MperickypaHT oT 22.02.2024r.

HanmeHoBaHue

Ycnyrn HaHomeauka
NyueBas gnarHocTuka
Bblgaya gy6nmkara 3akitodeHns (NpoTokon uccnegosaHma KT/MPT ¢ 3akitoueHneM Y CHAMKK)
A06.30.002.001 OnucaHune n nHtepnpetaunsa KT
ApX1BUPOBaHUE faHHbIX Ha Auck (MPT, KT, peHTreH, mammMorpadgus)
PeHTreHonneHka (MPT, KT, mammorpadus)
A06.30.002.002 OnucaHve n nHtepnpetauma MPT
A06.30.002 OnucaHve 1 HTepNpeTauns peHTreHorpauyecknx N306pakeHni
B01.039.001 Mpwuém (0cMOTp, KOHCYNbTaLMs) Bpaya-peHTreHonora nepBruYHbIi
B01.039.002 Mpném (0CcMOTp, KOHCY/bTaLWs) Bpaya-peHTreHo10ra NoBTOPHBIN
KomnbloTepHas Tomorpadus
lonoBa

A06.23.004 KomnbroTepHasi ToMorpagusi Yepena/rosioBHOro Mo3ra HaTBHOE MCCNeAoBaHme

A06.23.005.006 KomnbroTepHas ToMorpagus Yepena/rofioBHONO Mo3ra ¢ BHyTPUBEHHbBIM
KOHTPacT1pOBaHNeEM

A06.08.007 KomnbroTepHas ToMorpadusi npuaaToyHbIX Nasyx Hoca, roptaHn

A06.08.007.004 KomnbroTepHas TOMOrpadums NpuaaToYHbIX Nasyx Hoca ¢ BHYTPVMBEHHbIM
60/1H0CHBbIM KOHTPACTUPOBAHUEM

A06.25.003 KomnbroTepHasi ToMOrpagusi BACOUHO KOCTH

A06.25.003.002 KomnbroTepHas TOMOrpadums BUCOUYHOM KOCTU C BHYTPUBEHHbLIM 60/HOCHbLIM
KOHTPacT1pOBaHNeMm

A06.26.006 KomnbloTepHas ToMmorpagus rnasHuLbl

A06.26.006.001 KomnbloTepHas TOMorpagms rnasHubl ¢ BHYTPUBEHHbIM 60MHOCHBIM
KOHTpacTupoBaHnem

A06.23.004.007 KomnbroTepHas TOMOrpadus cocyoB ro/IOBHONO MO3ra C BHYTPVBEHHbIM
60/110CHBIM KOHPAaCcTUPOBAHNEM

A06.08.007.002 KomnbtoTepHas TOMOrpadus ropTaHn ¢ BHYTPUBEHHbLIM 60/HOCHBIM
KOHTpacTMpoBaHNeEM

A06.26.006.001 KomnbtoTepHas TOMOrpadus rnasHnLbl (C KOHTPaCTUPOBAHUEM)

Lles

KoMmnbloTepHas ToMorpadus aHrmorpagus aKCTpakpaHasbHbIX apTepuii ¢
KOHPAaCTUPOBAHMEM

A06.08.009.002 KomnbroTepHas TOMOrpadus Len ¢ BHYTPUBEHHBIM GOTHOCHBIM
KOHTpacTMpoBaHNEM

pyaHasa knetka

A06.09.005 KomnbroTepHasi ToMorpagusi opraHoB rpyAHO NonocTu

A06.09.005.002 KomnbtoTepHas ToMorpadus opraHoB rpyAHOM NONOCTY C BHYTPUBEHHLIM
60/H0CHBIM KOHTPACTUPOBAHNEM

A06.11.004 KomnbroTepHas ToMorpagus cpegocteHums

A06.11.004.001 KomnbtoTepHas ToMorpagus cpegocteHmnst ¢ BHYTPUBEHHBIM GOTFOCHLIM
KOHTpacTMpoBaHNeM

BptoLHas NofocTb, KofoHorpagus 1 Tas

A06.30.005 KomnbroTepHas Tomorpadums opraHoB GPHOLLHOM NOA0CTU
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A06.30.005.003 KomnbtoTepHas TOMOrpadus opraHoB GPHOLLHON MOMOCTU C BHYTPUBEHHbIM

8700

60/HOCHBLIM KOHTPACTUPOBAHUEM

3abpIoLLMHHOE NPOCTPAHCTBO
A06.28.009 KomnbroTepHas ToMorpagusi noYeK U HagnoyYeyHNKOB 3500
A06.28.009.001 KomnbroTepHas Tomorpadms Mo4YeK 1 BEPXHMX MOYEBLIBOAALLMX NYTEN C 8700
BHYTPUBEHHbLIM 60/IFOCHLIM KOHTPaCTMPOBaAHWEM
A06.30.007 KomnbtoTepHas ToMorpagust 3adproLLIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbloTepHas TOMorpadus 3a6proLLIMHHOIO NPOCTPaHCTBA C BHYTPUBEHHBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.30.005.001 KomnbtoTepHas TOMorpadus 6pHOLLIHON NOA0CTY 1 3a6PHOLIMHHOIO 8700
npocTpaHcTBa

KocTHO-MblIWeYHas cuctema (Mo3BOHOYHMK)
A06.03.021.001 KomnbtoTepHas TOMOrpadust BepxXHeli KOHEYHOCTH 2600
A06.03.021.002 KomnbroTepHas TOMorpadusa BepxHe KOHEYHOCTY C BHYTPUBEHHbBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.03.021.001 KomnbroTepHas ToOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 3600
CyCTaBOB, 2 OTAleNI0B KOHEYHOCTH, 2 OTAENOB MO3BOHOYHMKA) HATUBHOE UCCef0BaHne
A06.03.021.002 KomnbroTepHas TOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAesia KOHEYHOCTE, 2 OTAe/10B NO3BOHOYHUKA) C KOHTPACcTPOBaHNEM
A06.03.036.001 KomnbroTepHas TOMOrpagums HUXKXHEn KOHEYHOCTH 2600
A06.03.036.002 KomnbroTepHasi TOMOrpagusi HKHEMKOHEYHOCTU C BHYTPUBEHHbLIM 8700
60/0CHBLIM KOHTPACTUPOBaHUEM
A06.03.058 KomnbtoTepHas ToMorpadusi N03BOHOYHMKA (O4MH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpagus N0O3BOHOUYHUKA C BHYTPUBEHHbLIM GOOCHBLIM 8700
KOHTPacTUPOBaHWEM (OAVH OTAEN)
A06.03.062 KomnbloTepHas Tomorpagus Koctu 2600
A06.04.020 KomnbloTepHas ToMorpagmnsa BUCOYHO-HVKHEYENOCTHBIX CyCTaBoB 2600
A06.04.017 KomnbroTepHas ToMorpagus cyctasa 2600

Manbliii Ta3
KomnbloTepHas ToMorpagus opraHoB Masioro tasa HaTMBHOE UccnefoBaHue 2600
KomnbloTepHas ToMmorpagus opraHoB Majioro Tasa ¢ KOHTpacTMpoBaHUEM 8700

Cocyabl
A06.12.052 KomnbloTepHO-TOMOrpadmyeckas aHrmorpagus aopbl 8700
A06.12.053 KomnbloTepHO-TOMOrpagnyeckas aHrmorpapus CocyfoB HUXHUX KOHEYHOCTEN 8700
A06.12.050 KomnbloTepHO-TOMOrpacguyeckas aHrmorpacgus 0f4Hon aHaTOMUYecKol 061acTu 8700
A06.12.054 KomnbloTepHO-TOMOrpaguyeckas aHrmorpacus cocyioB BEPXHMX KOHEYHOCTEN 8700
A06.12.055 KomnbroTepHO-TOMOr padmyeckasn aHrnorpagus cocyioB Tasa 8700
A06.12.057 KoMmnbloTepHO-TOMOrpamyeckas aHrmorpagpus NérovHblx cocyaoB 8700
A06.12.058 KomnbroTepHO-TOMOrpadmyeckast aHrmorpagums 6paxmouedanbHbIX apTepuii 8700
A06.12.001.001 KomnbroTEpHO-TOMOTpaduryeckas aHrmorpadgus rpyaHol aoptbl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduryeckas aHrmorpagus 6proLwHol aopTbl 8700
A06.23.004.007 KomnbroTepHas Tomorpadums cocyfoB rofloBHOr0 MO3ra C BHYTPUBEHHbIM 8700
60/0CHBIM KOHTPACTUPOBAHUEM

Cepaue
A06.10.009 KomnbroTepHas ToMorpadus cepgua (C onpegeneHmemM KOpoHapHOro KasbLns) 3500
A06.10.006.001 KomnbroTepHO-TOMOTrpaduyeckas KopoHaporpagpums 12900
A06.10.006.001 KomnbroTepHas ToMorpadus 1esoro npeacepams v NéroyHblx BeH 12900

MarH1THO-pe30HaHcHas Tomorpadgus

[onosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT rosioBHOro mo3sra C KOHTpacTMpoBaHNEM 7100

A05.12.004 MP apTtepuorpagus (ogHa o6nacTb) 3100



A05.12.005 MP BeHorpatms (ogHa 06nacTb) 3100

MP aHruorpagus apTepmmn 1 BeHbl FOIOBHOTO MO3ra C KOHTPaCcTMPOBaHMEM 7100
MP aHruorpadua aptepuv ronoBHOro Mo3ra ¢ KOHTpacTMpoBaHMeM 7100
A05.22.002.001 MPT runogmsa ¢ KOHTPaCcTMPOBaHMEM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPacTMpoBaHem 7100
A05.08.001 MPT OKONMOHOCOBBIX Nasyx 3100
A05.26.008 MPT rnasHuupl 3100
A05.22.002 MPT runodusa 3100
A05.04.001 MPT BUCOYHO-HMXKHEYEIOCTHBIX CYCTaBOB 5000
A05.30.008 MPT kpaHvoBepTebpanbLHOro nepexoja 3100
A05.23.009.004 MarHUTHO-pe3oHaHCcHas andagy3ns ronoBHOIO Mo3sra 3100
A05.23.009.008 MarHUTHO-pe30oHaHCHas aHrorpapus UHTpakapHUaibHbIX COCY0B 3100
CnnHa
A05.04.001 MPT KpecTL0BO-MOAB34OLLIHOIO COY/IeHeHNs 3100
A05.30.008 MPT wwieun 3100
A05.03.002 MPT rpygHoro otgena 3100
A05.03.002 MPT nosicHM4yHoro otaena 3100
A05.03.002 MPT KonuMKoBOro otaena 3100
A05.03.002.001 MPT rpygHoro otgena ¢ KOHTpPacTMpoBaHuem 7100
A05.30.008.001 MPT Llen ¢ KOHTPacTUPOBaHNEM 7100
A05.03.002.001 MPT NOSICHMYHOIO OTAeNa C KOHTPacTMpoBaHVem 7100
A05.03.002.001 MPT KON4YMKOBOIo OTAge/1la C KOHTPaCcTUPOBaHNEM 7100
A05.23.009.010 MPT cnmMHHOro Mo3ra (oOguH oTaen) 3100
A05.23.009.011 MPT CNMHHOro MO3ra C KOHTpPacTMpoBaHMeM (OANH OTAenN) 7100
A05.23.009.013 MarH1THO-pe30oHaHCcHas Anddy3ns CNMHHOIro Mo3ra (OAnH OTAeN) 3100

A05.23.009.016 MarHMTHO-pe3oHaHcHasa ToMorpadus CMHHOrO Mo3ra (pasoBoKOTPacTHas

(opgwnH otgen) 7100
BHyTpeHHVe opraHbl
MPT ne4veHmn 1 XenyHbIX NPOTOKOB C KOHTpacTMpoBaHuem (MpuUMoBKCT) 14000
A05.30.005 MPT opraHoB 6PHOLLHON NOOCTH 4000
A05.30.007 MPT 3a6pHOLLUMHHOIO NPOCTPaHCTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLHOM MOMOCTU C BHYTPUBEHHbLIM KOHTPACTUPOBaHMEM 7100
A05.30.007.001 MPT 3a6pOLUMHHHOIO MPOCTPAHCTBA C BHYTPUBEHHLIM KOHTPACTUPOBaHNEM 7100
A05.22.001 MarHUTHO-pe3oHaHCcHas ToMorpahmsa Haano4Ye4yHKOB 4000
A05.22.001.001 MarHUTHO-pe3oHaHCcHasA ToMorpapmsa HafnoYe4YHUKOB C KOHTPaCcTMPOBaHMEM 7100
A05.14.002 MP xonaHruorpagus 7100
A05.15.001 MPT nomykenyaouHom >kenesbl 3500
A05.15.002 MP xonaHrnonaHkpeartorpagms 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHMTHO-pe30HaHCHas ToMorpagus NOYeK ¢ KOTPacTMpoBaHNeM 7100
Marbiii Ta3 My>CKOiA
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbLIM KOHTPAaCTMpPOBaHVEM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000
A05.21.001 MPT MOLLOHKM 4000
MPT Masnoro Tasa (My>CKOI)+MOLLOHKa HaTUBHOE UccnegoBaHne 7000

A05.21.001.001 MPT MOLUOHKW C KOHTPACTMPOBaHMEM 7100



Mariblii Ta3 >KeHCKWi
A05.30.004.001 MPT opraHoB Ma/10ro tasa C BHYTPMBEHHbLIM KOHTPaCcTUpOBaHeM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000

MPT aHopekTasibHOM 061acTn

A05.30.004 MPT AHOPEKTA/IbHOW (MEPVAHASIbHOIN) OBJIACTU (aHanbHbIli KaHar,
HapY>KHbIV U BHYTPEHHWI aHa/bHBIA CHUHKTEP, N1EeBATOP aHyca, Me30peKTabHas KneTtyarka, 4000
NMMOY3Nbl, NepUPUpPUIEcKme MAarkue TKaHm)

Cyctasbl
A05.04.001 MPI ofHoro CyETaBa (nne'-leBon,vnOKTesoi/’l, KUCTb, ly4e3anscTHbIN, 3500
Ta306epeHHbIN, KOEHHbIN, FOIEHOCTOMNHBIN, CTOMNa) HATUBHOE 1ccnefoBaHve
A05.30.011.002 MPT Kunctu 3500
A05.30.012.002 MPT cTonsl 3500
Msrkve TkaHu
A05.30.010 MPT MArkux TKaHei rosiosbl 4000
A05.01.002 MPT MArkux TKaHei 4000
A05.01.001 MPT MArKnx TKaHel ¢ KOHTpacTMpoBaHUEM 7100
A05.30.010.001 MPT MSrkux TKaHen ronosbl C BHYTPEHHUM KOHTPaCcTMPOBaHMEM 7100
A05.08.002 MarHUTHO-pe30oHaHCHasA ToOMorpagus ropTaHoOrNOTKM 4000
A05.08.004 MarHUTHO-pe30oHaHCcHasA ToMorpagumsa HOCOPOTOrTOTKN 4000
KOMI/IEKCbI UCC/IEAOBAHU
A05.03.002 MPT ronoBHOro mo3sra+aptepumn rofl0BHOr0 Mo3ra+ BeHbl F0/IOBHOITO Mo3ra 7000
HaTMBHOE UCCnefoBaHNe
MPT ronoBHoOro mosra+apTepuii rolOBHOTO MO3ra HaTMBHOE MCCef0BaHme 5000
MPT ronosHoro Mmo3sra+BeH roJloBHOro Mo3ra HaTUBHOE MCCNefoBaHNe 5000
MPT ronoBHOro mo3ra+ LUeiHbIl 0TAeN NO3BOHOYHUKA HATUBHOE MUCCeA0BaHme 5000
MPT KoMMneKc: WeliHOro oTAena NO3BOHOYHMKA + rPYAHOr0 OTAeNna No3BOHOYHUKA + 7000
MOSICHNYHOrO OTAeNa NO3BOHOUYHMKA
MPT ronoBHOro mo3ra+ aptTepuu ronoBHOr0 Mo3ra+LeiiHblii 0TAeN NO3BOHOYHMKA HATUBHOE 7000
nccnefoBaHne
MPT ronoBHoro mosra + nasyxu HaTMBHoe nuccnegosaHune 4500
MPT ronoBHOro mo3sra + op6uTbl HaTUBHOE UCCNef0oBaHNe 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHMKA + Ta306epeHHOro cycraBa 5000
A05.03.002 MPT nosicCHMYHOro oTAeNa NO3BOHOYHUKA + KOMYMKOBOrO OTAe/Na No3BOHOUYHNKA 4500
MPT apTepun ronoBHOro Mosra + aptTepun LWen HaTMBHOE UCCNef0oBaHNe 4500
MPT 6ptoLLHO NONOCTN + 3a6PHOLLUMHHONO NPOCTPaHCTBa 7000
MPT ronosHoro mosra + runogus HaTMBHOE uccnegoBaHme 4500
MPT LelHOro otaena NO3BOHOYHUKA + apTepum LWENHOro OTAeNa NO3BOHOUHMKA 4500
MP arnorpadus aptepuii ronoBHOro mosra + MP aHrnorpacgmsi BeH rofloBHOro Mo3ara 5000
PeHTreH
A06.30.008 ductynorpadus 1500
lonosa
A06.08.003 PeHTreHorpagus NpuaaToUHbIX Nasyx Hoca 1000
PeHTreHorpagmsa HOCOrnoTKu 1000
PeHTreHorpagms KocTei Hoca B 2 MPOeKLMsX 1000
A06.08.003.002 PeHTreHorpagus NTo6HOIM nasyxu 1000
A06.08.003.002 PeHTreHorpagus rainmMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpagusi Bcero yepena, B O4HOM nam 6onee npoekymsx 1000
A06.03.056 PeHTreHorpagus KocTei n1LeBoro ckeneta 1000

A06.04.001 PeHTreHorpagus BUCOHYHO-HKHEYETIOCTHOMO cycTaBa 1000



A06.26.001 PeHTreHorpagus rnasHuLbl
A06.07.008 PeHTreHorpacgus BepxHeli 4entocT B KOCOM NPOeKumMmn
A06.07.009 PeHTreHorpatus HWKHEl YentocTu B 60KOBOI NpoeKkuun
A06.25.002 PeHTreHorpadums BUCOUHO KOCTU
A06.25.002.001 PeHTreHorpagms cocueBUAHbIX OTPOCTKOB

LLleq

A06.03.010 PeHTreHorpagus LWeAHOro otaena No3BOHOYHMKA

PeHTreHorpadus WeiHOro oTAena No3BOHOUYHMKA B 3 NMPOEKLMAX (YHKLMOHaNbHbIMU
npo6amu (Npsamas 1 60KoBas)

IpyaHon otaen
A06.03.013 PeHTreHorpagus rpyaHoro otaena no3BOHOYHUKA
A06.03.019 PeHTreHorpagus Nno3BOHOUYHMKA C IYHKLMOHa/IbHBIMY Npo6amun
A06.03.014 PeHTreHorpagus rpyaHoro 1 NoSACHNYHOro otaena no3BOHOYHMKA
MosicHMLA 1 KPeCTLLOBO-KONYMKOBBI OTAen

A06.03.015 PeHTreHorpagus nosiCHUYHOro OTAena NO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOACHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOEKUMAX C PYHKLUNOHAbHBIMU
npo6amu

A06.03.017 PeHTreHorpagus Kpectya 1 Konumka
A06.03.016 PeHTreHorpagus NOSACHUYHOIO U KPEeCTLLOBOro OTAeNa NO3BOHOUYHMKA
A06.03.017.001 PeHTreHorpagus kpectua
A06.03.017.002 PeHTreHorpagust Konumka
Pykn
A06.04.013 PeHTreHorpapus akpoMmnanbHO-KIKUMYHOIO COYSIEHEHNS
PeHTreHorpagmsa KocTel npeanneyss B 2 MPOEKLMAX
A06.04.010 PeHTreHorpagms njaeyeBoro cyctasa
A06.03.028 PeHTreHorpagus naeyeBoi Koctu
A06.04.003 PeHTreHorpagus 1OKTEBOro cyctaBa
A06.03.029 PeHTreHorpaus OKTEBOM 1 Ny4eBO KOCTU
A06.04.004 PeHTreHorpagus ny4es3anscTHOro cycrasa
A06.03.026 PeHTreHorpagusa nonarku
A06.03.032 PeHTreHorpagus Knctu
PeHTreHorpadgus 2 KicTeii B NpsMOou NpoeKuun
A06.03.035 PeHTreHorpagms 1 nasbLa Kuctun
A06.03.021 PeHTreHorpadust BepxHeii KOHEYHOCTH
A06.03.030 PeHTreHorpagus 3anscrbs
A06.03.027 PeHTreHorpadus rofoBKy Nie4eBOn KOCTU
A06.03.031 PeHTreHorpaus nactm
A06.03.033 PeHTreHorpaus tanaHr nanbLes KMCTn
Horn
A06.04.005 PeHTreHorpagus KONeHHOro cycrasa
PeHTreHorpacus 2 KoneHHbIX CycTaBOB B MPSIMOW NPOeKummn (Ha 1 cHUMKE)
PeHTreHorpagus 2 Ta306epeHHbIX CycTaBOB B MOMOXEHUW Jlay3HLUTeRHA
A06.03.042 PeHTreHorpadus rofoBKy 1 LWelikn 6e4peHHOo KOocTn
PeHTreHorpagus KocTei roneHn B 2 NPOEKLMsAX
A06.04.012 PeHTreHorpadgus rofieHOCTOMNHOro cycrasa
A06.03.053 PeHTreHorpagus cTonbl B 2 NPOEKLAX

PeHTreHorpausa NATOYHON KOCTW B NPSMOI NPOeKunn
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A06.03.050 PeHTreHorpagusi NITO4HOM KOCTU

PeHTreHorpagmsa NATOYHbIX KOCTE B OOKOBOW NPOeKL MM

PeHTreHorpagus cTon Ha NPOAO/IbHOE MI0CKOCTONKE C (PU3NYECKON Harpy3Koii B 2
NPOEKLUsX

A06.03.036 PeHTreHorpadmsa HUKXHe KOHEYHOCTN
A06.03.048 PeHTreHorpagms noabbkKn
A06.03.054 PeHTreHorpapus thanaHr nanibLeB HOMM
A06.03.055 PeHTtreHorpagus 1 nanbla CTOMbl B O4HON NPOEKLUn
A06.04.011 PeHTreHorpagms Ta3obepeHHOro cyctasa
A06.03.043 PeHTreHorpagus 6efpeHHON KOCTn
A06.03.045 PeHTreHorpagus HagKkoneHHuKa
A06.03.046 PeHTreHorpacusa 6onbLUolA 6epLoBOl U Manoli 6epuoBoli KocTei
A06.03.049 PeHTreHorpagus npesnitocHbl
A06.03.051 PeHTreHorpadgus natCHbI U hanaHr NabLeB CTOMbI
A06.03.052 PeHTreHorpadus ctonsl B 1 Npoekummn
A06.03.053.001 PeHTreHorpacgus cTonbl ¢ (hyHKLMOHa/IbHOW Harpy3Ko
bptoLluHasa nonocTb
A06.30.004.001 O630pHasn peHTreHorpagmsa opraHoB GPHOLLHON NOA0CTH
PeHTreH nuesosa ¢ 6apuem
3a6pHOLLIMHHOE MPOCTPAHCTBO U HOTK
A06.28.001 PeHTreHorpaus noyek 1 MOYEBLIBOAALLMX MyTeEW
PeHTreHorpagus 2 cton B NpsMOi NpoeKLmm
A06.28.002 BHyTpuBEHHas yporpadus
pyaHasn knetka
PeHTreHorpagmsa opraHoB rpyaHoi knetku B 1 npoekumn (0630pHas)
PeHTreHorpacus opraHoB rpyAHON KNeTKM B 2 NPOEKLMM
A06.03.023 PeHTreHorpagus pebpa(ep)
A06.03.024 PeHTreHorpaus rpyauHol
A06.04.014 PeHTreHorpagus rpyanHHO-KIOUYNYHOIO COY/IEHEHNA
A06.03.022 PeHTreHorpagus Kaounybl
A06.09.007 PeHTreHorpadus nérkmx
Ta3
PeHTreHorpadus KpecTL0BO-N0AB30LWHOI0 COYIEeHEHNS
PeHTreHorpacgus KocTeil Tasa ¢ Ta3o6epeHHbIMY cycTaBaMm
PeHTreHorpagus Ta3o6epeHHOro cycrtasa B 1 npoekuum
PeHTreHorpagus Ta3o6epeHHOro cycraBa B 2 NPOEKLUMsX
Mammorpadus
A06.20.004 Mammorpadpus
A06.20.004 Mammorpadus 2 MONOYHbIX XXene3
Mammorpams ¢ TOMOCMHTE30M MOJIOYHBIX Xené3 (1 MOonoYHas Xenesa B 2-X NPOeKLUsX)
Mammorpagus ¢ TOMOCUHTE30M MOJSIOYHbIX XKeNE3 (2 MOMOYUHBIX XXene3 B 2-X MPOeKLUsX)
A06.20.004.002 Mpu1LENbHBIA peHTreHorpagus MOMOYHOM XKenesbl
A06.20.008 TOMOCUHTE3 MOJIOUHbIX XENE3
Hesponorus
[Mpuémbl

B01.023.001 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-HeBpOiora NepBuYHbIN
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B01.023.002 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpaya-HeBPOOra NOBTOPHbIM 1200
B01.023.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya HeBPOora NepBUYHBIN

(BHENNIAHOBBIN-CPOYHBIiA) 2500
B01.023.001 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpada-HeBponora (ueganronora) nepBuyHbIi 60 2300
MUHYT
801.323.002 Mpuem (OCcMOTP, KOHCYNbTaLUs) Bpada-HeBposora (Ledanronora) NOBTOPHbIA 30 2100
MUHYT

MaHunynsauum
A11.02.002 Mna3moTepanus (1 npobupka) 2500
A22.30.015 YpapHoBosnHoBas Tepanus (1 ceaHc) 1000
A11.02.002 boTynMHoTEPanUs NPU XPOHNYECKOW MUTPEHN 29900
A25.24.001.002 BotynuHoTepanusa npu 6pykcrusme 19500
A25.24.001.002 BotynuHoTepanua npu 6neapocnasme 8900
A11.01.002 leyeHne MUrpeHn NpenapaTom AIPKOBU 225 M/ (CO CTOMMOCTbIO Npenapara) 24000
A11.24.001 leue6Hasn 6nokaga npu TYHHEIbHOM CUHAPOME 2000
A11.02.002 JleuebHasn napaBepTebpasbHas 610Kaga 1500
A11.02.002 Jloka/ibHast UHLEKLMOHHAA Tepanus B TPUITEPHbIE TOUKN 1500
A11.02.002 Mna3moTepanus (LONONHUTENbHASA NPOBMPKa) 1500

Tepanus

Mpunémbl
B01.047.001 Mpwuem (OCMOTP, KOHCYNbTaLWs) Bpava-TepanesTa NepBuYHbIiA 1400
B01.047.002 Mpuem (0CMOTP, KOHCYNbTaLUs) Bpada-TepaneBTa NOBTOPHbINA 1200
TepaneBT (othopMeHNe cripaBKn) 1200
BHennaHoBbIV Npuém TepanesTa (CPOYHbIN) 2500

Mepunarpus

Mpnémbl
B01.031.001 Meaunatp (NepBUYHasA KOHCY/bTaLWs) 1400
B01.031.002 Meauatp (NOBTOPHasA KOHCYNbTaLWs) 1200
B01.031.001 Meawnatp (4BOIMHN NePBMYHAsA KOHCYNbTauus) 2000
B01.031.002 Meamatp (ABOVHM NOBTOPHAs KOHCY/bTaLMs) 2000
B01.031.001 OcmoTp 340p0BOro pebeHka NEPBOro roAa XXM3Hu 1300
B01.031.001 Meawnatp (KOHCYyNbTaLMsa MO BBEAEHNIO MPMKOPMA) 1300
B01.031.001 KoHcynbTaumsa no rpygHoMy BCKapmMBaHuio-1 yac (npasuibHOe CLeXnBaHue, 1500
MOMOLLb NPY BO3HUKHOBEHWMW NPO61eM)
B01.031.001 Meawnatp (KOHCYMbTaLMA MO rPYyAHOMY BCKapMIMBaHWIO ANCTaHLMOHHO) 800
801.03{.001 Mpuem negnatpa Ana NonyyYeHns cnpaBku LIKona/aeTckuii caf (npegocTtasnseTcs B 700
JeTckuiA cag/Likony nocne 601e3HN, ANUTENbHOrO OTCYTCTBS)
B01.031.001 CnpaBka B 6acceiiH (Npy HaIM4MKM aHa/IM30B: COCKO6 Ha 3HTepo6Kno3, Kana Ha anua 800
reNbMUHTOB)
B01.031.001 CnpaBka 0 BpEMEHHOI HETPYAOCNOCO6HOCTM yyamxest Ao 18 neT (Popma 095/y)
-[loKyMeHT noaTBepXaaeT hakT 60/1e3HN CTYAEHTa, yHalleroca TEXHUKYMa U WKobl. CrpaBky 800
no ¢opme 095/y BblgaeT nevawuii Bpau.
B01.031.001 CrnipaBka 06 OTCYTCTBMU MH(EKLMOHHbIX 3260/1eBaHWi 800
B01.031.001 CaHaTOpHO-KypopTHas KapTa getam (popma 076/y ans neteid) 2000

B01.031.001 CnpaBka 15 feTcKux narepei n cekuuii (dopma 079/y) ??0TpakaeT gusnyeckoe
COCTOsIHVE pe6eHkKa. YTo6bI ee NoMyUnTb, 3anULLMTECH HA MPUEM K NeanaTpy U He 3abyabTe 800
B3ATb CEPTUDMKAT O NPUBUBKAX, COCKOD Ha 3HTEPOOBMO3, aHaIM3 Kasa Ha AliLa reflbMUHTOB

OdpTanbmonorus
Mpunémbl
B01.029.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpada-ofTasibMosiora nepBuYHbIN 1400
B01.029.002 Mpuem (oCcMOTP, KOHCY bTaLusl) Bpada-odTasbMosiora NoBTOPHbIN 1200

MaHwunynsummn/o6enesoBaHus



A02.26.015 OhTansMOTOHOMETPUSA - Vi3MepeHre BHYTPUINa3HOro faBfeHns (LeHa 3a Kaxjoe

n3mepeHue) 200
A12.26.016 ABTOpPe(MPaKTOMETPUS C Y3KNM 3PaykKoMm 150
A03.26.010 Onpe,qeneﬂme napameTpoB KOHTaKTHOM KOoppekuun (Nog60p OYKOB C 400
aBTOpepaKTomeTpureii)
A03.26.010 Onpep,eneljme napameTpoOB KOHTAKTHOM KOppeKuun (Noa60p KOHTaKTHbIX INH3 C 400
aBTOpedpakTomeTpueit)
A02.26.015 ToHoMeTpusa No Maknakosy 200
A02.26.015 MepumeTpus (onpeaeneHne nonei 3peHns) 400
A02.26.015 NMHEBMOTOHOMETPMSA (LeHA 3a KaXK40e N3MepeHue) 200
Xupyprusa
Mpunémbl
B01.057.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-xMpypra nepBuyHbIii 1400
B01.057.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-XMpypra noBTOPHbIiA 1200
B01.057.001 Mpuem (OCMOTP, KOHCYNbTaLUs) Bpada-xupypra nepBuYdHbIii (nepeg 800
3HJ0CKOMUYECKMM UCCNEAO0BAHNEM)
B01.057.002 Mpwrem (OCMOTP,KOHCYNbTaLMsa) Bpaya xvpypra rnoBTOPHbINA (MOc/e onepaun) 800
MaHunynaumn
A16.01.002 BckpbITve naHapumums (B TOM Ynce NapoOHUXUIA) 1500
A16.01.012 BckpbIThE 1 gpeHpoBaHme rierMoHsbl (abeuecca) (rmgpageHnTa B TOM Ymcne)-2 1900
KaTeropus C0XKHOCTH)
A16.01.011 BckpbiThe (ypyHKyna (kapbyHkyna) 1000
A16.01.027 YpaneHvne HOITeBbIX NMIaCTUHOK 2600
A16.30.060 VicceueHwne rny6b0KoOro nMraTypHoro cema 1800
A16.01.009 YwmBaHWe OTKPbITOW paHbl (6€3 KOXXHOW nepecaskm) 1500
A16.30.069 CHATME nocneonepaunoHHbIX LWBOB (uratyp) 500
A16.01.001 YpaneHne noBepPXHOCTHO PAaCNONOXEHHOro MHOPOAHOrO Tena 1000
A11.04.005 MNyHKLMA CUHOBUAbHOL CYMKUM CycTaBa 1000
A11.30.024 MyHKLMA MSATKUX TKaHei 1100
A16.01.012 BekpbiTue 1 ApeHnpoBaHme hiermoHbl (abeuecca) (rmgpageHnta B ToM uncne)-1 1300
KaTeropus CoXHOCTU)
A16.01.008.001 Hano>keHne BTOPUYHbIX LLIBOB 2100
A16.01.004 Xnpypruyeckas 06paboTKa paHbl UM MHULUPOBAHHOW TKaHM (63 yLLMBaHUA 200
paHbI)
A16.01.004 Xmpypruyeckas 06paboTka paHbl NN MHPULMPOBAHHOW TKaHW (C yLUMBaHMEM PaHbl) 2000
A15.01.001 HanoxxeHwne rnoBasKu Npu HapyLLeHUN LIeNIOCTHOCTU KOXKHbIX MOKPOBOB 400
A15.01.002 HanoxxeHre NOBA3KM NPY THOMHBIX 3a60/1eBaHNSAX KOXW 1 NMOLKOXHOM KNeTvaTku 1000
A11.01.001 Broncus Koxkn (3abop maTtepuana) 400
A16.30.076 BCKpbITME reMaToMbl MSAFKUX TKaHel 1400
A16.01.028 YpganeHne M0O3011 (CTEP>KHEBOW) 500
A16.01.016 YpaneHue atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHne atepombl (1-3 cM, 1 aieMeHT) 1500
A16.01.016 YpaneHue atepombl (3-5 cm, 1 anemMeHT) 1900
A16.01.017 YganeHue go6pokavyecTBEHHbIX HOBOOGPa3oBaHUi KOXu (1-3 cM, 1 anemeHT) 1300
A16.01.017 YpaneHne o6poKayecTBEHHbIX HOBOOBGpPa3oBaHuUiA KOXu (3-5 cM, 1 anemMeHT) 1500
A16.01.017 YganeHne fo6poKayecTBEHHbIX HOBOOBOpPa3oBaHuUiA KOXW (3-5 cM, 1 anemeHT) 1900
A16.01.017 YpaneHne obpokavyecTBeHHbIX HOBOOOGPa30BaHUin KOXu (CBbille 5 cm,1 anemeHT) 2400
MepeBsA3Ka YNCTbIX paH 500
A16.01.018 YnaneHue fo6poKayecTBEHHbIX HOBOOGPa30oBaHWIA NOAKOXHO-XXMPOBOI KneTyaTku 1300
(nmnoma, mnbpoma, rurpoma 0,5-1 cM-1 31EMEHT)
A16.01.018 YganeHne fO6pOKaYeCTBEHHBIX HOBOO6GPA30BaHWUA NOLKOXXHO->KUPOBOIA K/leTHaTKu 1500

(nmnoma, hmbpoma, rurpoma OT 1-3 cM-1 sanemeHT )



A11.01.001 Bruoncus Koxku (3abop Mateprana) 400

A16.01.003 Hekpaktomus 2000
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHel OT 1 cm-3cM 1 anemeHT 1300
A16.30.032 VicceueHne HOBOOGPa3oBaHWSA MSATKMX TKaHel oT 3cM -5 cM 1 anemeHT 1900
A16.01.018 YganeHue o6poKayecTBEHHbIX HOBOOOPa30BaHMWii NOAKOXHO-XXMPOBOI KneTyaTku 1900
(nmnoma, hmbpoma, rurpoma ot 3 cm -5 cM 1 afnemeHT)
A16.01.003 HekpaKTOMUS (2 KaTeropum CroXXHOCTH) 2600
A16.01.023 VcceueHune py6uoB Koxu (0T 0,5 -1cM 1 anemeHT) 1500
A16.01.023 NcceueHune pybLoB KOXM (0T 1 cM-3 ¢M 1 1 3anemMeHT) 1900
A16.01.023 NcceueHure pybLoB KOXM (0T 3 ¢M -5 cM 1 anemeHT) 2400
A16.01.030 VcceueHwne rpaHynaumm (1 kKateropum CnoXHoOCTH) 2400
A16.01.030 VcceuveHune rpaHynaumm (2 Kateropmm CNodXXHOCTN) 3100
A16.30.069 CHATME nocnieonepaLMoHHbIX LBOB (1uUratyp), MeTa/lIM4ecKnx CKo60oK 1000
ABLOMUHaNBbHAA XMPYpPrus
A16.30.007.001 ApeHnpoBaHne GPOLLHOM NOMOCTY MO KOHTPOEM YNbTPa3ByKOBOrO 19000
nccnefoBaHusA
A16.30.043.002 TpaHcKaTeTepHOE leveHre abeLeccoB GPIOLLHOA NONOCTU N0 KOHTPOEM 14800
YNbTPa3ByKOBOro 1cCnefoBaHnA
A16.30.043.003 [lpeHnpoBaHne GPIOLLHOM NOMNOCTU 1 3aBPHOLLMHHOIO NPOCTPAHCTBA NOJ, 26000
KOHTPO/IEM Y/IbTPAa3BYKOBOTO MCCNeA0BaHUA
A16.14.018.003 ApeHnpoBaHue KUCTbI, abeLiecca neyeHn YpeckoXHoe 11000
A16.30.004.003 Onepauus npy Masioli 1 cpeaHeli nocneonepaunoHHoN rpbhbke (nerkas popma) 42300
Onepauusi Npy 60/bLLIOK NOC/IEONepPaLMOHHON rpbbke 56400
A16.30.004.007 Onepauus Npv rMraHTCKOM NocneonepaLMioOHHON rpbiXke 65000
A16.30.004.016 OnepaTMBHOE NieUeHre NOCNeonepaLoHHON FPLRKK C UCNOIb30BaHNEM 55000
ceTyaTbIX UMMIaHTOB
A16.30.001.002 OnepaTBHOE NleyeHne NaxoBO-6eAPEHHON FPbPKN C MCMOMb30BaHWEM CETUATbIX 35000
WUMMNIaHTOB
A16.30.002.002 OnepaTBHOE fieyeHne NYNOYHOM rPbDKM C UCMO/Ib30BaHNEM CETUATbIX 35000
WUMMIaHTOB
A16.30.001 OnepaTBHOE NeyeHne NaxoBoii (6efpPEeHHOI) FPbPKN (OTKPbITLI METOA) 23100
A16.30.002 OnepaTrBHOE NeYeHne NynoYHOW rpbiku (OTKPbITLI METOA) 20000
A16.14.009.002 Xo/1eLuncTaKToMmsA nanapockonmnyeckas 35000
A16.19.018 YganeHne NHOPOLHOIO Tena NPSMOi KMWKn 6e3 paspesa (AHOHUMHO) 15000
A16.30.004.004 Onepauus npy Masioli U cpeaHeli nocneonepaLnoHHO rpbbke (CNoXKHas 46000
(opma)
A16.01.018 YganeHne go6pokavyecTBEeHHbIX HOBOOOGPA30BaHWNN MOAKOXKHO-XXMPOBOW KeTyaTku 6500
(nMnoma, rnbpoma, rurpoma ot 5 cM A0 10 cM -1 3nemMeHT )
A16.01.018 YganeHve 406poKa4eCTBEHHbIX HOBOOOPA30BaHW MOAKOXHO-XXMPOBOW KNeTHaTKM 12000
(nunoma, prnbpoma, rurpoma ot 10 cm 1 6onee -1 anemeHT )
A16.30.032 NcceveHre HOBOOGPaA30BaHUS MATKUX TKaHel (0T 5 cM o 10 cm - 1 afnemeHT ) 6500
A16.30.032 VcceueHne HOBOOOpa3oBaHMsA MArkux TkaHei (o1 10 cm 1 6onee - 1 sanemeHT ) 12000
A16.30.006 JlanapoTtomus 34200
A16.30.006 JlanapoTtomMus 65000
A16.18.022 Pa306LieHMe cpaLleHuiA NMpy cnaevyHo HeNpPoOXoaAMMOCTH 28000
A16.18.022.001 Pa3o6LieHme cpaLleHniA Npy cnaeyHom HeNPOXOANMOCTU C UCNO/b30BaHMEM 30000
BWAE03H0CKONNYECKNX TEXHONOTUIA
A16.22.002 TupeonsaKkromms 120000
A16.22.001 l'eMUTUPEOUASKTOMUSA 55000
lepHMonnacTnka
A16.30.004.010 Slanapockonuyeckas niacTMka nepegHein OPIoLWHONM CTEHKN NPy rpbbkax 1 40000
KaTeropumsi CI0OXKHOCTU
A16.30.004.010 /lanapockonuyeckas nnactnka nepefHei 6pLoLLIHOM CTEHKN NpK rpbbkax 2 55000

Kateropusa cyioXXHOCT1



A16.30.004.010 /lanapocKkonuyeckas niactmka nepegHen 6poLWHON CTEHKN NpY rpbbkax 3
KaTeropusi CI0XKHOCTU

AHann3sbl

MMcToNnornyeckoe nccnefosaHe 6UONCUAHOTO MaTepuana n Marepuana, Noly4eHHOro nNpu
XMPYPruyeckmx BmeLlaTenbCTBax (3HLOCKOMNMYECKOro MaTeprana; TKaHeli XXeHCKO NonoBoii
CUCTEMbI; KOXW, MATKWX TKaHel; KPOBETBOPHOWN 1 NMMMMOUAHON TKaHe; KOCTHO-XPALLEBOWA
TKaHu)

A08.30.046 MNaToN0ro-aHaTOMUYECKOE UCCNeA0BaHNe BUONCUAHOIO (ONepaLoHHOrO)
marepuana

Y3 B3pocibiM
¥Y3W cocypos

A04.12.005.003 Y3 akcTpakpaHuaibHbIX 6paxmoLedanbHbiX apTepuii (aptepun Lwen)

Y3W-komnnekc nepef cteHTupoaHmem (Y34 BLIA + gonneporpadus aptepuii BEPXHUX
KOHEeYHOCTel)

Y3-komnnekc nepeg cteHTnpoBaHuem (Y34 BLIA + gonneporpagus apTepuin HUXHKX
KOHEYHOCTeMn)

AynnekcHoe ckaHMpoBaHue HIMB 1 noaB3a0LLIHbIX BEH

A04.12.001.004 TpunneKcHOE CKaHMPOBaHWE apTepuii NOAB3A0LWHO-6ePEHHOIO CErMeHTa
A04.12.001.004 TpunaeKcHOE CKaHMPOBaHUE apTepuUii NOAKIHUNYHOIO CErMEHTa
A04.12.001.001 Y3W apTepuii HMXHKX KOHEYHOCTEN

