (RH factor Genotype) 9910
Mwukpockonusa 1 Noces Ha Napa3utapHble rpubsbl (Koxa) (Parasitic Fungi, Microscopy and Culture 1570
(skin))

Mwukpockonusa 1 nNoces Ha NapasutapHble rpubsbl (Hortn) (Parasitic Fungi, Microscopy and Culture 1570
(nails))

MencuHoreHsb! | n 1l ¢ pacdeTom cooTHoLweHUs (MencuHoreH I/MencuHoren Il) (Pepsinogen 1820
I/Pepsinogen II, PG1/PG2)

Mapkepbl pucka npeaknamncuu: skit-1, PIGF, cooTHoweHue sFIt-1/PIGF 5880

lMoceB Ha MUKONa3my 1 ypeannasmbl, onpegeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOBHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1350
Antibiotic Susceptibility Testing)*

OHKOpPUCK MYXXCKOIA: NpefcTatenbHas xenesa (Male oncologic risk: prostate) 870
A09.05.120.001 AnbaocTepoH-peHnHoBOe cooTHoLeHMe (Aldosterone-Renin Ratio, ARR) 1280
KoMnoHeHTbl cucteMbl KoMrnnemeHTta C3, C4 (Complement components C3, C4) 720
MaHenb "CTannoKOKKOBbIE 3HTEPOTOKCUHBI", IQE, ImmunoCAP 2120
B03.016.005 /innnaHblin npotunb: ckpuHuHr (Lipid Profile: Screening) 700
TpombouuTapHbIi peuentop grbpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1390
NvnuaHbili npodmnb: CKPUHUHT He HaTtowak (Lipid Profile: Screening) 700
K.]'Iy60.'-IKOBaﬂ hunbTpayms, pacyet no q)opmyng CKD-EPI — ynctatmH C (Estimated Glomerular 720
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

[JnarHocTnka nepBUYHbIX UMMYHOAE()ULUTOB
NccnepgoBaHue TREC n KREC gna agnarHOCTUKM MMMYHOAe(hMLNTOB 4830

MpodocmoTpbl

Bopgonasebl
?gegmop,mqecmﬁ MEAULMHCKNI OCMOTP paboTHMKOB No npukady M3 P® Ne 29H o1 28.01.2021 r. . 10500
Mepuoanyecknin MeguLMHCKNIA OCMOTP BoAosasa no npukasy M3 P® Ne 29H ot 28.01.2021 1. 15000

(nepBuyHbIi) N. 5.1; n.5.2; n. 19.1



Meproanyecknii MeAULIMHCKNI OCMOTP BOA0a3a no npukasy M3 P® Ne 29H ot 28.01.2021 r.
(noBTOpPHbIN, Bo3pacT ot 40neT) n. 5.1; n.5.2; n. 19.1
Meproanyecknii MeAULIMHCKNIA OCMOTP BOA0Ma3a no npukasy M3 P® Ne 29H ot 28.01.2021 T.
(moBTOpPHbINA, Bo3pacT go 40 net) n. 5.1, n.5.2; n. 19.1
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Mpoune

Mepuoanyeckunii/npeaBapuTenbHbIN MeaULMHCKUIA OCMOTP 2000