A04.12.002.002 Y3 BeH HWXHUX KOHEYHOCTe

A04.12.002.001 Y3 apTepuii  BEH HUXKHNX KOHEYHOCTe

A04.12.002 Y3 apTepuii n BEH BEPXHUX KOHEYHOCTE

A04.12.002.003 Y3 BeH BepXHUX KOHEYHOCTEN

A04.12.001 Y3V apTepuii BEpPXHUX KOHEYHOCTEN

Y3 6paxvouedanbHbix apTepuid (apTepun Luemn)+KoHCynbTaums HeBpoiora

A04.12.014 Y3 cocyaoB NOpTa/ibHOM CUCTEMBI

A04.12.001.006 Y31 cocyaoB ronoBHOro Mo3ra 6e3 cocyfoB Leun(TpaHcKpaHuabHbI gonnep)

¥3W cocyi0B ronoBHOrO MO3ra (TpaHCKpaHWasbHbIA foniep)+3keTpakpaHuabHbIX
6paxuoLiedhanbHbIx apTepuii

A04.12.022 Y3 BeH Ta3a

A04.12.001.002 Y3 noyeyHbIx apTepuia

A04.12.003 Y3/ 6ptoLLIHOI aopThl

A04.12.003.001 AiynnekcHoe cKaHMpOBaHWe GPHOLLHOW aopTbl U e BUCLLePasIbHbIX BETBEN
A04.12.003 AynnekcHoe CKaHMpOBaHWe aopTbl

A04.12.014 AlynnekcHOe CKaHMPOBaHWe COCY0B renaTtobuinnapHo 30HbI

A04.12.005.003 lynnekcHoe ckaHMpoBaHue bpaxmoLedanbHbIX apTepUii ¢ LBETHLIM
[ONNNEPOBCKUM KapTMPOBAHMEM KPOBOTOKA

Y3 WwmToBMAHOW Xenesbl
A04.22.001 Y3W LWMTOBUAHOI >Kenesbl

Y3W WMTOBUAHO YKenesbl C pervoHapHbIMU IMME0oy31amu

A04.22.001.001 Y31 LWUMTOBULHOW >KeNe3bl C permoHapHbIMU IMMGOY31amu ¢ anactorpagueit

Y3W CNOHHbIX XKenés

Y3 opraHoB GpIOLLIHOI NOMNOCTH

A04.16.001 Y3/ 6GptoLLIHO NONOCTY (MEYEHb, XKENUHbIM Ny3blipb, NOMKENYL0YHASA YKEeNe3a,
ceneseHka)

Y3 GploLLHOI NonocTU(neyeHb, XXenUHbIii My3bipb, NOAKENy40YHas XKenesa, CeneseHKa, MoK,

HagNoOYeYHUKM, MOYEBOI NMy3bipb)
A04.06.001 Y3 ceneseHku

A04.15.001 Y3 nogykenyao4vHo »xenesbl

A04.28.002.005 Y3 mo4ueBOro nysbips ¢ onpeaeneHneM OCTaToOuHON Moun
A04.14.001 ¥3M neyeHun

A04.14.002 Y3 >kenyHoro nysblps
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A04.14.002.001 Y3 >ken4HOro ny3sblpsi C PyHKUMEN
A04.18.001 Y3 anneHamkca (CNENon KALLKK)
¥Y3W opraHoB 3a6pHOLUMHHOIO MPOCTPaHCcTBa
A04.28.002.001 Y3 no4yek 1 MOYEBOro Ny3bIps
A04.22.002 Y3V Hagno4yeyHKOB
A04.28.001 Y3/ noyek 1 HagMnoYe4yHNKOB
A04.28.002.001 ¥3M noyek
A04.28.002.003 Y3 moueBOro nysbips
Y3 MOLLOHKM
A04.28.003 Y3/ opraHoB MOLLOHKMN
Y3 cepaua
A04.10.002 3xokapamorpadus ¢ 4ONNJIepoBCKUM aHanM3oMm (y3u cepgua+aonnep)
Y3 obwme
A04.01.001 Y31 MSArKMX TKaHel (0gHOW 30HbI)
A04.09.001 Y31 nneBpasibHbIX NOMOCTEN
A04.28.002.003 Y3 opraHoB Masioro Tasa (My>CcKoe 1ccnegoBaHume)
A04.18.001 YnbTpa3ByKOBOE UCCNef0BaHME TONCTON KALLKKN
Y3 numdaTnyeckux y3nos
A04.06.002 Y3 AumMmdaTnUecKmX y310B 3a6POLLNHHbIX
A04.06.002 Y3 numMmdaTUUECKMX Y3/10B HaAMOYEUHbIX
A04.06.002 Y3 numatnyeckmx y3noB naxoBblx
A04.06.002 Y3U numdaTnyecknx y3nos NOAKIHUNYHbIX/HALKNHOUYNYHbIE
A04.06.002 Y3U numdaTtnyeckmx y3nos nogmbiLeYHbIX

A04.06.002 Y3 numaTyeckunx y3nos Luen

A04.06.002 Y3 numoy3nbl Wwewn, Haa/NnoaKNHUYNYHbIe, NOAMbILLEYHbIE, 3a0PIOLLNHHbIE,
rnaxoBble

Y3 npepacratenbHo »Kenesbl
A04.21.001 Y3W npeacTatenibHO Xenesbl TpaHcabLoMUHaIbHOE

Y3 npeactatensHoOM xenesbl TpaHcpekTanbHoe (TPY3N)

¥Y3W npeacTatenscHoi xenesbl TpaHecpekTasibHoe (TPY3WM)+Y3 MoueBOro nysbipsi+ octatouHast
Moua

A04.21.001.001 Y3 npeacTaTenibHO »kenesbl TpaHcab40MUHaNbHOE + OLLeHKa OCTaTO4YHOA
MOoumn

Y3 npeacTatenbHON Xenesbl TpaHCPeKTaibHOe+0LeHKa OCTaTOUHON MOUn
Y3 MOMIOYHbIX >Xenés

A04.20.002 ¥YnbTpa3ByKOBOE UCCefoBaHNe MOMOYHbIX XKefe3

Y3 MOnoYHble Xenesbl C OCMOTPOM PErMOHAPHBIX 30H € anacTorpaduer
Y3 6epeMeHHbIX U TMHEKONOTUsi

A04.30.010 ¥YnbTpa3ByKOBOe 1ccnefoBaHne opraHoB Masloro ta3a KOMIIeKCHoe

A04.30.001 YnbTpa3ByKOBOe 1ccefoBaHWe nnoja (AMarHocT1Ka Ha paHHUX CpoKax
6epeMeHHOCTI)

A04.30.001.001 YnbTpasByKOBOE UCCNeAoBaHMe Noga Npu cpoke 6epeMeHHOCTU [0
TpYHaaUaTu Hegenb (BHE CKPUHWNHTA)

A04.30.001.007 ¥nbTpa3BykoBOe nccnegosaHue nnoga s lll pumectpe 6epemMeHHOCTH

A04.12.024.003 YnbTpa3BykoBas gonnnaeporpagus naogoBOro KPoBOToka (Jonnnepomerpus
6epeMeHHbIX II-11l TprmecTp)

A04.04.001 YnbTpa3ByKOBOE UCCNefoBaHMe cycTaBa (JOHHOrO COUIEHEeHUS)
A04.20.003 YnbTpa3ByKoBOe UccnegoBaHmne (GonankynoreHesa (nepBrMyHoe)
A04.20.003 ¥YnbTpa3BykoBOe uccnefoBaHue honamkynoreHesa (MOBTOPHOE)

A04.20.001.004 YnbTpa3ByKOBOE UCCNEfOBAHME LLEAKN MATKK (Y3-LLepBUKOMETPNS)
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A04.30.001.002 ¥YnbTpa3ByKOBOe uUccnefoBaHUe nnoga B pexxume 4D (8o 26 Hepensb,

2500
onpegeneHue nona, 3anncb Ha auck, lgpotorpadus)
A04.30.001 YnbTpa3ByKoBOe UccnegoBaHmne naoga Bo |l tpumectpe 6epeMeHHOCTH 1200
A04.30.001.002 YnbTpa3sykoBOe uccnefoBaHue nnoga s pexxume 3D 1350
A04.30.001.001 YnbTpasByKOBOE UCCNeaoBaHme Naoga Npu cpoke 6epeMeHHOCTU A0 1500
TPUHaguaTty Hegenb (MHOronnogHas 6epeMeHHOCTb BHE CKUPUHATA)
A04.12.024.003 YnbTpa3BykoBas gonnneporpagus naoLoBoro KPoBOToka (MHOronnogHas 1500

6epeMeHHOCTb) (JonnnepomeTpus 6epemeHHsbIx lI-Ill TpumecTp)

A04.30.001.006 YnbTpa3ByKOBOe CKPUHUHIOBOE UCCNef0BaHNe Npu cpoke 6epeMeHHOCTU
feBATHafLUaTas - fBafLuaTb nepsas Heflen Mo OLeHKe aHTeHaTa/lbHOro PasBuTUSA NIOAOB C
LieNIblo BbISBNIEHWSA XPOMOCOMHbIX aHOMa/INiA, NOPOKOB Pa3BUTUS, PUCKOB 33ePXKn pocTa 2000
nnoaa, NpexxaeBpemMeHHbIX POA0B, NPE3KIAMICUN MPU MHOTFOMIOLHON 6epeMeHHOCTH
(ckpuyHUHT 1)

A04.30.001.008 YnbTpa3ByKOBOE McCnefoBaHWE NAoA0B B Il TpumecTpe MHOron0AHOM

2000
6epeMeHHoCTH
A04.30.001.002 YnbTpa3ByKOBOE McCnefoBaHue naoja B pexxvme 4D npy MHOTOMNI04HOM 3500
6epeMeHHOCTU (0 26 Hefenb, oNpeAeneHne Nona, 3anuck Ha ANcK, 1 otorpadus)
A04.30.001.002 YnbTpa3ByKOBOe UcCneaoBaHme naoga B pexxume 3D npy MHOTrona04HOM 2000
6epeMeHHoCTH
MyHKuMA nof KoHTponem Y3U
A11.06.001.001 MyHKUMA N"MMDATUYECKOTO y3/1a Noj KOHTPOEM Y/bTPa3ByKOBOro 900
nccnefoBaHUs
A11.20.010.003 MyHKLMs HOBOOGPA30BaHNA MOIOYHOM XKene3bl NpuLenbHas NyHKUMOHHasA Noj 900
KOHTPONEM YNbTPa3ByKOBOroO MUccnefoBaHUA
A11.22.002.001 MyHKUMSA WUTOBUAHOM U NapaLLUTOBUAHOM Xene3bl Nofg KOHTPONeM 900
YNbTPa3ByKOBOTO NCCNeA0BaHUA
A11.30.024.001 MyHKUUS MATKUX TKAHE NOA KOHTPO/IEM YNbTPa3ByKOBOIO 1CCNeL0BaHNA 900
Y3W cycTtaBoB
A04.04.001 ¥YnbTpa3ByKOBOE 1UcC/efoBaHuMe cyctasa (nseyeBoro) 1 cycras 900
A04.04.001 YnbTpa3ByKOBOe UccnegoBaHmne cyctaBa (TOKTeBOro) 1 cycraB 700
A04.04.001 YnbTpa3ByKOBOE 1ccnefoBaHme cyctasa (KMCTK) 1 KUCTb 800
A04.04.001 YnbTpa3ByKkOBOe MUcCnefoBaHWe cycTasa (flyvesansctHoro) 1 cycraB 800
A04.04.001 YnbTpa3ByKOBOe uUcCefoBaHUe cycTaBa (KoneHHoro) lecycras 800
A04.04.001 ¥YnbTpa3ByKOBOe UcCefoBaHUe cycTaBa (rofeHocTonHoro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOE UccnegoBaHme cyctasa (MabLeB KMCTK unn Tonbl) 1 nanew, 600
A04.04.002 YnbTpasByKOBOE UCCNeA0BaHNE CyXOXUINIA (axninoBa CyxXoXXnIms) 600
A04.12.022 AynnekcHOe CKaHMpOBaHMe COCyA0B Masioro Tasa 1400
¥Y3W HepBOB
A04.24.001 YnbTpa3ByKoOBOe UccnegoBaHne nepudepuyeckmx HepBoB (04Ha aHaToMuyeckas 1100
0o6nacTb)
A04.24.001 ¥YnbTpa3ByKOBOE 1UCC/efoBaHme neputepuyecknx HepBoOB (04Ha aHaToMU4Yeckas 3200
obnacTb)
PyHKUMOHaIbHAA AMarHoCTMKa
B03.037.001 NccnepgoBaHue (hyHKUUM BHELLHETO AblXaHUA 500
A05.10.006 PernctpaLms anekTpokapgmorpaMmmsl. PaclumgpoBka, onvcaHue 1 MHTepnpertaums 500
3NeKTPoKapANorpayecKnx gaHHbIxX
A02.12.002.001 CyTouHOE MOHUTOPUpPOBaHueE Af] 1200
A05.10.008 XontepoBckoe moHUTOpUpOoBaHue Kl B TeyeHue 24 yacoB 2000
3KI + XonTtepoBckoe MoHUTOppoBaHue 3Kl B TeyeHne 24 yacoBs 2200
A12.10.001 3KT (Peructpauns anekTpokapanorpaMmmbl + paclingposka, onucaHve u 750
WHTEpNpeTauus 3NeKTPOKapaMoprathnyecknx AaHHbIX) ¢ OM3NYECKOM Harpy3Koi
MccnepoBaHme (hyHKLMW BHELLHETO fbIXaHNs ¢ GPOHXONNTUKOM 750
A05.23.001 3nekTpoaHLedanorpadms 1100
A12.10.001 3nekTpokapanorpadus ¢ pr3nyeckon Harpyskoii 750

SHAOKpPUHOMOrnA

Mpunémbl



B01.058.001 Mpurem (oCcMOTP, KOHCYbTaLus) Bpaya-aHAOKPUHOIOra NepBUYHbIIA 1400

B01.058.002 Mpwuem (0CMOTpP, KOHCYNbTaLus) Bpaya-3aHA0KPUHONOTra MOBTOPHbINA 1200

MaHumynaumnn

MHekonorus

Mpunémbl
B01.001.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-rmHeKosiora nepBuYHbIii 1500
B01.001.002 Mpurem (oCMOTP, KOHCY/bTaLus) Bpaya-rMHeKoora noBTOPHbIN 1300
B01.001.002 Mpuem (nocne onepawymm) Bpada-rmHeKonora noBTOPHbIN 800
B01.001.001 Mpwuem (0CMOTP, KOHCYNbTaLMs) Bpada-akyLlepa-rmHeKkonora neperyHsbli (No 1500
Bonpocam 6ecnnogms)

MaHunynsaumn
A11.20.011 Broncus LWeWnkn MaTkn 1500
A11.20.014 BeepeHue BMC 1500
A11.20.008 Pa3genbHOe AMarHoCTMYeCKoe BbiCKabnnmBaHme nofocTy MaTku 1 LiepBUKanbHOIo 5400
KaHana
A11.20.008.001 Pa3genbHOE ANArHOCTMHECKOE BbICKab/IMBaHWE MOMOCTU MaTKn 2900
A11.20.002 Mony4yeHue LepBMKasIbHOrO Maska 450
A11.20.003 Broncus TKaHel MaTku 800
A03.20.001 Konbnockonus 1000
A11.20.015 YpaneHvie BHyTpMMAaTOUHOM cnvpanm 500
A16.20.036 Xvpypruyeckoe neyeHne 3a601eBaHN LWENKN MATKM C MCNOb30BaHNEM Pa3/INYHbIX 2100
3Heprui
A08.20.004 AcnpuaunoHHasa 6uoncus saHgoMeTpusa 3oH40M Malinens (6e3 ctoMmocTn 1400
rMCTONOrMYECKOro NN OHKOLMTONIOrMUYECKOrO UCCelOBaHs)
A11.20.015 YganeHve BHYTPMMATOYHOM cnvpanu 500
A14.20.002 BeegeHve, N3BeYeHNE aKyLLIEpPCKOro pasrpykaroLero noAaep>KMBatroLero KonbLa 900
(neccapws)
A16.20.036.001 dneKTpoanaTepMOKOHU3aLIMSA LEAKA MaTKK 7500

OnepatuBHOE fleveHne
A16.20.038 Onepayumn no noBogy 6ecnnogmsa Ha npugatkax MaTku 39000
A16.20.016 VcceueHre MaTOYHOIO OMOPHOrO annapara 39900
A16.20.017.001 YpaneHne napaoBapuaibHOW KUCTbI C UCMO/b30BaHUEM BUAEO3HA0CKOMMUYECKUX 34900
TexHonorui
A16.20.004.001 CanbnUHrakTOMMS C UCMOJIb30BAHNEM BUAEO3HLOCKOMUUYECKUX TEXHONOT NI 30900
A16.20.003.001 CanbnmMHro-o0popaKTOMMA C NCMO/Ib30BaHNEM BUAEO3HAOCKOMNYECKNX 36900
TEXHOOIUIA
A16.20.041.001 CtepnnmsaLmsa MaTOUHbIX TPY6 € NCNOMb30BAHUEM BUAEOIHLOCKOMMYECKUX 29900
TexHonorui
A16.20.001.001 YganeHue KUCTbl AMYHUKA C UCMO/Ib30BaHNEM BUAE03HAOCKOMNUYECKNX 34900
TEXHONOrnii (0AHOCTOPOHHEE)
A16.20.001.001 YganeHve KUCTbl ANYHMKA C MCNOJIb30BaHMEM BULEOIHAOCKOMNYECKMX 37900
TEXHONOIMIA (4BYCTOPOHHEE)
A16.20.003.001 O0(hop3KTOMMS C UCNOJIb30BAHUEM BUAEO3HAOCKOMUYECKNX TEXHOMNOT NI 30900
A16.20.010.001 Cy6TOTasIbHaA rMCTEPIKTOMMS (@aMMyTaLmsa MaTKn) C MCMOb30BaHNEM 73900
BVAEO03HOCKOMUYECKNX TEXHONOT N
A16.20.010.001 Cy6TOTaIbHaA rMCTEPIKTOMMS (aMnyTaLmsa MaTKn) € UCMNONb30BAHMEM 75900
BVAE03HOCKOMUYECKUX TEXHONOTNIA 2 KaTeropusi CI0XKHOCTU
A16.20.010.003 Cy6TOTa/IbHasA TMCTEPIKTOMUS (aMMyTaLmsa MaTKM) ¢ NpuaaTkamu ¢ 74900
NCMOMb30BaHNEM BUAEO3IHAOCKONMNYECKMX TEXHONOMMIA 1 KaTeropus CoXHoOCTn
A16.20.010.003 Cy6TOTa/IbHas FTMCTEPIKTOMUSA (amnyTauma MaTku) ¢ npugatkamm ¢ 84900
UCMOMb30BaHNEM BUAEO3IHAOCKONMNYECKMX TEXHONIOMTMIA 2 KaTeropus CrI0XKHOCTA
A16.20.010 Cy6TOTaIbHasi TMCTEPIKTOMUS (aMMyTaLmsa MaTKM) nanapoTomMmyeckas 58900
A16.20.011.001 ToTanbHas rMcTEPIKTOMUA (TMPNALMsA MaTK1) C UCNO/b30BaHNEM 83900
BVAE03H0CKOMUYECKUX TEXHOOT A
A16.20.011.001 ToTanbHas rMCTEPIKTOMMUSA (IKCTUPNALMA MaTKK) C UCMO/Ib30BaHNEM 94900

BNAEO3HAOCKOMNYECKNX TEXHONOrni



A16.20.011.002 ToTa/lbHas rMCTEPIKTOMUSA (3KCTUPNAaLLMA MaTKM) ¢ NpuaaTkamu
lanapoToMuyeckas

A16.20.011.002 ToTanbHasa rmcTepakTtoMumsa (IKCTUpNaLmsa MaTku) ¢ npugatkamm
lanapoTtoMuyeckas 2 KaTeropus CNoXxXHOCTn

A16.20.063 IkcTMpnaums KynbTu LIENKN MaTKn

A16.20.033 BeHTpohmKcaLms MaTkm

A16.20.012 BnaranuiiHas aKcTMpnaums MaTku ¢ N1acTMKOW CTEHOK Bnaranmia
A11.20.003 Broncus AM4YHUKOB

A03.20.003 Jlanapockonus gnarHoctnyeckas

A16.20.042.003 YpeTponeKkcusi CBO604HON CUHTETMYECKOW MeTNel TpaHCO6TYpaTOpHbIM
goctynom (metog TOT)

A16.20.061.001 Pe3ekums AMYHMKA C MCNOMb30BaHNEM BUAEO3HAOCKOMNYECKUX TeXHoNorui (1
KaTeropus CI0XKHOCTH)

A16.20.061.001 Pe3eKuna ANYHUKA C UCMOb30BaHNEM BMAEO3HAOCKOMMYECKUX TEXHONOTNiA (2
KaTeropusi CI0XKHOCTN)

KOHcepBaTUBHO - NiacTMYecKre onepaumm

A16.20.035 MMOM3KTOMUS (3HYK/IeaLMss MMOMATO3HbIX Y3/10B) C UCMONb30BaHEM
BWAE03HOCKONNYECKNX TEXHONOTMIA (NanapoToMus)

A16.20.035.001 M1UOM3KTOMUS (3HYKeaLmnst MMOMAaTO3HbIX Y3/10B) C MCMO/Ib30BaHNEM
BUAEO03HOCKOMMYECKUX TEXHONOTNA1-0l4 KaTeropmm CNOXXHOCTU (-1anapocKonusl)

A16.20.035.001 M1UOM3KTOMUSA (3HYK/IeaLumst MMOMAaTO3HbIX Y3/10B) C UCMNO/Ib30BaHNEM
BUE03HA0CKONNYECKMX TEXHOMNOMNIA 2-0l4 KaTeropum C0XKHOCTM (- 1anapocKonms)

A16.20.028.002 Onepauuv Npu OnyLLEeHWN 3aHER CTEHKM Blaraiviia
A16.20.028.003 Onepauuum Npu onyLLeHUN NepeaHen CTeHKM Braraiuwia
A16.20.083 KonbnonepuHeoppagusi n neBatoponiactnka

A16.20.023 MNMnactnka NpoOMeXxXHOCTW nocse 3nNn3noTomMmum

A16.20.065 PacceueHne neperopojku Bnaranuniia

A16.20.063.018 Bbicokas amnyTauus WenKn MmaTku

A03.20.003 l'ictepockonus

A03.20.003.001 McTtepopeseKTockonusa 1 kateropuu CNoXKHOCTH
A03.20.003.001 M'cTepOpe3eKTOCKONUA 2 Kateropuu CI0XKHOCTN

A03.20.003.001 I'vctepope3eKToCcKONUA 3 KaTeropum CNoXHOCTH

MaJible TMHEeKoIorMyeckne onepaum

A16.20.066 PacceueHne cuHexmii Masbix NOMOBbLIX ry6

A11.20.018 MNMyHKUMA 3agHEro cBoja Bnaraimiia (6e3 CTouMocTy LMTO/IOTMYECKOro
nccnefoBaHns)

A16.20.059 YpaneHve NHOPOAHOIO Tefla 13 Bnarasimwa

A16.20.059.001 YpaneHne HoOBOOGpa3oBaHMA Blarama

A16.20.036 Xnpypruyeckoe neveHne 3aboneBaHuii WEVKM MaTK/ C UCNOJIb30BAHWNEM Pa3/INYHBIX
3Heprui

A16.20.091.001 BckpbiThe abeLiecca 6apToONMHOBON Xenesbl

A11.20.008.001 BbickabnmBaHve LiepBUKaNIbHOTO KaHana 1 NoiocTn MaTtku ¢ brorncuei
A11.20.008.002 Pa3fienbHOe AMarHOCTUYecKoe BbiCKabMBaHWe LiepBuKasibHOro KaHana
A16.20.006 Pe3eKuusa LWeiK1 MaTKn

A16.20.007 MnacTuka WeKn Matku

A11.20.008 Pa3fenbHOe AMarHoCTMYecKoe BbiCKabnmBaHme NofocTy MaTku 1 LiepBUKaNbHOTro
KaHana

A11.20.008.001 Pa3genbHOE AUArHOCTMHECKOE BbICKab/MBaHWE NOAOCTU MaTKn

JcTeTnYecKas rmHeKoNnoruns

A16.20.098 Pe3ekums Masbix NONOBbIX ry6 (1 KaTeropms CNOXHOCTN)

A16.20.098 Pesekumsi Masiblx NOMOBLIX Ny6 (2 KaTeropus CNOXHOCTA Mas1.No/oBble
ryobl+KpanHas nnoTb KNutTopa)

A16.20.083 KonbnonepnHeoppadus u nesatoponnactmka

A16.20.029 Onepauunmn Ha KnmTope

76900

87900

92900
35900
77900
1100
19000

60750

35000

40500

58900

39900

61900

20900
20900
38900
31900
21900
21900
17000
26900
33900
39900

4100

2900

950
3900

5900

2800

2000

2700
42000
28900

5400

2900

27770

41000

46000
27770



A16.20.024 PeKOHCTPYKUUA Bharaiva 63000

A16.20.028.005 MaH4yecTepckas onepauus (1 kaTeropmm CnoXXHOCTH) 49000
A16.20.028.005 MaHuecTepckas onepawms (2 kateropum CroXHOCTM) 60000
A16.20.019 PeKkoHCTpPYKLMA Bnaraavila + BocctaHoBNIEHNE MAaTOYHOrO OMNOPHOro annapara 120000
A11.01.013 BBegeHMe UCKYCCTBEHHbIX HAMOHUTENEN B MSITKME TKaHU C LielbH0 KOPPEeKLMn 10200
thopmbl
A11.01.013 BBefieHME UCKYCCTBEHHBIX HAMOMHUTENEN B MATKUE TKAHW C LIENbH0 KOPPEKL MM 14900
thopmbl
A11.01.013 BBeaeHme NCKYCCTBEHHbIX HAMOHUTENEN B MSATKME TKaHW C LIe/IbH0 KOPPEKLMM 26900
thopmbl
AHannsbl

BbisiBneHune Bo3dyauteneii UMMM (7 + KBM), COCKO6 anuTeNnasnbHbIX KNeTOK YPOreHUTa/lbHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

BoisiBneHune Bo3byautenein UMMM (4 + KBM): onpegenexHve AHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, HK yenoseka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nanunnomsl Yenoseka BbICOKOro OHKOreHHOro pucka, onpegeneHve AHK 16 n 18 tunos

+ KBM B cockobe anuTenuanbHbIX KNeTok yporeHutansHoro Tpakra (HPV DNA, Scrape of 385
Urogenital Epithelial Cells, 2 Types (16, 18))

Brpyc nanuinombl YesoBeka BbICOKOrO OHKOreHHOro pucka, reHotmnuposanve AHK 14 tmnos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cocKObe anutenvanbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OunddepeHumpoBaHHoe onpegeneHne AHK BMY (Bupyc nanunnomsl Yenoseka) 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenuanbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

lFoHoKOKK, onpegeneHue AHK B cockobe anntennasnbHbIX KNEeTOK ypOreHUTalbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopes), onpefeneHve YyBCTBUTENbHOCTU K
aHTMMNKPOGHbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BakTepuanbHbIii BarmHo3 (Bacterial Vaginosis, BV) 1694
Xnamuams (Chlamydia trachomatis), onpegenernve JHK B cockobe anutenvanbHbIX KNeToK

yporeHutansHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)* 275
A08.20.017.002 XXunpgkoctHasa LuTonorms. LLVlTonoerquK_oe nccnefoBaHne Griomartepuana Leiku 1320
MaTKu (OKpalumBaHue o MNanaHukonay, TexHonorns ThinPrep®)

A08.20.004 LinTonornyeckoe uccnegosaHue acnvpara 13 nosiocTy Matkum 660
r'mcTonornyeckoe uccnefoBaHne 6MONCUAHOIO MaTeprana 1 Marepuana, Noay4eHHOro nNpu

XMPYPrAYECKX BMeLLaTe/beTBax (3H,EI,0CKOI'IVILI‘?CKOFO Marepuana; TKarleﬁ YKEHCKOW ﬂOﬂOBPVI 2420
CUCTEMbI; KOXW, MATKUX TKaHel; KpOBETBOPHOW 1 NIMMGOWAHON TKaHEe; KOCTHO-XPSLLEBOA

TKaHu)*

MHBl/qu)ﬂOP-KOMI'U'IEKCHOG ncecneposatme MVIKpOd)ﬂOpl?l.yporeHVITaJ'Ibl-_IOFO Tpakra 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTUochonunuaHselii cuHgpom (A®C), nabopatopHble Kputepumn (Antiphospholipid Syndrome, 3927

APS)

MoceB Ha MUKPOQIOPY OTAENSEMOro NONOBbIX OPraHOB, ONpefeneHne YyBCTBUTENbHOCTM K
aHTUMUKPOOGHLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

VcecnenosaHve Ha 6UOLLEHO3 BnarasiviLa, onpegeneHne 4yBcTBUTENBHOCTU K aHTUMUKPOOBHBLIM 1
aHTUMMKOTMYECKMM npenapatam (C MMKPOCKOMNUen HaTMBHOrO npenapara, OKpaweHHOro no
I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

LiTonornyeckoe mnccnefoBaHme snUTeNns LWEeku MaTky ¢ ONncaHnem no TePMUHOOTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 627
with Description on The Bethesda System, TBS)

ViccnepoBaHme 6uolgHo3a yporeHnTanbHoro Tpakta. ®emodop 16. (UROGENITAL TRACT

1650

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MuKpockonuyeckoe nccnefoBaHne BnarainLLHbIX Ma3kos 495
Lintonornyeckoe uccnefoBaHne buomareprana ek Matku (okpalumsaHme no NanaHukonay, 1100

Pap-TecT) (Cytological Examination: Cervix, Pap-test)
KaHanpaos, ckpuHuHr n TunuposaHue (Candidiasis, Screening and Typing) 1012



CKPUHUHT MUKpPOIOopbI yporeHnTasibHoro tpakta. ®emonop CkpuH. (UROGENITAL TRACT

MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen)) 2035
VccnepgoBaHne 6uoueHo3a yporeHnTanbHoro tpakra. ®emodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))
Yponorus
Mpunémbl
B01.053.001 Mpurem (oCMOTP, KOHCYNbTaLUs) Bpada-yponora NepBUYHbIi 1400
B01.053.002 Mpurem (OCMOTP, KOHCY bTaLus) Bpaya-yposora noBTOPHbIN 1200
B01.053.002 Mpwuem (0CMOTP,KOHCYNbTaLMa) Bpaya yponora NoBTOPHbIW (Mocne onepawmm) 800
MaHunynaumn
A16.28.040 ByxwunpoBaHue ypeTpsbl (1 ceaHc) 2100
Buageouuctockonus 10000
A16.28.058 BnpasneHve napapmmosa 1000
A16.28.052.001 3ameHa HeE(PPOCTOMMUYECKOrO ApeHaXa 2400
A16.28.072.001 3ameHa LMCTOCTOMNYECKOTO gpeHaxKa 2400
A11.28.008 NHCTUANALNA MOYEBOrO Ny3bIps 2000
A11.28.006.001 Ma3ok Ha (hnopy yponorn4eckumi 500
A21.21.001 Maccax npefcratensHOW Xenesbl 550
A12.21.003 3a6op coka npeacrate/nibHOM Xenesbl 4715 MUKPOCKOMMYECKOro UcCcefoBaHus 650
A15.21.001 MNepeBs3ka nocne yponornyeckoi onepauumm (Meacectpa) 1000
A03.28.002 YpeTtpockonus 3500
A03.28.003 YpeTpounctockonus (C npumMeHeHneM rmoKoro ypeTpoLmcTockona) 6000
A03.28.001 Luncrockonus 5000
A16.28.077 TpaHcypeTpa/ibHOe 3HAOCKONMYecKoe yaaneHne CTeHT-KaTeTepa 5000
A11.28.012 YcTtaHOBKa, 3aMeHa, yaaneHne ypeTpasibHOro Kkaretepa 1000
A16.21.015 BckpbITve abcueccoB HapyXXHbIX MOM0BbIX OPraHoB 2300
A16.28.013.001 YganeHue NHOPOAHOrO Tena 13 ypeTpbl 1000
A06.28.007 Lnctorpagms 5000
A06.28.011 YpeTporpatumsa Bocxogsilas 5000
Linpkymumano (obpesaHne KpaiiHei NnoTy NOMOBOro YsieHa) 10000
A16.28.077 YpaneHue KateTepa U3 BEPXHUX MOYEBLIBOAALLMX NyTEN 6000
Al11.28.012 YcTaHOBKa CTeHTa B MOYeBbIBOAALLMNE NMYTU 2000
A11.28.007 KateTepu3auma MO4YeBOro ny3bipa (HenatoH) 1000
A16.01.016 YpaneHne atepombl 10000
A11.28.008 NHcTUANALMA ypeTpbl 2000
Kapavnonorus
Mpuémbl
B01.015.001 Mpurem (OCMOTP, KOHCYbTaLMs) Bpada-KapAMonora nepBUYHbIi 1400
B01.015.002 Mpwuem (0CMOTP, KOHCYNbTaLWs) Bpaya-Kapamonora noBTOpPHbI 1200
KocmeTonorusa
MprémbI
B01.008.003 KocmeTonor (Mprem nepBUYHbIA) 1400
B01.008.004 KocmeTonor (Mprem NOBTOPHbIN) 1200
VIHbEKLIMOHHasA KocMeTonorus
A11.02.002 botynuHoTepanus. Penatokc (1 egmHnua) 260
A11.02.002 botynuHoTepanusa. KceomuH (1 eanHunua) 290

A11.01.003 Mna3monudTunHr. 1 npobupka 2999



A11.01.003 MnasmMoangTmHS. 2 NPOGUPKM 4999

A11.01.003 PRP-Tepanusa 1 npouenypa (1 npobupka) 5000
A11.01.003 Me3oTepanusa mesoline (4158 CUsHWUSA KOXK) 2,5 M. 2500
A11.01.003 Me3oTepanus mesoline (419 ocBeTAeHUs KOXK) 2,5 M. 2500

MaHunynsaumn
A16.01.024 Jepmatonoruyeckuii nuavHr (PRX-t33) 3750
A16.01.024 MuHAANbHbIA MUIHT 2000
A16.01.024 CannuunnoBblii MAANHE 2500
A14.01.008 I'ny6okas unctka nnua 3000
ATpaBmMatnyeckas 4YmMcTka nmua 2000

OTOpVHONAPUHIONOT NS

Mpunémbl
B01.028.001 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-0TOPUHONAPUHIO/ora NEPBUYHbIN 1500
B01.028.002 Mpurem (oCMOTP, KOHCYNbTaLUs) Bpaya-0TOPUHOMAPUHION0ra NoBTOPHbIN 1300
B01.028.002 Mpuem (nocne onepawuum) Bpavya-oTOPUHOMAPUHIO0ra NOBTOPHbINA 800

MaHunnynaumn
A11.01.014 HakoXkHOe NpYIMEHEHWEe IeKapCTBEHHbIX NPenapaTos 200
A12.25.001 ToHanbHasA aygmomeTpus 1300
A11.07.004 buoncus rnoTkn, eCHbI N A3bluKa 2000
A11.08.001 Broncus cnM3ncToii 060104KN ropTaHn 5000
A11.08.002 Broncus cnnsmncToin 060104KM NONOCTU HOCA 3500
A11.25.006 buoricnsa HoBOO6pa3oBaHUSA Hapy>XXHOro yxa 3000
B3saTne matepuana Ha pnopy 200
A11.08.019 3HAoNapuHreasibHOe BBEAEHME /IEKAPCTBEHHbIX NPenaparos 600
A16.01.012 BekpbiTue u ApeHmpoBaHuve hnermoHsl (abelecca) 4000
A16.08.054 YpaneHne HOBOO6pa30BaHWA rNOTKN 3000
A11.08.007 3ayLuHas HOBOKanMHOBas 6/110Kafa 1000
A03.25.003 NccnegoBaHMe opraHa ciyxa ¢ MOMOLLbIO KaMepToHa 300
A22.30.033 Koarynaumsi KpoBoTo4vallero cocyga 2500
A11.08.022 NleueHue raiimopuTa 6e3 npokona cuHyc-katetepoM AMUK (1 ctopoHa) 2500
(AMWK-kaTeTep He BK/IHOYEH B CTOMMOCTb)
A11.08.022 JleveHue raiimoputa 6e3 Npokona cuHyc-katetepoM AMUK (2 cTOpOHbI) 3500
(AMUK-KkaTeTep He BK/IOYEH B CTOMMOCTb)
A21.25.002 Maccax 6apabaHHbIX epenoHOK 250
A11.07.022 Annankauma nekapcTBeHHOro npenapara Ha cAm3ncTyto 060104Ky NONOCTH pTa 300
A16.01.004 Xvpyprudeckas 06paboTka paHbl UM UHPULMPOBAHHOM TKaHW 1000
A15.01.002 MepeBs3ka Masbix THOMHbIX paH 1000
A16.08.006.001 MepegHsAs TamnoHaga Hoca Mupouens (1 CTOpoHa) 2500
A11.08.021.001 NpombiBaHME OKOJIOHOCOBbIX Nasyx U HOCa METOAOM BaKyyMHOTO NnepemMeLLeHns 850
A16.08.016 MpomMbIBaHUE NakyH HEGHbIX MUHAAINH 750
A16.25.007 YpaneHuve yLiHoli cepbl (1 yxo) 700
A11.08.004 MNMyHKLMA OKOIOHOCOBbLIX Na3syx 1500
A16.08.023 MNyHKLMA 1 ApeHNpPOBaHNe raiiMopoBbIX Masyx (1 CTOPOHbI) 2000
A16.08.023 MNyHKUMSA 1 APEHMPOBaHME FaMOPOBLIX Na3yXx (2 CTOPOHbI) 3800
A11.25.003.001 TyaneT yxa npwv BocnannTesbHbIX NpoLeccax 800
A16.01.017.001 YpaneHne fO06pOKavecTBEHHbIX HOBOOGPA30BaHMIA KOXW METOA0M 3500

3n1eKTpokoarynauum ot 1 o 3 cm.
A16.25.008 YganeHve NHOPOLHOrO Tena 13 C/lyxOBOro OTBEPCTUSA 1500



A02.25.001 SHAOCKONUSA CNyXOBOro npoxoja (0TocKonums)
A03.08.004 PuHockonusa

A03.08.001 NapvHrockonusa (npsmMas)

B01.003.004.004 AHecTe3ns anmniMKaLunoHHas

B01.003.004.005 AHecTe3usi UH(UbTpauroHHas ( | kateropus)
B01.003.004.005 AHecTe3ust MH(UbTPaunoHHas ( Il kateropus)
B01.003.004.005 AHecTe3unst HpuabTpaunoHHas ( 11l kateropus)
3abop martepuana (noces)

3abop martepuana (Masok)

3abop matepuana (MNLP)

A11.08.020 AHEMM3aLUUSA CAN3UCTOI HOca (TyaNleT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BckpbITre napaToH3nnnspHoro abelecca

A16.08.009.001 YfaneHve noannosB HOCOBbIX XOA0B C UCMOJ/Ib30BaHWEM BUAEO03HAOCKOMNYECKNX
TexHosnoruii -1 ctopoHa: 1 kateropus

A16.08.009.001 YganeHue NnonunoB HOCOBLIX XOL4OB C UCMNO/b30BaHMEM BUAEO3HAOCKOMNYECKUX
TexHonoruii -1 cTopoHa: 2 kateropus

A16.08.009.001 YganeHve nonmnoB HOCOBbIX XOA40B C UCMO/Ib30BaHEM BUAE03HAOCKOMUYECKNX
TEXHOMOrMI -1 cTopoHa: 3 KaTeropusi

A16.08.010.001 NMoacnmnsnctas Ba30TOMUA HUXHUX HOCOBbLIX PaKOBUH: 1 Kateropus
A16.08.010.001 NMoacnmnsnctas Ba30TOMUA HUXHUX HOCOBbLIX PaKOBUH: 2 Kateropus
A16.08.010.001 MNogcnuanctas Ba3oTOMUA HUXXHUX HOCOBBIX PaKOBUH: 3 KaTeropus
B01.003.004.001 SHpo0aypanbHas aHecTe3uns (06e360/MBaHNE CTYXOBOrO MPOX04a)
A16.07.087 YBynonnactuka: 1 kateropus

A16.07.087 YBynonnactunka: 2 kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mukpockonus JIOP oprHaHoB

A16.08.013 Centonnactuka: 1 kareropum

A16.08.013 CenTonnactuka: 2 Kateropus

A16.08.013 CentonnacTtuka: 3 kateropus

A16.08.001 ToH3MI3KTOMMA 1 KaTeropmu CIOXKHOCTH

A16.08.014 Peno3nums kocTeli Hoca 1 kateropus

A15.03.003 HanoxxeHvie runcoBoi NOBA3KM NPW NepenomMax KocTewn (runc)

A16.08.017.001 MaiMOpPOTOMMUS C UCMONb30BaHNEM BUAEO3HAOCKOMNYECKMX TEXHOMNOTMIA 1
Kateropus
A16.08.017.001 rainmopoTomMmsa € UCMO/b30BaHNEM BUAEO3IHAOCKONNYECKNX TEXHONOMMIA 2
Kareropus
A16.08.017.001 raimopoTOoMUsi C UCMONb30BaHNEM BUAEOIHLOCKOMMUUYECKNX TEXHONOTNIA 3
Kareropus

A16.08.035 YganeHne HOBOO6Pa3oBaHMiA NONOCTU HOCa (3 Kateropwms)
A16.08.002 AgeHounasktomma 1 kateropums

A16.08.002 AgeHONA3IKTOMUSA 2 KaTteropus

A16.08.002 AgeHonaskToMuns 3 Kateropus

A16.08.001 TOH3WNI3KTOMUA 2 KATEropun CNOXHOCTH

A16.08.001 TOH3MIIKTOMMA 3 KATErOPUN CIOXKHOCTN

YpaneHne o6pa3oBaHns yLLIHOW PaKOBUHbI

A16.08.064 TOH3MNINOTOMUA 1 KATEFOPUM CNIOXHOCTU

A16.08.064 TOH3UINOTOMUA 2 KATEFOPUM CNOXHOCTU

A16.08.064 TOH3uNNOTOMUA 3 KATETOPUN CNOXHOCTH

A16.08.014 Peno3uuusa KocTelh Hoca 2 KaTeropusi
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A16.08.014 Penos3numsa KocTeli Hoca 3 Kateropus 25000

A11.25.006 bruoncms HOBOO6pPa3oBaHNA HapYXXHOTO yxa 3000
A17.30.021 3nekTpokoarynaums 6000
A11.08.022 KateTepusauma NpUAATOYHbIX Na3yx Hoca 2500
A11.07.022 Annankaumsa nekapcTBeHHOro npernapara Ha cAm3ncTyto 060104Ky NONOCTH pTa 300
A15.01.002 HanoxxeHre NOBA3KM NPY THOMHBIX 3a60/1eBaHNAX KOXIW 1 MOLKOXHOM KNeTvaTku 1000
A16.08.006.001 lNepenHsa TamnoHaga Hoca 2500
A12.25.006 ViccnegoBaHme hyHKLUMIA CyXoBOI TPyObI 300
A11.25.003.001 NpombiBaHME HafbapabaHHOro NPOCTPaHCTBA CPELHErO yXa 800

A16.01.017.001 YganeHvne fO6pOKayYecTBEHHbIX HOBOOOPa3oBaHWii KOXW METO0M

anekTpokoarynsauum 1o 1 cm 3300
A16.08.007 YpganeHne MHOPOAHOrO Tena rnoTK1 v roptaHn 2500
A16.08.011 YganeHne MHOPOAHOrO Tena Hoca 2500
A16.25.011 MupuHroTtomms 1500
A16.08.035 YganeHne HoBoOGpa3oBaHNii Nos1o0cTh Hoca (1 kateropums) 5000
A16.08.035 YganeHrne HOBOOGpa3oBaHNi MOIOCTM HOca (2 KaTeropus) 20000
A16.08.008.004 lNnacTrKa KOHYMKa HOCA 15000
A15.03.003 HanoxxeHwvie riurncoBoi NOBA3KM NPU NepenoMax KocTei (CrvHT) 5000
A16.27.003.001 CcheHOMAOTOMMUS C UCMONBb30BAHMEM BUAEO3HAOCKOMNYECKMX TEXHONOTMIA (1 38000
Kateropum)
A16.27.003.001 CcheHOMAOTOMUSA C UCMONb30BAHMEM BUAEOIHAOCKONNYECKMX TEXHONOTNA (2 45000
Kateropum)
A16.27.003.001 CtheHOMAOTOMUSA C UCMONb30BaHNEM BUAEOIHAOCKONMUYECKNX TEXHONMOTUIA (3 50000
Kareropum)
A16.25.042 YpaneHne HOBOO6PaA30BaHWUIA HAPY>XHOTO ClyXOBOro Npoxofa (1 kareropws) 3000
A16.25.042 YpaneHvne HOBOOGPA30BaHU HapyXXHOMo CIyXOBOr0O Npoxoja (2 kateropums) 5000
A16.25.042 YpaneHvre HOBOO6Gpa3oBaHU Hapy>XHOTO ClyXOBOro npoxoga (3 kateropus) 7000

AHanunsbl
PuHouutorpamma 781
MMcTonornyeckoe nccnefoBaHne GUOMNCUIAHONO MaTepuana n Marepuana, NoAyYeHHOro npu
XMPYPrUYecKinX BMeLLIaTe/IbCTBax (SHAOCKOHMHECKOFO maTepuana; TKarieﬁ YKEeHCKOlA nonosvoﬁ 2420
CUCTEMbI; KOXW, MSITKMX TKaHel; KpOBETBOPHOW 1 NMM(ONAHOL TKaHel; KOCTHO-XPALLEBO
TKaHwu)

Y3 petam

Y3W cocynos
A04.12.014 Y3 cocyaoB NOpPTa/IbHOWM CUCTEMbI AETAM 900
Y3 aKcTpakpaHuasbHbIX GpaxmouetanbHbIX apTepuin (apTepun LWen) eTaMm 1300
A04.12.003.001 (Y34 Y3W 6ptoLiHO aopThl U ee BETBEN AeTAM 900
A04.12.002.002 Y3 BeH HMXHWX KOHEYHOCTEN AeTaM 1100
A04.12.002.001 Y31 apTepuii 1 BEH HXXHUX KOHEYHOCTEN AeTAM 2000
A04.12.002 Y3W apTepuii 1 BEH BEPXHMX KOHEYHOCTEl AeTam 1800
A04.12.002.003 Y3 BeH BEpPXHWX KOHEYHOCTEN AETAM 1000
A04.12.001 Y3 apTepuii BEepXHUX KOHEYHOCTEN AeTAM 1000
A04.12.001.001 Y3 apTepuin HMXKHUX KOHEYHOCTEN AeTaM 1100
A04.12.001.002 ¥Y3W noyeyHbIx apTepuin feTam 600
Y3/ cocyaoB ronoBHOro Mo3ra (TpaHcKapHUanbHbI 4onaep) AeTam 1500
A04.12.014 [lynnekcHoe CKkaHMpOBaHWE COCY0B renatoounnnapHoi 30Hb! 900

Y3W WwutoBnaHo xenesbl
A04.22.001 Y3 WMTOBMAHOI Xenesbl AeTsM 500

Y3 WMTOBUAHOW YKenesbl ¢ perMoHapHbIMU TMMGOY31amMn SeTAM 700



Y3 WwmTOBUAHOW XKenesbl ¢ anactorpagueit getam 800

Y3/ opraHoB GpHOLLHOM NOA0CTH
A04.16.001 Y3 6ptoLLHO MONOCTY (NEYEHb, XXEUHBbIA My3blpb, NOMKeNya04Has Xenesa,

ceneseHka) AeTamM 1100
Y31 6pIOLLHOI MOMOCTU KOMMIEKCHOe (neblieHb, YKeNYHbIV Ny3bipb, MOMKENYA0UHAs XKenesa, 1800
ceneseHKa, MOYKM, HaLNOYEYHNKM, MOYEBO Ny3bIpb) AETSM
A04.14.001 Y3/ neyeHun petam 700
A04.14.002 Y3W >kenyHoro nysbips Aetam 500
A04.14.002.001 Y3W »en4Horo ny3bipsi ¢ hyHKUMENR AeTam 650
A04.06.001 ¥Y3W ceneseHkn fetam 500
A04.15.001 ¥3W nomxenyfoyHON xenesbl AeTaM 500
A04.18.001 Y3/ anneHankca AeTsam 500
¥Y3W opraHoB 3a6proLUIMHHOIO NPOCTpaHcTBa
A04.28.002.001 Y3 noyek n MO4YeBOro ny3bips AeTaM 800
A04.22.002 Y3 HafnoYeyHVKOB AeTsam 400
A04.28.001 Y3/ noyek 1 HafMOYeYHVKOB AeTsAMm 700
A04.28.002.001 ¥3M nouyek getam 600
A04.28.002.005 Y31 mo4yeBOro ny3sbips ¢ onpeaeneHneM OCTaTouHONn MoUn AeTaMm 600
A04.28.002.003 Y3 mo4eBOro ny3bipsi 6e3 onpegeneHns 0CTaTouHON MOYM AeTAM 500
Y3/ MOLLIOHKH
A04.28.003 Y3/ opraHoB MOLLIOHKW AETAM 700
Y3WU cepgua
A04.10.002 Sxokapamorpadus ¢ 4onnaepoBcKMM aHanm3oMm (Y3U ceppua+gonnep) etam 1650
Y3U obuyme
A04.01.001 Y3 markux TkaHen (O4HOW 30HbI) LeTAM 750
A04.09.001 ¥3U nneBpasibHbIX NOMOCTEN AeTAM 600
A04.06.003 Y3 BUNOUKOBOW XKene3bl AeTAM 600
A04.18.001 YnbTpa3ByKOBOE MUCCNeA0BaHNE TONICTON KULLIKN 500
Y3 nnmcatnyeckux y3nos
A04.06.002 Y3 numdaTtnyeckmx y3nos 3a6PHOLLNHHBIX AETAM 800
A04.06.002 Y3U numMmdaTnyeckmx y3nos HagnoyeUvHblx 4eTam 800
A04.06.002 Y3 numMdaTyeckux y3/10B NaxoBbIX AETAM 600
A04.06.002 Y3 numMaTyeckux y3n108 NOAKNHOUNYHBIX/HAAKNHOUNYHbIE LETAM 600
A04.06.002 Y3 AumMm@aTnUeCKnX Y310B NOAMBILLEYHbIX AETAM 600
A04.06.002 Y3 numMmdaTnyecKunx y310B Leun 4eTam 600
A04.06.002 Y3 numdoy3nbl wen, Haa/noAKNIUNYHbIE, NOAMbILIEYHbIe, 3a6PHOLLMHHBbIE, 1900
naxoBble AeTAM
Y3W opraHoB masioro tasa
A04.21.001 Y3 npeacTatenibHOM »kenesbl TpaHcabioMUHaTbHOE AeTAM 700
A04.20.001 Y3 opraHoB Masioro Tasa (reHuTaneit) y aeBouek 850
Y3W MOMOYHBIX >Kenés3
A04.20.002 Y3 MONOYHBIX YKeNe3 ¢ OCMOTPOM PernoHapHbIX MMMGOY310B (4eBOUKM) 850
A04.20.002.001 Y3 MOMO4HbIX Xene3 ¢ OCMOTPOM pPervoHapHbIX TMMMOY3/10B C anacTtorpaduer 950
(neBoukn)
A04.20.002 Y3 rpyfHbIx Xenes (MalbUnKm) 700
Y3W ronossl
A04.23.001 HelipocoHorpadgus (Y3 ronoBHOro Mo3ra) ¢ OLEHKOM KPOBOTOKA 900

(HCT+TpaHCcKpaHua/bHbIli gonnep) 4eTam
A04.23.001 HepocoHorpagus (Y3V ronoBHOro mosra) 6e3 oLeHku kposoTtoka (HCI) getam 700



A04.03.001 Y3 kocTeli yepena geTam go 1 roga getam 700
A04.07.002 Y3 CNtoHHbIX XXenes3 fetam 600
A04.08.001 Y3 na3yx Hoca (geTam go 4-5 ner) 500

Y3W kocTeii n cyctaBoB

A04.04.001.001 Y3 Tazo6efpeHHbIX CycTaBOB (TOMLKO AeTu Ao 1 roga) 600
A04.03.001 Y3W knouuny, fetam 600
A04.04.001 Y3W ofHOro couneHeHus (rpyauHo-KIHUNYHOTO/KNHUYNYHOT0-aKpOMMabHOr0) 450
[etam
JHpockonusa
B01.059.001 Mpwuem (0CMOTpP, KOHCY/bTaLWs) Bpaya-3HA0CKONMCTa NepBuYHbIi 1400
B01.059.002 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-aHA0CKOMMUCTa NOBTOPHbI 1200
A03.08.004.002 3HAOCKOMUYeCKas 3HA0HAa3a/IbHasA PeBU3NA OKOJIOHOCOBLIX Nasyx 6900
A16.30.074 KnunupoBsaHne KpoBOTOYaLLLEro 3HAOCKOMNYECKOE cocyaa 4400
B01.059.001 Mpurem (ocMOTP, KOHCYNbTaLUs) Bpada-3HAOCKOMNMCTa NepBUYHbIN (Nepes onepaumei) 800

dunbporactpogyoaeHockonms (Prac)

A03.16.001 330haroractpogyoseHockonus (Prac) 2300
A11.16.002 Xennun-tect npu drAC (PrnbporacTpoayoeHOCKONs) 900
TecT Ha XnnokobGaktepu aHTuUTena knacca IgA k Helicobacter pylori) 850
A26.19.098 AHTUreHHBI TecT Ha Helicobacter pylori (kan) 870
A11.16.002 Onpegenenne JHK Xnnokobaktepn nMnopu B Guontare CAM3UCTON Xenyaka n/vnm 1040
[BEHaLLATUNEPCTHOMN KNLIKN
AHTUTeNna K Helicobacter pylori 1gG (BecTepH-610T) 3220
A11.16.002 Broncus xenyaka ¢ MOMOLLbI0 3HAOCKONMK (3abop MaTepuana) 400
A03.16.001.005 ®J1C (330haroractpoayofeHOCKONUS TpaHCHa3albHas) 2900
3abop matepuana s natoMopdOIorMyeckoro nccnefoBaHus 2000
A11.16.001 Bruoncusa nuLLeBoa ¢ NOMOLLbIO 3HAOCKONUY (3a60p MaTepuana) 400
A11.16.003 Broncusa aBeHaaLaTUMEPCTHOM KULKN C MOMOLLBHO 3HAOCKONMK (3a6op Matepuana) 400
A03.16.001.001 330¢haroracTpoyoAeHOCKONUSA C 3/IEKTPOKOArysumein KpoBoTouallero cocyaa 4900
A03.16.001.004 330¢haroractpoayofeHOCKONMA ¢ BBeAEHNEM NTEKAPCTBEHHbIX Mpenaparos 2400
A11.16.010 YcTtaHOBKa Ha3oractTpajbHOro 3oHaa 1100
A16.12.020.002 OcTaHOBKa KPOBOTEYEHWNSI 3HAOCKOMNYECKAs C UCNONb30BaHMEM 4900
TepMoKoarynauuu
A16.16.041.001 SHAOCKOMNYECKOE yaaieHne NonnnoBs 13 NuLwesoia 6500
A16.16.041.003 SHAOCKOMNYECKOE yaasleHNE MHOPOAHbIX TeN NULLEBOAA 5000
A16.16.048 3HOOCKOMMYeCcKoe yaaneHe NHOPOAHbIX TeN U3 Xenyaka 5000
A03.08.003 330¢harockonus 1100
A16.16.052 3HAOCKOMNYECKOE 31EKTPOXMPYPrMyeckoe yaaneHne HoBoo6pa3oBaHuMs Xenyaka 6700
(yaaneHue nonuna go 1 cm)
A16.16.052 SHAOCKONUYECKOE 3/1EKTPOXMPYPruvecKoe yaaneHne HoBoobpasoBaHus XKenyaka 7900
(yoaneHwe nonvna ot 1 go 2 cm)
A16.16.052 3HAOCKOMNYECKOe 3/1eKTPOXUpYpPruyeckoe yaaneHne HoBoo6pa3oBaHUs Xenyaka 9900
(yoaneHue nonvna (o1 2 o 5 cm)
A11.16.002 Broncus xenyaka ¢ MOMOLLbI0 3HAOCKOMMM (C OLEHKOI MO Knaccugukaumm 7000
OLGA/OLGIM)

KonoHockonus
A03.18.001.001 BnaeokonoHockonus 2600
A03.19.002 PekTopomaHOCKONUs 1800
A11.18.001 bruoncmsa 060404HON KMLLIKM 3HAOCKOMNMYeckas (3abop matepuana) 400
A11.19.001 Bruoncusa cMrMOBUAHOW KULLKK C MOMOLLIbHO BUAE03HAO0CKOMMYECKMX TEXHONOMUA 400
(3abop matepuana)
A11.19.002 Broncus NpsMOi KULLIKK C MOMOLLbHO BUAEO3HLOCKOMMYECKNX TEXHONOTNI (3a6op 400

martepuana)



A16.18.019.001 YganeHue nonuna TONCTON KULLKM 3HAOCKONMYecKoe (go 1 cm)
A16.18.019.001 YpaneHume nonuna TOACTON KULLKM 3HAOCKONMYeckoe (0T 1 ¢cMm fo 2-x cMm)
A16.18.019.001 YpaneHue nonuna TOACTON KULLIKK 3HAOCKoNn4Yeckoe (6onee 2-x cm)
A03.18.002 SHAOCKONNYECKAsA PE3EKLMS CIM3NCTOM TONCTON KULLIKN
A03.19.004 Pektocurmoungockonms

bpoHxockonus
A03.09.001 BpoHxockonus

A03.08.001.001 BugeonapuHrockonus (®JiC)

A11.07.016.001 Broncmsa poTornoTku Noj KOHTPOeM 3HAOCKOMMYECKOro UccnefoBaHus (3abop
Matepuana)

A11.08.003.001 Broncus cnnsncTolii 06010UKN HOCOT/TIOTKM MOJ, KOHTPOEM 3HAOCKOMNYECKOro
nccnefoBaHusi(3abop Matepuana)

A11.08.008.001 Br1oncus cnn3nCTOl rOPTaHOMIOTKN MO KOHTPOJIEM 3HAO0CKOMMUYECKOro
uccnefoBaHUs(3abop matepurana)

A11.08.012.001 Broncus TKaHel Tpaxen Nog KOHTPOEM TPaxeoCKOMNmM4eckoro
uccnefoBaHusA(3abop marepuana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHXOCKOMMs

A03.16.002 YcTaHOBKa Ha30UHTECTMHA/IbHOIO 30HA4a

A03.30.006.001 Y3KocneKTpasibHOe 3HLOCKOMNYECKOe 1CCiefoBaHne roptTaHu, Tpaxen u
6pOHXO0B

A11.09.008 buoricmsa Tpaxeun, 6pOHX0OB NPU 6POHXOCKONUK
A11.09.006 SHAOTpaxeanbHOE BBEAEHUE /IeKapCTBEHHbIX Npenaparos
JeTtckaa aHAOKpPUHONOrns
Mprémbl
[eTckunin 3HAOKPMHONOT (NpYemM NepBUYHbIi)
[LeTcknii 3HAOKPUHONOT (NMPMEeM NOBTOPHbIIA)
OHkonorus
Mpunémbl
B01.027.001 Mpuem (OCMOTP, KOHCY bTaLus) Bpaya-OHKO/ora NepBUYHbIN
B01.027.002 Mpuem (0CMOTP, KOHCYbTaLUs) Bpaya-OHKOM0ra NOBTOPHbIN
[Mcnxotepanusa
Mprémbl
McuxotepaneBT (60 MUHYT ceaHc)
KoMnnekcHble nporpaMmsl
Mporpamma Check-Up ana my>kumH go 45 net
Mporpamma Check-Up ans >kxeHwuH o 40 net
Mporpamma Check-Up ana my>xumnH crapiue 45 net
Mporpamma Check-Up ans »keHWwwmH ctapiue 40 net
Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALIE" naumeHTbl go 40 net

Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALIE" naumeHTbl nocne 40 net

Komnnekc nccnefosanuii "340POBbIN XENYAOK" (TacTpockonus; TecT Ha XenMKoGaKTep NUIopH;
Mprém NpodunnbHOro cnewmanmcTa)

Komnnekc "Yponorusa ans my>kumn” (MepBryHbiii Nprém yponora+Y3W npeactarenibHOl »xenesbl
TpaHcabaoMMHaNbHOE)

MPT rofioeHoro mosra + MPT apTepuii ronoBHOro mo3sra + MPT LeiHoro oTaena No3BOHOUHWKA +
KOHCY/bTalus HeBposora

[[acTpoaHTeponorus
Mpnémbl
B01.004.001 Mpwuem (OCMOTp, KOHCYNbTaLWs) Bpaya-racTpo3HTEPO/Iora NePBUYHbIN

B01.004.002 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpaya-racTpO3HTEPOsiora NOBTOPHbIN

6900
8100
10900
11900
3100

2900
2600

400

400

400

400

2900
3300
500
2900

400
3000

1400
1200

1400
1200

2100

12300
14500
17100
18700
8600
10700

2990

1600

7500

1400
1200



MpouepypHsbIli kKabnHeT

Yenyrn

A11.12.003.001 HenpepblBHOE BHYTPUBEHHOE BBEAEHME IEKAPCTBEHHbIX NPenaparos
(kanenbHoe)

A11.12.003 BHYTPUBEHHOE BBEAEHME TEKAPCTBEHHbIX NPenapaToB (CTpyiHoe) (1 fo3a 6e3
CTOMMOCTW Npenapara)

A11.01.002 MNofKoXHOEe BBEAEHWE NTeKapCTBEHHbIX MPenapaTos

A11.02.002 BHyTpUMbILLEYHOE BBEEHWE TEKAPCTBEHHBIX NpenapaTos (1 fo3a 6e3 cToumocTn
npenapara)

A11.16.010 YcTtaHOBKa Ha3oractpasibHOro 3oHga
Ycnyrun ¢ npenaparamu

HenpepblBHOE BBEAEHWE IEKAPCTBEHHbLIX MPenapaToB (kanebHoe) LedTpuakcoH 2 rp. (1 4o3a)

HenpenpepblBHOE BBEAEHME TleKapPCTBEHHbIX Npenaparos (kanensHoe) JekcameTtasoH 8mr (1
[103a)

HenpenpepbiBHOE BBeEHWE NEKAPCTBEHHbIX NpenapaTos (kanenbHoe) Cynbar MmarHms 5vn (1
[103a)

HenpepbiBHOE BBeEHVE NEKAPCTBEHHbIX NpenapaTtoB (KanenbHoe) npeaHn3oioH 30mr/1 mn (1
403a)

HenpepbiBHOE BBeAEHVE NEKAPCTBEHHbIX NpenapaTtoB (karnenbHoe) NeBodiokcauuH 5 mr/mn
100 mn (1 posa)

HenpepbiBHOE BBefleHVe NEKapCTBEHHbIX Npenaparos MeTtoknonpamug 5mr/mn (1 go3a)
HenpepbiBHOE BBefeHNe NnekapcTBeHHbIX NpenapaTos KetonpodeH 50mr/mn (1 fo3a)

HenpepbiBHOE BBEAEHWE NEKAPCTBEHHBIX NMPenapaTtoB (KarnenbHoe) umtognasuH 10mn (1 403a)
HenpepbiBHOE BBEAEHWE NEKAPCTBEHHbLIX MPenapaToB (kanenbHoe) LepebponmauH 5 mn (1 1o3a)

HenpepbiBHOE BBeAeHMWE IEKAPCTBEHHbIX MPENapaToB LedTprakcoH 2 rp. (1 fo3a)

HenpepbIBHOE BBeAEHMWE IEKAPCTBEHHbIX MPenapaToB (KanenbHOE) NeHToKeuguamMH 10mn (1
[103a)

HenpepbiBHOE BBeAeHNe NekapCTBEHHbIX CPeACTB ApoTaBepuH 2.0 (1 fo3a)
HenpepbiBHOE BBefeHNe NeKkapCTBEHHbIX CPELCTB HUKOTUHOBas KucnoTa 1.0 (1 fo3a)
HenpepbiBHOE BBeAEHNE NeKapCTBEHHbIX MpenapaToB peamb6epuH 1,5% 200 mn (1 gosa)
HenpepbiBHOE BBeAeHWE NIeKapCTBEHHbIX NpenapaTtos BUHNOLETUH 2 M (1 1o3a)
HenpepbiBHOE BBeAEHVE NEKAPCTBEHHbIX NpenapaTos mekcmuaon 5 mn (1 fo3a)
HenpepbiBHOE BBeAeHNE NeKapCTBEHHbIX NpenapaToB (kanenbHoe) TMOKToBas kucnota (1 gosa)
HenpepbiBHOE BBeAeHMNE NeKapCTBEHHbIX NpenapaToB ®epuHxxekT 50mr/mn 2 mn (1 gosa)
HenpepbiBHOE BBeAeHUe nekapcTBEHHbIX nNpenapaTtos Mentpan 400 mr (1 fo3a)
HenpepbiBHOE BBeAeHNe NekapCTBEHHbIX NpenapaTtoB TuamuH 50 mr (1 fo3a)
HenpepbiBHOE BBefeHMe NeKkapcTBeHHbIX Npenapatos MupugokerH 50 mr (1 gosa)
HenpepbiBHOE BHYTPUBEHHOE NIEKapCTBEHHbIX MpenapaTtoB ACKop6uHoBas kucnota 5% (1 fo3a)
JeTtckaa nepmotosnonorns
Mprémbl
[etckuin nepmaronor (MepBUYHBIA Npuem)
[etckuin sepmatonor (MOBTOPHbIA Npuem)
[JepmoTtoBeHeponorus
[Mpuémbl
B01.008.001 Mpuem (oCcMOTP, KOHCYbTaLUs) Bpaya-gepMaToBeHepPOsiora NepBrYHbIN
B01.008.002 Mpurem (OCMOTP, KOHCYbTaLUs) Bpada-gepMaToBeHepPOsiora NOBTOPHbIN

[HeBHOW cTaymoHap

B01.023.003 ExxefjHEBHbIi OCMOTP BPa4OM-HEBPOJ/IOrOM C HabNtoAEHNEM U YXOL0M CPEAHErO U
MafLero MeULMHCKOro nepcoHana B OTAeNEHWN cTaunoHapa (MpebbiBaHue B CTaloHape [0
3-X Yacos)

B01.058.006 ExkegHEBHbI OCMOTP BPa4OM-3HAOKPWUHOIOTOM C HabAeHEM U YXOA0M CpeaHero
1 Mnagwero MeMLUMHCKOro nepcoHana B oTaeneHum ctalmoHapa (npebbiBaHye B cTalMoHape 40
3-X YacoB)

400

250

170

200
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100
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50
50
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300
200
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1200
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B01.047.009 ExxefiHEBHbIA OCMOTP Bpa4oM-TeEpPAneBTOM C Hab0AEHNEM U YXOLOM CPEAHEro 1
MMafLero MeULMHCKOro NnepcoHana B OTAeNleHMn cTaumoHapa (npebbiBaHue B CcTaLMoHape [0
3-X Yacos)

B01.001.007 ExkegHeBHbIi OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M
cpeaHero v MnafLero MeMLUUHCKOro nepcoHana B oTAeNeHum craunoHapa(npebsisaHve B
[JHEBHOM cTaLMoHape 10 3X YacoB)

B01.057.005 ExkefjHEBHbI/A OCMOTP BPa4OM-XMPYProm ¢ HabnAeHNEM U YXO40M CPeHEro U
MafLero MeULMHCKOrO NnepcoHana B OTAe/leHMM cTaumoHapa(npebsiBaHe B JHEBHOM
cralmoHape Ao 3X Yacos)

AHecTesunonorus
OcmoTpbI
B01.003.001 OcmoOTp (KOHCYNbTaLmMs) Bpa4OM-aHeCTe310/10roM-pPeaHMaTo10roM NepBUYHbIIA
B01.003.002 OcMOTp (KOHCYNbTaLmMs) Bpa4OM-aHECTE3M0/IOrOM-PeaHMaTo10romM NOBTOPHbI
MaHunynaumn
B01.003.004.009 ToTasbHas BHYTpMBEHHaA aHecTe3ns (40 30 MUHYT)
B01.003.004.009 ToTasbHas BHYTpMBEHHAA aHecTe3ns (401 vaca)
B01.003.004.012 NHransaumoHHaa aHecTe3uns ¢ ucnosb3osaHnem CesopaHa 30 MUHYT
B01.003.004.012 NHransaumMoHHaa aHecte3uns ¢ nucnosb3osaHnem CesopaHa 1 vac
B01.003.004.007 CnuHanbHasa aHecTe3mns (4o 1 vaca)
B01.003.004.007 CnnHanbHaa aHecTe3uns (40 2X 4acoB)
B01.003.004.008 CnunHanbHO-3anuaypasibHas aHectesns 1 yac
B01.003.004.008 CnvHa/nibHO-3nuaypaibHas aHectesns [0 2-X 4acoB
B01.003.004.010 KOMGMHMpPOBaHHbIV 3HAOTpaxeabHbIA Hapko3 (4o 1 vaca)
B01.003.004.010 KOMGUHMPOBaHHbIA 3HAOTPaxeanbHbIi HAPKO3 ([0 2x YacoB)
B01.003.004.009 ToTasilbHas BHYTPMBEHHAA aHecTe3uns (L02-X 4acoB)
B01.003.004.009 ToTaslbHas BHYTPMBEHHAA aHecTe3ns (CBblLle 2-X YacoB)
B01.003.004.007 CnvHanbHaa aHecTe3uns (CBbILEe 2X HYacoB)
B01.003.004.006 anuaypanbHas aHecte3uns (40 30MUHYT)
B01.003.004.006 3nuaypanbHas aHecTe3ns (0o 1 vaca)
B01.003.004.006 3nuaypanbHas aHecTe3ns (40 2X 4acoB)
B01.003.004.006 3nuaypanbHas aHecTe3ns (CBbILWe 2X YacoB)
B01.003.004.008 CrnvHanbHO-3anuaypaibHas aHecte3us (0o 30 MUHYT)
B01.003.004.008 CnnHanbHO-3NuaypanbHas aHecTe3ns (CBbILe 2X YacoB)
B01.003.004.010 KOMGMHMpPOBaHHbI 3HAOTPaxeas bHbI HapKo3 (40 30 MUHYT)
B01.003.004.010 KOMGMHMPOBaHHbI 3HAOTPaxeasbHbIl HAPKO3 (CBbILE 2-X YacoB)
B01.003.004.012 KOMGMHMPOBaHHbIV MHTaNSILMOHHbIA Hapko3 (40 30 MUHYT)
B01.003.004.012 KOMOGMHMPOBaHHbIV MHraNSILMOHHbIA HapKko3 (4o 1 vaca)
B01.003.004.012 KOMGMHMPOBaHHbIV MHTaNSALMOHHbIA HapKO3 (40 2X YacoB)
B01.003.004.012 KOMGUHMPOBAHHbIA MHIaNALMOHHbI HApPKO3 (CBbILLIE 2X YacoB)
B01.003.004.011 CoueTtaHHas aHecTe3uns (40 30 MUHYT)
B01.003.004.011 CoueTtaHHas aHecTe3us (4o 1 yaca)
B01.003.004.011 CoyeTtaHHas aHecTe3us (40 2X 4acoB.)
B01.003.004.011 CoyeTtaHHas aHecTe3us (CBbILLE 2X YaCOB)
B01.003.004.009.001 BHyTpmBeHHas aHanresus (40 30 MUHYT)
B01.003.004.009.001 BHyTpmBeHHas aHanresus (4o 1 vaca)
B01.003.004.009.001 BHyTpuBEHHAasA aHanre3us

[10 2-X YacoB)

(
(
(
B01.003.004.009.001 BHyTpuBEeHHas aHanre3uns (CBbILLEe 2-X HacoB)
B01.003.004.009.001 BHyTpuBeHHas aHanresus (npu erac)

(

B01.003.004.009.001 BHyTpuBEHHas aHanre3uns (Mpu KOJOHOCKOMNUK)
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6000
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6000
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4500
7000
8000
10000
3700
4900



B01.003.004.009.001 BHyTpuBeHHas aHanre3us (npu ®raC+KonoHOCKONNK) 7100

B01.003.004.007 CnnHanbHas aHecTe3ns (30 MUHYT) 5500
A16.09.011 NckyccTBeHHAs BEHTUNALMSA nerknx (1 vac) 1000
A16.09.011 VickyccTBEHHaAs BEHTUAALMA NErKNX (40 12 yacoB) 7000
B01.003.004.001 MecTHas aHecTe3us 1000

CtaumoHap KpyriocyTOUHbIi
B01.003.003 CyTo4HOEe HaboAeH e BPpavyOM-aHeCcTe3no10roM-peaHmaTosiorom 5000

CyTo4HOe npebbiBaHe CONPOBOXKAAKOLLENO B KPYr10CYTOYHOM CTauyoHape 3000

B01.001.007 ExxefiHEBHbIA OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C Hab/IHOAEHUEM U YXOA40M
cpeaHero v MnafLliero MeuLMHCKOro nepcoHana B OTAeleHun ctaunoHapa(npebsisaHve B 1500
[HEBHOM CTaLMOHape)

B01.001.007 ExxefHEBHbI OCMOTP BPA4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAb/IK0AEHUEM U YXOA0M

CpefiHero 1 Mnaglero MegnuuMHCKoOro nepcoHana B oTaeNieHnn ctaumoHapa 5000
B01.057.005 ExkegHEBHbIi OCMOTP BPaYOM-XMPYProM ¢ HabNHAEHMEM N YXO40M CPELHErO U 5000
MafLero MeULMHCKOrO NepcoHana B OTAeNEeHNN CTalmoHapa
B01.028.003 ExkefiHEBHbIA OCMOTP BPa4OM-O0TOPUHONAPUHIO/I0rTOM C Hab/H0AEHUEM U YXOA0M 5000
cpeAHero v MnagLero MeULMHCKOrO NnepcoHana B OTAeNEHMN CTaloHapa
B01.047.009 ExkegHEBHbIi OCMOTP BpayoM-TeparneBTOM C Hab/KOAEHNEM N YXO40M CPefHEro n 5000
MnajLwero MenLMHCKOrO NepcoHana B OTAeNeHMM cTaumoHapa
B02.001.001 Mpovieaypbl CECTPUHCKOrO yX04a Npv NOArOTOBKE NaLUEHTKN K TMHEKONOTMYECKO 1100
ornepauumu
B02.003.001 lMNpoueaypbl CECTPUHCKOrO yxoa 3a NaunmeHToM, Haxo4ALWMMCA B OTAENEHNN 2500
WHTEHCUBHOI Tepannu 1 peaHumauum
B02.003.002 MpoLieaypbl CECTPUHCKOrO yX04a 3a NaLMeHTOM, HAXOAALWMMCS Ha UCKYCCTBEHHO 2500
BEHTUNALMUN NETKNX
B02.003.004 MpoLieaypb! CECTPMHCKOrO yxoAa 3a nauneHToM B KpUTUHECKOM COCTOSAHUN 3000
B02.003.005 lNpoueaypbl CECTPUHCKOrO yxoa 3a naumeHToM B KOMaTO3HOM COCTOSAHUMU 3000
B02.004.001 Mpovieaypbl CECTPUHCKOrO yX04a Npw UCCNef0BaHUN CEKPETOPHOW (yHKLMN XKenyKa 1900
W fBeHaaLaT1nepCTHOM KULLKN
B02.007.001 lNpoueaypbl CECTPUHCKOrO yxoa 3a naumnmeHToM CTapyeckoro so3pacra 3000
B02.008.001 lNpoueaypbl CECTPUHCKOrO yxoa 3a naumeHToM, cTpajarowmm 3000
[lepMaToBEHEPONOrMHYECKUMN 3a60/1EBAHNAMMU
B02.015.002 lNpoueaypbl CECTPUHCKOrO yxoda 3a nauneHToM ¢ cepaeyHo-CocyancTbim 3000
3aboneBaHneM
B02.018.001 lNMpouenypbl CECTPMHCKOrOo yxoa rnpu rnoArotoBke nauyieHTa K 1200
KOMIONPOKTOIOrMYECKOW onepauum
B02.018.001 lMNpoLeaypbl CECTPUHCKOrO yxoa 3a naunmeHToM ¢ OTOPUHOMAPUHTONOTMYECKUMN 1200
3aboneBaHusAMHA
B02.029.001 Mpoueaypbl CECTPMHCKOrO yxoAa 3a NauneHToM ¢ 0pTasibMONOrNYeCKUmMm 1200
3aboneBaHNAMMN
B02.057.001 lMpoLieaypb! CECTPMHCKOro yxoAa rnpw NoAroToBKe nauueHTa K onepaumm 1200
B02.070.001 NMpouenypbl CECTPMHCKOrO yxoa 3a NauneHToM, CTPagaroLLM XPOHUYECKUM 3000
601€eBbIM CUHAPOMOM
B03.003.006 MOHUTOPWHI OCHOBHbIX NapamMeTpOoB XU3HeLesATeIbHOCTU NaLlueHTa BO BpeMs 1200
NnpoBefeHNs aHecTe3nn
Kononpokronorus
Mpunémbl
B01.018.001 Mpwuem (0CMOTP, KOHCY/bTaLWs) Bpaya-KoionpoKToiora nepBryHbIi 1400
B01.018.002 Mpwvem (0CMOTpP, KOHCYNbTaLMs) Bpaya-KoionpoKTonora NoBTOPHbIi 1200
MaHunynsaumn
A16.19.003.001 VcceueHune aHanbHO TpeLmHbI (PagMoBOHOBLIM MeToAoM, 1 en,) 6500
A16.19.013.002 lurnposaHve reMopponasibHbI3X Y3M10B (BHYTPEHHWE y3nbl) 1 y3en 3100
A11.30.005 30HAMpOBaHME CBULLEBOIO X0A4a (MPY CBULLEAX NPAMOR KULLKW 1 NepuaHaibHOM 1500
ob6nactu) 1 kateropumn
A11.30.005 30HAMpOBaHVE CBULLEBOIO X0Aa (MpY CBULLEAX NPSAMOI KALLIKW U NepuaHabHOM 2100
obnactn) 2 kateropun
A16.19.018 YganeHne MHOPOLHOIO Tena NPSMOi K1LWKK 6e3 paspesa 15000
A16.19.033 VicceueHne HOBOOGpPa3oBaHWii NepraHabHOW 06/1aCTV U aHa/IbHOTO KaHana 2100

(pagroBONHOBLIM MeTOLOM 1 ef)



A16.19.024 BckpbIThe abeLiecca anMTennanbHOro KOn4mMkKoBOro xoga 5900

A16.19.034 BckpbITMe napanpokKTuta 15000
A03.19.002 PekTopomaHoCKoNus 1800
A03.19.001 AHockonus 1100
A16.19.040 by>kxMpoBaHWe aHaNbHOro OTBEPCTUSA 600

Maccax aHanbHOro KaHana 600

MepeBsi3ka paHbl NepuaHaibHOM 061acTn/aHanbHOro KaHana 700

A16.19.017 YpaneHvne nonuna aHa/bHOro KaHana 6100
A16.19.017 YpganeHue noavna Npsmoit KULLIKK 10000
A16.01.017 YganeHue KOHAWIOM NepraHanbHOM 30HbI 1 KaTeropum CloXKHOCTH 8600
A16.01.017 YpaneHve KOHANIOM NepuaHa/ibHOM 30HbI 2 KaTErOpMmn CIOXHOCTU 11600
A16.01.017 YaaneHve KOHANIOM NepuaHaibHOM 30HbI 3 KATErOpPMKM CIOXHOCTU 15100
A16.19.044 TpoM6B3IKTOMMSA MpU TPOMBO3€e HapyXXHOro reMoppongansHoro y3na (1 ysen) 7000
A14.19.002 MocTaHOBKa OYNCTUTENIbHOM K/IN3MbI 700

A16.19.034 BCKpbITME OCTPOro rHOMHOrO NapanpoKTuTa - 1 Kateropms CNoXXHOCTA 15000
A16.19.034 BcKpbITUE OCTPOrO rHOMHOrO NapanpokTUTa - 2 KaTeropms CIOXKHOCTY 20000
A16.19.034 BcKpbITUE OCTPOrO rHOMHOrO NapanpokTUTa - 3 KaTeropms CIOXKHOCTY 29900
A15.19.001 HanoxxeHve NOBA3KM NPW onepaumax Ha NPSAMON KULLKe 700

OnepatuBHOE fleveHne
A16.19.003.001 VicceuyeHne XpOHNYECKOM aHalbHOM TpeLMHbI (PaAnOBOMHOBbLIM MeTo40oM, 1

12100
ef,.) 1 kateropuu CNOXHOCTU
A16.19.003.001 VicceueHne XpOHMYECKOWN aHanbHOW TPeLLHbl (PaAMOBONHOBLIM METOOM, 1 17100
efl.) 2 KaTeropum cnoXHocTn
A16.19.041 NcceyveHre remopporaanbHbIx 6axpoMOoK 1 kateropmm CnoXHOCTU 13900
A16.19.041 NcceyeHre reMoppouraanbHbIX 6aXxpOMOK 2 KaTteropmm CroXHOCTU 17900
A16.19.033 VicceueHne HOBOOGpPa3oBaHWii NepraHabHOW 06/1aCTV U aHa/IbHOTO KaHana 6300
(pagnoBOMHOBLIM METOA0M) 1 Kateropum CrI0XXHOCTU
A16.19.033 VicceueHne HOBOOGpPa3oBaHWii NepraHaibHOW 06/1aCTV U aHa/IbHOTO KaHana 9300
(pPagnoBONHOBBLIM METOA0M) 2 KaTeropum CIoXHOCTH
A16.19.024 VicceueHne IKX (annTenmasibHOro KOMYMKOBOIO X04a) 1 KaTeropum C/oXHOCTH 21000
A16.19.024 VicceueHne KX (annTenmasibHOro KOMYMKOBOIO X04a) 2 KaTeropum C/ioXHOCTH 25000
A16.19.024 VicceueHne IKX (3aNUTENManbHOro KOMYMKOBOTO X04a) 3 KaTeropun CIOXHOCTU 29000
A16.19.013 YganeHve reMoppoufaibHbIX Y3/10B 1 KaTeropum cioXXHOCTU 28500
A16.19.013 YpaneHvne reMoOppouLa/ibHbIX Y3/10B 2 KATEropuin CI0XKHOCTU 33900
A16.19.013 YpaneHvne reMoppouLaibHbIX Y3/10B 3 KATEropuin CI0XKHOCTU 48100
A16.19.010 VcceueHwne cByLLA NPAMOIA KULLKK 1 KaTeropum COXHOCTU 22100
A16.19.010 VicceueHune cBuLLA NPSIMOI KULIKKN 2 KaTeropumn CNOXKHOCTH 26100
A16.19.010 VicceueHune cBMLLLA NPSIMOI KALWKKU 3 KATEropumn CNOXKHOCTH 39100

MeguuyHcKue cripaBku

CnpaBKu1 BOAUTENSIM TPAHCMOPTHbLIX CPEeACTB

MeanLMHCKOe OCBMAETEIbCTBOBAHME Ha HAMYne MeMLUHCKUX NPOTMBOMNOKa3aHui K

ynpas/ieHNIO TPaHCMOPTHLIM CPeACcTBOM Kateropun "A" nnm "M", nogkareropum "Al" nnmn "B1" ¢ 1300
MOTOLMKIETHOW NOCaAKOM Un pyneM MOTOLMK/IETHOTO TMNa

MegununHckoe ocBMAeTeNbCTBOBAHME HA HAIMUYNE MEAMLIMHCKNX MPOTMBOMOKA3aHWNA K
ynpas/ieHMI0 TPaHCNOPTHLIM CPEACTBOM Kateropun "A" nnn "M", nogkareropum "Al" nnn "B1" ¢
MOTOLMKIETHOM MOCaKOW NN pyseM MOTOLMKIETHOro Tina (40NOAHWUTENBHO OCMOTP
BPa4oM-HEBPO/IOTOM MO HarnpasieHN0 Bpaya-TeparesTa)

MeAnLMHCKOe OCBMAETEIbCTBOBAHME Ha HAIMYNE MefULMHCKNX NPOTUBOMOKAa3aHWi K
yrpaB/eHNIO TPAHCMOPTHBIM CPeACTBOM KaTteropum "B" nnm "BE", nogkareropum "B1" (kpome 1300
TPaHCMOPTHOrO CpeAcTBa C MOTOLMKIETHOW NOCaaKoli Unmn pyneM MOTOLMKIETHOIO TVNa)
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MeanLMHCKOe OCBMAETEIbCTBOBAHME HA HANMYMe MeANLUHCKUX NMPOTUBOMNOKa3aHui K
ynpasfeHno TPaHCNOPTHBLIM CPeACcTBOM KaTteropun "B" nnm "BE", nogkateropuun "B1" (kpome
TPaHCMOPTHOrO CpeAcTBa C MOTOLMK/IETHOW NOCaAKoli Unmn pyneM MOTOLIMKIETHOIO TUNA)
(mononHMTENIbHO OCMOTP BPAa4YOM-HEBPOJIOTOM MO HaMNpas/IEHUIO BpaYa-TepanesTa)

TpaBmaronorus

[Mprémbl
B01.050.001 Mpuem (OoCcMOTP, KOHCYbTaLUs) Bpada-TpaBMartosiora-optoneia nepBuYHbIi
B01.050.002 Mpuem (OCcMOTpP, KOHCYNbTaLus) Bpaya-TpaBMaroiora-optoneaa noBTOPHbIiA

MaHunynaumn
A11.04.003 AnarHocTnyeckas acnmpaums cycrasa
A11.04.004 BHyTpUCyCTaBHOE BBe€EHWE NIEKapPCTBEHHbIX NpenapaTros
A15.02.001 HanoxxeHune NoBaA3KM Npu 3a60n1eBaHNAX MblLLLL
A15.03.001 HanoxkeHne NoBa3KM Npu nepenomax Koctei
A15.03.003 HanoxxeHune rmncoBoii NOBSI3KU NPU NepeioMax KOCTein
A15.03.003.002 HanoxxeHune LMpKyNspHOA rMncoBoi NOBSA3KN
A15.03.007 HanoxxeHune LWMHbI Npy NepenomMax KocTemn
A15.03.009 HanoxxeHre NOBA3KM MpU onepaLmax Ha KOCTsaxX
A15.03.010 CHATUE rMNCcOBOA NOBSA3KN (NOHIEeThI)
A15.03.010.001 CHATVE LIMPKYNSAPHOI T’MNCOBO NOBA3KU
A15.04.001 HanoxkeHne NoBSA3KKM Mpu BbiBMxax (NOABbIBMXaX) CycTaBOB
A16.02.007 OcBO60OXAEHME MbILLBI U3 PYOLIOB 1 CPaLLeHUi (MMONN3)
A16.02.008 OcBO6OXAEHME CYXOXKMNNA N3 PYOLIOB U CpaLLeHNiA (TEHON3)
A16.02.009 BoccTaHOBIEHUE MbILLILIbI Y CYXOXWUINA
A16.03.034 Peno3nuus OT/IOMKOB KOCTel Npu nepenomMax
A16.04.003 YganeHve cBOGOAHOIO 1IN UHOPOAHOIO Tena cycrasa
A16.04.018 BripasnieHne BbiBMXa CycTaBa
A16.30.032 NcceveHrie HOBOOGPA30BaHUsSt MSATKUX TKaHel
A16.30.032 VicceueHne HOBOOGPa3oBaHMs MATKUX TKaHEN
A16.30.032 VicceueHne HOBOOOpPa3OBaHMs MATKUX TKaHEN
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHewn

[vetonorua

Mpriémbl

B01.013.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-AMeTonora nepBuYHbIi (40 60 MUHYT)

B01.013.002 Mpwuem (0cMOTp, KOHCYMbTaLWs) Bpava-AMeTonora NoBTOPHbINA (40 60 MUHYT)

B01.013.002 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-AMeTonora NnepBuYHbIiA (C onpegeneHue
NPOLEHTHOrO COOTHOLLUEHMWS BOAbl, MbILLEYHOI Y XXMPOBOW TKaHW C MOMOLLbIO
6uovmMnegaHcmeTpa (40 60 MUHYT)

MaHunynaumn

A05.30.014 OnpeaeneHne NPOLEHTHOITO COOTHOLLIEHNSI BOAbI, MbILLEYHO 1 YKMPOBOW TKaHW C
nomMoLlsto 6ronmnegaHcmeTpa

ToBapbl HaHOMegnKa
Mepuarku natekcHble
JNaboparopHble nccnefosaHns (AHann3bl)

AYTOMMMYHHbIE€ MOPaXeHMWS XeNnyao4HO-KULLEYHOrO TpakTa. Lienmakus.
[varHoctuka ayTouMMyHHOrO NaHkpeaTuTa 1 gpyrmx |gG4-accoLmmpoBaHHbIX 3a601eBaHUin
(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)
AHTMTeNa Knacca IgA K 3HAOMM3NIO (QHTUIHAOMU3WIiHbIE aHTMTeNna, AOMA) (Anti-Endomysial
Antibodies, Anti-EMA, IgA)
AHTUTeNa Knacca IgG K caxapomuueTam (gnarHoctuka 6onesHn KpoHa) (Anti-Saccharomyces
Cerevisiae Antibodies, ASCA, IgG)

AHTUTEeNa KnaccoB IgA un IgG k 60KanoBUAHBLIM KeTKam KuLevHrKa, cymmapHo (Anti-Intestinal
Goblet Cells Antibodies, GAB, IgA, IgG, Total)
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AHTUTeNa Knacca IgA K caxapomuLetam (guarHoctmka 6onesHn KpoHa) (Anti-Saccharomyces
Cerevisiae Antibodies, ASCA, IgA)

AHTWTENA K auMHapHbIM KeTkam nogpkenyAao4Hoi xxenessbl, IgG n IgA cymmapHo (aHTuTena K
3K30KPMHHOW YacTy NoAyKenyno4Hoii xenesbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)

AHTUTENa Knacca IgG K fleaMmnanpoBaHHbIM NentTuaam rnagmHa (Anti-Deaminated Gliadin Peptide,

1232

Anti-DGP, 1gG) 78l
AHTUTENA K 3HTepouuTam, knacca lgG 2189
AHTUTENA Knacca IgA K TKaHeBOW TpaHcrntoTamuHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgA)
AHTMTeNa knacca IgG K TKkaHeBOW TpaHcrtotaMmHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgG)
AHTUTENa Knaccos IgA 1 1gG K peTukynunHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, 1gG, 1276
Total)
AHTUTENa Knacca IgA K uutonnasme Helitpogunos (AHLIA) (Anti-Neutrophil Cytoplasmic 1232
Antibodies, ANCA, IgA)
AHTUTeNa Knacca IgG K BHyTpeHHeMy akTopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor

Lo 1650
Antibodies, 1gG)
AHTUTeNa knaccoB IgA u IgG K 3HAOMM3NIO (QHTUIHAOMU3UIHBIE aHTUTeNa, ADAMA), cyMMapHO 1276
(Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total)
AHTUTeNa Knaccos IgA, 1gG, IgM Kk napreTanbHbIM KneTkam xenyaka (AMNKXK), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)
AHTUTENa Knaccos IgG u IgA K GP2 aHTUreHy LIeHTpOaUMHaPHBIX KNeTOK MOMKENyA0HHOW Xenesbl

: 1980
(Anti-GP2)
AHTUTeNa Knacca IgA K feaMmuanpoBaHHbIM nentugam ravagmHa (Anti-Deaminated Gliadin Peptide,

. 781
Anti-DGP, IgA)

HacnefctBeHHble MOHOreHHbIE 3a60/1EBaHNSA Y COCTOAHUSA

CvHgpom bepra-Xora-[Abto6a (BX[). Mouck mytauwnii B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacneactBeHHast MOTOPHO-CEHCOpPHas Heponatus (6onesHsb Lapko-Mapu-Tyta) Tmin Il. Mownck
yacTbIx MyTauuii B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
FeHTUHITOHONoA06HOE 3a6oneBaHune, Tun 4 TBP, u.m. 3410
CuHpgpom OPTINA, ATNL, u.m. 3410
ApTpOrpunos guctasbHelii (CMHAPOM ®prmeHa-LLUengoHa). Mounck YacTeix MyTaumii B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HeponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck

MyTaLmii ubiraHcKoro npoucxoxgeHus B reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnnHouepebennspHas atakcus. Mounck YacTbix MyTauuii B reHe ATXNS, 4. M. (Spinocerebellar

Ataxia, Gene ATXNS, Freq. Mut.) 5148
C1HAPOM HEKOMMAaKTHOro f1eBoro xenyaoyvka (HMJDK, cuHgpom HM JIX, ry6yarteiii MMoKapa). 25707
Mownck myTtaumii B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

MeBanoHoBas auuaypus. Mouck mytauumii B reHe MVK, m. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHanbynoakpanbHaa gucniasus ¢ amnoguctpodueit. Momck Mytaumii B ak3oHax 8, 9 reHa LMNA, 7161
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnvHanbHaa amunoTtpodus Tunsl 1, 11, 111, IV (c onpegeneHnem vmcna konuin SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, I, lll, IV (copy Number Variation SMN2))

CvHapom 3ckobapa. Mownck myTtaumii B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CvHapom Cunbsepa. Mouck myTauumii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CemeliHblil remodarouutapHblin IMMGorncTMoLmTos. Nouck mytaumii B reHe STX11, m. (Familial 14267
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Oedunumt anbha-1-aHTTprncnHa, SERPINAL, u.m. 2035
CnvHanbHas amuoTtpodus Tunsl 1, 11, 111, 1V. Mownck myTauuii B reHe SMN1, M. (TONbKO MpW HanMunm

ofHoi konuu reHa) (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only 34254
Presence One Gene Copy) )

Cungpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3, 51348
Mut.)

Cungpom Mannuctepa. Mounck myTtaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.) 29975
OkynochapuHreasnbHas MbllleyHas guctpodus. Monck YacTbix MyTaunii B reHe RABPN1, u. m. 5148
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

BonesHb MepcTmaHHa-LUTpeyccnepa-LLeliHkepa. Monck myTaumii B reHe PRNP, m. 14916

(Gerstmann-Straussler Disease, Gene PRNP, Mut.)



CvHapowm Bnoxa-Cynbubeprepa (cemeiiHas hopMa Hegep>KaHusa NUrMeHTa). Monck YacTbIx
MyTauuii B reHe IKBKG, u. m. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freq. Mut.)

HelipoceHcopHas HECMHAPOMabHas TYrOyxoCTb, NMOJHbIA aHan3 reHa GJB2

MyTauun nekapctBeHHo pe3ncteHTHocTM NS3, NS5A n NS5B pernoHoB reHomMa Brpyca renatmra
C (pnsa reHotuna 3)

Cungpom pucuennu. Mownck myTtaumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacnefcTBeHHbIi aHTMOHEBPOTMYECKNIA OTek. Mouck myTauumii B reHe CINH, m. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CvHapowm Koctenno. Mouck myTtaumii B reHe HRAS, M. (Costello Syndrome, Gene HRAS, Mut.)
XoHgpoaucnnasus MetadmsapHas, Tun Mak-Ketocuka. MNMounck mytaunii B reHe RMRP, M.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepuognyeckas 60ne3Hb. Movck Mytaymnii B reHe MEFV, M. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CvHapowm LliBaxmaHa-[aviMmoHga. Mounck YacTbix MyTaLmii B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

XopuopeTtnHonatusa bupgwora, TunuposaHne HLA-A29

dnbpoancnnasng occnuumpyroas nporpeccrpytoLas. Movck MyTtaumnii 6e3 «ropsyvmx» y4acTkoB

reHa ACVR1, 6e3 «ropsiu.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVRL1, without
Hot-Point Mut.)

CvHapom BaapaeH6ypra-Laxa. Mowuck myTauumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)

CvHgpom KokkeiiHa. Mownck myTaumii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

[Onactpodmueckas ancnnasms. Mouvck myTtauuii B reHe SLC26A2, m. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktunmsa Tun Bl. Mouck myTtauuii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)

CviHgpowm [pelira (cemeliHbIvi runeptenopusm). Mouck mytauuin B reHe GLI3, M. (Greig Syndrome,
Gene GLI3, Mut.)

reHTI/IHFTOHOI'IOID'O6HbIe 3a60n1eBaHUsA, KOMMIEKCHas AnarHoCTuka, 4.m.

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CuHgpom KpysoHa. Mounck MyTauuii B 3k3oHax 7 u 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CuHgpom Ocnepa-PaHfto-Bebepa (HacneAcTBeHHAs remMopparnyeckas TeneaHrnakrasus). Nomck
myTaumii B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyAaTBHas BUTPEOXOPeopeTMHasIbHas auctpodus. Mouck mytaumii B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nvinopnctpous cemeiiHas yactTnuHas. Mowvck mytauuii reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHApPOM HorTeli-HafKoNneHHMKa (ocTeoHmxoamcnnasuns). Monck mytaumii B reHe LMX1B, M.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHun4yeckasn gnctoHms. Mouck mytaumin B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBa. Mounck YacTbix MyTalmii B reHe ATP7B, u. M. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonuHeriponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CuHgpom AnbcTpoMa. MouncK MyTauuin B «ropsayvmx» yyacTkax reHa ALMS1, «ropsiy.» yd. M. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CviHgpom Tpudepa-KonnmHsa-®paHueckeTTn (MaHanbyno-haunanbHblii AM30CT03). Mouck myTtaunia
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

Sputpokepatogepmus. Monck mytaumii B reHe GJIB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

bonesHb ®abpu, GLA, M.

JvcTanbHas cnvHanbHas aMmnoTpodvsa BPOXKAeHHas Hernporpeccupyrowas. Movck mytauuin B
«ropsumnx» yyactkax reHa TRPV4, «ropsu.» yd. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Jednunt KapHUTMHA CUCTEMHBI NepBUYHbIA. Monck MmyTaumii B reHe SLC22A5, m. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

ATakcus dpugpeiixa. Mouck yactbix myTaunii B reHe FXN, 4. M. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)
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CvHapowm BoysHa-KoHpaau (BKC, LepebporenatopeHaibHbI CMHAPOM). MoMCK MyTalmii B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpocus 3pmTensHoOro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MutoxoHapuansHoi AHK, 3 4. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CuHgpom BbepHcTaga (CMHAPOM KypuaBbix Bonoc). Monck myTtauuii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YHoT3eHa. Mounck myTtauyuii B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-Tyta) Tun Il. Mouck
myTaumii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

MceBgoaxoHgponnasns. NMouck yacteix MyTaunii B reHe COMP, u. m. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTtnuecknii cuHgpom. Monck mytaumii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponna3us. NMonck yacTtbix MyTauuii B reHe FGFR3, u. m. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMmeliHblil X0n040BOl ayToBOCNaNMTENbHbIN cMHAPOM NLRP3 M. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)

CnoHAnnoKocTanbHbIM An30cTo3. MNouck mytaumin B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHothTna. Mounck mytaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MblweyHas auctpodus Imepu-Apelidyca. Mouck mytaunii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbLmHo3. Mouck myTaumii B reHe ANKH, M. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHnsam MULIBRAY. Mowck myTauuii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpous 3pnTensHOro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MUToxoHapuansHon AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
CnvHougepebennapHas atakcus. Monck YacTbix MyTaumii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

[vcTanbHas cnvHanbHas aMnoTpodvsa BPOXKAEHHas ¢ Napanmyom guadparmbl. Monck MmyTaumi B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHas gereHepauusi cetyartku. Monck mytaumii B reHe RP2, M. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CuHgpom 3nepca-AaHno, Tun VI. Mouck vacTteix MyTauuin B reHe PLOD, 4. M. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CuHapom Aapckora-CkoTTa (thayunoreHuTanbHas gucnnasns). Monck mytaumii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnvHanbHO-6ynb6apHas ammnoTpodumsa KeHHean. Monuck Yactbix MyTaumii B reHe AR, 4. M. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

CemeliHasi runepxonectepuHemusi, reH PCSK9
CvHapom MapTuHa-benn (CMHAPOM NIOMKOU X XpOMOCOMbI)

CvHAPOM NOMKOW X-XpOMOCOMbI C TpeMOpoM/aTtakcueid, FMR1, u.m.

CuHgpom Mannuctepa-Xonna. Mouck mytaunin B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CvHapom AHTAM-Bukcnepa. Mownck MyTaumii B 3k3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHgpom Mdaliddepa. Mounck myTaumin B ak3oHax 7, 9 reHa FGFR2 1 ak3oHe 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MoneKkynsapHbIA CKPUHWHT Ha MUKpoZeneun/ MUKPOAYNINKaL M XpOMOCOM

CeMeiiHblii remogaroymTapHbIii AMMGorncTmoymTos. MNomnck vacTteix MyTaumii B reHe UNC13D, 4. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AYTOUMMYHHBI nMmgonponndepaTuBHbIi cuHapom. Mouck myTtaunii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeliHbli MeaynnspHbIi pak WIMTOBUAHOW Xenesbl. Monck MyTaLmii B 3k3oHax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CuHgpom LLBaxmaHa-falimoHga. Mouck myTaunii B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CvHgpom AHgepceHa. Mownck myTaumii B reHe KCNJ2, m. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbBunoTpogusa ceTyaTtky, Tmn ®paHyeckeTT (bonesHs LUtaprapara 1-ro tmna). Monck YacTbIx
myTaumii B reHe ABCA4, 4. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)
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Xopowngepemus. Mounck myTtauuii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnvHougepebennspHble atakeun, pefkme opMbl, Y.M.
CviHapowm Yokepa-Bap6ypr (CYB). Mouck myTauuii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CuHgpom Kpy3oHa ¢ YepHbIM akaHTO30M. Mouck MyTauuii B 3k3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemms. Mouvck mytauuin B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

rMnodochareMnyecknini BUTaMmUH D-pe3nCcTeHTHbI paxuT (MoYeyHblli hocaTHbIn gnabert). Mouvck
myTaumii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adhasnsa nepeBuyHas nporpeccupytowas. NMouck mytaunii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CvHapom Makneoga. Mouck mytaumii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CvHApOM TecTUKynsipHoi hemmnHmsauum (CT, cnHapom Moppuca). NMouck myTaunii B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

3KTOoAEepMaibHas aHrMapoTuyeckas avcnnasus. Nouck mytaunin B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoyeyHas agucnnasus. MNMouck mytauumii B reHe UPK3A, M. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

deHnnkeToHypus. Mouck vacTbix MyTauuii B reHe PAH, u. M. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpO(Us 3pMTENBHONO HEPBA C FYXOTON. MONCK MyTaLmii B «ropsumnx» yyactkax reHa OPAL,
«ropsy.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPAL, Hot-Point Mut.)

HelitponeHus. Mounck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeliHasi runepxonectepuHemusi, reH APOB100

BpoxkAeHHast HEYYBCTBUTE/IbHOCTL K 60/1M € aHrMapo30oM. MNMourck myTauuin B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

AnuursapHan gucnnasus, MHOXecTBEHHas. MoncK YyacTbix MyTaumii B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOW LIEHTPa/IbHOM rnnoBeHTUnsALmmn (CBLI). Mouck YacTbix MyTaumii B reHe
PHOX2B, 4. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

OCHOBHble HacneACcTBeHHble 3a6oneBaHus (reHbl CFTR, GIB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHMYecKast aucTpodus. Monck yacTbix MyTaumii B reHe DMPK, u. M. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HeponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MmyTaumii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

VIXTMO3 namennsipHblii. MouCK Bcex M3BECTHLIX MyTauuii B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

AnctanbHasi MOTOpHas Heliponatust Tun V. Mouck myTaunii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CuHgpom MoyaT-BunbcoH. Monck myTtaumii B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTuBHOCTb hocthopmnbosnnnupodgoctar cmHTeTassl. Mlonck mytaumii B reHe PRPS1, M.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CvHapom MepmaHcku-TMyanaka (Anb6UHU3M rN1a30-KOXHbIV C reMopparn4eckMmM anare3om u
NUrMeHTaLmMen peTuKyno-aHAoTeNNabHbIX KNeTok). Monck YacTbix MyTaumii B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHas guctpodna AroweHHa/bekkepa. Mouck geneunii n gynavkaumin B reHe guctpouHa
CvHgpom Knunnens-®eins (CMHAPOM KOPOTKOM wwew). Monck myTtaumii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHunomeTadmzapHas gucnnasus. Monck MyTaumnii B «ropsaumx» ydactkax reHa ANKH, «ropsid.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

dpuUTpOAEPMUS BPOXKAEHHAA XTUO3HasA (HeGynnesHas). Monck myTaumii B reHe TGM1, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KpeiTudenbara-dkoba. Mouck myTaunii B reHe PRNP, M. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MwukpodTansMm ¢ KatapakToii. Mouck myTtaunii B reHe CRYBA4, m. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTOXOHAPWa/bHbIE 3a60/1eBaHMS, KOMM/IEKCHAs AUArHOCTUKA: MUTOXOHAPUabHas OHK, y.m.

CemeliHasi nepuoamnyeckas nmxopagka. Movck mytaumii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)
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CuHapowm XXy6epa (CX). AHanm3 uncna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MeTremorno6uHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.)

Xopes MeHTMHIToHa. Mounck YacTbix MyTauuii B reHe IT15, 4. m. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CvHgpom CumncoHa-lonabu-bemens. Mouck mytaunii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTtunrnytakoHoBast aumaypus. Mownck myTtaumii B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
lll, Gene OPA3, Mut.)

X-cuenneHHsbIi nuMmgonponudepaTnBHbI CMHAPOM (60ne3Hb dyHKaHa, cMHapoM Myptunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Meproanyeckas 60ne3Hb. Mounck YacTbix MyTaLmii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHusa getepMmuHauumn nona. NMouck mytauuii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

AKTofEpManbHas rmgpoTmyeckas avucnnasus. Novck mytaumii B reHe GJB6, m. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cUenneHHbI MOTOPHBIN HucTarM. Mouck mytaumii B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HesapalleHne pogHUYKoB. MNMouck myTaunii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CvHapom Buckotta-Ongpuya (CBO). Mouck myTtaunii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MeiweyHas auctpotus Amepu-Apelidyca. Monck MyTauuii B reHe aMepriHa Npu X-cLenieHHon
topme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AKpoJepmaTuT aHTeponaTtniecknia. NMouck mytaymnii B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacnefctBeHHas HeliponaTus ¢ NOABEPXXEHHOCTLIO Napanudy OT caasnieHuns. Monck myTauuin B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)
OcTeoneTpo3s peLeccrBHbIl (MpaMopHas 60n1e3Hb KocTei). Monck yacTbix MyTauumii B reHe TCIRGL,
4. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

IMnokanneMmnyeckunii NnepuoanYveckmii napanmy. NMouck myTaunii B ak3oHax 12, 18 n 19 reHa
SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

MIXTno3 BynbrapHsiii. Monck YacTbix MyTauumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CewmeliHast runepxonectepuHemus, reH LDLR

inep-IgD cuHgpom. Mounck myTtaunin B reHe CD40LG, M. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

ANbOVHN3M rNa3oKoXHbIA TMN 1A. Mouck myTauumii B reHe TYR, M. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MelweyHas aucTpotus BpoxxaeHHas. Mounck vacTbix MyTaumii B reHe FKRP, 4. m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

bonesHb LLTaprapara. Mouck vacTtbix MyTaunin B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannosnugusapHas gucnnasms (C3M4). Monck mytaumii B reHe TRAPPC2, m.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOPAaKC NEPBUYHbIV CMOHTaHHbIN. Monck MyTaumii B reHe FLCN, M. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHgpowm HuimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CuHgpom BaappaeH6ypra. Mouck myTaunii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MbllweyHas AMCTpodus NOSCHOKOHeYHOCTHas. Nonck myTaumii B reHe FKRP, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHogm3ocTo3. Mounck myTauuii B reHe CTSK, M. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

®eHnnkeToHypus. Mouck myTtaunii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CvHgpom Cmuta-Jlemnn-Onuua (CN1OC). Mouck myTtaumii B reHe DHCR7, m. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumaos. Mounck yacTbix MyTauuii B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MNapKMHCOHa, KOMMEKCHas ANarHOCTMKa, Y.M.

CuHppom LUAOACUI, reH NOTCH3
MbiweyHas auctpodus [oweHHa-bekkepa. NlaioHn3auma X-xpomocomsl y gesoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MwukpodTanbM N3011MpPOBaHHBIN. Mouck MyTauunii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)
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CnuHouepebennsapHble atakeuu, YacTble (hopMbl, Y.M.
CkanynonepoHeanbHasa Mvonatus. Movck mytauuii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CeMeiiHblii remogaroymTapHbiii nMMgornctmoymTos. Monck mytauumii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®dartanbHas cemeliHas MHCOMHUSA. Mownck myTaumii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

JK30CTO3bl MHOXECTBEHHbIE. Mouck myTaunii B reHe EXT1, M. (Multiple Exostoses, Gene EXT1, Mut.)
BonesHb YHheppuxTa-JlyHa60pra. Mouck Yactbix MyTauuii B reHe CSTB, 4. M. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dnbpoaucnnasmnsa occupuumnpyoLLas nporpeccrpytoLias. NMouck MyTaunii B «ropsumnx» yyactkax
reHa ACVR1, «rops4.» yd. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTMHITOHONO4O6GHOE 3a6oneBaHue, TMN 2, JPH3, 4.m.

X-CLLeNNEHHbIN TAXKENbIA KOMOVHUPOBaHHLI UMMyHOZe@ULAT. Monck MyTaumii B reHe IL2RG, M.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CvHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MceBaoKcaHTOMa anacTruyeckas. Monck YacTbix MyTaumii B reHe ABCC6, u. M. (Pseudoxanthoma
Elasticum, Gene ABCC6, Freq. Mut.)

MeTtremorno6uHemus, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBu4yHasa nerovHasa runepteH3uns. NMonck mytaumii B rene BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcua dpugpeiixa. NMouck mytaunii B reHe FXN, M. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mownck myTtaumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)
dpuUTpOoAEPMUS BPOXKAEHHAA MXTUO3HasA (HeGynnesHas). Monck myTaumii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

rmnepTpodunyeckas kapanommonarms. Mounck myTtauuii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

[naykoMa t0BeHWU/IbHasA OTKPbITOYronbHas (CMHApoM Purepa). Mouck myTtaunii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Nnumdegema. Monck mytaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
TpombouuToneHns BpoxaeHHas. MNMouck mytauunii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MbilweyHast gUCTpogmns NOSICHOKOHEeYHOCTHas. Monck myTtaumii B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoueuHas agucnnasus. Momnck mytaumm B ak3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTtHas reteponna3una nporpeccupytowas. Mouck mytaumin B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBoi ammnoTtpoduyeckmnii cknepos (BAC), SOD1, m.

TopcroHHas auctoHns, Tun 1, TOR1A (DYT1), u.m.

CuvHApOM NoAKoneHHoro nrepuruyma. Mouck mytaunii B reHe IRF6, m. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb lepmutT-Ayknoc. Mouck mytauwmii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas aucTpodus BpoxxaeHHas. Mouck mytaunii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CvHapowm BaHasH-Paiinu-PyBanbbaka. Mounck mytaumii B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

SpUTPOLIMTO3 PeLLECCUBHbIN (CeMeliHas HacneAcTBeHHas nonmumTeMus). NMouck MyTauuii B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Heliponatusa ¢ napanuyamu oT caasnexus, PMP22, neneuunmn n gynnukaumm (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHnometadmsapHas gucnnasums. Movck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHunyeckas rpaHynemMarto3Has 60ne3Hb. MNonck mytaumii B reHe CYBB, M. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepusi XatunHcoHa-rmngopaa. Mounck mytaumii B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CuHgpom Kpurnepa-Haispa (CKH, cemeiHas xentyxa). Mouck mytauumii B reHe UGTL, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CuHgpom PetTa. Mouck myTaunii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

bone3Hb bexyeTta, TunuposaHue HLA B51
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HapyweHusa getepMmyHauumn nona. AHanu3 Hanmuus reHa SRY, M. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MellweyHas AUCTPOGUs MOSCHOKOHEYHOCTHas. Nonck myTaumii B reHe SGCA, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpPHas Heponatus (6onesHb Lapko-Mapu-TyTa) Tin 1l. Mownck
myTaumii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AYTOUMMYHHBI NMMdonponndepaTBHbIv CUHAPOM. MOUCK MyTaUWiA B «rOPAYNX» YHacTKax reHa
TNFRSF6, «ropay.» yu. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF®6,
Hot-Point Mut.)

Minep-IgD cuHgpom. Mounck MyTauuii B «ropsumx» ydactkax reHa MVK, «ropsu.» y4. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MbiweyHas guctpogms, Tmn dykysama. Monck mytaymii B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CuHgpom ESC (cnHgpom MonbamaHa-®aBspa). Mouck mytauumii B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CvHapowm BaH aep Byaa. Mouck myTtaumii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PeTnHowwmsmc. Monck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMeiiHblii remogaroumTapHbIii AMMgornctmoymTos. Monck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpos peLeccrBHbIl (MpaMopHas 60n1e3Hb kocTei). Monck myTtaumii B reHe TCIRGL, M.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BonesHb YHheppuxTa-JlyHa6opra. Mouck myTtaunii B reHe CSTB, M. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cLenneHHsbIn numdonponngepaTBHbI cCMHAPOM (6one3Hb [lyHkaHa, CUHAPOM IMypTuabo).
Mownck myTtaumii B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb BecTa. MNonck BCcex N3BECTHbIX MyTaLmii B reHe BESTL, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHnocrHocTo3. Mownck myTtaumii B reHe TWISTL, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHuocrHocTo3. Mownck myTtaumii B reHe MSX2, m. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CrnoHrnogopmHas aHuehanonatns ¢ HeMPoNCUXMYeCKMY NPOSBAEHNAMN. MonCK MyTaLuuii B reHe
PRNP, M. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

NxTnos 6ynnesHblid. Mounck myTtauuii B reHe KRT2, M. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CuHapom KapneHTepa (akpouehanonoancnHaaktuamsa BToporo Tmna). Movck myTtauunii B reHe
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

CvHapowm [xekcoHa-Beiicca. Monck myTaumii B 3k30He 9 reHa FGFR2 1 3k30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MceBagoKcaHTOMa anacTuyeckas. Movck myTtauuii B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)
Cnactuyeckasn napanneruns LWtpromnens, Tun 4, SPAST (SPG4), u.m.

CvHgpom Xunnena-finHaay (Lepebpo-peTMHO-BUCLEPa/bHBIA aHrMoMaTo3). Mouck MyTaunii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

Mcopwuas, TunuposaHne HLA-Cw6

MoneKynsapHO-reHeTUYecKas AMarHoCT1ka paka npeacTare/lbHOM Xenesbi

CuHgpom Anepa (akpouetanocuHaaktuams). Monck yacTbix MyTaumii B reHe FGFR2, u. M. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHasi runepxonectepuHemMusi (KOMMIEKCHasA AMarHocTuka - reHsl LDLR, APOB, PCSK9)

AnumrsapHan gucnnasus, MHOXecTBeHHas. Monck myTtaumii B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CvHgpowm Apra. Mounck myTtauuii B reHe PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.)
dpuUTpOoAEPMUS BPOXKAEHHAA XTUO3HasA (HebGynnesHas). Monck myTaumii B reHe ALOXE3, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CvHAPOM KpaHuodaLmanbHOW ANCMOPHMN-TYrOyXOCTU-YNIbHAPHOW AeBuaunmn Kuctei. NMonck
myTaumii B reHe PAX3, m. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)
MblweyHas auctpodus Imepun-Apelidyca. Mouck mytaunii B reHe LMNA, m. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

OpUTPOLIMTO3 PELLECCMBHbIN (CeMeliHas HacneACcTBeHHas NonuumTeMus). NMoncK YacTbix MyTauuii B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CvHapom Kepatuta-mxtnosa-tyroyxoctu (KAA-cuHapom). Monck mytauumii B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Nvnopnctpodus cemenHas YacTnyHas. Monck MyTauuii B «ropsymx yyactkax» reHa LMNA,
«ropsy.» yd. m. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
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CuHgpom Bbapta. Mouck mytauwmii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)
Llepe6pookynodaunockeneTHblii cuHgpom. Mounck myTtauuii B reHe ERCC6, M.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CvHgpom Xunnens-/inHaay (Lepebpo-peTMHO-BUCLEPabHBIA aHrMomMaros). OnpegeneHme ymcna
konuii reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

JK30CTO3bl MHOXECTBEHHbIE. Mouck myTaunii B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.)
MblLeyHast AUCTPOUS MOACHOKOHEYHOCTHas. Mownck YacTbix MyTauumii B reHax CAPN3, FKRP,
ANOS5, SGCA

Imaykoma BpoXaeHHas. MNMowuck myTaumii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

HopmokanneMmnyecknii nepuognyeckunin napanund. NMounck myTtauuii B 3k3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxeHusa neyeHu, reHbl ATP7B, PNPLA3, SERPINAL, yu.m.

Monupaktnnus. Mownck myTtaumii B reHe GLI3, M. (Polydactyly, Gene GLI3, Mut.)
Mnep-IgM cuHgpom. Mouck myTauuii B reHe CD40LG, M. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBu4yHasa runepTpoguyeckas octeoapTponarusa (maxmgepmoneprnocTos). Mouck myTtaunii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

MwuoToHusa TomceHa-bekkepa. Mownck YacTbix MyTaumii B reHe CLCN1, u. m. (Myotonia Congenita,
Gene CLCN1, Freq. Mut.)

BokoBoW ammoTpoduyecknii cknepos, Coorf72, u.m.

[noMepyoLMTO3 MNOYEK rmnonaacTMyeckoro tuna. Nounck mytauumii B reHe HNF1B, M. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
yacTbIx MyTauuii B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freq. Mut.)

CvHgpom KothdmHa-/oypu (CKJT). Mounck myTtauuii B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)

Monupgaktnnus. Mownck myTtaumii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

HeankorosnbHbIii )XMpoBOli renaros, reH. PNPLA3, u.m.

CviHapom TAR. Mownck myTaumii B reHe RBM8A, m. (Thrombocytopenia-Absent Radius Syndrome,
TAR-Syndrome, Gene RBM8A, Mut.)

BonesHb KoyaeHa. Mouck myTtauuii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.)

MwuoToHuueckas guctpodus, Tmn 2, CNBP (ZNF9), u.m.
XoHgpoaucnnasus TouevHas KoHpagnu-XtoHepmaHa. MNMounck myTauuii B reHe EBP, m.
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CeMeliHblii remodharoyutapHbIii TMMGorncTMoLmTos. Nouck mytauunii B reHe STXBP2, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

PabnomMnonus (Mnorno6buHypus). Mouck myTtauuii B reHe LPIN1, m. (Myoglobinuria Acute Recurrent
Autosomal Recessive, Gene LPIN1, Mut.)

leneodmaunyeckas gucnnasus. NMouck mytaunin B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1,
Gene ADAMTSL2, Mut.)

bonesHb MannepsopaeHa-LLnatua. Monck YacTbix MyTaumii B reHe PANK2, 4. m.
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)
Jputpokepatogepmus. Monck mytaumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.)
AtenocTeoreHes (gucnnasus ge ns LWanens). Mowck mytauuii B reHe SLC26A2, M. (Atelosteogenesis
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

AHemus [alimoHga-bnekgeHa. Mouck myTaunin B reHe RPS19, m. (Diamond-Blackfan Anemia 1,
DBAL, Gene RPS19, Mut.)

HedpoTnueckuin cnHapom. Mownck myTtaumin B reHe NPHS2, m. (Nephrotic Syndrome Type 1,
NPHS1, Gene NPHS2, Mut.)

Fremocdunms. Mouck mytaumin B reHe daktopa IX npu remodmnum B, m. (Hemophilia B, Gene Factor
IX, Mut.)

TpuxopuHoganaHreanbHblin cuHApPoM. Monck myTaumii B reHe TRPS1, m. (Trichorhinophalangeal
Syndrome, TRPS, Gene TRPS1, Mut.)

CnnHanbHasi aMMoTpotus ¢ Napannyom avadgparmbl. Monck myTtauuii B reHe IGHMBP2, m. (Spinal
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

rmnoxoHaponnasus. Monck yacTbix MyTaumii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3,
Freq. Mut.)

MyTauun nekapctBeHHol pe3ncteHTHocTM NS3, NS5A n NS5B pernoHoB reHomMa Brpyca renatmra
C (ana reHoTmnos 1a, 1b)

MnepKasIMEMUYECKNI Nepnoguyecknii napanmy. Mouck Mmytauuii B ak3oHax 13 n 24 reHa SCN4A,
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
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HelipoceHcopHas HeCUHAPOMaslbHas TYFrOyXOCTb, MOUCK YacTbIX MyTaLuii B reHe GIB2 1 KpyMHbIX

faeneunii B nokyce DFNB1 6820
OHKonorn4yeckme 3abonesaHus

MyTtauun B reHe MET 12331

HacneactBeHHbIe Cyvam paka MOJIOYHO »enesbl N/nnn sndHukoB (reHbl BRCAL, BRCA2) 4785

(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

Mytauun B reHe POLE 8327

OnpegeneHune TpaHcnokaumn 1p/19q 11165

VccnepoBaHme XpOMOCOM B abOPTMBHOM MaTepuane, CKPUHUHT 10010

CVHAPOM MHOXECTBEHHOI 3HAOKPUHHON Heonnasum 2B tnna (reH RET) (Multiple Endocrine 5148

Neoplasia Type 2B (Gene RET))

HacnepactBeHHble cnyvan BRCA-acCcouMMpPOBaHHOIO paka y My>KUMH: pak rpyaHo,

NopKeNnyaoYHON, NpeacTaTesnibHOM »enes, pak andek (reHsl BRCAL, BRCA2) (6e3 onucaHus 4290

pe3ynbTaTtoB Bpadom-reHeTnkoMm) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,

Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))

CeMmeliHbli MeaynnspHbIi pak WIMTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 21406

Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

CYHAPOM MHOXECTBEHHOW 3HAOKPUHHOM Heonnasmm 2A Tuna (3k3oHb! 10, 11 reHa RET) (Multiple 9999

Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

Mytauun B reHe IDH2 11682

MccnepgoBaHve XpoMOCOM B abOPTUBHOM MaTepuasie, paclumpeHHoe 23199

KonmyectBeHHOE onpeaeneHne COOTHOLEHUSI HOPMaslbHOTO M MyTaHTHOTO anneneii 617V/617F B 8800

14 sk30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)

HacnefctBeHHble cnyyan BRCA-accouMmnMpoBaHHOTO paka y My>XUMH: pak rpygHO,

NoapKeNyaouHO, NpeacTaTesibHOM »kenes, pak andek (reHsl BRCAL, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2))

OnpegeneHne metnanposaHma reHa MGMT 11682
Mytaumsa PIK3CA 11682
OnpegeneHne abepauuii C228T 1 C250T B reHe TERT 8327
HacnefcTBeHHbIe Cly4an paka MOSIOUYHOW Xenesbl U/unm SndHnKos (reHsl BRCAL, BRCA2) (6e3
onmcaHusa pesynbTatoB BpavoMm-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCA1, BRCA2) (without Description))
MyTtaunn B reHe IDH1 11682
depMeHTHI
A09.05.039 Naktataerngporenasa (1417, L-nakratr, HAO+Okcngopeaykrasa) (Lactate
165

Dehydrogenase, LDH)
G6PD 3puTpOUUNTOB, aKTUBHOCTb 3278
A09.05.042 AnaHnHamuHoTpaHcgepasa (ANAT, AT, rnyTaMYHO-NMMPOBUHOrpajHaa TpaHcaMuHasa, 165
I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbtha-amunasa (?-amunasa, Avactasa) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbtha-amunasa naHkpeatnyeckas (P-nsodepmeHT amunasbl) (Pancreatic ?-Amylase) 275
XonuHactepasa (S-MNceBgoxonuHacTepasa, XonnHactepasa Il, S-X3, auMnxonnHrnaponasa) 253
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 docthatasa wenoyHas (L P) (Alkaline Phosphatase, ALP) 165
A09.05.173 Nlnnasa (Tpraunnramueponaumnrnaponasa) (Lipase) 319
docgartasza kucnas (K®) (Acid Phosphatase, ACP) 220
Famma-rnytamuntpadcnentugasa (T, rnytamuntpaHcnentugasa) (Gamma-Glutamyl Transferase, 165
GGT)
A09.05.043 KpeatnHknHasa (KpeatuHdochokmHasa, KK, KPK) (Creatine Kinase, CK, Creatine

; 264
Phosphokinase, CPK)
A09.05.041 AcnapTtatammnHoTpaHcgepasa (ACAT, ACT, rnyTaMMHO-LLaBe1eBOYKCYyCHas
TpaHcaMuHasa, MT) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)
KpeatnHkmHasa-MB (KpeaTnHgpochokmHaza-MB, KK-MB, K®K-MB) (Creatine Kinase-MB, CK-MB, 341
Creatine Phosphokinase-MB, CPK-MB.)

HLA-TunupoBaHue 1 pesyc-akrop

TunuposaHue reHoB cucteMbl HLA Il knacca (reHbl DRB1, DQA1L, DQBL1) (System Human Leukocyte 5841
Antigen (HLA) Class I, Typing (Genes DRB1, DQA1, DQBL1))
OnpegfeneHvie reHoTMNa pesyc-takropa (6e3 onvcaHnsa pesynbTaTtoB BpauyOM-reHeTUKOM) 9768

(Genotype of RH factor Definition (without Description))



OnpegeneHve nona nnoga. BeisieneHue Y-xpoMocoMmbl niofa B Kposu matepw (Y-chromosome of

the fetus in the mother's blood) 4510
OnpegeneHune pesyc-thaktopa (Rh factor Definition) 6820
OugeHKa CBEPTbIBAIOLLEN CUCTEMbI KPOBY
MnasmuHoreH (Plasminogen) 660
dakTop VIII (aHTUremocunbHelii rnobynuH A) (Antihemophilic Globulin A, FVIII) 1133
A09.05.051.001 D-gumep (D-Dimer) 1133
A09.05.050 dunbpmrHoreH (Fibrinogen, FG) 231
A12.05.039 AKTMBMpPOBaHHOE YacTU4yHOoe (NapLmanbHoe) TpoMbonnacTuHoBoe Bpems (AUTB 165
(AMTB), kehannH-KaonnHosoe BpeMs) (Activated Partial Thromboplastin Time, APTT)
dakTop IX, aKTMBHOCTb, % (thakTop KprcTmaca, aHTUreMogunbHbI thaktop «B») Factor IX, Activity,%
- - S o 484
(Christmas Factor, anti-hemophilic globulin “B”)
A12.05.027 MNpoTpombuH (NpoTpombrHoBoe Bpems, MB), MHO (MexxagyHapogHoe
HOpMann3oBaHHOe oTHoLLeHue) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpombrHoBOe Bpems (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonyaHouHbIl aHTUKOarynsHT (BA) (Lupus Anticoagulant, LA ') 803
MpotewnH C, % aktnBHoOCTK (Protein C, % Activity) 1969
AHTU-Xa akTuBHOCTb, ME/MN (TenapuH, KoHUeHTpauus, ME/Mn), Anti-Xa activity, IU/ml (Heparin 1837
concentration, IU/ml)
dakTop BunnebpaHga, aHTureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTUTPOMOWUH I, % akTMBHOCTK (AT Ill, Antithrombin I, % Activity) 363
MpoteunH S cBo6OAHbLIN (Protein S, Free) 2442
Benku n aMMHOKMCNOThI
CBO6GOAHbIE Nerkme Luenn MmMyHornobynmHoB kanna v namoga B mode (Urine immunoglobulin free 1474
light chains (FLC) kappa and lambda)
M-rpaiveHT, CKPUHUHT. 3neKTPothopes CbIBOPOTKN KPOBU, MMMYHOMMKCALMS C MONMBAIEHTHO
aHTUCbIBOPOTKOM, KONMYECTBEHHas oLeHka M-6enka (6e3 TnnuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
benok beHc-[)KoHca B MoYe: UMMYHOUKCaUUs, KONMYECTBEHHOE orpejenieHne, TuNnMpoBaHue
kanna, nam6ga (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )
A09.05.014 benkosble thpakumn (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpafveHT, TMNMpoBaHue. 3NEKTPOMOPES CbIBOPOTKU KPOBU, UMMYHODUKCALMS C NaHENbIO
aHTUCLIBOPOTOK (pa3genbHo K IgG, IgA, IgM, kanna, nAam6aa), konnyectBeHHas oLeHka M-6enka 4389
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CB0O6O/HbIE Nerkve Lenn MMMyHOrno6ynMHOB kanna n namo6aa B nnksope (Cerebrospinal Fluid
- . . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBOGO/HblE Nerkue Lenn MMMyHOrno6yNMHOB Karna u nsSM64a CbIBOPOTKM € pacveToM MHAeKca 2156
kanna/nsaméaa
Bbenok beHc-[KoHca B MOYe, CKPUHWUHT € MPUMeHeHeM UMMYHOMUKCaUUN 1 KOMYeCcTBEHHOe
; . S e 2068
onpegeneHuve (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 Anb6ymuH (Albumin) 231
A09.05.010 O6wwmit 6enok (Protein Total) 165
A09.05.214 FomouuctenH (Homocysteine) 1419
AnekTpoopes 6enKoB Moun, onpegeneHne Tmna npotenHypumn (Urine Protein Electrophoresis) 1650
AnneprokomrnoHeHTbl ImmunoCAP
KanycTa 6enokoyvaHHas (f216) IgE, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHasA, nArtvl (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CsuHuHa (f26) IgE, ImmunoCAP 693

TapakaH pbbkuii (npycak) (i6) IgE, ImmunoCAP 693



ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP)

KapTotens (f35) IgE, ImmunoCAP
KoHanbbymuH siiua, nGal d3 (f323) IgE, ImmunoCAP

Cmecb annepreHoB fomaluHel noinu (Hollister-Stier) (hx2) IgE, ImmunoCAP

Candida albicans (m5) IgE, ImmunoCAP

Aa nuenbl MmegoHocHoi (i1) IgE, ImmunoCAP

An ocbl 06bIKHOBEHHO (i3) IgE, ImmunoCAP
XnoprekcnguH (c8) Ige, ImmunoCAP

Mepcuk (f95) IgE, ImmunoCAP

AumeHsb (f6) IgE, ImmunoCAP

[poxokm nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP
Osomykoung, nGal d1 (f233) IgE, ImmunoCAP

Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP

OBua, anutenuii (e81) IgE, ImmunoCAP

Knewy gomawHeii nobinn / D. pteronyssinus (d1) IgE, ImmunoCAP
bepesa 6opogaByatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP
Kpab (f23) IgE, ImmunoCAP

OBanbbyMuH, anbbymnH AnyHbINR, NnGal d2 (f232) IgE, ImmunoCAP
BeTa-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
Anbha-naktans6ymuH (nBos d4) (f76) IgE, ImmunoCAP
baHaH (f92) IgE, ImmunoCAP

Manro (f91) IgE, ImmunoCAP

Mopckas CBUHKa, anutenuii (e6) IgE, ImmunoCAP
Tpuntasa, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyraii, nepo (e213) IgE, ImmunoCAP

AnuHbIN xxenTtok (f75) IgE, ImmunoCAP

Kowka, nepxoTb (el) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

JdomawwHas nbib (Hollister —Stier) (h2) IgE, ImmunoCAP
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Cobaka, rCan f 1 (€101) IgE, ImmunoCAP

Msco kypuupl (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP
dopmanbgerng / popmanut (k80) IgE, ImmunoCAP
Mopkoss (f31) IgE, ImmunoCAP

Coesble 606blI (f14) IgE, ImmunoCAP

JomatiHas neinb (Greer Labs.) (h1) IgE, ImmunoCAP
Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
OpnyBaH4YMK 06bIKHOBEHHBbIN (W8) IgE, ImmunoCAP
Cmecb annepreHoB nneceHn (mx2) IgE, ImmunoCAP
Kpesetka (f24) IgE, ImmunoCAP

Tponomno3nH KpeBeTok, rPen al(f351) IgE, ImmunoCAP
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IpeiindpyT (f209) IgE, IMmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko kopossbe (f2) IgE, ImmunoCAP

Mpoco noceBHoe (nweHo) (f55) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHas, NArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MuagnH nweHuubl, rTria 19 (f416) IgE, ImmunoCAP
Cmecb nuLueBbIx annepreHos (fx15) IgE, ImmunoCAP

Cobaka, nepxoTb (€5) IgE, ImmunoCAP

Cwmecb annepreHoB msca (fx73) IgE, ImmunoCAP

Cmech aeTckux nuulesbix annepreHos (fx5) IgE, ImmunoCAP
MopaconHeyHnk (w204) IgE, ImmunoCAP

A6noko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momupop (f25) IgE, ImmunoCAP

Kapn, napsansbymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP

An wepLwHs (i75) IgE, ImmunoCAP

CMech NMblnbLbl paHHeLBeTYLLMX yroBbix Tpas (gx1) IgE, ImmunoCAP
Bbepesa 6opogasyatas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Ipeumnxa (f11), IgE, ImmunoCAP

CTathMnoKOKKOBBI 3HTEPOTOKCUH A (m80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapuH (f302) IgE, ImmunoCAP

KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB nnecHeBbIx rpubkos (mx1) IgE, ImmunoCAP
MeHnuunnuH V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) Ige, ImmunoCAP

Cmecb annepreHos nblnblbl gepeBbeB (tx9) IgE, ImmunoCAP
lopox (f12), Ige, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MwuHgans (f20) IgE, ImmunoCAP

Iprbbl (WamnuHboHbI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)

Knew, gomaluHeli noinm / D. farina (d2) IgE, ImmunoCAP

BbapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayk (f17) IgE, ImmunoCAP

MweHwnua (f4) IgE, ImmunoCAP

JNumoH (f208) IgE, ImmunoCAP

Bblunii CbIBOPOTOUHBIN anb6yMuH, nBos d6 BSA (e204) IgE, ImmunoCAP
baknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
Kodgpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yain nuctosoii (f222) IgE, ImmunoCAP

Cmecb annepreHoB Nblblbl COPHbIX Tpas (wWx1) IgE, ImmunoCAP
CmopopguHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

693
693
693
693
693
693
2013
2013
1375
693
1375
1375
792
693
693
693
2013
693
1375
2013
693
693
1727
2013
792
913
1375
693
792
1375
792
792
792
693
693
792
693
693
693
2013
792
792
792
1375
792
693



TumodpeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2013

Kouwuka, rFel d1 (€94) IgE, ImmunoCAP 2013
FrossignHa (f27) IgE, ImmunoCAP 693
Kusn (f84) IgE, ImmunoCAP 693
JNvzounm siiua, nGal d4 (k208) IgE, ImmunoCAP 913
AMBpO3uA BbicOKas, NOMbIHOAUCTHASA, nNAmb al (w230) IgE, ImmunoCAP 2013
MonbiHb 06bIKHOBEHHas (W6) IgE, ImmunoCAP 693
Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 792
MeHnvumnnunH G (cl) IgE, ImmunoCAP 693
Tumodeeska nyrosas (g6) IgE, ImmunoCAP 693
Bepesa (t3) IgE, IMmmunoCAP 693
Koluka, CbIBOPOTOYHbIN ans6ymuH, riel d2 (e220) IgE, ImmunoCAP 2013
CTahmnoKoKKOBbI/ 3HTEpOTOKCUH B (M81) IgE, ImmunoCAP 693
Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) 792
BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 792
O6wwuit Ig E ImmunoCAP 759
CtadmnoKOKKOBbI/ 9HTEPOTOKCUH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2013
AnyHbIi 6enok (f1) IgE, ImmunoCAP 693
Osgec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbpepeli (f85) IgE, ImmunoCAP 693
3emnsiHuka, Kny6bHuka (f44) IgE, ImmunoCAP 693
TeikBa (f225) IgE, ImmunoCAP 693
An ocbl NATHMCTOM (i2) IgE, ImmunoCAP 693
Monoko ko3be (f300) IgE, ImmunoCAP 792
Tpecka atnaHtuueckas (f3) IgE, ImmunoCAP 693
Kypwvua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, CbIBOPOTOUHbIN anbbymuH, nCan 3 (€221) IgE, ImmunoCAP 2013
Pomauuka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTOVI,quIVI apTpuT, NopaXkeHnda CyCctaBoB

MonekynsapHo-reHeTu4deckoe uccnegosaHue HLA-B27 (Molecular Genetic Testing HLA-B27) 1705
AHTWTENA K UUKANYECKOMY LUTpyAIMHupoBaHHoMy nentugy (ALLLM) (Anti-Cyclic Citrullinated

. - 1452
Peptide, anti-CCP)
AHTUTENa Knacca IgG K kepaTuHy (AHTUKepaTMHOBble aHTUTena, AKA, AHTUQUNarrpHoBble 2044
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)
PeBmatongHeblii haktop, IgA (P® IgA; Rheumatoid Factor, RF, IgA) 1232
KpucTtannibl B Maske CUHOBUASIbHOM XXMAKOCTM (MOHOYpaT Hatpus, nupodocdat kanbuums) (Synovial 1705

Fluid Smear, Crystals)

AHTUTENa Knacca IgG K MoguundnpoBaHHOMY LIUTPYTMHUPOBAHHOMY BUMEHTUHY (aHTU-MLB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1518
Antibodies, Anti-Sa Antibodies, IgG)

LinTomeranosrpycHas nHpekums (Lmtomeranosmpyc, LIMB)



Lintomeranosupyc, onpegeneHne JHK B cockobe anunTenmabHbIX KNeToK can3uctoii Hoca (CMV

DNA, Scrape of Nasal Epithelial Cells)* 275
Lintomeranosupyc, onpegenexHvie AHK B cocko6e anuTenvanbHbIX KNeTok potornoTkn (CMV DNA,
Scrape of Faucial Epithelial Cells)* 275
Lintomeranosupyc, onpegenexHne JHK B BeHO3HOW KpoBu (CMV DNA, Blood)* 418
Lintomeranosupyc, onpegenexHvie AHK B Bbinote (CMV DNA, Exudate)* 275
LinTomeranosupyc,kaduectBeHHoe onpegeneHve AHK B cbiBopoTke Kposu (CMV DNA, Serum)* 418
AHTUTENa Knacca IgM K yutomeranosupycy (Anti-CMV IgM) 539
Lintomeranosupyc, onpegeneHve OHK B cekpeTe npoctatbl, 3skynate (CMV DNA, Prostatic Fluid, 275
Semen)*
LinTomeranosupyc, onpegeneHne AHK B cockobe anutennanbHbIX K1eTok Koxxun (CMV DNA, Scrape
of Skin Epithelial Cells)* 275
Lintomeranosupyc, onpegenexHve AHK B moye (CMV DNA, Urine)* 275
Lintomeranosupyc, onpepjenexve LI,_HK B COCKOGE 3nuTeNMabHbIX KNETOK YPOreHNTalbHOro TpakTa 275
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lintomeranosupyc, onpegeneHne AHK B cntoHe (CMV DNA, Saliva)* 275
Lintomeranosupyc, konndectseHHoe onpegeneHve OHK (Cytomegalovirus, DNA) B cbiBOpOTKe 407
KpOBM
ABugHocTb Anti-CMV IgG 1144
AHTUTeNa Knacca IgG k yutomeranosupycy (Anti-CMV 1gG) 396
LinTomeranosupyc, onpeAenexne L!,HK B COCKOOE anuTennasbHbIX KNETOK KOHbIOHKTUBbI (CMV 275
DNA, Scrape of Conjunctiva Epithelial Cells )*
Ll,m_TomeranOBmpyc, onpegenenune AHK B cnnHHOMO3roBoi xungkoctn (CMV DNA, Cerebrospinal 275
Fluid)*
MUWKpPO3neMeHTbl B MoYye
Megb, Mo4a, pasosas nopuus (Copper, random urine; Cu) 1298
Kagmwii (Cd) B moue (Cadmium (Cd), Urine) 1298
Ko6ansT (Co) B Moue (Cobalt (Co), Urine) 1298
Tannwii (Tl) 8 moue (Thallium (TI), Urine) 1298
Mog (1) B Moue (lodine (1), Urine) 1298
MapraHey, (Mn) B moye (Manganese (Mn), Urine) 1298
Xene3o (Fe) B moue (Iron (Fe), Urine) 1298
PtyTb (Hg) B Mmoue (Mercury (Hg), Urine) 1298
AnomuHuii (Al) B mode (Aluminum (Al), Urine) 1298
Mpo6onoaroToBka (CyTo4Has MoYa) 748
LinHK (Zn) B Moye (Zinc (Zn), Urine) 1298
Mepgb (Cu) B cyTouHoM moye (Copper (Cu), 24-Hours Urine) 1298
Hukenb (Ni) B moye (Nickel (Ni), Urine) 1298
CeneH ( Se) B moue (Selenium ( Se), Urine) 1298
Mpo6onoaroToBka (Moya) 748
CauHel, (Pb) B moue (Lead (Pb), Urine) 1298
MbiwbsK (As) B moue (Arsenic (As), Urine) 1298
CTON6HAK
AHTUTeNa Knacca IgG K cTonbHA4YHOMY aHaTOKCUHY (Anti-Tetanus toxoid 1gG) 990
MUKpPO3nemMeHTbl B KPOBY (CbIBOPOTKA KPOBMU, LieNIbHast KPOBb)
Hukenb (Ni) B cbiBopoTKe KpoBwu (Nickel (Ni), Serum) 275
PtyTb (Hg) B BEHO3HOI kpoBu (Mercury (Hg), Blood) 1298
Mpo6onoaroToBka (CbIBOPOTKa KPOBW) 748
MbIwwbsK (AS) B CbIBOPOTKE KpoBu (Arsenic (As), Serum) 275
Kagmwii (Cd) B cbiBOpOTKe KpoBu (Cadmium (Cd), Serum ) 275

Ko6anbT (Co) B cbiBOpOTKE KpoBu (Cobalt (Co), Serum) 275



Huikenb (Ni) B BeHO3HOW kpoBu (Nickel (Ni), Blood) 1298

LIHK (Zn) B BEHO3HOI KpoBWU (Zinc (Zn), Blood) 1298
Mog B cuisopoTke (lodine, serum) 275
3050710 (Au) B cbiBOpOTKe KpoBu (Gold (Au), Serum) 275
Megb (Cu) B cbiBOpOTKE KpoBu (Copper (Cu), Serum ) 275
Mpo6onoaroToBka (KPOBb Lie/IbHas) 748
Megpb (Cu) B BeHO3HOI KpoBu (Copper (Cu), Blood) 1298
CeuHew, (Pb) B BeHO3HOI KpoBu (Lead (Pb), Blood) 1298
MapraHel, (Mn) B BeHO3HOI kpoBu (Manganese (Mn), Blood) 1298
LIMHK (Zn) B CbIBOPOTKE KPOBW (Zinc (Zn), Serum) 275
JnTnii (Li) B cbiBOpOTKE KpoBwM (Lithium (Li), serum) 275
Kagmwii (Cd) B BeHO3HOI kpoBu (Cadmium (Cd), Blood) 1298
CeneH (Se) B cbiBOpOTKe KpoBu (Selenium (Se), Serum) 275
CeneH (Se) B BeHO3HOW KpoBu (Selenium (Se), Blood) 1298
MapraHey, (Mn) B cbiBOPOTKe KpoBu (Manganese (Mn), Serum) 275
Kob6anbT (Co) B BeHO3HOW KpoBu (Cobalt (Co), Blood) 1298
TpniAOATUPOHWNH peBepcHBHBIN (T3 peBepcuBHBINA, Reverse Triiodthyronine). 6567
Tannwuii (Tl) B ceiBOpOTKE KpoBY (Thallium (T1), Serum) 275
Mpo6onoaroToBka (Mnasma KpoBu (renapuiH)) 748
Monn6geH (Mo) B cbiBopoTke kKposu (Molybdenum (Mo), Serum) 275
OHKOTEMATO/OrA
AHanv_ls nepecTpoex ATM reHa (FISH, konunuy.) (Analysis of ATM gene rearrangements (FISH, 10835
quantitative))
AHaf_1V|3_MyTau,M|‘/’| B reHe MPL, MMLIP, kavecTBeHHsI (Analysis of MPL gene mutations, PCR, 4829
qualitative)
AHanms nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napaduHoBbIX cpe3ax (TMCTOFISH, konuny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 14927
quantitative))

AHanu3 xmumepHoro reHa MLL/AF4 -t(4;11) (MLP, kay.) (Analysis of chimeric gene MLL/AF4 -t(4;11)

(PCR, qualitative)) 2486
AHanus nepectpoek reHa BCL- 6 (der(3)(q_27))_ (FISH, konuy.) (Analysis of BCL- 6 gene 10835
rearrangements (der(3)(q27) (FISH, quantitative))

AHann3 moHocomuu, feneummn 13 XPOMOCOMBbI — (del(13), -13) (FIS_H, .KOI'IVILI.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanus geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanus TpaHcnoKaLum t(2;5)(p23;q35)_Ha I.'Iapa(*)I/IHOBb.IX cpesax (rMCT_oFISH, konu4y.) (Analysis of 14927
translocation t(2;5)(p23;q35) on paraffin slides (FISH Histology, quantitative))

AHanVla_B_cex cneu.!mpmqecmx a6_epp_au,|/||‘/'| Ha napadpMHOBblx cpesax (rncToFISH, konuu.) (Analysis of 14927
all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanus TpaHcnokaum t(11;14)(q13;q32).Ha I.'Iapa(*)VIHOBb.IX cpesax (rMCT_oFI_SH, konud.) (Analysis of 14927
translocation t(11;14)(q13;q32) on paraffin slides (FISH Histology, quantitative))

AHanns TpaHcnokauum t(11;14)(g13;932) (FISH, konn4.) (Analysis of translocation t(11;14)(q13;932) 10835
(FISH,quantitative))

AHanms xumepHoro reda PML/RAR? -(15;17) (MLIP, kau4.) (Analysis of chimeric gene PML/RAR? 2486
-t(15;17) (PCR, qualitative))

AHanus XVMMEPHOTO reHa CBF?/MYH1- i_nv(_16),t(16;16) (MUP, ka4) (Analysis of chimeric gene 2486
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanv_|3 Tprcommy 12 xpomocombl (+12) (FISH, konuy.) (Analysis of chromosome 12 trisomy (FISH, 10835
quantitative))

KauecTBeHHasi oLeHKa HalM4ums CoMaTuyeckoi MyTaumnm \(617F B 14 3k30He reHa JAK2 (Qualitative 1947
assessment of presence of gene JAK2 617F somatic mutation)

AHanuns TpaHcnokauum t(11;18)(g21;921) (FISH, konny.) (Analysis of translocation t(11;18)(q21;921) 10835
(FISH, quantitative))

KapnoTtnn oHkorematonorunyeckuin (Karyotype, Hematologic Disorders, Peripheral Blood) 7722
AHanus geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanus TpaHcnokauuu t(14,16) (IGH/MAFB) (FISH, konuy.) (Analysis of translocation t(14;16) 10835

(IGH/MAFB) (FISH,quantitative))



AHanu3 xmumepHoro reHa BCR/ABL - t(9;22), onpegeneHue Tuna TpaHckpunta BCR/ABL reHa - MLUP,
kayecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript 2486
type, PCR, qualitative)

AHanus geneunn 12p (FISH, konuu.) (Analysis of 12p deletion (FISH, quantitative)) 10835
AHanv_la XMMEPHOrO rexa BCR-ABL (FISH, konunu.) (Analysis of chimeric gene BCR-ABL, FISH, 10835
quantitative)

AHanu3 nepectpoek BCL2 reHa Ha napamHOBbIX cpe3ax (TncToFISH, konny.) (Analysis of BCL2 gene 14927
rearrangements on paraffin slides (FISH Histology, quantitative))

/—\Ha!'ll/_l3 nepecTpoeK reHa PDGFR?(FISH, konunu.) (Analysis of gene rearrangements PDGFR? (FISH, 10835
quantitative))

AHan1{|3 nepecTpoeK reHa FGFR1 (FISH, konuny.) (Analysis of gene rearrangements FGFR1 (FISH, 10835
quantitative))

AHanu3 xmumepHoro reHa E2A/PBX1 - t(1;19) (MLP, kau.) (Analysis of chimeric gene E2A/PBX1 - 2486

t(1;19) (PCR, qualitative))
AHanus mytaumii B reHe BRAF (V600E) (MLLP, kau) 8569
AHanus nepectpoek 5 xpomocomsl (FISH, konuny.) (Analysis of chromosome 5 rearrangements (FISH,

g 10835
quantitative))
AHanus TpaHcnokauuu t(4;14)(p16;g32) (FISH, konuuy.) (Analysis of translocation t(4;14)(p16;932)

-~ 10835
(FISH, quantitative))
AHanns TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konnuy.) (Analysis of translocation t(14;16) 10835
(IGH/MAFB) (FISH,quantitative))
AHanu3 oTHocuTenbHOW akcnpeccun reHa BCR/ABL -konnuectseHHas RQ MLP (MLP B peanbHOM 4829
BpemeHun, konuy.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LinToreHeTuyeckunii aHanmM3 KNeTok KOCTHoro Mo3ra (kapuotun) (Cytogenetic analysis of bone 7722
marrow (karyotype))
AHanu3 xmumepHoro reHa FIP1L1/PDGFR?(FISH, konny.) (Analysis of chimeric gene FIP1L1/PDGFR?
S 10835

(FISH, quantitative))
AHanms nepectpoek MLL reHa (FISH, konny.) (Analysis of MLL gene rearrangements (FISH, 10835
quantitative))
AHanus nepectpoek 7 xpoMocomsl (FISH, konny) (Analysis of chromosome 7 rearrangements (FISH, 10835
quantitative))
AHanu3 moHocomuu, geneummn 13 xpomocomsl — (del(13), -13) (FISH, konuu.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHanu3 mytaumii B 12 ak3oHe JAK2 reHa (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR 4829
qualitative))
AHanns nepectpoek BCL2 reHa t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konnu.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, 10835
quantitative))
VccnepgoBaHne MmyTaumoHHoro crtatyca BCR-ABL reHa (MeTog NpsiMOro CeEKBEHWPOBaHMUA Mo 9636
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
AHanu3 nepectpoek 1 xpomocomsl (FISH, konny.) 14267
AHanus nepectpoek 3q (FISH, konunu.) (Analysis of 3q rearrangements (FISH, quantitative)) 10835
AHanns xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MUP, kay.) (Analysis of chimeric gene 2486
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))
AHanus geneummn 209 (FISH, konnd.) (Analysis of 20q deletion (FISH, quantitative)) 10835
AHanus nepectpoek MYC reHa ( 1(8;14)(q24,932)-t(2;8)(p11;924), t(8 ;22)(g24;911)) (FISH, konny.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;032)-t(2;8)(p11;q24), t(8 ;22)(q24;,q11) (FISH, 10835
quantitative))
AHanus mytauuii, geneunia, nHcepumii B reHe CALR (MLP, kau.) (Analysis of CALR gene mutations,

. . - o 4829
deletions, insertions, PCR, qualitative)
AHanus nepectpoek IGH reHa (FISH, konuu.) (Analysis of IGH gene rearrangements (FISH, 10835
quantitative))
AHanus TpaHcnokauum t(2;5)(p23;q35) (FISH, konunu.) (Analysis of translocation t(2;5)(p23;935) (FISH, 10835
quantitative))

OnpegpeneHve 6MONOrMYECKOro poACcTBa B CEMbE: OTLLOBCTBA M MaTePUHCTBA

JocTtaBka pesynbrara nccnefoBaHus rno onpegeneHnio 61uonornyecKkoro poacTea B 3arnevaraHHOM 1320
KOHBEPTE B MeANLIMHCKUI othurc
JononHnTenbHbIN y4acTHVK uccnegosaHus (pebeHok nnmn matb uan ote) (Additional research 6303

participant (child or mother or father))

CpoyHOe ycTaHOBMEHME BUONOrMYECKOro poAacTBa 4719 O4HOro 13 poauteneit npyu 6eccrnopHoMm
poactee gpyroro (3 ven.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpoyHOe ycTaHOB/IEHME GMONOTMYECKOro POACTBa A1 OAHOIO U3 poauTeNneil Npu oTcyTCTBUN

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YctaHoB/eHVe 6MONOrMYECcKoro poAcTBa AN O4HOTO U3 POAUTENEN NMPK OTCYTCTBUM JPYroro (2

yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons)) Lrrsi



YcTaHOB/EHME 6MOMOrMYECcKOro poAcTBa A5 O4HOTO U3 POAUTENEN Npu GecCnopHOM POACTBE
apyroro (3 yen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

ViccnegoBaHua Kana

Konporpamma (Koprogramma, Stool) 374
303MHOU/bHBIA HEMPOTOKCKH B CTyNe 4059
30HYNVH theKabHbIl 6127
KanbnpoTtekTunH thekanbHbli (Fecal Calprotectin) 2618
JKenyHoble KUCNoThl B CTyNe 3542
Anbha-1-aHTUTpUncuH B kane (Alpha-1-Antitrypsin, Feces) 1727
CreaToKpwuT cTyNa 1463
ViccnefoBaHve Kana Ha CKPbITYH KpOoBb. KauecTBEHHbIN MeToz 253
AHanus Kana Ha anua renbM1HTOB (siiua rnnctoB) (PRO Stool, Helminth Eggs) 308
XUMOTPUMCWH B CTYy/le, aKTUBHOCTb 1980

CKpbITasi KPOBb B Kasie (KOMIOPEKTa/IbHbIE KPOBOTEUEHUS), KOMIMYECTBEHHbIA UMMYHOXUMUYECKNA

meTtog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold) 15
3Anactasa 1 (31), naHKpeaTnyeckas anactasa 1 (Elastase 1, E1) 2772
CopeprxkaHue yrneBofoB B Kasie (peayuunpytowme Bewectsa B kane) (Stool Sugars, Reducing 616
Substances, Fecal)

AHanu3 kana Ha npocteiiwme (PRO Stool) 308
MccnepoBaHme Ha 3HTEPO6MO3 (Alila ocTpuy), wnatenb (Enterobiasis, Spatula) 286
OcTaTto4Has ocMoNApHOCTL cTyna (Stool osmotic gap) 1265

LINTOKUHBI
WHTepnelikmH-10 (U1-10) (Interleukin 10, IL-10) 2035
WHTepnelikuH-6 (U/1-6) (Interleukin 6, IL-6) 2035
dakTOp Hekpo3sa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
WHTepneliknH-1? (U1-17) (Interleukin 1 Beta, IL-1) 2035
WHTepnelikuH-8 (U/1-8) (Interleukin 8, IL-8) 2035
OnpegeneHue crneuunduyeckux IgE: nuLLEBbIe annepreHsb

MaHesnb nuwesble annepreHsl, IgE (Food Allergy Panel, IgE) 4037
Cenbaepel, IgE (Celery, IgE, F85) 484
Koposbe Monoko, IgE (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 484
Orypel, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
Mpeiindpyt, IgE (Grapefruit, IgE, F209) 484
Beta-naktorno6ynuH, IgE (Beta Lactoglobulin, IgE, F77) 484
AnuHbIn XenTok, IgE (Egg Yolk, IgE, F75) 484
OscsHuua nyrosas (g4) IgE, ImmunoCAP 792
KpeeTku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
Kny6HuKa, IgE (Strawberry, IgE, F44) 484
A6noko, IgE (Apple, IgE, F49) 484
CBWHUHa, IgE (Pork, IgE, F26) 484
BapaHuHa, IgE (Lamb, IgE, F88) 484
Tomarsl, IgE (Tomato, IgE, F25) 484

Mekapckue apoxokn, IgE (Baker’s Yeast, IgE, F45) 484



KapTtodens, IgE (Potato, IgE, F35) 484

INumon, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484
CMechb nuLLeBbIX aniepreHos 3. CBUMHWHA, KYPUHOE MACO, FOBAANHA, 6apaHuHa, IgE (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
MaHenb annepreHos "TuLiesble 2" 19195
KasewuH, IgE (Casein, IgE, F78) 484
Kusw, IgE (Kiwi Fruit, IgE, F84) 484
Kanycta kovaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHnyHas myka, IgE (Wheat, IgE, F4) 484
Cmech nuLieBbIxX annepreHoB 1: anenbcuH, 6aHaH, 16510ko, nepcuk, IgE (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgE)*
MopkoBs, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
baHaH, IgE (Banana, IgE, F92) 484
CoeBble 606bl, IgE (Soybean, IgE, F14) 484
LLlokonag, IgE (Chocolate, IgE, F105) 484
AvuHbIin 6enok, IgE (Egg White, IgE, F1) 484
Cmech NuLLEBbIX alepreHoB 2: KMBUW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1045
TbikBa, IgE (Pumpkin, IgE, F225) 484
dyHayK, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
Nowagp, nepxots (e3) IgE, IMmunoCAP 792
Apb6y3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxb (f5) IgE, ImmunoCAP 792
roBaavHa, IgE (Beef, IgE, F27) 484
OBcsiHaa MykKa, IgE (Oat, IgE, F7) 484
MaHenb annepreHos "lMuweBble 1" 19195
[peyHeBas myka, IgE (Buckwheat, IgE, F11) 484
MueHble fpoxoku, IgE (Brewer’s Yeast, IgE, F403) 572
Kpabwbl, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
MaHro, IgE (Mango, IgE, F91) 484
MUKpPO3nemeHTbI B BOMOCax
Kanbyumii (Ca) B Bonocax (Calcium (Ca), Hair) 1298
Kob6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1298
LinpkoHwuii (Zr) B Bonocax (Zirconium (Zr), Hair) 1298
Marnwuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair) 1298
CauHel, (Pb) B Bonocax (Lead (Pb), Hair) 1298
MonnégeH (Mo) B Boniocax (Molybdenum (Mo), Hair) 1298
AntoMuHuiA (Al) B Bonocax (Aluminum (Al), Hair) 1298
P1yTb (Hg) B BOnocax (Mercury (Hg), Hair) 1298
MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1298

BaHagwli (V) B Bonocax (Vanadium (V), Hair) 1298



KpemHnii (Si) B Bonocax (Silica (Si) , Hair) 1298

Pybuanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298
BucmyT (Bi) B BOnocax (Bismuth (Bi), Hair) 1298
®ocgop (P) B Bonocax (Phosphorus (P), Hair) 1298
Mpo6onoaroToBka (BONOCHI) 748
Megp (Cu) B Bonocax (Copper (Cu), Hair) 1298
Cypbma (Sb) B Bosiocax (Antimony (Sb), Hair) 1298
Mog, (1) B Bonocax (lodine (1), Hair) 1298
Bapwii (Ba) B Bonocax (Barium (Ba), Hair) 1298
Bop (B) B BOnocax (Boron (B), Hair) 1298
NaHTaH (La) B BoNocax (Lantanum 9La), Hair) 1298
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1298
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1298
Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1298
CtpoHuumii (Sr) B BOnocax (Strontium (Sr), Hair) 1298
Bonbthpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1298
Hatpuiin (Na) B Bonocax (Sodium (Na), Hair) 1298
MnatuHa (Pt) B BONocax (Platinum (Pt), Hair) 1298
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair) 1298
Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1298
Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 1298
Kanuit (K) B Bonocax (Potassium (K), Hair) 1298
Hwukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1298
LInHK (Zn) B Bonocax (Zinc (Zn), Hair) 1298
Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1298
INvTnii (Li) B BONocax (Lithium (Li), Hair) 1298
3onoTto (Au) B Bonocax (Gold (Au), Hair) 1298
Tannwii (Tl) B Bonocax (Thallium (TI), Hair) 1298
lannuii (Ga) B Bonocax (Gallium (Ga), Hair) 1298

CucteMHble 3ab6oneBaHus COE,EI,VIHVITeﬂbHOl\/’I TKaHU

AHTUTEeNa Knacca IgG K akcTparmpyeMoMy HykneapHomy aHTureHy (3HA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTUHYKNeapHbIX aHTUTEN NPU CKNepoaepMUn (pasgesibHoe onucaHue aHTUTen K
aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, ¢mnbpunnspud, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), nmmyH06n10T (Scleroderma (Systemic Sclerosis) Antibody Panel: 4411
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, mbpunnapun, NOR9O0, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52, Immunoblotting)

AHTUALepHble aHTUTENa (AFA, aHTUHYKNeapHble aHTUTena), CKpuHUHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTVHYKneapHsbIii thaktop, HEp-2 cy6etpat (AH®, TUTPLI, aHTUHYK/IeapHbIE aHTUTela MeTO40M
HenpsmMon nMmyHohtoopecLeHUUn Ha npenapatax HEp-2-kneTtok) (Antinuclear Antibodies, ANA, 1265
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 ka), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTUreHy),

1232

517

nMMyHo6710T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, 3509
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)

AHTUTeNa Knacca IgG K HykneocomaMm (aHTUsiAepHbIe aHTUTeNna), ckpuHUHr (Anti-Nuclear 1232
Antibodies, ANA, IgG, Screening)

AT K NPOTPOMOWHY, CKPUHWHT 1089
AHTUTENa Knacca IgG K gsycnupanbHoi HatnBHoi AHK (aHTu-acAHK 1gG, aHTn-AHK) 627
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)

AHTUTENa K numdoumtam, knacca IgG 1727

KnuHnyeckune Tectbl



B03.016.014 NccnepgoBaHue mo4m no metogy HeumnopeHko (Nechiporenko’s Urine Test) 253

Kanbumii Moun, KadyecTBeHHbIN TecT (Npoba Cynkosuya) (Sulkowitch Urine Calcium Test) 143

B03.016.006 AHanM3 Mo4m 06w (AHanM3 Mo4m o6LLMi ¢ MMKpOcKonueit ocaaka) (Complete

Urinalysis, Microscopic Examination) 253

lenatnt C BUpycHas nHgekums (Bupyc renatuta C, Hepatitis C Virus, HCV)

Bupyc renatuta C, konnyectBeHHoe onpegeneHne PHK Bupyca u reHotunmMposaHue (tvnbl 1, 2, 3)
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))

MHTepneliknH-28B (1/1-28B), reHoTUNMpoBaHve (MccnefoBaHne reHeETUYECKUX MapKepoB,
onpegensoLwmx aeKTMBHOCTb NeYEHNA XPOHUYECKOro renatuta C uHTeppepoHOM 1
pubasmpuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))

Bupyc renatuta C (CITO), onpegeneHne PHK B nnasme kposu, konmyectBeHHoe (HCV RNA, Plasma,
Quantitative)*

Bupyc renatuta C (BI'C), ynbTpaudyBcTBUTENLHOE onpeaeneHne PHK BI'C (Hepatitis C Virus (HCV)
RNA, Ultrasensitive PCR)

AHTuTeNa knaccos IgM un IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396

4048

792

23034

3355

AHTUTENa Knacca IgG K aHTUreHam Bupyca renartuta C, BbisiBfsieMble METOLOM UMMYHOBNOTTUHIA
(Anti-HCV 1gG, Immunoblot)

Bupyc renaruta C, onpegeneHve PHK B cbiIBOpOTKe KpoBWU, kadecTBeHHOe (HCV RNA, Serum,
Qualitative)*

Bupyc renatuta C, onpegeneHune PHK B cbiBOpoTKe KpoBu meTogoM lMNLP, konuyectseHHoe (HCV
RNA, Serum, Quantitative, PCR)*

Bupyc renatuta C, onpegeneHune PHK B nnasme, reHoTMNMpoBaHue ¢ cy6tunamu (tmnbl 1 (Cy6TumnbI
lawn 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*

Bupyc renaruta C, onpegeneHve PHK B nnasme kposu, konmyectseHHoe (HCV RNA, Plasma,
Quantitative)*

CrathmnokoKkoBasi MHheKUus (CTamnIoKOKK 3010TUCTLIN, Staphylococcus aureus)

5621
693

3454

11517

MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMANIMH-PE3NCTEHTHbI 30/10TUCTbIN CTAUIOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue H4yBCTBUTENIbHOCTN K aHTUMUKPOGHBLIM npenapaTam
n 6akTepuodharam (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 30/10TUCTbIN CTaMNOKOKK (METULMNIMH-PE3NCTEHTHbIV 30/10TUCTLIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpefeneHve YyBCTBUTENBHOCTY K PacLUMPeHHOMY CNeKkTpy
aHTUMUKPOOBHbIX NpenapaTos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMNIMH-PE3NCTEHTHbI 30/T0TUCTbIV CTAhUIOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 3010TUCTbIV cTadrIOKOKK (Staphylococcus aureus, onpegeneHvie YyBCTBUTENbHOCTU K

aHTUMUKPOOHLIM Npenapatam u 6akteproaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 3010TMCTbIV cTaPUIOKOKK (Staphylococcus aureus), onpefeneHvie YyBCTBUTENbHOCTU K

pacLuMpeHHOMY CNeKTPY aHTMMUKPOOHLIX NpenapatoBs (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTBIN CTatMNOKOKK (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 30M10TMCTbIV cTadnIOKOKK (Staphylococcus aureus), onpeaeneHvie YyBCTBUTENIbHOCTU K
aHTUMUKPOGHBLIM Npenapartam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

MoceB Ha 30/10TUCTbIN CTaMNOKOKK (METULMNIMH-PE3NCTEHTHbIV 30/10TUCTLI CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne H4yBCTBUTEIbHOCTA K aHTUMUKPOGHBLIM npenapaTam

1078

2145

715

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

lepnec (repnec-Bupychl Yenoseka 1 1 2 TMNoB, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B moye (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 n 2 Tvnos, onpegenenne OHK B cbIBOPOTKe KPOBK, TUNnpoBaHue (HSV-1, 2 DNA, 660
Serum, Typing)*
lepnecsupyc 1 1 2 Tnos, onpegeneHne AHK B cocko6e anuTennanbHbIX KNETOK KOHbIOHKTUBBI 275
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepnecsupyc 1 1 2 TMNos, onpegeneHne AHK B cockobe anutennanbHbIX KNeTOK KOHBbIOHKTUBHI, 462
TunupoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
l'epnecsupyc 1 v 2 Tunos, onpeaenexdve AHK B Mmoue, Tunuposadue (HSV-1, 2 DNA, Urine, Typing)* 462

AHTUTEeNa Knacca IgG Kk Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 IgG) 484



lepnecsupyc 1 1 2 TnoB, onpegeneHne AHK B BeHO3HOI KpoBy, TUNupoBaHue (HSV-1, 2 DNA,

Blood, Typing)* 660
lepnecsupyc 1 n 2 TMnoB, onpegeneHne AHK B CMMHHOMO3roBO XnaKocTu, TunupoBaHue (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*
lepnecsupyc 1 1 2 TMnos, onpegeneHve AHK B Bbinote (HSV-1, 2 DNA, Exudate)* 275
lepnecsupyc 1 1 2 TMnos, onpeaeneHne AHK B cockobe anuTennasbHbIX KNETOK POTOIIOTKM, 462
TunuposaHne (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTUTeNa Knacca IgM K Bupycy npocToro repneca 1 1 2 unos (Anti-HSV-1, 2 IgM) 506
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anuTennasnbHbIX KNETOK yPOreHUTabHOro 462
TpakTa, TunupoBaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 1 2 TMNoB., onpegeneHune AHK B cntoHe, TunupoBaHue (HSV-1, 2 DNA, Saliva, 462
Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B BbinoTe, TnupoBaHue (HSV-1, 2 DNA, Exudate, 462
Typing)*
lepneceupyc 1 1 2 Tnos, onpeaeneHne JHK B BeHo3HOI kpoBu (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cntoHe (HSV-1, 2 DNA, Saliva)* 275
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe snutennanbHbIX KNeTok Koxn (HSV-1, 2 275
DNA, Scrape of Skin Epithelial Cells)*
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B cockobe anuTennanbHbIX KNETOK C/IM3UCTON HOCa, 462
TunuposaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepneceupyc 1 1 2 TMNoB, onpeaenenne AHK B cnMHHOMO3roBoii xungkoctn (HSV-1, 2 DNA, 275
Cerebrospinal Fluid)*
lepnecsupyc 1 n 2 Tnos, onpegeneHne OHK B cekpeTte npoctartsl, aakynsate (HSV-1, 2 DNA,

. . 275
Prostatic Fluid, Semen)*
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cekpeTte npocTartsl, 3sKynsaTe, TunuposaHue (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTUTENa Knacca IgG K Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 1gG) 605
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cbiBOpoTKe KpoBu (HSV-1, 2 DNA, Serum)* 418
lepneceupyc 1 1 2 TMNOB, onpegeneHne JHK B cockobe anuTennanbHbIX KNETOK CIM3NCTON Hoca 275

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
ABungHocTb Anti-HSV IgG 770
lepnecsupyc 1 1 2 TMnoB, onpegenenne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTaslbHOro

TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 1 1 2 TMNos, onpegeneHne AHK B cockobe anutennanbHbIX KNETOK KOXMN, 462
TunmuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTUTeNa Knacca IgG k Bupycy npocrtoro repneca 1 tmna (Anti-HSV-1 1gG) 748
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK POTOrOTKU 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENA K KOpoHaeupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakunHanbHble (AnBakKopoHa, Bektop) aHtTutena Kk SARS-CoV-2 (N-, S-6enku),
SARS-CoV-2-1gG-BekTop, kavecTBeHHbI TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHaBupyc SARS-CoV-2, onpeaeneHune PHK B Ma3ke CO CIM3NCTOM HOCOIIOTKM U POTOINIOTKN 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA, KOIMYECTBEHHbIE, K CnaikoBoMy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419
spike (S) protein (RBD), 1gG, quantitative).
KopoHaBupyc SARS-CoV-2, onpegenenne PHK B Ma3ke cO CIM3UCTO HOCOMNIOTKU 1 POTOINOTKN 1419
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA K SARS CoV-2 (S-6enky, Bkntoyas RBD), IgG, KONMYECTBEHHbIIA 1419

AHTUTENa K cnankoBomMmy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHune. OLeHKa
ummyHnteTa 4O n MOCNE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, IgG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTUTEeNa K KopoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), IgG, 3660TT (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 759

ABUAHOCTb aHTUTeN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
MukonnasmMeHHast MHheKLUsA, MMKOMNIa3Mo3

AHTuTeNa Knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550

Mwukonna3ma (Mycoplasma genitalium), onpegenexne JHK B cocko6e anutenmanbHbIX KNeTok 275

yporeHuTanbHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

Mwukonna3ma (Mycoplasma hominis), onpegeneHue AHK B cocko6e anutenmanbHbIX KNeTok 275

yporeHutansHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*



Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve AHK B nna3me kposu (Mycoplasma

pneumoniae, DNA, Plasma)* 429
AHTUTeNa Knacca IgA Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671
Mwukonnasma (Mycoplasma pneumoniae), onpegeneHe AHK B cocko6e anuTenvasnbHbIX KNeToK 231
potornotkn (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTeNa Knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTUTENa Knacca IgM Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve OHK B mokpote (Mycoplasma
X 649
pneumoniae, DNA, Sputum)*
Mwukonnasma (Mycoplasma hominis), onpegeneHve AHK B cekpete npocTatbl, 3sKynsTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTuTeNa Knacca IlgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) 462
Mukonnasma (Mycoplasma genitalium), onpegeneHve JHK B cekpeTe npocrarbl, 39KynsaTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mwukonna3ma (Mycoplasma pneumoniae), onpegenenve AHK B cntoHe (Mycoplasma pneumoniae,
. 231
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegeneHne AHK B Moue (Mycoplasma hominis, DNA, 275
Urine)*
AHTUTENa Knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 671
Mwukonnasma (Mycoplasma genitalium), onpegenenve JHK B mouye (Mycoplasma genitalium, DNA, 275
Urine)*
HeopraHunyeckue BeLecTsa
A09.05.127 MarHwuii (Mg) B cbiBOpOTKe KpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuuin o6wmii (Ca) (Calcium Total) 209
Kasmii/Harpuii/Xnop B cbiBopoTke Kposu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 275
KanbLmii noHn3npoBaHHsbIii (Ca2+, cBO6OAHBIN Kanbuuii) (lonized Calcium, Free Calcium) 396
A09.05.033 docthop HeopraHuyveckuii (P) (Phosphorus (P)) 209
JlaTeHTHas (HeEHACbILLEHHas) XKene30CBA3biBatoLLas CNOCOBHOCTL CbIBOPOTKM KpoBu (JIXXCC, HXXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 XXene3o (Fe) B cbiBOpOTKe KpoBu (lron (Fe), Serum) 209
Fmctonornyeckne uccnefoBaHns ¢ OKpalvMBaHWEM reMaToKCUIMH-303UHOM
lacTpwuT, accoLmmpoBaHHslii ¢ Helicobacter pylori (ructonornyeckuii npodmns) (Helicobacter pylori
- - 4004
Associated Gastritis)*
OnpegeneHve mytaumii reHa PDGFRa 15070
MMMmyHornctoxummyeckoe uccnegosanme (1 mapkep): ytounstowee MrX-uccnegosaHume ¢ 1694
Ncnosb3oBaHNeM 1 aHTuTeNa (Mapkepa)
OnpegeneHne skcnpeccun 6enka PD-L1 B TKaHM onyxonvM MeTogom UIMX ¢ Mcnosib3oBaHMem
aHTuTen K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
OnpegeneHve MmyTaumii reHa cKIT 12760
KoHcynbTaums rotosbIx ructonornyeckunx npenaparos (1 ctekno + 1 6510k) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpegeneHve pacnpocTpaHeHHbIX MyTaumii reHoB BRCA1,BRCA2 npw pake MONOYHOM Xenesbl v 8140
ANYHNKOB B BONCMIAHOM MaTepuane
ImcTonornyeckoe uccnegoBaHme 6uonTtaToB xenyaka (PAS-peakums) 319
OnpegeneHve nepecTtpoek reHa ROS1 8800
OnpegeneHve myTaumii B 18,19.20, 21 ak30Hax reHa EGFR 10890
OnpegeneHne mytaumii Bo 2,3,4 3k30He reHa NRAS 7700
OnpegeneHve mytaumii B 15 ak3oHe reHa BRAF 5280
OnpepeneHne myTauumii Bo 2,3,4 ak30He reHa KRAS 7700
OnpegeneHne skcnpeccun 6enka PD-L1 B TKaHM onyxony MeTogom MIMX ¢ Mcnosib3oBaHMeM
aHTuTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).
OnpegeneHve MMKpocaTenIMTHON HecTabunbHocTM (MSI) 6820
OnpegeneHve runepakcnpeccun reHa HER2 (KONWAHOCTL reHa) 12760

JvddepeHumanbHas gmarHoOCTUKa MenaHoMbl, UMMYyHOTUcToxMmMuyeckoe (UIMX) nccnefosaHue,
oueHka akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*



BuoncuitHas AnarHoCTnka aepmarososB - MOpq’JOJ’IOFI/ILIECKOB nccnegoBaHme 6uonTaToB B LENSAX

LMarHocTky 3aboneBaHnii KOXn (KpoMe HoBoo6pasoBaHwuii) (Pathology of skin biopsyes)* 2233
Imctoxmmunyeckoe nccnegosaHve Helicobacter pylori (cnnsb) (Helicobacter pylori, Mucus,

. . 2112
Histochemical Study)*
OnpegeneHne nepectpoek reHa ALK 8800

FMcToNornyeckoe nccnefosBaHe 6UONCUAHOIO MaTepuana u Marepuana, Nosly4eHHoro npu
XMPYPruyeckmx BMeLlaTesbcTBax (3HLOCKONMYECKOro MaTepuana; TKaHel XXeHCKOol NosiioBo 2420
CUCTEMbI; KOXM, MATKMX TKaHel; KDOBETBOPHOI 1 NMMMGONAHON TKaHel; KOCTHO-XPALLEBON TKaHN)*

OnpegeneHne akcnpeccun 6enka PD-L1 B TKaHM onyxonu Metogom UIMX ¢ Mcnosnb3oBaHnem

aHTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
OnpegeneHne akcnpeccum PDLL 8140
JnddepeHumanbHas gnarHocTuka MenaHoMbl, UMMyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)

OHKOoMapKepbl
SCC (AHTWreH NiOCKOKNETOYHOM KapuuHoMmsl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486
CA-19-9 (YrneBogaHbIli aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpaHuH A (Chromogranin A, CgA) 5247

PakoBO-3aMOPMOHaNbHBIN aHTUreH (POA, KapunHO3IMOpUOHanbHbIN aHTureH) (Carcinoembryonic

Antigen, CEA) 627
CA-242 (YrneBoaHbIli aHTUreH 242, onyxonesblii Mapkep CA-242) (Carbohydrate Antigen CA-242,
924
Tumor Marker CA-242)
ROMAL Pacuet nHgekca 77
HelipoHcneuudguyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MNCA o6wuii (MpocTatnyecknin cneyudunyeckmii aHTureH obymii) (Prostate-Specific
- 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MOYeBOro ny3bips, UccnefoBaHNe pacTBOPUMBIX (PParMeHTOB LMTOKEPATUHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 310poBbs npoctathl (MCA 06wy, MCA cB., -2proPSA, phi) 3190
HE4 (Benok 4 snuanammmca venoseka) (Human Epididymis Protein 4, HE4) 1122
beTta-2-MUKpPOrnoo6ynuH (?-2-MMKpornobynnH) B CbiIBOPOTKe Kposu (Beta-2-Microglobulin, BMG, 957
Serum )
A09.05.130 MNCA o6wuii (Mpoctatnyecknin cneyudunyeckmii aHTureH obymi) (Prostate-Specific
- 484
Antigen Total, PSA Total)
ROMAZ2 Pacuet nHgekca 77
Asnbtha-hetonpotenH (API) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBogHblii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogHblli aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 MCA cBo60aHbIi (MpocTatuyecknii cneuuguUecknii aHTUreH cBO60OAHBbIN)* 484
CA-72-4 (YrneBofHbIli aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LinTokepatuHoBeblii hparmeHT (Cyfra 21-1, dparmeHT uutokepatnHa 19) (Cytokeratin 19 Fragments, 946
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
BeTa-2-MuKpornobynuH (?-2-mukpornobynmH) B moyve (Beta-2-Microglobulin, Urine) 957
Benok S100 (S100 Protein) 2739
TpuxomMoHMas (TpMxoMoHaaa)
TpuxomoHaga, onpegenexne AHK B moye (Trichomonas vaginalis, DNA, Urine)* 275
TpuxomoHaga, onpegeneHne AHK B cekpeTe npoctartkl, askynate (Trichomonas vaginalis, DNA,
. . 275
Prostatic Fluid, Semen)*
TpuxomoHaga, onpegeneHune JHK B cockobe anutennanbHbIX KNETOK YPOreHUTa/IbHOro TpakTa 275
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENa Knacca IgG K Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) 671
MpouepypHbie ycnyru (Procedural services)
MonyyeHune cbiBOPOTKM 6e3 nocnepytoLlero uccnegosaHus (Blood serum derivation without further 320
examinations)**
B3saTtne marepuana ans MNUP gMarHocTMku 350

B3aTne kpoBu 6e3 nocnenytowero uccnegosaHus (Blood sampling without further examinations)** 190



B3aTne cockoba GyKKaslbHOro anuTenus y aByx yenoek (Buccal epithelium sampling, 2 persons) 180

B3ATve UMTONOrnYeckoro matepmana, matepmana ansa MNUP gmarHocTnku, MMKpOGUOIOrMYecKmx
nccnegoaHuin (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3atue cntoHbl ans MUP anarHoctuku (Saliva sampling for PCR) 50
A11.12.009 B3sATre KpOBU 13 NEPUDEPUYECKON BEHDI 200
Mpoueaypa B3sTUA GomaTepuana Ha aHTepo6bro3s (Biomaterial sampling for the enterobiasis test) 77
B3aTne cockoba GyKKa/lbHOro anuTenus y Tpex Yenosek (Buccal epithelium sampling, 3 persons) 270

B3ATMe KanuNsipHOI KPOBU (MIMEHTCS OFPaHUYEHNS MO B3ATUIO Kanu/spHO KPOBY; YTOUHsIATE y

afMUHUCTpaTopa MeguumnHekoro oguca) (capillary blood sampling) 190

B3aTue cockoba bykkanbHOro anutenus (Buccal epithelium sampling) 90
FEMNATUT C

Bupyc renatuta C PHK, reHotTunupoBaHue 6 reHotunos (1a,1b,2,3a,4,5a,6) 2618
MuKpPO6KOLIEHO3 YPOreHNTaIbHOTO TpakTa

YCNOBHO-NATOreHHbIe MUKOMNIa3Mbl, MOHUTOPUHT athhekTUBHOCTU neveHus (Ureaplasma parvum) 396

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

MHBNO®/IOP ? ycnoBHO-NaTOreHHbIE MUKONM/Ia3Mbl YenioBeka (YporeHUTanbHbI CKPUHWHT) 528

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

NHBO®/TOP-KOMMEKCHOE mccnefoBaHne MMKPOQIOPbl YPOreHUTa/IbHOro TpakTa 3058

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepuanbHbIii BarmHo3 (Bacterial Vaginosis, BV) 1694

VccnepgoBaHme 6uougHosa yporeHutansHoro tpakta. @emodiop 8. (UROGENITAL TRACT 1628

MICROBIOCENOSIS (PCR Panel Femoflor 8))

BouisiBneHune Bo3byautenein UMMM (4 + KBM): onpegenerne AHK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK yenoseka (ldentification of 1023

Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

Mo6wnnyHkyc, onpegenernve JHK B cockobe anutenvanbHbIX KNETOK yPOreHUTaIbHOro TpakTa 231

(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YCNOBHO-NATOreHHbIe MUKOMNIa3Mbl, MOHUTOPUHT 3thheKTUBHOCTU neveHusi (Mycoplasma hominis) 396

(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

NH6nodnop CkpuH. CKpUHNHIOBOE MccnefoBaHe MUKPOMIOPbI YPOreHNTallbHOro TpakTta 1870

YCNnoBHO-MatoreHHble MUKOMNa3Mbl, MOHUTOPUHT apdeKTMBHOCTM NnedeHuns (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BoisiBneHune Bo3byautenein UMMM (7 + KBM), cocko6 anuTenmanbHbIX KNeTOK ypOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

VccnepgoBaHme 6uoueHo3a yporeHutansHoro tpakra. ®emodop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MHBNO®DIOP-3KCIMEPT. PaclumpeHHoe nccnefoBaHe MUKPOMIOPbI yPOreHUTarlbHOro TpakTa. 2200
CKPVIHWHT MMKPO®DOpbI YPOreHUTaNbHOTO TpaKTa. demodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

buognop 1364
MH6rnodnop Makcu 4202

MWKPO3NeMEHTbI B HOTTAX

MbiwbsK (As) B HOrTax (Arsenic (As), Nails) 1298
CauHel, (Pb) B HorTsix (Lead (Pb), Nails) 1298
CypbMa (Sb) B HorTax (Antimony (Sb), Nails) 1298
Xpom (Cr) B HOrTax (Chromium (Cr), Nails) 1298
0noB.o (Sn) B HorTsx (Tin (Sn), Nails) 1298
P1yTb (HQ) B HOrTAX (Mercury (HQ), Nails) 1298
Xene3o (Fe) B HorTAx (Iron (Fe), Nails) 1298
Kagmwii (Cd) B HorTsax (Cadmium (Cd), Nails) 1298
FepmaHuii (Ge) B Hortax (Germanium (Ge), Nails) 1298
Monn6geH (Mo) B HorTax (Molybdenum (Mo), Nails) 1298

®ocdop (P) B Hortsix (Phosphorus (P), Nails) 1298



Mpo6onoaroToBka (HOrTN) 748

BaHagwii (V) B HorTsix (Vanadium (V), Nails) 1298
BucmyT (Bi) B HOrTsax (Bismuth (Bi), Nails) 1298
Kanbuwii (Ca) B Hortsix (Calcium (Ca), Nails) 1298
NaHtaH (La) B HorTax (Lantanum (La), Nails) 1298
Megb (Cu) B Hortsx (Copper (Cu), Nails) 1298
AntoMuHMiA (Al) B HOrTsx (Aluminum (Al), Nails) 1298
3onoto (Au) B Hortsx (Gold (Au), Nails) 1298
lannwnii (Ga) B HorTsix (Gallium (Ga), Nails) 1298
CeneH (Se) B HOrTsx (Selenium (Se), Nails) 1298
JnTwid (Li) B HOrTax (Lithium (Li), Nails) 1298
LInHK (Zn) B HOrTsIX (Zinc (Zn), Nails) 1298
Bop (B) B HorTax (Boron (B), Nails) 1298
Bapwii (Ba) B HOrTsix (Barium (Ba), Nails) 1298
Mog, (1) B HorTax (lodine (1), Nails) 1298
Bepunnunii (Be) B HOrTsx (Beryllium (Be), Nails) 1298
Kanwii (K) B HorTsax (Potassium (K), Nails) 1298
Ko6anbT (Co) B HOrTsx (Cobalt (Co), Nails) 1298
Bonbhpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1298
Tannwmii (Tl) B HorTsix (Thallium (TI), Nails) 1298
KpeMmHuii (Si) B HorTsix (Silica (Si), Nails) 1298
Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1298
MarHuii (Mg) B HorTsix (Magnesium (Mg), Nails) 1298
CTpoHUumii (Sr) B HOrTsix (Strontium (Sr), Nails) 1298
Pybuania (Rb) B HorTax (Rubidium (Rb), Nails) 1298
Hatpwii (Na) B HorTsax (Sodium (Na), Nails) 1298
MapraHey, (Mn) B Hortax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HorTsix (Silver (Ag), Nails) 1298
LinpkoHwia (Zr) B HOrTsix (Zirconium (Zr), Nails) 1298
MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1298

FTOPMOHA/IbHBIE NCCNTEQOBAHNA
MeTabonuTbl 3CTPOreHOB U NporectepoHa, 24-4 moya (Estrogens and progesterone metabolites,

24-h urine) 6710

MenaTtoHuH, nnasma (Melatonin, plasma) 2640

JerngpoanvaHapoctepoH (HEKOHBbIOTMPOBaHHbIIA) 1474
BMY-nHdekums, nanunnomasnpycHas UHMeKLmMs (BUPYC NanuinoMbl HeNOBeKa)

Bupyc nanninomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaeneHne AHK B cockobe anuTennanbHbIX KNeTok 385

cnnsuctoli npsmoit knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanunnombl yenoseka, onpegenenune AHK 4 tunos: 6, 11, 16, 18 + KBM B cocko6e
anuTeNanbHbIX KNeToK yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Bupyc nanuniomsl YenoBeka BbICOKOro OHKOreHHOro pucka, reHotunuposaHdune AHK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cocko6e anuTennasbHbIX KNeTOK

yporeHutasnibHoro Tpakrta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nanninomesl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaeneHne AHK B cockobe anuTennanbHbIX KNeTok 385

yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*



Bupyc nanuniomsl YenoBeka HU3KOro OHKOTEHHOro pucka, onpegenedne AHK 3 tunos: 6, 11, 44 +
KBM B cockobe anuTenuanbHbIx KNETOK cnmancTtoli npsmoi knwkn (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanuinomel YesnioBeka BbICOKOro OHKOreHHOro pucka, onpegeneHve HK 16 n 18 tunos +

KBM B cockobe anuTennanbHbIX KNeTok yporeHutanbHoro tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Bupyc nanuniomsl YenoBeka HU3KOro OHKOTEHHOro pucka, onpegeneHue AHK 3 tmnos: 6, 11, 44 B

cocko6e anuTenuanbHbIX kKnetok potornoTku (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

OnpdepeHumposaHHoe onpegenerHne AHK BMY (Bupyc nanunnomel Yyenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKkO6€E anuTeNNa/IbHbIX KNETOK
yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nanuniomsl YenoBeka HN3KOro OHKOTEHHOro pucka, onpegeneHne AHK 3 tunos: 6, 11, 44 +
KBM B cocko6e anuTenmasnbHbIX KNeTOK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanninomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenune AHK B cockobe anuTennanbHbIX KNeTok

990

potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 385
56, 58, 59, 66, 68) Screening )*
Bupyc nanuinomel Yenoseka, onpegenenve AHK 21 tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cOCKOGE anuTeMasbHbIX KNEeTOK YPOreHUTalbHOro TpakTa 2695
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHuHF 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTenmnanbHbIX KNeTOK 385
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHpnpos, kaHgvga
KaHguaa, onpegeneHve OHK B BeinoTe (Candida albicans, DNA, Exudate)* 275
KaHgnpos, TunnposaHne (Candidiasis, Typing) 737

MoceB Ha gpoxokenoaobHble rpubsl (pogos Candida, Cryptococcus) ¢ onpegeneHem
YyBCTBUTENBHOCTU K aHTUMUKOTUYecK M npenapatam (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

Kananpos, ckpuHuHr (Candidiasis, Screening ) 396
KaHguaa, onpegeneHve OHK B cekpeTe npoctaThbl, 3akynsaTe (Candida albicans, DNA, Prostatic Fluid, 275
Semen)*
KaHanpaa, onpegeneHve JHK B cocko6e anutenmabHbIX KNeTOK CAN3UCTON NPSMOI KULLKN 275
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
KaHgunaa, onpegeneHne OHK B cockobe anuTenmanbHbIX KNeTok potornoTkm (Candida albicans, 275
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG ) 572
KaHanpos, ckpuHuHr 1 tunmposaHue (Candidiasis, Screening and Typing) 1012
AHTuTeNa knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 781
KaHgunaa, onpegeneHve OHK B moue (Candida albicans, DNA, Urine)* 275
Kananga, onpegenenne AHK B cockobe anutenmanbHbIx KneTok Koxu (Candida albicans, DNA,

! i 275
Scrape of Skin Epithelial Cells)*
KaHanpga, onpegeneHve JHK B cockobe anutenvanbHbIX KNeToK yporeHuTanbHoro Tpakta (Candida 275
albicans, DNA, Scrape of Urogenital Epithelial Cells)*
Kananga, onpegenenne AHK B cntoHe (Candida albicans, DNA, Saliva)* 275

Mwukpoburonormyeckue uccnefoBaHus: Hecneumpmyeckne BocnanutenbHble 3a601eBaHNS Pa3NYHbIX TOKaIM3aLmii

[ncbakTepro3s KrweyHrka (MoanguLmMpoBaHHbId Meto) ¢ Ubd 1837

MoceB OTAENSEMOro BEPXHNX fblXaTeNbHbIX NyTei Ha MUKPOQIopY, onpegeneHne

YyBCTBUTENIbHOCTM K pacLUMpPEHHOMY CMEKTPY aHTMMUKPOOHLIX npenapartos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces OTAENAEMOrO a3 Ha MUKPOQIopy, onpeeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM

npenapatam 1 6aktepunodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

Moces oTAENAemMoro rna3 Ha MMKpPoMIopy, onpefeneHne YyBcTBUTENBHOCTU K paclUMpeHHOMY

CMEKTPY aHTMMMKPOOHLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

lMoceB Ha NATOrEHHYIO 1 YCNIOBHO-MATOrEHHY0 MUKPOMIOPY KULLEYHNKA C ONpeaeneHnem

YyBCTBUTENIbHOCTM K aHTUMMUKPOGHbLIM NpenaparaM n 6aktepuodgaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)



MoceB Ha NaTOreHHyto 1 YCI0BHO-NATOreHHY0 MUKPOMIOPY KNLWIEYHUKA C OnpeaeneHnem
YYBCTBUTENBHOCTM K aHTUMMKPOGHbLIM npenaparam (Stool Culture, Pathogenic Intestinal and
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB rpyAHOro MoJiIoKa Ha MUKPOMIOPY, OnpeeneHre YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapatam u 6aktepuodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

[ncbakTepnos KnuweyHnka (MogMhrLMpoBaHHbIA MeTos)

MoceB OTAENseMOro ywei Ha MUKpOhopy, onpeaeneHne YyBCTBUTEIbHOCTU K pPaclUpeHHOMY
CreKkTpy aHTMMUKPOGHbLIX Npenaparos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Ttesting)*

lMoceB OTAENAEMOrO a3 Ha MUKPOQIopy, onpeseneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces rpyHOro MoJioka Ha MUKPOMIOPY, onpeseneHne YyBCTBUTENBHOCTM K paclUMpeHHOMY
CNeKTPY aHTMMUKPOOGHLIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

MoceB MyHKUMOHHOIO Mateprana Ha MUKPOQ/Iopy, onpegeneHne YyBCTBUTENbHOCTA K
aHTMMUKPOGHBLIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

MoceB paHEBOro OTAENAEMOrO U TKaHel Ha MUKPOQ/IOpY, onpeenieHne YyBCTBUTENbHOCTU K
aHTUMUKPOOBHLIM Npenapatam u 6aktepuodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB Xenun Ha MUKPOQIopy, onpefeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM Mpenaparam
(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB Ha aHaspobHY0 MUKPOMIopY, ONpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbIM
npenaparam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
lMoceB MOKPOTbI M TPAXeOB6POHXMA/IbHBIX CMbIBOB Ha MUKPOMIOPY, onpejeneHve
YYBCTBUTENBHOCTW K aHTUMWKPOOHbLIM Npenaparam 1 MMKpockonuel maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

lMoceB MOUM Ha MUKPOMIOPY, ONpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM npenaparam 1
6aktepurodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

A12.20.001 MurKpOCKOMUYeCcKoe UccnefoBaHme BraranLHbIX Ma3KoB

MoceB Ha ypeannasmbl, ONpegeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOGHBLIM npenaparam
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyAHOro MoJioKa Ha MUKPOMIOPY, onpeeneHre YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB OTAENAEMOr0 MOIOBbLIX OPraHoOB Ha MUKPOQ/IOPY, OnpeseneHne YyBCTBUTENbHOCTU K
pacluMpeHHOMY CNeKTpy aHTUMUKPOGHLIX Npenapatos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHeBOro OTAENSEMOrO 1 TKaHel Ha MUKPO(AopY, onpefeneHne 4yBCTBUTEIbHOCTU K
aHTUMUKPOGHbLIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

lMoceB Ha MUKONa3Mbl, ONpeAenieHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbLIM NpenapatamM
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MUKPOMIOPY OTAENSEMOrO NOMOBbLIX OPraHOB, OMNpefesneHne YyBCTBUTENBHOCTH K
aHTUMUKPOOGHBLIM Npenapartam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB OTAENAEeMOro ylel Ha MUKPOMIopy, onpejeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHBIM
npenapatam u 6akrepuodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB MOUN Ha MUKPOQIOPY, onpeaeneHne YyBCTBUTENBHOCTY K PacLUMPeHHOMY CNeKTpy
aHTUMUKPOOGHbIX nNpenapatos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB OTAENSEMOro BEPXHNX fblXaTeNlbHbIX NyTei Ha MUKPOQIOPY, onpegeneHve
YyBCTBUTENBHOCTM K aHTUMUKPOGHLIM Npenapatam 1 6aktepuodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB oTAENAEMOro ylel Ha MUKPOIopy, onpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHBIM
npenapartam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
ViccnepoBaHue Ha 61OLEHO3 Bnaravlla, onpeieneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM 1
aHTUMMKOTMYECKMM npenapatam (C MMKPOCKOMNWeR HaTMBHOTO npenapara, OKpaweHHOro no
I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPO(AopY, onpeaeneHne 4yBCTBUTEIbHOCTY K
pacluMpeHHOMY CneKTpy aHTUMUKPOGHBIX npenapartos (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Xenun Ha MUKPOQIopy, onpefeneHne YyBCTBUTENBHOCTY K PaCLLMPEHHOMY CNeKTPYy
aHTMMUKPOGHBLIX Npenapartos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*
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Moces rpygHoro monoka Ha myukpodgnopy (Breast Milk Culture. Bacteria Identification) 715

MoceB OTAENSEMOro NoJIoBbIX OPraHOB Ha MUKPOQIOPY, onpeaeneHne YyBCTBUTENBHOCTH K
aHTMMWKPOOHBIM Npenapatam n 6aktepuodaram (Genitourinary Tract Culture. Bacteria 1474
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

ApneHoBupyc (Adenovirus), fuapeliHblii CMHAPOM, aHTUreHHBIN TecT (Adenovirus. One Step Rapid

Immunochromotographic Assay) 957
lMoceB MOUKN Ha MUKPOMNIOPY, ONpeaeneHre YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM npenaparam 880
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTbI 1 TPaXe06POHXUANIbHBIX CMbIBOB Ha MUKPOQ/IOPY, onpegeneHve

YYBCTBUTENBHOCTU K PACLLIMPEHHOMY CNEeKTPY aHTUMMKPOOHbIX MPenapaTtos 1 MUKPOCKOMMWel 2387
Maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xenukobaktep nunopwu (Helicobacter pylori), aHTureHHbI TecT (Helicobacter pylori. One Step Rapid 957

Immunochromotographic Assay)

MoceB OTAENSEMOro BEPXHNX fblXaTeNbHbIX NyTei Ha MUKPOgIopyY, onpeseneHne
YYBCTBUTENBHOCTY K aHTMMWKPOOHbLIM Npenapatam (ofgHa nokanmsauums) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB NyHKUMOHHOIO Mateprana Ha M1UKpohiopy, onpeseneHne 4yBCTBUTENIbHOCTM K

pacLuMpeHHOMY CNeKTpy aHTUMUKPOOGHLIX Npenapatos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Ha NaTOreHHyto 1 YCIOBHO-NATOreHHy0 MUKpodnopy KuiweyHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
BuTamMuHbl
ButamuH B6 (nupugokcanbgocdar) 2398
ButamuH B1 (ThamuH) 2398
ButamuH B12 (umaHokob6anamuH, kobanamun) (Cobalamin) 693
ButamuH E B cbiBOpOTKe (asibha-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamuH B5 (maHTOTEHOBas KMCNoTa) 2398
1,25-gurngpokensutamuH D3 (1,25-dihydroxivitamin D3) 2090
ButamuH B3 (HUKOTUHAMUA) 2398
ButamuH 25(0OH)D2 n 25(0H)D3, pa3gensHoe onpegeneHne (BAXXX - MC/MC) 6006
A09.05.080 donmesas kucnota (Folic Acid) 957
ButamunH A B cbiBopOTKe (petuHon) (Vitamin A, Retinol, Serum) 2398
ButamunH K1 B cbiBOpOTKe ((hnnnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
ButamuH B7, H (61oTUH) 2398
AKTMBHbIV BUTamnH B12 (FTonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
beTta-kapoTuH 2398
ButamuH B2 (pubothnaBuH) 2398
ButamuH C (ackop6uHOBas KMcnoTa) 2398
PetuHun nanbmutar 2398
AYyTOMMMYHHble HEBPO/IOrMyeckme 3abonesaHus
AHTUTeNa K LGI1 n CASPR2 (KOMMOHEHTbI KOMMJIEKca KanMeBbIX KaHanoB), IgG, cbiIBOPOTKa KPOBU 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)
AHTUHepOHanbHble aHTUTENa, IgG, MmeToa Henpsamol ummyHogyopecueHuun (Neuronal 3311
antibodies, IgG, Indirect immunofluorescence (IIF))
AHTUTENA K aUueTUIXONMHOBOMY peuenTopy (AXP, AnarHoctmka MmacteHmm), CyMmMmapHoO 5731
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)
AHTUTENa K peLentopam HepoHoB Tnnos NMDA,CASPR, LGI, AMPAL, AMPA2, GABARL knacca 13607
IgG, pa3genbHo, onpeaeneHne B CbiIBOPOTKE
AHTUTENa Knacca IgG K ckeneTHbIM MblwLam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, IgG) 1221
AHTuTena k NMDA rnytamatHoMy peuenTopy, IgG, onpefeneHve B nukesope (aHTU-NMDAR 1gG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)
Mwuo3uTt-cneundunyHble aHTUTENa Knacca IgG (naiH-6not; Mi-2, Ku, PM-Scl 100/75; Jol PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTuTEeNa knaccos IgG 1 IgM Kk raHrnnosmngam (naiH-6not. GM1;, GM2-GM3-GM4; GD1a, GD1b,

GD2-GD3, GTla, GT1b, GQ1b, cynbthatngsl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)



AHTUTENa K AcAHK B CbIBOPOTKE KPOBU, NOATBEPXAAOLLMIA TECT C MCMOb30BaHMEM cybeTpaTa
Crithidia luciliae, 1IgG, meTogom Henpsamoli ummyHogroopecueHumm (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

AHTWTENa K Muenuny IgG, metog Henpamoii nMMmyHodtoopecueHunn (Anti-myelin antibody, 19G,

IF) 1474
AHTUTENa Knaccos IgA, IgG, IgM K akBanopuHy 4, cyMMapHO (anarHoCTMKa HelipooNTUKOMMUENNTA,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

OnuroknoHabHbIN 1gG B ukBOpE (LlepebpocnmHanbHO XUAKOCTA) U CbIBOPOTKE KPOBU 4389
(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENA K MbILLEYHO-CMNEeLNpYECcKON TMPO3NHKNHa3e (aHTM-MuSK) B CbIBOPOTKE KPOBMY, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTUTENa K peLenTtopam HepoHoB TnnoB NMDA,CASPR, LGI, AMPAL, AMPA2, GABAR1 knacca 13750
IgG, pa3fenbHo, onpeaeneHue B IMKBOpe

AHTUTEeNa K LGI1 n CASPR2 (KOMMOHEHTbI KOMMJIeKca KanmeBbIxX KaHanos), IgG, Nnksop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTEeNa K GAD (rnytamatgekap6okcunase), IgG, nuksop (Anti-GAD (glutamic acid decarboxylase), 2079

IgG, CSF)

AHTMHelpoHanbHbIe aHTUTENa Knacca IgG (naliH-6not1: Hu (ANNA1L), Yo-1 (PCAL), CV2, Ma2, Ri
(ANNAZ2), ampmndusmH) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCAL), CV2, Ma2, 5731
Ri (ANNA2), Amphiphysin))

AHTuTena knacca IgG NMDA (N-meTtun-D-acnaprar) rnyramaTHOMY peLenTtopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 4389
KOMMNOHEeHTbI KOMMNieMeHTa
CucteMa KoMnieMeHTa: oLeHKa (hyHKLUMOHanbHOM aktuBHocTM (CH50) (Functionality Test of
1474
Complement (CH50))
MHrnémutop Cl-actepasbl (C1-Esterase Inhibitor, C1-INH) 2156
C4 KomnoHeHT cuctembl kKomnnemeHta (Complement Component C4) 396
C3 KomrnoHeHT cuctembl komnnemeHta (Complement Component C3) 396
KpacHyxa
AHTUTENa Knacca IgG K aHTUreHam BMpyca KpacHyxu, BbISiBNSiEMble METOA0M UMMYHOGIOTTUHTa
. 5621
(Anti-Rubella IgG, Immunoblot )
AHTUTEeNa Knacca IgM k Bupycy KpacHyxu (Anti-Rubella IgM) 539
ABungHocTb Anti-Rubella IgG 1067
OnpegeneHve PHK (Rubella virus, RNA) B cbIBOPOTKe KPOBU 649
AHTUTena knacca IgG K Bupycy kpacHyxm (Anti-Rubella IgG) 396
lenatnt B BUpYycHasa nHgekumsa (Bupyc renatura B, Hepatitis B Virus, HBV)
AHTuTeNa knaccos IgM 1 1gG k HB-core aHTUreHy Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517
IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIN aHTUreH BUpYyca renaturta B,
«aBCTPATMINCKNIA» aHTUTEH), KONMYecTBeHHbIN TecT (HBSAg, Hepatitis B Surface Antigen, 1452
Quantitative)
HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAQ) 561
AHTuTEeNa Knacca IgM k HB-core aHTUreHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 693
B Core Antigen; HBV Core Antibodies IgM)
Bupyc renatuta B, onpegeneHve OHK B cbiBOpOTKe KpoBY, KonuyectseHHoe (HBV DNA, Serum, 3751
Quantitative)*
Bupyc renaruta B, onpegenerHne AHK B cbiIBOPOTKe KpoBWU, kadecTBeHHoe (HBV DNA, Serum, 418
Qualitative)*
AHTUTENa K HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsAD) 627
AHTUTENa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 517
HBs-aHTWreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIV aHTUIEH BMpYca renatuta B, 264

«aBCTPaA/IMNCKNIA» aHTUTEH), KauecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
YrneBogpl

[NOKO30-TONEPaHTHbINM TECT C ONpefeneHneM rnoKo3bl 1 C-nenTnaa B BEHO3HOM KPOBU HaTOLLAK
1 nocne Harpy3ku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 VccnepoBaHme YPOBHS NHOKO3bl B KPOBY 143
Nakrar (Lactate) 572

dpykTo3amuH (Fructosamine) 891



A09.05.083 NMukmpoBaHHsbIi remornobmH HbA1C (HbAL1C, Glycated Hemoglobin, GHB) 506

I MtoKO30TONIEPaHTHbIV TECT NPU 6epeMeHHOCTY (MepopabHbIi FHKO30TONEPaHTHBIN TecT, T,
OrTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 [NHOKO30-TONIEPAHTHbIV TECT C ONpeAeneHNEM IH0KO3bl B BEHO3HO KPOBW HaTOLLaK U
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)

990

Cneundguueckme 6enku

A09.05.009 C-peakTnBHbIi 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTUCcTpenTonnsnH-0 (ACJ1-0, ACJTIO0) (Antistreptolysin-O, ASO) 374
Anbha-1-aHTuTpuncuH (A1AT), heHoTunuposaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) 2596

Hatpuitypetnyeckoro ropmoHa (B-tuna) N-koHuesoli nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 PepputunH (Ferritin) 506
Kap6orugpar -aepuuuntHblin TpaHcdheppuH ¢ anektpogoperpammoit (Carbohydrate-Deficient

2816

Transferrin with results on an electrophoregram (CDT)) 3322
lencuguH 25 (6uoaktnsHbIi) (Hepcidin 25, bioactive) 6567
Mapkep cepfe4vHot HegocTaTouHOCTH ST2 pacTBopuMbIiA (ST2, sST2, kapanomapkep) (Soluble ST2
(Heart Failure’s biomarker)) 2739
A09.05.008 TpaHctheppuH (CugepodunuH) (Transferrin) 484
Mwuorno6uH (Myoglobin) 572
Anbha-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTUTENa Knacca lgG K rnasHomy 6§nKy Hapy>KHou|7| Mem6paHbI MOMP 7 AHTVIT_eJ'Ia Knacca IgG 579
Pgp3 (Memb6paHoaccoLMMpoBaHHbI NnasmuaHblii 6enok) Chlamydia trachomatis
PesmatongHsbiin haktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-1 (Troponin-I) 627
BbICOKOUYBCTBUTE/bHLIN C-peakTVBHbI 6eNoK (KapAauo) 594
A09.05.077 Uepynonna3smuH (Ceruloplasmin) 649
FanTorno6uH (Haptoglobin) 638
Anbha-1-aHTUTpUncuH (A1AT), KoHueHTpaums (Alpha-1-Antitrypsin, ALAT, AAT, Concentration) 1386
Kap6orugpar-gethunuymntHblin TpaHcteppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PacTtBOpuMbIe peLenTopbl TpaHcheppuHa (pTOP, Soluble Transferrin Receptor, sTfR) 1870
S03NHOMUNLHBIN KaTMOHHbIA 6enok (Eosinophil Cationic Protein, ECP) 869
Ypeannasmo3s (ypeansiasmbl)
Ypeannasma (Ureaplasma parvum), onpegenenne AHK B moye (Ureaplasma parvum, DNA, Urine)* 275
Ypeannasma (Ureaplasma parvum), onpegenenuve JHK B cekpete npocrartsl, 3akynsaTte (Ureaplasma 275
parvum, DNA, Prostatic Fluid, Semen)*
AHTUTeNa knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpefeneHve OHK B cocko6e
anuTeNnanbHbIX KNEeTOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTeNa Knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexme OHK B cekpete

npocrtarbl, askynate (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 275
Ypeannasma (Ureapl_asma urealyticum + Ureaplasma parv_um), onpegenerHne JHK B moue 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

Ypeannasma (Ureaplasma parvum), onpegenenune AHK B cockobe 3MNUTENMAIBHBIX KNETOK 275
yporeHutanbHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHne OHK B cekpeTe npocrarsl, 275

askynsaTe (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexHve OHK B cocko6e
anuTeNManbHbIX KNEeTOK yporeHmTansHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHve AHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnupatopHo-cyHUUTMaNbHasa MHEKLMS (pecnnpaTopHO-CUHLNTUANIbHBI BUPYC)
AHTUTENa Knacca IgG K pecnmpaTopHO-c1HUUTManbHOMY BUpycy (Anti-Respiratory Syncytial Virus 781

(RSV) IgG)



AHTUTeNa Knacca IgM K pecnvpaTtopHO-CcUMHLMTUAaNLHOMY BUpycy (Anti-Respiratory Syncytial Virus

(RSV) IgM) 81
O6pas3 XN3HU N reHeTn4eckme hakTopbl

OnacHoCTb NpU NpremMe opasibHbIX KOHTPauenTuBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs

(Genes F2, F5)) 3003

OnacHocTb Npu ApuYeme OpasbHbIX KOHTPALLENTMBOB (reHbl F2, F5) (6e3 OnMcaHUa pesy/bTatos 2695

BpayoM-reHeTnkom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))

HapyleHusa cnepmaToreHesa, 6 mapkeépos (Mukpogeneumm nokyca AZF) (6e3 onucaHus 3916

pe3ynbTaTtoB reHeTUKOM)

MoparoToBka k onepauum (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811

MTHFR, MTRR, MTR, F2, F5))

MogarotoBka K onepaunn (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesynbLtatos
Bpayom-reHeTnkom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898
Description))

Onpegenenue cneunduyeckrx |gG: nuLeBble anepreHsbl
KpeseTku (F24), annepreH-cneuundunyeckue IgG (Shrimp, IgG, F24) 572

Puc (F9), annepreH-cneuuguyeckme IgG (Rice, IgG, F9) 572
Cmecb NULEBbLIX annepreHoB 1: anenbcuH, 6aHaH, 1610K0, nepcuk, IgG (FP15 (F33, F49, F92, FI5),

Food Panel: Orange, Banana, Apple, Peach, IgG)* 1045
Kusn (F84), annepreH-cneuunduyeckue 1gG (Kiwi Fruit, IgG, F84) 572

IpeuHeBas Myka (F11), annepreH-crieuucguyeckume IgG (Buckwheat, IgG, F11) 572

Tpecka (F3), annepreH-cneuundmyeckme IgG (Codfish, 1gG, F3) 572

CMecCb NULLEBbLIX afnepreHos 3: CBUMHIHA, KYPUHOE MACO, FOBAANHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, 1gG)*

OnpegfeneHve cneynpruyecknux UMMYHOrno6ynmHoB knacca G (IgG) K nuweBbiM annepreHam (Basic

Food Profile, IgG) 15840
Kny6Huka (F44), annepreH-cneungudeckue 1gG (Strawberry, 1gG, F44) 572

OscsaHas myka (F7), annepreH-crieuuguyeckme IgG (Oat, 1gG, F7) 572

Llokonag (F105), annepreH-crieuudguyeckme IgG (Chocolate, 1IgG, F105) 572

Cmecbk nuueBbIx annepreHos (fx21) IgE, ImmunoCAP 1375
MweHnyHaa myka (F4), annepreH-cneymguueckne IgG (Wheat, 1gG, F4) 572

beTa-nakrtornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572

Koposbe Monoko (F2), annepren-cneunduyeckue 1gG (Milk, 19G, F2) 572

Tomarsbl (F25), annepreH-cneyunguyeckme IgG (Tomato, 1gG, F25) 572

Mpoco (F55), annepren-cneuuduyeckne IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, 1gG, F210) 572

bapaHuHa, IgG (Lamb, 1gG, F88) 572

CsuHuHa (F26), annepreH-cneundguyeckue IgG (Pork, IgG, F26) 572

Nnmon (F208), annepreH-cneymdmyeckme IgG (Lemon, IgG, F208) 572

baHaH, IgG (Banana, IgG, F92) 572

AnuHbin xxentok (F75), annepreH-cneundgunyeckne 1gG (Egg Yolk, IgG, F75) 572

AvuHbIn 6enok (F1), annepreH-cneyugudeckre IgG (Egg White, 1gG, F1) 572

KypuHoe msaco (F83), annepreH-cneundguyeckue 1gG (Chicken Meat, IgG, F83) 572

KapTtotens (F35), annepreH-cneynguyeckne IgG (Potato, IgG, F35) 572

AnenbcuH, IgG (Orange, IgG, F33) 572

IpeiindpyT (F209), annepren-cneymdmdeckme IgG (Grapefruit, 1IgG, F209) 572

MaHro (F91), annepreH-cneymndgmyeckme IgG (Mango, 1gG, F91) 572

Apaxuc, IgG (Peanut, IgG, F13) 572

CMmecb NULLEBbLIX aiNepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1430
TbikBa (F225), annepreH-cneundgudeckue 1gG (Pumpkin, 1gG, F225) 572

CoeBble 606bI (F14), annepreH-cneunguyeckne IgG (Soybean, 1gG, F14) 572

Mopkossb (F31), annepreH-crneyunduueckne IgG (Carrot, 1gG, F31) 572



rossguHa (F27), annepreH-cneuundgudeckme IgG (Beef, IgG, F27) 572

Mekapckme gpoxokn (FA5), annepreH-cneundguyeckue 1gG (Baker’s Yeast, IgG, F45) 572
Kanycta kouaHHas (F216), annepreH-cneunguyeckue IgG (Cabbage, IgG, F216) 572
MuBHble gpoxokn (FA403), annepreH-cneymduyeckme IgG (Brewer’s Yeast, 1gG, F403) 572
®yHayk (F17), annepreH-cneunguyeckune 1gG (Hazelnut, 1gG, F17) 572
KaseuH (F78), annepreH-cneyunguyeckume IgG (Casein, IgG, F78)) 572
Mepcuk (F95), annepreH-cneuundgmdeckme IgG (Peach, IgG, F95) 572
fA6noko (F49), annepreH-cneyundmyeckme IgG (Apple, IgG, F49) 572

lepnec-BMpyc Yenoseka 6 Tuna

AHTUTeNa Knacca IgG Kk repnecupycy yenoseka 6 Tuna (Anti-HHV-6 1gG) 671
lepnecsupyc 6 Tnna, onpegenexHve AHK B cntoHe (HHV-6 DNA, Saliva)* 275
l'epniecsmpyc 6 Tuna, onpegeneHve JHK B cOCko6e anutennabHbIX KNETOK YPOreHNTaibHOro 275
TpakTta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
l'epnecsupyc 6 Tmna, onpegenenne OHK B cekpeTte npoctartsl, aakynsate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
lepnecsupyc 6 Trna, onpegeneHne AHK B cocko6e anuTenmanbHbIX KNEeTOK CAM3UCTOM Hoca 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 Tmna, onpegeneHne AHK B moyve (HHV-6 DNA, Urine)* 275
lepneceupyc 6 TMna, onpegeneHne AHK B cnnHHOMO3roBol xugkoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tvna, onpegeneHve AHK B Bbinote (HHV-6 DNA, Exudate)* 275
lepneceupyc 6 TMna, onpeaeneHve AHK B BeHo3Ho kpoBu (HHV-6 DNA, Blood)* 418
l'epnecsupyc 6 Tvna, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTok potornotku (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 Tmna, onpegenenne OHK B cbiBopoTke kposu (HHV-6 DNA, Serum)* 418
XnamngmintHas nHpekumna, xnammanos (xnammagmm)

Xnamupgus (Chlamydia pneumoniae), onpegenenve JHK B cntoHe (Chlamydophila pneumoniae,

. 429
DNA, Saliva)*
Xnamugus (Chlamydia trachomatis), onpegeneHve OHK B cekpete npocTatsl, 3skynsaTe (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTMTeNa knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia trachomatis (Anti-cHSP60 IgG) 583
AHTUTeNa knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnamngusa (Chlamydia pneumoniae), onpegeneHve AHK B nnasme kposu (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTuTena knacca IlgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 1gG ) 561
AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamngms (Chlamydia trachomatis), onpegenexHve JHK B cockobe anutenvanbHbIX KNeTok 275
cnmsncToli npamoii knwku (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamngusa (Chlamydia trachomatis), onpegeneHvne JHK B cockobe anuTennanbHbIX KNeToK 275
yporeHutansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTeNa knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gG) 539

XenukobakTep nunopwu, onpegenexdne JHK B 6uonTate cnnsncToin >kenyaka n/unam
[ABeHaguatunepcTHol kuwkn (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamngumsa (Chlamydia trachomatis), onpegeneHvne JHK B cockobe snuTtenmanbHbIX KNeToK

KOHBIOHKTUBBI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AHTUTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamngusa (Chlamydia pneumoniae), onpegeneHune AHK B MokpoTe (Chlamydophila pneumoniae,

869
DNA, Sputum)*
AHTuTeNa knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamugus (Chlamydia trachomatis), onpegenexne AHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamugumsa (Chlamydia trachomatis), onpegenenve AHK B cnuHHOMO3roBoi xuakocty (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamngusa (Chlamydia trachomatis), onpegenerve JHK B Bbinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamugus (Chlamydia trachomatis), onpegenexne AHK B cuHoBManbHOM xuakoctn (Chlamydia 506

trachomatis, DNA, Synovial Fluid)*



Xnamngusa (Chlamydia pneumoniae), onpegeneHue AHK B cockobe anutennanbHbIX KNeTok

potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)* 429
Xnamngusa (Chlamydia trachomatis), onpegenerHvne JHK B cockobe anuTenmasbHbIX KNeToK 275
potornotkn (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Cudmnumc
bnegHas TpenoHema, onpegeneHune AHK B cekpete npocrartsl, 3skynste (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BnegHas TpenoHema, onpegenerve IHK B cockobe anutenuanbHbIX KNETOK YPOreHNTaIbHOro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
BbnegHas TpenoHema, onpegeneHune AHK B mouye (Treponema pallidum, DNA, Urine)* 275
BnegHas TpenoHema, onpegeneHve AHK B cnuHHOMO3roBoii xuakocTty (Treponema pallidum, 275
DNA, Cerebrospinal Fluid)*
bnenHas TpenoHema, onpegeneHue AHK B cbiBopoTke KpoBu (Treponema pallidum, DNA, Serum)* 407
BbnegHas TpenoHema, onpegeneHue AHK B otgensemom (Treponema pallidum, DNA, Secretion)* 275
AHTUTENa knaccos IgM u IgG Kk Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 418
IgG, Total)
BnegHas TpenoHema, onpegeneHne AHK B cockobe anuTennanbHbIx KNeTok Koxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BnegHas TpenoHema, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK POTOMOTKN 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTeNa knacca IgG k Treponema pallidum, BbisiBNsieMble METOA40M UMMYHOG/IOTTUHIA
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
bnegHas TpenoHema, onpegeneHne AHK B cockobe anutennasbHbIX KNeTOK KOHbHOHKTUBBI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTMTeNa knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudmnuc RPR — aHTukapamnonunuHosblii TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTUTENa Knacca IgM k Treponema pallidum, BbisiBNsgeMble METOAOM UMMYHOG/OTTUHTA
. . 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHKa aHAPOreHHOro cratyca
A09.05.078 TecTtocTepoH (Testosterone) 385
JerngpoanuaHgpoctepoH-cynbdart (43A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-ketoctepongbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
InobynuH, ceasbiBatoLmii nonosble ropmoHsl (FCHI) (Sex Hormone-Binding Globulin, SHBG) 396
AHppocTeHAnOoH (Androstenedione) 1100
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBob60AHbIN TecTocTepoH (Free Testosterone) 957
AHAPOCTEHANON FNHOKYPOHNS (AHAPOCTaHAMON raokypoHua) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
OurngpotectoctepoH (ArT) (Dihydrotestosterone, DHT) 1430
Broxmmuns moun (pasoBas aKcKpeLus)
Benok, pasoBas Nopuus MOU (C KpeaTMHNMHOM ¥ pac4eTOM HOPMaJM30BaHHOTO MO KPeaTUHWHY
: . . o : o . . 286
nokasartens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
MarHuii, pasosas NOPLMA MOYM (C KPEATUHMHOM M PacyeToOM MarHWin/KpeaTuHNH OTHOLLIEHWS) 583
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas K1MCcnoTa, pasosas NOPLUS MOYM, C KPEaTUHUHOM 1 pacyeToM HOPMa/IM30BaHHOro No 308
KpeaTUHWHY NOoK-/s
docdop, pazoBas NopLms Moun (C KpeaTMHUMHOM 1 pacyeToM HOPManM30BaHHOTO MO KpeaTyHUHY
nokasarens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319
calculation)
Okcanarbl, pa3osas Nopums MoUm (C KPEaTUHUHOM M PacyeToM HOPMaJIM30BaHHOIO MO
KpeaTnHWHY nokasartens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1485
calculation)
AnbGYyMVH, pa3oBas NopLus MOYY (C KpeaTUHMHOM U pacyeToM aib6yMUH/KpeaTHWH
oTHoweHusa) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 495
UACR)
Kanbuuid, pazoBas nopums Moun (C KpeaTHUHOM U PacyeToM KaslbLMit/KpeaTHUH OTHOLLEHWS) 220
(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)
KoHueHTpauus B mode (Urine Creatinine) 55

OnpegeneHue cneuudruecknx IgE: annepreHbl XXMBOTHbIX



TapakaH, IgE (Cockroach, IgE, 16)
Cobaka, IgE (Dog Epithelium, IgE, E2)
OsBuga, anutenuii, IgE (Sheep Epithelium, IgE, E81)

BonHucTbI nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78)

Cmecb annepreHoB AOMaLLHWX FPbI3YHOB: 3NUTENNIA MOPCKO CBUHKMN, 3NUTENNIA KPOIMIKA,
anuTennii XoMsika, Kpbica, Mbliwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuUHKa, anutenuii, IgE (Guinea Pig Epithelium, IgE, E6)
Kowka, IgE (Cat Dander-Epithelium, IgE, E1)
Kypwvua, nepo, Ige (Chicken Feathers, IgE, E85)

BUY-nHpekumsa (BMpyc UMMyHOZepuULmUTa YeNOBEKa)

AHTuTena K BY 1 n 2 n aHtureH BAY 1 n 2 (HIV Ag/Ab Combo)
BWU-1, onpeseneHne PHK B nnasme kposu (HIV RNA, Plasma)*

JleKkapCTBEHHbI MOHUTOPWHT

3Beponumyc (Everolimus)

LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune)

TepunyHomug, negnyHomng (metabonuT) (Teriflunomide, Leflunomide metabolite)
Neetupauetam (Levetiracetam, Keppra®)

Kap6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol)

MwuToTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma)

®eHnTonH (JudeHunH, OunaHTnH) (Phenytoin)

Takponumyc (Aasarpad, MNporpad, NpoTonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTtpnmpkmH (Lamotrigine)
Banbnpoesas kucnota (JenakuH, KoHsynekc) (Acidum Valproicum, Depakin, Convulexs)

A09.05.035.002 deHobapbutan (JltommHan) (Phenobarbitalum)

FoHopes (TOHOKOKK)

roHoKOKK, onpegeneHne AHK B cekpete npocTartel, 3skynsaTe (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*

IOHOKOKK, onpegeneHve JHK B cockobe anutennanbHbIX KNeTOK CIM3UCTON NPAMOIA KULLKK
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

IoHOKOKK, onpegeneHne AHK B cuHoBmanbHol xungkoctn (Neisseria gonorrhoeae, DNA, Synovial
Fluid)*

Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve YyBCTBUTENILHOCTU K
aHTMMUKPOG6HbIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

FoHOKOKK, onpegeneHue AHK B cockobe anutennanbHbIX KNeToK KOHbIOHKTMBLI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

lFoHoKOKK, onpegeneHue AHK B cockobe anutennanbHbiX Knetok potornotku (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

lroHokokk, onpegeneHue AHK B moue (Neisseria gonorrhoeae, DNA, Urine)*

IOHOKOKK, onpegeneHve AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTaIbHOTO TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

NakTo6akTepmu, nakTo6aL b

Nakto6akTepun, onpegeneHne AHK B cockobe anuTenuanbHbIX KNeTOK YporeHUTaslbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpnanos, nceBaomMeMbpaHO3HbIN KOANT

Pa3genbHoe onpeaeneHne TokcnHa A 1 TokcrHa B Clostridium difficile B kane, aHTUreHHbI TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)

Moces Ha knocTtpugmm (Clostridium difficile, nceBgomem6paHo3HbIii konuT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpalwumBaHuve no ManaHvkonay ? Pap-tect

LinTonornyeckoe nuccnegoBaHne 6rnomarepuana CocKo60B By bBbI 1 Blaraimila, KpoMe Leinku
MaTku (oKpalumBaHue no ManaHukonay, Pap-TecT)

LinTonornyeckoe nccnegoBaHne 6rnomarepuana ek MaTkm (OKpalivBaHue no ManaHvkonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test)

484
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484
484
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484
484
484
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2882
3630
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891
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275
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275
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275
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OnpegeneHne cneympmnyecknx IgE: 6bITOBbIe anepreHsbl

JomatwHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 484
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 484
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 484
Knewy Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1) 484
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 484
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 484
Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) 484

Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 484

OnpegeneHune cneuuguyecknx |gG: GbITOBbIE annepreHbl
Knewy Dermatophagoides farinae (D2), annepreH-cneunguyeckue IgG (Dermatophagoides farinae,

IgG, D2) 572
JomawHas neinb/Greer (H1), annepreH-cneungudeckue IgG (House Dust — Greer, 1gG, H1) 572
MneceHb Cladosporium herbarum (M2), annepren-cneuudumyeckne IgG (Cladosporium herbarum, 572

IgG, M2)

Cmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*

MneceHb Penicillium notatum (M1), annepreH-crneymdudeckme IgG (Penicillium notatum, IgG, M1) 572
Knewy Dermatophagoides microceras (D3), annepreH-cneunguyeckue IgG (Dermatophagoides

microceras, 1gG, D3) 572
Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneyudmyeckume 1gG (Dermatophagoides 572
pteronyssinus, IgG, D1)

MneceHb Alternaria tenuis (M6), annepreH-cneundguyeckue 1gG (Alternaria tenuis, IgG, M6) 572

PenpoayKTMBHOE 3[40POBbe

HapylueHusa cnepmaToreHesa: paclumpeHHas naHesnb (AZF-pernoH) (6e3 onucaHns pesynbtatos
Bpayom-reHeTnkoMm) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without 10219
Description))

Xouy cTaTb MaMoOW: OC/TOXXHEHWS 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)

(6e3 onucaHusa pe3ynbTatoB BpavoM-reHeTnkom) (Want to Become a Mother: Pregnancy 17270
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
BpoXkgeHHasn runepnnasns Hagno4eyHMKos, reH CYP21A2, 4.m. (Gene CYP210HB, Freq. Mut.) 10769
CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCTU: MUHUMasbHasa NaHesb (reHbl F2, F5) (Thrombotic

. T 3003
Tendency in Pregnancy: Minimum (Genes F2, F5))
leHeTUYeckmne hakTopbl My>cKoro 6ecrnnogms (reHbl AR, CFTR; AZF-pernoH) (Genetic Factors of 18062
Male Infertility (Genes AR, CFTR; AZF-Region))
BO3HMKHOBEHME N30/IMPOBaHHbIX MOPOKOB pa3BuTus y nnoga (reHsl MTHFR, MTRR, MTR) (Isolated 5808
Malformations in Fetus (Genes MTHFR, MTRR, MTR))
Xouy cTatb MaMoW: OCOXHeHUs 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 19998
RHD))
MprBbIYHOE HeBbIHALLIMBaHNE 6epPeMEHHOCTH, B T. Y. CKIOHHOCTb K TpOM603am nNpu 6epeMeHHOCTU:
paclwmpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pe3ynbTatoB 7898

BpayoM-reHeTnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel

(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpomMboTnYeckue OCNOXKHEHNA NPU CTUMYNALUKN OBYNALMK (reHbl F2, F5) (6e3 onucaHus

pe3synbTaToB Bpadyom-reHetnkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))

BO3HMKHOBEHWE N30/IMPOBaHHbIX MOPOKOB pa3BuThA y nnoga (reHsl MTHFR, MTRR, MTR) (6e3

onuvcaHus pesynbTatoB BpavyoM-reHeTnKom) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecTo3bl 1 (eTonnaLeHTapHas HefocTaTouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpomboTnYecKne OCNoXKHEHNA NpY CTUMYNALMKU oByNauum (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKIOHHOCTb K TPOM603aM Nnpu 6epeMeHHOCTU: MUHUMasbHas NaHesb (reHbl F2, F5) (6e3 onncaHus
pe3ynbTatoB Bpadom-reHeTnkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

11671

3003



MprBbIYHOE HEBbIHALLMBaHNE 6EPEMEHHOCTH, B T. Y. CKNOHHOCTL K TpOM603aM Npn 6epeMeHHOCTU:
paclwmpeHHas naHesnb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTo3bl 1 heTonaleHTapHas HegocTaTouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onuvcaHus pesynbTatoB BpavyoM-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacnefcTBeHHbIe Clydan paka MOIOUYHOW Xenesbl u/unu sudHnkos BRCAL, BRCA2, CHEK2, NBS1

(Hereditary Breast and/or Ovarian Cancer ) 10285
OkpatunsaHve no PomaHoOBCKOMY-IMm3e

MccnepoBaHmne MoKpoThl (Examination of Sputum) 825

MccnepoBaHue TpaHccyatoB, aKCCyAaToB, cekpeToB (Examination of Transudates, Exudates, 528

Secrets)

VccnefoBaHvs NPOMbIBHbIX BOA 6poHX0B (VccnegosBaHue cmbiBOB ¢ 6poHX0B) (Examination of 649

Bronchial Washouts)

ViccnefoBaHve nyHKTaToB KOXu (Examination of Punctates: Skin) 649

MccnepgoBaHme aHAockonmMyeckoro matepuana (Examination of Endoscopic Material) 649

A08.20.004 LinTonormnyeckoe uccnegosaHue acnupara 13 rnosiocTy Matku 660

MccnepoBaHune aHAOCKONMYECKOro matepuana Ha Hanmuume Helicobacter pylori (Examination of 781

Endoscopic Material: Presence of Helicobacter pylori)

LinTonornyeckoe nccnegoBaHne marepvana, nofy4eHHOro Npm XMpypruyeckmx BMeLLaTenbCTeax 1

Apyrux cpouHbIx nccnegoBaHusx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

YXugkoctHasa yutonorus. Lintonornyeckoe nccnefoaHve 6uomarepraa LWeiku MaTkm
(okpawmBaHue no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe nccnefoBaHmne anuTenns LWeliku MaTkv ¢ ONncaHnem no TePMUHO/OTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

LinTonornyeckoe mccnefoBaHne cockoba (Maska) CM3nCcToi 060104KN MONOCTH HOca (04Ha

nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

1320

ViccnefoBaHuve BblAeNEHNI N3 MOTOYHOW Xenesbl (Examination of Breast Discharge) 528
ViccnepoBaHme NyHKTATOB APYTMX OPraHoB M TKaHel (Examination of Punctates: Other Organs and 825
Tissues)
ViccnefoBaHve oTrneyarka ¢ BHyTpuMaToyHoi cnupanm (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
VccnepgoBaHme NyHKTATOB MOMIOYHOI »kenesbl (Examination of Punctates: Breast) 649
VccnenoBaHve cOCKOBOB 1 OTNEYATKOB OMyxoseli 1 onyxonenofobHbix o6pasoBaHuii (Examination

. ) : . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
WccnepgoBaHne moum (Examination of Urine) 528

LinTonornyeckoe nccnefgoBaHne nyHKTaTa WUTOBUAHOW Xenesbl C ONMcaHNeM no
TEPMUHONOrMYeckol knaccugukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

MccnepgoBaHne COCKOOGOB M OTAEYATKOB C NOBEPXHOCTU KOXWN N CNN3UCTbIX (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 429
MccnepoBaHme COCKOOOB LLENKN MaTKM U LiepBUKabHOro KaHana (Examination of Scrapings: Cervix 627
and Cervical Canal )
Kopb
AHTUTENa Knacca IgM k Bupycy kopu (Anti-Measles IgM) 781
AHTUTENa Knacca IgG Kk Bupycy kopu (Anti-Measles IgG) 880
KneweBoli 3HUehanmT, BUPYC KeLeBoro sHueganmra
AHTUTeNa Knacca IgG K Bupycy knewesoro aHueganuta (Anti-Tick-borne Encephalitis Virus (TBEV) 528

I9G)
JTabopaTtopHoe uccnegoBaHune Knewa ans sbisieneHmsa PHK/OHK Bo36yanteneii MHGMeKUWA,
nepeaaroLLMXca VKCO40BLIMU Knelamu: K/TELLIEBOW SHLIE®ASINT, BOPPE/IMO3 (BOJE3Hb
NIAMA), AHAMIA3MO3, 3P/IXO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)
AHTUTENa Knacca IgM K Bupycy kneweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)
IgM)

HacnepctBeHHble 601e3HN 06MeHa BELLECTB Y HOBOPOXAEHHbLIX/CKPUHUHT «[1aTOUKa»

671

B3XXX-MC-MC opraHuyeckmx kucnor (cykumHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949



YacTtas mytauus B reHe HADHA (HefocTaTOUHOCTb A/IMHHOLLENOYEYHOA

3-rugpokcnaumn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511
Dehydrogenase (LCHAD) Deficiency))

CKpUHUHT HOBOPOXAeHHbIX «[MATOYKA» (Newborn Screening "HEEL")* 5489
OnpegeneHne akTMBHOCTM BUOTUHMAA3bI (HELOCTaTOMHOCTL 6UOTUHMAA3LI) (Biotin-Dependent 5511
Carboxylases Activity (Biotinidase Deficiency))

YacTtaa myTtaumsa B reHe GCDH (rnytapoBas aunaypusa tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5511

Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHan13 cnekTpa opraHNYecKnx KUCI0T MoYM METOLOM ra3oBOW Xxpomatorpapum ¢

Macc-cnektpometpueli (MX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

YacTnyHbIli aHanms reHa ASS (untpynnmHemust) (ASS Gene, Freg. Mut. (Citrullinemia)) 10483
MonHbIli anann3 reHa GCDH (rnytaposas aungypus tun 1) (GCDH (Glutaryl-CoA Dehydrogenase)

e 44440
Gene (Glutaric Aciduria, Type 1))
YacTas mytauus B reHe ACADM (HefocTaToOuHOCTb CpeAHELLEeNOYeYHO i AernaporeHasbl XXUPHbIX
kucnotr MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))
YacTtble myTaumm B reHe FAH (tTuposnHemus tvn 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174
YacTtas mytauus B reHe BTD (HegocTtatouHocTb 6rotnHuaasel) (BTD (Biotinidase Deficiency) Gene, 5511
Freq. Mut.)
MonHbIi aHanu3 reHa FAH (tnposuHemus tun |) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbIli aHann3 reHa OTC (HeOCTaTOYHOCTb OPHUTUMHTPaHcKap6amunasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
Swepunxmos (KvweyHaa nanoyka, awepuxus, Escherichia coli)

MoceB Ha knwe4Hyto nanoyky (Escherichia coli O157:H7, awepuxmnos), onpegeneHune

YyBCTBUTENBHOCTM K aHTUMUKPOGHBLIM Npenapatam n 6akrepuodaram (Escherichia coli 0157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuLeyvHyto nanoyky (Escherichia coli O157:H7, awepuxnos), onpegeneHune

YyBCTBUTENBHOCTM K aHTUMMKPOGHbLIM npenaparam (Escherichia coli 0157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

MccnepoBaHme Ha KuLeyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos), amapenHoiii

CUHAPOM, aHTUreHHbIn TecT (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic 1023
Assay)
MLpP
Bupyc nmmyHogedmumnta Yenoseka tuna 1, kadyectseHHoe onpegeneHve PHK (Human 2717
immunodeficiency virus, quality, RNA) B CbIBOPOTKE KpOBU
Mapsosupyc B19, onpeseneHve AHK 363
Pesyc-thaktop nnoga. BeisieneHve reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 6105
mother's blood)
Mapsosupyc B19, onpegenexHve AHK 363
MapsoBupyc B19, onpegeneHve JHK 363
AHTUTEHHBIE TECTbI
NernoHenna, BbIBNEHUE aHTUIeHa B MoYe, MMMyHoxpomaTorpagus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)

PecnmpatopHO-CUHLMTHaNbHbIA BUPYC (PC-MHMEKLMS), BbISBNEHNE aHTUMEHA,
ummyHoxpomarorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

XI'IaMVI,EI,I/IVI, BbIiBIEHNE aHTUTEHa B Ma3KaX YPOreHUTa/lbHOro TpakTta, MmmyHoxpomaTorpaq)mi

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122
FOH_op_eﬂ, BbISBNIEHNE aHTUrEHa, nmmyHoxpomatorpadus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)

Kamnunob6akTtep, AuapeiHbllii CMHAPOM, BbISIB/IEHWE aHTUreHa B Kasie, UMMyHOXpoMaTorpadus 1144

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)
HOPOBWPYC (Norwalk virus) - anapenHblin CUHAPOM, BbisiB/ieHNe HOpoBrpyca reHorpynn | u Il B
kane, ummyHoxpomarorpagus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

IMHEBMOKOKK, BbISIBNIEHNE aHTUTeHa B MOYe, UMMyHOXpoMaTorpadus (Streptococcus pneumoniae,

One step rapid immunochromotographic assay, antigen, urinae) 1584
QHTeposmpyc, BbIAB/IEHME aHTUTEHa B Kare, UMMyHoxpomatorpadus (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)

AYTOMMMYHHbIE 3a60/1eBaHNA KOXN
AHTUTENa Knacca lgG K gecmornenny-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2376
AHTUTeNa knacca lgG Kk 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376

Antibodies, Antibodies to BP Antigen 1, IgG)



AHTuTeNa Knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa)

Antibodies, Antibodies to BP Antigen 2, IgG) 2376
AHTUTeNa Knacca IgG k gecmocomam anugepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376
and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTENA K 6a3anbHOl MembpaHe koxu, IgG (Basement membrane zone antibodies, IgG) 2222
AHTUTEeNa Knacca IgG k gecmorneunHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376
XenvkobakTepHasi MHeKUUS (XennkobakTep)
AHTUTeNa Knacca IgA K Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTeNna Knacca IgG k Helicobacter pylori, BbisiBnsiemMble METOLOM UMMYHOGAOTTUHIA 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTUTENa Knacca IgA K Helicobacter pylori, BbisBnsieMble METOAOM MMMYHOGOTTMHIA 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypeasHblii gbixatenbHblii TecT (??C-Y/AT, 13C-Urea Breath test, UBT). BbisBneHue 2398
nHgpekuun Helicobacter pylori
AHTUTeNa Knacca IgM kK Helicobacter pylori (Anti-Helicobacter pylori IgM) 770
Ty6epKynes (MMKobakTepun TybepKynesa)
Mwukobakrepuu Ty6epkynesa, onpegeneHve AHK B mokpoTe (Mycobacterium tuberculosis, DNA, 649
Sputum)*
Mwukob6aktepumn Tybepkynesa, onpegeneHve OHK B cMHoBManbHOM »umakoctn (Mycobacterium 506
tuberculosis, DNA, Synovial Fluid)*
Mwukob6aktepumn Tybepkynesa, onpegeneHve AHK B cnmHHOMO3roBow xugkoctn (Mycobacterium 275
tuberculosis, DNA, Cerebrospinal Fluid)*
Mwukobaktepuun Tybepkynesa, onpegeneHve HK B BbinoTte (Mycobacterium tuberculosis, DNA, 275
Exudate)*
MwukobakTepun Tybepkynesa, onpegeneHne JHK B cekpeTe npoctaThl, 3skynate (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knaccos IgM, IgA, IgG kK Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium 1793
tuberculosis IgM, IgA, IgG, Total)
Mwukobaktepumn Tybepkynesa, onpegenerHne JHK B mouye (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mwukobaktepuun Tybepkynesa, onpegeneHve OHK B cbiBopoTke kposu (Mycobacterium tuberculosis, 429
DNA, Serum)*
MwukobakTepun Tybepkynesa, onpegeneHne JHK B MeHcTpyanbHoI kKpoBu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KoMnneKcHbIE MIMMYHOIOTUYECKME NCCEfOBAHMS
Linpkynupytowme nmmyHHble komnnekces (LK) obwwme (Circulating Immune Complexes (CIC) 1188
Total)
daroymTapHas akTMBHOCTb nelikountoB (Phagocytic Activity of Leucocytes) 1100
CnocobHocTb uMdounToB K aktmBauum (Lymphocyte Activation Ability) 3795
CD4+ T-numdoumTbl, % 1 abcontoTHoe KonuyecTso (T-xennepbl, CD4+ T-cells, Percent and 1507
Absolute)
AKTMBUpOBaHHbIe numpountbl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdoumnTel, % 1 abcontoTHoe Konmyectso (CD19+ numdountel, B-cells, Percent and Absolute) 1507
deHoTMNMpPOBaHMeE NMMAOLMTOB (OCHOBHLIE cybnonynauumn) — CD3, CD4, CD8, CD19, CD16, CD56 3795
(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
MmmyHorno6ynuHbl G (nogknacesl IgG1, 1gG2, 1gG3, IgG4) 13761
BeTpsiHasa ocna (OnosAckIBatOLLMA nnLLait)
AHTUTENA Knacca IgM K BUpycy BeTPSIHOW Ocnbl 1 onosiceiBaroLero nuwas (Anti-Varicella-Zoster 858
Virus IgM, Anti-VZV IgM)
Bupyc Varicella-Zoster, onpegenerve HK B cbiBopoTKe KpoBu (Varicella ZosterVirus, DNA, serum) 396
AHTUTENa Knacca IgG K BUpycy BETPAHOW Ocrbl 1 onosicbiBatoLero nuwas (Anti-Varicella-Zoster 781
Virus IgG, Anti-VZV 1gG)
Bupyc Varicella-Zoster, onpegeneHne AHK B cocko6e anuTennanbHbIX KNETOK CU3UCTOM 396
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)
Bupyc Varicella-Zoster, onpegenerve OHK B cntoHe (VaricellaZosterVirus, DNA, saliva) 396

[n3eHTepus 6akTepuanbHas, LMTrennes, Wurenbl

MoceB Ha NATOreHHYH KULLEYHYHO (hIopy, OnpeaeneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHbIM
npenapatam u 6aktepuodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)



PIMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 484
MoceB Ha naToreHHyo kueyHyto gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria

Identification) 858
PMTrA c Shigella sonnei (Shigella sonnei, IHA) 484
MoceB Ha NATOreHHyo KULLEYHYIO (hIopy, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067
Susceptibility Testing)

PMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

VIMMyHOrMCTOXMMUYECKME UCCEA0BaHMS

HER2/neu skcnpeccus, HER2-cTatyc, MMMYHOTMCTOXMMUYECKOE nccnegosaHne, MX (buomatepuan,
(hMKCMpPOBaHHbI B NapadHoBoM 610ke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npefcraTenbHOM Xenesbl — KOMNAIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCEef0BaHNE C OLLEHKOM

aKcnpeccuu: anba-metunaunn-KoA-pavemassl (P504S, AMACR), LMTOKepaTMHOB BbICOKOIO

MOJIEKYNSpHOro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(34?7E12), p63)*

VimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: anarHocTuka ImmMgponponndepaTmBHbIX

3aboneBaHuiin (broMaTtepuar, 3ak/OUEHHbIM B NapatnHOBLI 6/10K) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccusi, MIMMYyHOTMCTOXMMUYECKOE 1CCNefoBaHMe: OLEeHKa NponMdepaTnBHOA
aKTUBHOCTM MO akcnpeccun Ki-67 (brnomatepuan, PUKCUPOBaHHbIA B hOpMasMHOBOM Gydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, 5599
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VIMMYHOTMCTOXMMUYECKAsA ANarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISIB/IEHUE

nnasmatnyeckmx knetok (CD138) (bnomatepuan, hMKCMPOBaHHbI B napaguHoBom 6510ke) (Chronic 5500

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Paraffin Block))

VimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: anarHocTuka MmmMgonponndepaTmBHbIX

3aboneBaHuin (bromatepuan, MKCUPOBaHHbIN B hopMannmHoBom 6ydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeLienTopbl K acTporeHam 1 nNporectepoHy, UMMYHOTMCTOXMMUYECKOe nccnefoBaHue

(6nomatepwman, hrkcnpoBaHHbI B napadguHoBoM 610ke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKOE UCCNefOBaHNe Mapkepa paHHel AMarHOCTUKM AUChNasmm ¢ BbICOKOM
CTEMEHbIO pucKa 03M10KavecTBNeHus: pl6INK4a (briomatepuan, (MKCUpPOBaHHbIN B NapajprHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

MmmyHoructoxummyeckoe (UNX) nccnefosaHme: AMarHOCTMKa rmcToreHesa MetactasoB npu
HeyCTaHOB/IEHHOM NEPBMYHOM o4are (CNeKTP MapKepoB AN BbISBNEHUS TKAHEBO
npuHagneXxxHoctn) (briomartepuan, 3ak/OUeHHbIN B NapagnHoBbIi 6/10K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeLlenTopbl K 3acTporeHam 1 NporectepoHy, UMMYHOrMCTOXMMMUYeckoe mccnegosaHue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npefcraTenbHO Xenesbl — KOMMIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCEf0BaHNE C OLLEHKOM
akcnpeccum: anba-meTunaunn-KoA-pauemassl (P504S, AMACR), LUTOKEPATUHOB BbICOKOrO
MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(347E12), p63)

VIMMYHOIMCTOXMMUYECKOE MUCCNefOBaHne Mapkepa paHHeli AMarHOCTUKN AUCMNasnm C BbICOKOM
CTEneHbIO pucKa o3nokadvecTBneHns: pl6INK4a (bromartepuan, (hMKCUMPOBaHHBbIN B POPMaIMHOBOM
6ytepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

OnpegeneHne HER2 ctatyca onyxonn MeTogoM MMMYHOGTyOpPEeCLEHTHOM rmbpuransaumm in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccusi, MIMMYyHOTMCTOXMMUYECKOE NCCNef0BaHMe: OLEeHKa NPoandepaTnBHON
aKTMBHOCTM NO akcnpeccum Ki-67 (buomatepuan, prKcMpoBaHHbIl B napaduHoBom 6110ke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMyHOrMcToxmmMmmyeckas anarHocTmka XpoHMYecKoro aHAOMETPUTA — BblsIB/IEHME
nnasmatnyeckmx knetok (CD138) (buomartepuan, (hMKCUPOBaHHGI B (hopMannHoBOM Gydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOrncToxmmmuyeckoe nccnegosaHuve, UIrX (romarepuan
(hMKCMpOBaHHbI B hopmannHoBoMm 6ydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

4873

27808

7051

4873

32626

5599

5500



ViMmyHoructoxumumueckoe (UMX) nccnegoBaHue: anarHOCTUKa rmcToreHesa MetactasoB npu

HeyCTaHOB/IEHHOM NEPBUYHOM o4are (CMEKTP MapKepoB A5 BbISBNEHUS TKAHEBO

NpUHagneXxXHocTn) (bruomartepuan, (MKCUPOBaHHGLIM B hopMasiMHOBOM Bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

OueHKa (hyHKLUM WUTOBUAHON XKene3sbl

A09.05.065 ViccnepoBaHme ypOBHS TMPEOTPONHOro ropmoHa (TTl) B KpoBu 363
A09.05.064 TUpOKCcUH o6wWmiA (T4 0bwuii, TeTpaiogTMpOoHKH 06wnin) (Total Thyroxine, TT4) 385
A09.05.061 TpuiioagTMPOHKH cBOGOAHLIN (T3 cBO6OAHBIN) (Free Triiodthyronine, FT3) 385

AHTMTENA K MUKPOCOMasTbHOM thpakuumn TupeountoB (AT K MMKPOCOMa/IlbHOMY aHTUTEHY
Tpeountos, AT-MAI, AMAT, TMpeoniHble aHTUMUKPOCOMasibHble aHTuTeNna) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 ViccnepoBaHme ypoBHS cBO60AHOrO TpoKcnHa (CT4) cbiIBOPOTKM KPOBU 385
AHTUTENA K TpEeonaHoW nepokcugase (AT-TMNO, MMKpocomanbHble aHTUTena) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTuTena K peuentopam TTI (AT K penentopam TUPEOTPONHOro rOPMOHa B
cbIBOpOTKe Kposu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENA K TMpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

429

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 484
A09.05.117 Tupeorno6ynuH (Tr) (Thyroglobulin, TG) 693
TUPOKCUHCBA3bIBAIOLLAA CTOCOBHOCTL (MOrNoLLeHNe TUPeoUaHbIX FOPMOHOB; NHAEKC CBA3bIBAHNA
TUPOKCUHA; MHAEKC CBOBOAHOrO TMpPOKeMHA) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioagTMPOHMH 06wt (T3 obwwii) (Total Triiodthyronine, TT3) 385
MpoayKTbl 4N cepTndrKaTos
KopoHaBupyc SARS-CoV-2, onpegenenne PHK B Ma3ke cO CIM3UCTO HOCOMNOTKU 1 POTOTNOTKN 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOMMYHbIE UCCNEA0BaHNSA MOYBbI
MouBa: kOMMNNeKcHaa arpoxummuyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: kOoMNNeKcHaa ToKCcuKonornyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OueHKa (hyHKUMK rmnogumsa
A09.05.066 CoMaToTpOrHbIA FOPMOH (comaTtoTponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 ALPEHOKOPTUKOTPONMHbI ropMoH (AKTT, kopTrkoTponuH) (Adrenocorticotropic
682
Hormone, ACTH)
ComatomegnH C (MHcynnHonopo6HbIl thaktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 /ltoTenHm3upyoLmii ropmoH (/1) (Luteinizing Hormone, LH) 385
MakponponaktnH (Macroprolactin)* 1188
A09.05.087 MponakTnH (Prolactin) 385
A09.05.132 donnmkynoctumynmpyowmii ropmoH (®Cr) (Follicle Stimulating Hormone, FSH) 385
AYTOUMMYHHbIE MOPKEHNS NEYEHN
AHTUTENa Knacca IgG K acuanornMkonpoTeMHoBoMY peLentopy (aHTU-ASGPR) (Autoantibodies 1705
Against Asialoglycoprotein Receptor, Anti-ASGPR, IgG)
AHTUTeNa Knaccos IgA, IgG, IgM K MUTOXOHAPUAM (AHTUMUTOXOHAPWasbHBIE aHTUTeNna, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)
MaHenb aHTUTEN KNacca IgG npu ayTOMMMYHHbIX 3a60n1eBaHuAX nedeHun (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), umMmyHO610T (Autoimmune Disease 3652
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, 1gG,
Immunoblotting)
AHTUTENA K MMKPOCOMaM MeYeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, IgG+IgM+ IgA)
AHTuTeNa Knaccos IgA, 1gG, IgM Kk rnagkoi myckynatype, cyMmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG, IgM, Total)
AYyTOUMMYHHbIE 3HLOKPUHOMATUW: CaxapHbI anabeT 1-ro Tuna
AHTuTeNa knacca IgG k uHcynuHy (Insulin Autoantibodies, IAA, 1gG) 671
AHTUTENa K TMpo3nHdocdaTtase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, I1A-2 Ab,
. S 1705
Tyrosine Phosphatase Antibodies)
AHTUTeNa knacca IgG k 6eTa-KneTkam nomkenyaouHoi >kenesbl (Anti-Islet Cell Antibodies, Islet Cell 1518

Autoantibodies, ICA)



AHTUTENA K aHTUreHaM KNeToK Nomykenyao4vHoii xxenessl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

AHTUTeNa knacca IgG Kk rnytamatgekap6okcumnase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, IgG)

VepcrHnmn (MepcuHMOo3, NceBaoTyo6epKynes)

1749

MoceBs kana Ha nepcuHum (Yersinia enterocolitica, MepcUHMO3, onpeeneHne YyBCTBUTENbHOCTY K
aHTUMUKPOOGHBLIM npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PMTrA ¢ Yersinia enterocolitica cepotrna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTUTeNa Knacca IgG k aHTUreHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgG) 539
AHTUTeNa Knacca IgA K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PIMrA c Yersinia enterocolitica cepotrna O:3 (Yersinia enterocolitica O:3, IHA) 484
PIMrA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cuctema cBepTbiBaHNA KPOBU

PaclumpeHHoe uccnegosaHne reHoB cUcTeMbl remocTasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

TpombouuTapHbIi peuentop grbpuHoreHa (reH ITGB3) (6e3 onucaHnsa pesynbLTatoB

Bpadom-reHeTnkomMm) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description)) 1386
Tpom603bl: paclumpeHHas naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onncaHuns pe3ynbtatoB

Bpadom-reHetnkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

lvneparperaymsa TpoOMo60LMTOB, NOAMMOPGM3M reHa ITGA2 ¢.759 C>T Hyperaggregation of 3036
platelets, gene polymorphism ITGA2 ¢.759 C>T

TpomM603bl: COKpaLLeHHast naHenb (reHbl F2, F5) (6e3 onucaHus pesynbTaToB BPauOM-reHeTMKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

rmnepromouucterHemust (reHsl MTHFR, MTRR, MTR) (6e3 onvcaHnsa pe3ynbTaToB 5203

Bpayom-reHetnkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))
Imneparperauma TpoMoéoUUTOB, NoAnmMopdunsm reHa ITGA2 ¢.759 C>T (6e3 onncaHnsa pe3ynbTatoB

Bpa4yoMm-reHeTnkom) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

Tpom603bl: coKpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
MnepromouunctenHemms (reHsl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR,

5808
MTRR, MTR))
Tpom603bl: paclumpeHHas naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe nccnefoBaHne reHoB cuctembl remoctasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus pe3ynbTatoB BpadoMm-reHeTkom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Jlnctepnos, nuctepnun

INuctepun, onpepeneHve AHK B cnMHHOMO3roBo uakoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
Nuctepun, onpegenenne JHK B moue (Listeria monocytogenes, DNA, Urine)* 253
Nnctepun, onpegenenne JHK B cockobe anuTenmanbHbIX KNeTOK CAn3nNCToM Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

MoceB Ha nucTepuum (Listeria monocytogenes) ¢ onpegeneHnem YyBCTBUTEIbHOCTU K
aHTUMUKPOOGHLIM Npenapatam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenerne JHK B nna3me kposwu (Listeria monocytogenes, DNA, Plasma)* 231
Nuctepun, onpegenenne JHK B cockobe anuTennanbHbIX KNETOK poTOrnoTku (Listeria

monocytogenes, DNA, Scrape of Faucial Epithelial Cells)* 231
Nuctepun, onpepenernve AHK B cnHoBManbHOM »makocTu (Listeria monocytogenes, DNA, Synovial 506
Fluid)*

OnpegeneHne cneymngmyecknx IgE: annepreHbl MbiibLbl PacTeHUIA
CMecb annepreHoB TpaBbl: KOIOCOK AYLUWCTbIN, POXb MHOTO/ETHAS, TUMO(EEBKA, POXb
KyNbTMBMPOBaHHas, 6yxapHuK wepcTuctolid, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tonons, IgE (Cottonwood, IgE, T14) 484
MonbIHb ropbkas, IgE (Wormwood, IgE, W5) 484

TumodheeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 484



Cmecb annepreHos COpHOI7I TpaBbl: aM6p03|/m MO/bIHHONNCTHAsA, NOMbIHb O6LIKHOBEHHAS,

NoJOPOXHKMK, Mapb 6enasi, 4epTonosiox pycckui, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

bepesa, nbinbug, IgE (Birch, IgE, T3) 484
MonbiHb 06bIKHOBEHHaS, Mbinbua, IgE (Mugwort, IgE, W6) 484

Cmecb annepreHoB [lepeBbeB: 0/1bXa, NleLnHa 06bIKHOBEHHas, 1Ba, 6epesa, ayo, IgE (TP (T2, T4,
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

CMecb annepreHoB TpaBbl: eXka c6opHasl, OBCAHHMLA yroBasi, POXXb MHOTONETHSS, TUMOMEEBKA,
MSATIMK nyroBoli4, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

1045

Mapkepbl MeTa60/M3Ma KOCTHOW TKaH

25-OH ButamuH D o6wmin (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
JesokcnnupugmHonuH (4NAA4) B moye (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbuuH (KocTHbIli Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737

N-TepMUHanbHbI NponenTtug npokonnareHa 1 o6wwii (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-KOoHUEeBble TenonenTuabl konnareHa | tuna (6eta-CrossLaps, C-tepMuHanbHsbiii Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1496

OnnromepHbIA MaTpUKCHbIA 6enok xpsAwa (Human Cartilage Oligomeric Protein, COMP) 2695

CTpenTOKOKKOBast MHPEKLMSA (CTPENTOKOKKM rpynn A v B)

MoceB Ha 6eTa-reMmoNNTUYECKNIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus
agalactiae), onpegeneHune 4yBCTBMTENBHOCTM K aHTUMUKPOGHBLIM Npenaparam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha GeTa-remMoMTUYECKNiA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 759
CTpenToKOKK rpynnbl B, _aHTmreHHbuZ TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)

CTpenToKOKK rpynnbl A, aHTUreHHbI TECT (OTAeNsemoe poTtornoTtku) (Streptococcus Group A. One 957

Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMonUTUYECKniA CTPENTOKOKK rpynmbl A (Streptococcus group A, Streptococcus
pyogenes), onpegeneHne YyBCTBUTENLHOCTM K aHTUMUKPOOHbLIM npenapartam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CTpenTokKoKK, onpegenenne AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 429
MoceB Ha 6eTa-reMonUTUYECKUIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification) 682
CTpenToKoKK, onpegeneHne AHK B nnasme kpowu (Streptococcus spp., DNA, Plasma)* 649
CTpenToKOKK, onpegenerve [HK B cockobe anutennasbHbIx KNETOK POTOrNoTku (Streptococcus 429
spp., DNA, Scrape of Faucial Epithelial Cells)*
CtpenTokokk, onpegeneHne JHK B mokpoTe (Streptococcus spp., DNA, Sputum)* 869
BrioreHHble aMmuHbI
A09.28.034.001 MeTaHepVHbI (hpaKLMOHUPOBaHHbIE (CBOOOAHbIE Y KOHBIOTMPOBAHHBIE), 2486
24-yacoas Mmoya (Metanephrines fractionated, free and conjugated , 24-h urine)
MeTabonnTbl KaTeXoNnammHOB U CEPOTOHMHA, CYTOYHAsA MOYa: BaHUIUAIMUHAanesas kucnota (BMK),
romoBaHunnHoBas kucnorta (MBK), 5-rugpokcnnHponykcycHasa kucnota (5-FMYyK)(Catecholamines 2486
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepoTOHWH B CbIBOPOTKE KPOBM (Serotonin, Serum) 2299
KatexonamuHsbl (agpeHanuH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KaTtexonamuHbl (agpeHanuH, HopagpeHanvH, fohamuH) B nnasme kposu — KATEM/ 2299
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
fmctamyH B Nnasme Kposu (Histamine, Plasma) 2662
MeTaHe®dprHbI (hPaKLMOHNPOBaHHbIE, pa3oBas Moya (CBOOOHbIE + KOHbIOTMPOBAaHHbIE) 2013
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHsbl (agpeHanuH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnucTopxo3 (kowwaybsa aByycTka, Opisthorchis felineus)
AHTUTENa Knacca lgG K aHTureHam onucropxuca (Anti-Opisthorchis felineus 1gG) 869

Nam6nno3s,naméenmm



Nam6nun (Giardia liamblia), anapeliHbiii cMHAPOM, aHTUreHHBI TecT (Giardia liamblia. One Step

Rapid Immunochromotographic Assay) 957
AHTUTENa Knaccos IgM, 1gG, IgA K aHTUreHam nsm6aumia, cymmapHo (Anti-Giardia lamblia IgM, IgG, 627
IgA, Total)
Broxnmums Moum (CyToUHast SKCKpeLst)
A09.28.027 AMnnasa B MO4e CyTOUHOW MN NOPLMOHHOM 3a u3sMepeHHoe Bpems (Anbda-ammnniasa,
- . 253
Anactasa moun) (Amylase, 24-Hour or Timed Urine)
Kanbywii (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 220
Kanwii (K), Hatpuii (Na), cytouHas moya (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpo6a Pebepra (KnupeHc 3HAOreHHOrO KpeaTMHUHA, CKOPOCTb K/TyGOUKOBOW (hubTpauun) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 noko3a, cytouHas moua (Glucose, 24-Hour urine) 165
A09.28.009 MoueBuHa, cyTouHasa moya (Urea, 24-Hour urine) 165
A09.28.010 MoueBas Kncnorta, cytodHas moda (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wumin 6enok, cytouHass moya (Protein Total, 24-Hour urine) 143
MarHwuii, cyTouHas moua (cyTouHast akckpeuus), (Magnesium, 24 h urine excretion) 330
MeTaHedprHbI (PaKLMOHNPOBaHHbIE CBOOOHbIE, CYTOUHAs MOYa 2079
Okcanartbl, cyTouHasi moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 Anb6ymMuH, cyTovHaa moya (Albumin, 24-Hour urine) 352
A09.28.006 KpeaTtnHuH, cytouHasi Mmoya (Creatinine, 24-Hour urine) 165
®ocdop (P), cytouHas moya (Phosphorus (P), 24-Hour urine) 220
VIMMYHOrno6ynunHel obyme
A09.05.054.002 NmmyHornobynuHbl knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 VimmyHOrno6ynuHel knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 VimmyHornobynuHel knacca G (Immunoglobulin G, IgG) 275
A09.05.054.001 VimmyHorno6ynuHbl Knacca E (06wwmii IgE, MMyHOrno6ynunH E o6Lmii)
. 429
(Immunoglobulin E Total, IgE Total)
BackynuTtbl 1 nopakeHns NoYek
AHTUTeNa Knacca IgG K 6a3anbHON MembpaHe Knyb6oukoB noyek (aHTM-BMK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AHTUTENA Knacca IgG K untonnasme Hetpodmnos (AHUA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)
AHTUTeNa Knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AHTUTeNa Knaccos IgG, IgA, IgM K peuentopy ocgonunasbl A2 (PLA2R), cymmapHO 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA, IgM, Total)
MaHenb aHTUTEN K aHTUreHaM aHTUHERTPOMUIbHBIX aHTUTEN (NaHens aHtureHoB AHLIA), 1gG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG, Panel)
AHTuTeNa Knacca IgG k C1q aktopy komnnemeHta (Anti-Complement 1q Antibodies, Anti-C1q, 1232
I9G)
AHTUTENa Knaccos IgG, IgA, IgM K kneTkam cocyauctoro sHgotenns (HUVEC), cymmapHO 1705

(Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total)
AHTuTeNa Knacca IgG k muenonepokcngase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1232

OPYTME NHOEKLIN

AHTUTENA K BUpYycy nonvomunenuta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, 1gG) 1595

AHTUTENa K reMOonnbHOM nanoyke Tuna b, IgG (AHTMTeNa knacca IgG K
nonupubosunpubutondgocdarty) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae Tuna b 1991
(HiB), anti-PRP Haemophilus influenzae b IgG)

Boppennos (6onesHb Jlaima)

AHTuTeNna Knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG) 627
Boppenun, onpegenerne JHK B cniMHHOMO3roBow »uakoctu (Borrelia burgdorferi, DNA, 506
Cerebrospinal Fluid)*

Boppenuu, onpegenerHve JHK B cuHoBUanbHoM xunakoctu (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*

AHTuTeNna knacca IgM k Borrelia burgdorferi, BbisiBnsiemble metofom BectepH-6noTa (Anti-Borrelia 1980
burgdorferi IgM, Western Blot (WB))

AHTUTeNa knacca lgG Kk Borrelia burgdorferi, BbisiBNsiemMble METOL40M UMMYHOONOTTUHTA 2999

(Anti-Borrelia burgdorferi IgG, Immunoblot )



AHTUTeNa Knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627
[lcnxoakTuBHbIE BellecTBa B Mo4ye

BapbuTypatbl B Mmouye (Barbiturates, Urine)* 1232

HapKOTVKM 1 NCMXOTPOMHbIE BeLecTBa ? CKPUHWHT (KOMMIEKCHBIV aHa/IM3 MOYM Ha OnuaThl,
ampetaMunH, meTameTaMmH, KOKauH, KaHHabrHoungbl 1 nx metabonuTbl) (Drugs and Psychotropic

Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids, 3410
Cannabinoid Metabolites, Urine)

KaHHabunHoungbl (MapuxyaHa) B Moye (Cannabinoids (Marijuana), Urine)* 1232
3taHon (ankoronb) B moye (Ethanol (Alcohol) Urine)* 1232

«BpefHble NPMBbIYKN» (AHIN3 MOYN HA HUKOTUH, NCUXOTPOMHbIE Y HAPKOTMYECKME BELLLECTBA,

NCYX0aKTMBHbIE NEKAPCTBEHHbIE Npenapatbl (HUKOTUH; MCUXOTPONHbIE U HAPKOTUYECKME BELLEeCTBa, 3608
NcUX0aKTMBHbIE NeKkapcTBeHHbIe NpenapaTbl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants

and Psychotropic Substances, Urine)*

Onwuatbl (MoptmH/repounH) B Move (Opiates (Morphine/Heroin), Urine)* 1232
AnwTeiHa-bapp B1pycHasa nHpekuus (BMpyc dnwteiHa-bapp)

Bupyc SnwreiiHa-bapp, onpegenerne AHK B BbinoTte (EBV DNA, Exudate)* 275
Bupyc SnwreliHa-bapp, onpegenerHve JHK B cnMHHOMO3roBoii »kmuakocTy (EBV DNA, Cerebrospinal

Fluid)* 275
AHTUTENa Knacca IgG K KancmgHoMy aHTureHy Bmpyca anwreiiHa-bapp (Anti-EBV Viral Capsid

. 759
Antigens (VCA) I1gG )
AHTUTENA Knacca IgG K paHHeMy aHTUreHy Bupyca dnwreliHa-bapp (Anti-EBV Early Antigen (EA) 627
IgG)
AHTUTeNa knacca IgG K sigepHOMyY aHTUreHy Bupyca JnwTeiiHa-bapp (Anti-EBV Nuclear Antigen

528

(EBNA) IgG )
Bupyc SnwreliHa-bapp, onpegenerne AHK B BeHo3HO kposu (EBV DNA, Blood)* 418
Bupyc AnwreiiHa-bapp, onpegeneHne AHK B cntoHe (EBV DNA, Saliva)* 275
Bupyc SnwreliHa-bapp, onpegenerHve AHK B cekpeTte npoctartsl, asakynste (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc dnwreliHa-bapp, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK CIM3UCTON Hoca 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc nwreiiHa-bapp, onpeaeneHne AHK B cocko6e anuTennanbHbIX KNeTOK YPpOreHUTaslbHoro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENa Knacca IgM K KancvugHoMy aHTureHy Bupyca dnwreiiHa-bapp (Anti-EBV Viral Capsid

. 528
Antigens (VCA) IgM )
Bupyc SnwreiHa-bapp, onpegeneHne AHK B cockobe anutenuanbHbIX KNeTok potornotku (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc dnwreliHa-bapp, konnuectBeHHoe onpegenenne AHK B cbiBopoTke kpoBu (EBV DNA, 407
Serum)*
Bupyc dnwreliHa-bapp, onpegenerne AHK B moye (EBV DNA, Urine)* 275
Bupyc dnwreliHa-bapp, kauecTBeHHoe onpegeneHne AHK B cbiBopoTke KpoBu (EBV DNA, Serum)* 418

OnpegeneHve cneuundunyecknx IgE: KOMMIEKCHbIE anepronaHeny
[MaHenb pasHble annepreHsl 2 2024
MaHenb neguarpuyeckas, IgE (Pediatric Panel, IgE) 4037
[MaHenb pasHble annepreHsl 1 2024
MaHenb pecnupaTtopHble anneprexsl, IgE (Respiratory Panel, IgE) 4037
Manensb pasHble annepreHsbl, IgE (Panel Different Allergens, IgE) 4037
Anneprounn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030
allergic components)
Anneprounn ALEX2, 300 anineproKkOMMNOHEHTOB 1 06LLmii IgE 29689
HapyLieHns obmeHa BeLLecTs

O6MmeH onunesoli kucnoTsl (reHbl MTHFR, MTRR, MTR) (6e3 onucaHus pesynbTatoB 5203
Bpadom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: peuenTtop sutammnHa D (reH VDR) (6e3 onvcaHuns pe3ynbTaTtoB BPayOM-reHeTUKOM) 1386
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))
NakTazHasa HepocTaToyHOCTL (reH MCM6) (Adult Lactase Deficiency (Gene MCMG6) 1441
HacnefctBeHHbIi remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 2860
Octeonopos: peyentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1529

VDR))



CuHgpom Xunbbepa (reH UGT1A1L) (Gilbert's Syndrome (Gene UGT1A1))

OcTeonopo3s: cokpalleHHas naHenb (reHbl CALCR, COL1A1L) (6e3 onmncaHna pesynbTaTtoB
Bpa4yoM-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description))
O6MeH thonmeoii kucnoTsl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR))

OcTteonopos: cokpatleHHasa naHesb (reHbl CALCR, COL1AL) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1AL))

Octeonopo3s: nosiHas naHesnb (reHbl CALCR, COL1AL, VDR) (6e3 onucaHusa pesynbTaTtos
Bpadom-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))
HacnefctBeHHasa NpeapacnonoXKeHHOCTb K caxapHoMy AnabeTy 1-ro Tvna no Tpem fiokycam reHoB
cuctembl HLA Il knacca (reHsl DRB1, DQAL, DQB1) (Hereditary Predisposition to Diabetes Type 1
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQAL, DQBL1))

Octeonopo3s: nonHas naHesnb (reHbl CALCR, COL1AL, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR))

Ycnyrv Bpada-reHeTmka

OnucaHue pe3ynbTaToB reHeTUYeCKoro Tecta 2 kateropun cnoxHoct (NeNe 118IM1/63, 121IM/B3,
123rn/63, 131IM/63, 141rM/B3, 115IM1/B3, 124IM/B3, 1541 T1/B3) (Genetic Test Results: Description
of the 2-nd Category Complexity)

OnuncaHWe pe3ynbTatoB reHeTn4eckoro tecta 1 kareropum cnoxxHocty (NeNe 720163, 761163,
7014B3, 125IM/B3, 720763) (Genetic Test Results: Description of the 1-st Category Complexity)
OnucaHune pe3ynbTaToB reHeTUYecKoro Tecta 3 kateropun cnoxxHoct (NeNe 122M1/63, 129IM/B3,
120rn/e3, 137rM/63, 138rM/63, 153rM1/63, 110M/B3, 114rM/63, 140IT1/63, 766163, 725863,

134rn/B3, 135IM/B3, 136T1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnucaHne pe3ynbTaTtoB reHeTUYecKoro Tecta 4 kateropun cnoxHoctn (NeNe 1441T1/B63, 143IM/B3,
139IM/B3, 145IM/B3, 108IM/B3, 19IM/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

NHTepdhepoHOBbIii cTaTyc (4 nokasatessi) ¢ onpeaeneHneM YyBCTBUTENILHOCTU K UMMYHOMOYSTopam

MN3onpuHO3KMH (Isoprinosine)
VimmyHOMakc (Immunomax)
MmmyHan (Immunal)
TumoreH (Thymogen)
MaHasup (Panavir)
TakTmBuMH (Tactivinum)
MmyHodaH (Imunofan)
MonunokenaoHwuin (Polyoxidonium)
lanasut (Galavit)
VimyHopuke (Imunorix)
Nukonug (Licopid)
Tokconnasmo3 (Tokconnasma)
AHTuTeNa Knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)
AHTUTeNa Knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

Tokconnasma, onpegeneHve AHK B cbiBopoTke KpoBu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegenenve AHK B cnmHHOMO3roBoli xugkoctn (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsugHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegeneHve HK B BeinoTe (Toxoplasma gondii, DNA, Exudate)*

Cockob6 anuTenmasnbHbIX KNETOK POTOINIOTKN

MHeBMOKOKK, onpegeneHne [JHK B cockobe anuTennasbHbIX KNeTOK poTornoTku (Streptococcus
pneumoniae)

MapakokntoLw

MoceB oTaensemoro poTornoTku Ha 6opaetennsl (Bordetella pertussis/parapertussis,
kokntow/napakokniow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

3CTPOreHbl U MPOrecTUHbI
Actpagmon (32) (Estradiol, E2)

MporectepoH (Progesterone)

4994

3993

5808

4455

5203

6864

5808

1155

583

2310

5203

539
539
539
539
539
539
539
539
539
539
539

396
539
418

275

1045
275

495

1584

385
385



OueHKa (hyHKLMUM KOpbl HAAMOYeUYHNKOB

A09.05.135 KopTtuson (TmagpokopTn3oH) (Cortisol, Hydrocortisone)

A09.28.035 CBO60OAHbIN KOPTU30/, cyTo4uHast moda (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbaocTtepoH (Aldosterone)
A09.05.121 PeHuH (PeHUH nna3mMbl KpOBK, NpsiMoe onpegeneHue) (Direct Renin, Plasma)
KopTtuson, cntona (Cortisol, Saliva)
OueHKa (hyHKUUKM rnoYek
A09.05.230 Uuctatun C (Cystatin C)
A09.05.017 VccrnefoBaHne YPOBHSA MOYEBUHbI B KPOBU
A09.05.018 MoueBas kucnota (Uric Acid)
A09.05.020 VccnepoBaHne YPOBHSA KpeaTMHUHA B KPOBU
Dpyrve
NLUX-nccnegosaHme pl6INK4a n Ki-67
MnaueHTapHbI hakTop pocTa (PLGF)
HecTepongHble perynstopHble (hakTopbl MOJIOBbIX XKene3

VHrm6uH B (Inhibin B)

AHTMMIONNEPOB ropMoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnyeckunii 6eta-1-rnmkonpoteunH (TBl) (Trophoblastic beta-1-Globulin, TBG)
AHTU(OCHONMMNAHBIA CUHAPOM
AHTUTeNa Knacca IgG K aHHekcuHy V (Annexin V Antibodies, aAnV, IgG)

AHTUTeNa Knacca IgM K aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTUTeNa Knaccos IgG, IgA, IgM k 6eTa-2-ramkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTUTENa Knaccos IgM u IgG Kk docthonnnmaam (Anti-Phospholipid Antibodies, APA, IgM, IgG)
AHTUTENa K 6eTa2rnnkonpoTterHy IgA

AHTuTeNa knaccos IgG 1 IgM K docthatnamncepuH-npoOTPOMOUHOBOMY KOMIIEKCY, CyMMapPHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM, Total)

AHTUTENa Knaccos IgA, IgM, 1gG K kapauonunuHy, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, IgG,
aCL, Screening)

AHTuTeNa knaccos IgG u IgM k dhocthatnamnncepuny (Anti-Phosphatidylserine, IgG, IgM)

AHTUTENA K BeTa2rnnkonpoTtenHy IgM

MaHenb aHTUOCHONMNUAHLIX aHTUTEN, IgG, IgM MeTofoM AOT-UMMYHOaHaN3, KAUeCTBEHHbIN TecT

B CbIBOpPOTKe KpoBW (Anti-Phospholipid Antibodies Panel)
AHTUTeNa Knacca IgA K kapgnonununy (Anticardiolipin IgA, aCL IgA)

AHTUTENA K 6eTa2rnnkonpotenHy lgG

AHTUTeNa Knacca IgG K kapgmonununy (Anticardiolipin IgG, aCL IgG)

AHTUTENa Knacca IgM K kapanonununndy (Anticardiolipin IgM, aCL IgM)
Jinngel, NMNONPOTENHbI, aNOANMONPOTENHBI

XenuHble kucnoThbl (Bile Acids)

AnonunonpotenH Al (AnonpoteuH Al, ano Al) (Apolipoprotein Al, Apo Al)

XonectepuH-JINMOHI (XonectepyH MMNONPOTENHOB OYeHb HM3KOM NioTHOCTK, JIMOHNM, VLDL
Cholesterol)

AnonvnonpoTenH B (AnonpoTeunH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpurnnuepugsl (Tr) (Triglycerides)

A09.05.004 ViccnepoBaHme YPOBHS X0ecTeprHa IMNONPOTENHOB BbICOKOM NAIOTHOCTA B KPOBU
NnnonporteunH (a), /M (a) (Lipoprotein (a), Lp (a))

A09.05.028 ViccnepoBaHme YpOBHS XonecteprHa IMNONPOTENHOB HU3KOM NIOTHOCTA B KPOBU

A09.05.026 XonectepuH o6Lwmii (XonectepuH) (Cholesterol Total)

385

759

858
913
616

748
165
165
165

6050
3960

1232

1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199
902
1188

2651
572

407

429
209
220
869
165
209



XonectepuH JIMHIM (npsmoli metog) Cholesterol LDL (direct) 253

MHTepthepoHOBbI cTaTyC (4 NoKasaTtens) c onpegeneHNeM HYyBCTBUTENIbHOCTU K MHAYKTOPaM MHTepthepoHa

Heoup (Neovir) 539
AMUKCUH (Amixin) 539
LinknotepoH (Cycloferonum) 539
Karouen (Kagocel) 539

MOHUTOPUHI 6EPEMEHHOCTM, BUOXMMUYECKME MapKepbl COCTOSHNSA N1oja
AccouuMmpoBaHHbIl ¢ 6epeMeHHOCTLI0 NPoTenH-A nnasmsl (Pregnancy-Associated Plasma

Protein-A, PAPP-A) 693
A09.05.090 XOop1oHUYecKuii roHagoTpoNuH Yenoseka (XY, 6eta-Xry, ?-Xry) (Human Chorionic

) 385
Gonadotropin, HCG)
CBO6GOAHBIN ?-XI'Y (cBOGOAHAs ?-Cy6beAnHNLA XOPUOHMYECKOr0 roHa0TPOMNMHa YenoBeka) (Free

S . 539
Human Chorionic Gonadotropin, Free HCG)
PRISCA2 pacuet 99
PactBopumas fms-nogo6Has TMpo3nHKMHaza-1 (sFlt-1) 3377
CB06GOAHBIN acTpuon (Estriol Free, E3) 484
PRISCAL pacuet 132
MnaueHTapHbIi nakToreH (XopuoHnydecknii comatomammoTtponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693
Somatomammotropin, hCS)

OB6LLEKNNHNYECKNE UCCNEe0BaHNSA KPOBU

CO?3 (ckopocTb ocefaHuns apuTpoumtoB) (Erythrocyte Sedimentation Rate, ESR) 143

NeiikouunTapHas hopmyna (anddepeHLMpoBaHHbIV NOACYET NEAKOLMTOB, NEKOLMTOrpaMMa) C
06s13aTe/NIbHON «py4YHOI» MUKpOCKoNuei Ma3ka KpoBu (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NeiikoumnTapHasa hopmyna (gudhepeHLUMPOBaHHbIA NOACYET NeKOLUNTOB, NeKOLUTOrpaMmma) ¢
MMWKPOCKOMMER Ma3ka KpOBU NPU HaIM4uMm NaTonormyeckmx casuros (Leucocyte Formula

(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of 209

Pathologic Changes)*

TpomM6oLUTbI, MMKPOCKONUS (NoACYeT B OKpalleHHOM Ma3ke no metogy ®oHuno) (Platelets, 275

Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wwin aHanm3 kposu (OAK) (6e3 nerkoumTapHoii hopmynbl 1 CO3) (General Blood Analysis, 209

without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsl (Reticulocytes) 264

OcmoTryeckas pe3nCTeHTHOCTb 3PUTPOLUTOB 1980
MHTepthepoHOBbI cTaTyc (4 NOKasaTtens) ¢ onpeaeneHneM HYyBCTBMTEIbHOCTU K MpenaparamM MHTepgepoHa

WMHrapoH (Ingaron) 539

PeatepoH (Reaferonum) 539

KokntoLw

OnddepeHympoBaHHoe BoisiBneHne [HK Bordetella species: Bordetella pertussis (Bo36yantenb

Kokntowa) n Bordetella bronchiseptica (Bo36yamTens 6pOHXOCENTUKO3a) B COCKOGE aNUTENMabHbIX

KNETOK CM3UCTOl poTornoTkm u/unn Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTeNa Knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 891

AHTUTeNa Knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891

AHTUTeNa Knacca IgA Kk Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BNOXNMWUA

Owmera-3 nHgekc (Omega-3 Index) 4774

MpokanbunToHWH (Procalcitonin) 3003

XunpHble kucnotel, npounb: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
WmmyHorematonorus

ANNOMMMYHHbIE aHTUTENa, BKoYas aHTuTena Kk Rh-aHtureHy (Anti Rh) 517

A12.05.005 lpynna kpoeu (Blood Group, ABO) 253



Rh (C, E, c, e) Kell-peHoTtunuposaHue (Rh C (E, c, e) Kell-Phenotyping) 660
A12.05.006 Pe3yc-npuHaanexHocTs (pesyc-taktop) (Rh-factor, Rh) 253

BbICOKOTEXHOIOTMYHbIE NCCNef0BaHNSA BOAbI
Boga: nonHasa 1 KomniekcHasa oueHka kadectBa (Water: Complete and Comprehensive Quality

Assessment)* 19998
Boga: nogo3peHne Ha 3arps3HeHne npombilLieHHbIMK otxogamu (Water: Suspicion Industrial Waste 14190
Contamination)*
Boga: nogo3peHne Ha 3arpa3HeHne nNpoLyKTaMmy cropaHus 1 Bblbpocamun OT asToMarmctpanei 10483
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*
Boga: nogo3peHune Ha 3arpsisHeHue 6biToBbIMU OTX0Aamu (Water: Suspicion Household Waste 8943
Contamination)*
Bopa: cokpalleHHas oueHka kadectsa (Water: Abridged Quality Assessment)* 9669
Boga: nogo3peHne Ha M3bbITOHHOE MPUMEHEHME peareHTOoB Ansi Bogooumnctkm (Water: Suspicion 5159
Excessive Use of Chemicals for Water Treatment)*
TpuxmnHennes (TpuxmHenna, Trichinella spiralis)
AHTUTeNa Knacca lgG K aHTureHam TpuxmnHenn (Anti-Trichinella 1IgG) 517
CKPVIHMHIOBbIE UCCNeA0BaHUs BOAbI
Bopa: oueHka kavectBa no 20 napameTtpam (Water: Quality Assessment 20 Parameters)* 4103
OnpegeneHne KOHUEHTPaumii gna 6 pagnoHyknugos (Determination of Concentration 6
. . 24673
Radionuclides)*
Pagnonorunueckne nccnegoBaHns Npob NUTLEBON BOAbI — 6a30BbIA TECT HA OOLLYHO ?- 1 6787
?-akTMBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Boga: oueHka kadectsa no 30 napameTtpam (Water: Quality Assessment 30 Parameters)* 7766
OnpepeneHne KOHUEHTpaumii ans 4 paguoHyknmaos (Determination of Concentration 4
. . 16434
Radionuclides)*
bonesHu cepaua n cocynos
ApTepuanbHas runepTeHsuns, nonHas naHens (reHol ACE, AGT, NOS3) (Arterial Hypertension: Full 4554

Panel (Genes ACE, AGT, NOS3))

ApTepuanbHas rmnepTeHsuns, nonHasa naHens (reHbl ACE, AGT, NOS3) (6e3 onuvcaHuns pesynbTatoB
Bpadom-reHeTnkom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))

ApTepuanbHas rmnepTeH3wns, cBsi3aHHas ¢ HapyLUEHUAMW B PEHUHAHTMOTEH3MHOBOW cucTeME (reHbl
ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuanbHas rmnepTeHsns, CBsi3aHHas ¢ HapyLUEHUAMW B PEHUHAHTMOTEH3VHOBOW cucTeME (reHbl
ACE, AGT) (6e3 onvcaHus pe3ynbTaToB BpavyoM-reHeTnkom) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuanbHas rmnepTeH3uns, CBA3aHHas ¢ HapyLeHnaMmn B paboTe aHgoTennanbHon NO-crHTasbl

(reH NOS3) (6e3 onucaHus pe3ynbTatoB BpadoM-reHeTukom) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnepgoBaHve NOYEYHOro KaMHs

3036

AHa/IM3 XMMUYECKOTO COCTaBa MOYEBbIX (NMOYEYHbIX) KaMHe MeTogoM UH(PaKpacHo

cnektpomeTpumn (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872
AHaNM3 XMMMUYECKOro cocTaBa MOYEBbIX (MOYEYUHbIX) KAMHE METOLOM PEHTIEHOCTPYKTYPHOrO
aHanum3a (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872
analysis)
bonesHn LeHTpabHOM HEPBHOM CUCTEMBI
MpeapacnonoXXeHHOCTb K aTepockeposy 1 6one3Hn Anbureiimepa (Alzheimer's Disease) 2860
OueHKa COCTOSIHNA UHKPETOPHOW U CEKPETOPHOM (PYHKLMW dXeNYy[0HHO-KMLLEYHOrO TPakTa
CTmynsumoHHas npoba — ractpmH-17 (cTumynupoBaHHsbIii) (Gastrin-17 Stimulation Test,
) 1210
Gastrin-17, G-17)
MencuHoreH | (Pepsinogen [) 968
A09.05.057 MactpuH (Gastrin) 682
lactponaHesns (GastroPanel) 4576
MencuHoreH Il (Pepsinogen ) 968
lenatut G BUpycHasa nHpekums (Bupyc renatnta G, Hepatitis G Virus, HGV)
Bupyc renatuta G, onpegeneHve PHK B cbiBopoTke Kposu (HGV RNA, Serum)* 660

HewnHBa3nBHas oLeHka hrubpo3a neveHun

dunbépoTecT (FibroTest) 11946



dnépoMakc (FibroMax)
dunbpoTecT (FibroTest)
CreatoCkpuH (SteatoScreen)
dnépoMakc (FibroMax)
NASH-FibroTest
NASH-FibroTest (pacueTHbIIA)

LintToreHeTnyeckue nccnefoBaHus

WccnenoBaHue kapuotuna (KoiumyecTBeHHbIE U CTPYKTYPHbIe aHOMa/IM1 XPOMOCOM) C
06s13aTeNbHO Bblgadei kapuorpammbl

VccnepgoBaHme kaproTtuna (KONMYeCTBEHHbIE U CTPYKTYPHbIE aHOMaIm XpoMocom) (Karyotype)
Kapuotun nnoga (abopTHbIii maTepuan)

OcTpble KULeUHble MH(eKL UK

OcTpble KuieyHble nHgekuun, MNMLP-cKpUHMHT BOCbMU GaKTepUaibHbIX U BUPYCHbIX BO3OyauTenei
OCTPbIX KMLWeYHbIX MH(eKunin B kane (Acute Intestinal Infections, PCR, Fecal)

JHTepoBupychl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal)

OcTpble KueyHble UHpekuun, MNLIP-cKpUHMHT TPEX BUPYCHbIX BO36yauTteneit, kan (Acute Intestinal
Infections, PCR, Fecal)

dapmakoreHeTuKa
beTta-agpeHobnokartopsl. leH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6)

MHrnéutopsl Al®, chnysactatnH, 6n1okatopbl peuentopoB ATl MporHo3vpoBaHue
He(hpPOMNPOTEKTUBHOIO 3thhekTa MHIIM6UTOPOB AMN® npu HegmabeTnyeckmx 3aboneBaHuUsX.
FeHeTMYecKne MapKepbl 3 ¢EeKTUBHOCTM aTEHO0NA NPY apTepUabHON TMNepPTEH3UN ¢
rmnepTpoguen NeBoro Xenygo4ka uny Tepanvum tayBacTaTMHOM Npu NweMnyeckoi 601e3Hu
cepfua. OnpegeneHne HaNMUUSA NOIMMOPHU3MOB reHa aHrMOTEH3MH-NPeBpaLLaoLLero pepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATl Receptor Blockers.

MeToTpekcaT. _[eHeTU4eckue MapKepbl NOBbILLIEHHOTO PUCKa Pa3BUTUSA NOBOYUHbIX peakLmii npu
nprvieme MeToTpekcarta Ha (hoHe SleHeHNs PEBMATOMAHOIO apTpuTa. MeToTpeKkcar: HapyLleHne
meTabonunsma onMeBoli KucnoTel. OnpegeneHne HaMuna NOIMMOPEHU3MOB reHOB (hepMEHTOB
peakuymii honatHoro ymkna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTnT annaeMnyecknin

AHTUTeNa Knacca IgG K BUpycy anngemMmyeckoro napotuta (Anti-Mumps IgG)

AHTUTENa Knacca IgM K Bupycy anvaemmyeckoro napotuta (Anti-Mumps IgM)
Mna3ma kposu (SATA)

MHeBMOKOKK, onpegeneHne JHK B nnasme KpoBwu (Streptococcus pneumoniae, DNA)
KanbLmii-perynvpytoLme ropMoHsl

KanbuutoHuH (Calcitonin)

A09.05.058 MapatupeounaHblii ropmoH (MapaTtropmoH, napatupuH, MTr) (Parathyroid Hormone,
PTH)

OXMHOKOKKO3 (3XMHOKOKKW, Echinococcus spp.)
AHTUTEeNa Knacca IgG K aHTUreHam axnHokokka (Anti-Echinococcus 1gG)
[nseHtepua amebHas, amebuas
AHTUTENA Knacca IgG K aHTUreHam Au3eHTepuiiHoli ame6bl (Anti-Entamoeba histolytica IgG)
lenatnt D BUpycHas nHdekums (supyc renatuta D, Hepatitis D Virus, HDV)
AHTUTeNa Knaccos IgM u 1gG K Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHue PHK B cbiBopoTKe KpoBu (HDV RNA, Serum)*
AHTUTENa Knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

Acnepruines

MneceHb Aspergillus fumigatus (M3), annepreH-cneymduueckne IgG (Aspergillus fumigatus, IgG,
M3)

BakTepougHas tnopa

baktepoungsl, onpegeneHne JHK B cockobe snuTennanbHbIX KNETOK YPOreHUTalbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

15268
13420
6336
17600
19305
18832

7920

7799
17787

1573

517

1243

8129

3036

5808

781
781

495

946

671

869

693

858

660
858

572

231



lenatnt A BUpYycHasa nHgekumsa (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTUTENa Knacca lgG K Bupycy renatmta A (Anti-HAV 1gG)
Bupyc renatuta A, onpegeneHue PHK B cbiBopoTke Kposu (HAV RNA, Serum)*
AHTuTeNa Knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

lapgHepennes (rapgHepenna)

lapaHepenna, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTalbHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapgHepenna, onpefenerHve OHK B cekpeTe npoctaThbl, 3akynsate (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

lapgHepenna, onpegenerHve AHK B moye (Gardnerella vaginalis, DNA, Urine)*

AyTOMMMYHHble 3a60/1eBaHNSA NETKNX U cepaua

AKTMBHOCTb aHIMOTEH3MH-NpeBpaLlatoLLero epmeHTa (AMP) cbiIBOPOTKM KpOBU (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HIM) B cbiBOpOTKe KpoBu (Neopterin, Serum)

AHTuTeNa Knacca IgG k cepaeyHoli Mmyckynatype (MUokapay), aHTUMMOKapananbHble aHTuTena
(Anti-Heart Antibodies, 1gG)

OueHKa 3HLOKPUHHOW (yHKLUWN NOKENYAOHHON XKenesbl
HOMA-G pacyeT nHgekca (npu BbINOSIHEHUW FNHOKO3bI U3 CEPOIA NPOBUPKK)
HOMA-IR pacyeT nHgekca
A09.05.056.001 MpowuHcynuH (Proinsulin)
C-nentug (C-Peptide)
A09.05.056 MHcynuH (Insulin)

Kamnnnobakrepnos, kamnunnobakrep

MoceB kana Ha kamnunob6aktep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial
Identification)

PotaBupycHas nHhekumsa (poTaBupyc)

PotaBupyc (Rotavirus), gnapeiHbiii CMHAPOM, aHTUreHHbI TecT (Rotavirus Direct Detection by Latex
Agglutination)

leMaTonornyeckme nccnefoBaHuns
AnekTpoopes remornobuHa. remornoémHonaTnm

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegenernve OHK B cocko6e anuTenvanbHbIx kneTok Koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwuko3bl (napasutapHble rpnbbl — AepMaTohunTbl)

Mapa3utapHble rpubbl, MUKPOCKOMMYecKoe nccnefoBaHve npo6 HorTeit (Fungal Infections of Nails)

MapasuntapHble rpnbsbl, MUKPOCKoNU4Yeckoe mccnegosaHue npob koxu (Fungal Infections of Skin)
VIMMYHHblEe TPOMGOLMTONEHNM

AHTUTeNa knacca K IlgG Tpombouutam, Henpsimoii TecT (Platelet Antibodies IgG, Indirect)
CanbmoHensbl (Tug 6proLHON, NapaTud, canbMoHennes, Salmonella spp.)

PMrA c Salmonella gr.A (Salmonella gr.A, IHA)

PMrA c Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTena K Salmonella gr.E, PMIA (Salmonella gr.E Antibodies, IHA)

AHTuTena K Salmonella typhi, PMTA (Salmonella typhi Antibodies, IHA)

PMrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PIMrA ¢ Salmonella gr.D (Salmonella gr.D, IHA)

PIMrA ¢ Salmonella gr.C (Salmonella gr.C, IHA)
CTpoHrnnongos

AHTUTeNa Knacca IgG k aHTUreHam cTpoHrunoungosa (Anti-Strongyloides stercoralis IgG)
PVUKKeTCr1O3, TU( CbIMHOM (PUKKETCUN)

PMrA ¢ cbINHOTU(IO3HBLIM ANAarHOCTMKYMOM pPUKKeTcuid MpoBadeka (Rickettsia prowazekii, IHA)

561
649
803

275

275

275

2420

1705

1342

55
55
913
429
539

1364

748

4059

396

902
902

3278

484
484
484
616
484
484
484

990

484



MUrmMeHThbI

A09.05.021 NccnepoBaHve YPOBHS 06LLero 6unMpybuHa B KpoBu

A09.05.022 VccnepoBaHme ypoOBHS cBOBOLHOIO 1 CBA3aHHOIO 6unnpybmHa B KpOBU
AHM3aKML03

AHTWTENA K aHTUreHam Hematog poga Anisakis 1IgG
Andtepus (gutepuiiHas nanoyka)

AHTUTeNa knacca IgG K gngrepuiiHomy aHaTokcHy (Anti-Diphtheria Toxoid 1gG)

Moces Ha gugteputo (Corynebacterium diphtheriae Culture)
VIMMyHHbIe thakTopbl 6ecnnoans

AHTWTENa aHTMCNepMasibHbIe B criepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTWTENa aHTMCNepPMasbHbIe B CbIBOPOTKe KpoBu (Anti-Spermatozoa Antibodies, ASA, Serum)
lenatut E BupycHaa nHgekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTUTeNa Knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTUTENa Knacca IgG K Bupycy renatuta E (Anti-HEV IgG)
OnpegeneHve cneumnduyeckux |gG: annepreHbl XXMBOTHbIX

Cobaka, anutenuii (E2), annepreH-cneuyugmyeckume IgG (Dog Epithelium, 1gG, E2)

Kouwwuka, anutenuii (E1), annepreH-cneumdguyeckne IgG (Cat Dander-Epithelium, IgG, E1)
MOKpOTa, CMbIBbI, NaBaXXHast XXWAKOCTb

MHeBMOKOKK, onpegeneHne JHK B mokpoTe (Streptococcus pneumoniae, DNA)
ALeHOBMpPYCHas UHGEKLNS

AHTUTENa Knacca IgG k ageHosupycy (Anti-Adenovirus IgG)

AHTUTeNa Knacca IgA K ageHosupycy (Anti-Adenovirus IgA)
CnioHa

MHeBMOKOKK, onpegeneHne JHK B cntoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3s (TOKcokapa, Toxocara canis)

AHTUTena knacca IgG K aHTMreHam Tokcokap (Anti-Toxocara IgG)

AHPO®JIOP

AHApoMhNop, nccnesoBaHne MUKPOQIOPbI YPOreHNTaIbHOTO TPakTa My>UMH B COCKO6e
aANUTENManbHbIX KNETOK yporeHutanbHoro tpakta (Androflor®REAL-TIME PCR Detection Kit, the
study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

AHapotnop CKpuYH, uccnefoBaHne MUKPOMIopbl YPOreHUTalbHOro TpakTa My>KUUH B COCKobe
aNuUTeNMabHbIX KNETOK yporeHntanibHoro tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,
the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

Bone3Hun Xenygo4HO-KULIEYHOrO TpakTa

bonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AyTOVIMMyHHbIe IHAOKPMHONaTUK: NopakeHne Haanovye4yHNKoB, ayTOMMMYHHas NaTtonorna roHag

AHTUTeNa Knaccos IgA, IgM, IgG K TKaHW sn4HMKa (aHTMOBapuasibHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AHTUTeNa knaccos IgA, IgM, 1gG K cTepomnanpoayLMpyoLwWmm Knetkam HagnoyeydHmka (ACIK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, I1gG,
Total)

AHTUTeNa Knaccos IgA, IgM, IgG K cTeponagnpoayLnpyoWmnM KNeTkam amyka, CyMmMapHo
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

CncTema LeTOKCMKALMN KCEHOBMOTMKOB M KaHLLEpPOreHOB
Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHINT, MEHUHIOKOKK

MoceB Ha MEHMHIOKOKKW, OMpefeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOGHbLIM Mpenaparam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTVOKCUAAHTHbIN cTaTyc

165
165

814

990
759

1419
1045

891
891

572
572

495

781
781

495

517

2838

1991

8899

1419

1232

1705

8129

935



AHTMOKCUIAHTHBIN cTaTyc (O6LmiA aHTMOKCenaaHTHIM cTaTyc) (Total Antioxidant Status, TAS )
OnpegeneHne cneymngmryecknx IgE: npoeccroHanbHbIe aniepreHsbl

Nartekc, IgE (Latex, 1gG, K82)
Ackapugos

AHTuTeNa Knacca IgG k aHTUreHam ackapug (Anti-Ascaris lumbricoides 1gG)
Hdemopekos (knew, agemogekc, Demodex folliculorum, Demodex brevis)

NccnepoBaHue Ha Hanmume Knewa gemogekc (Demodex folliculorum, Demodex brevis)

KOHcynbTauysi roTOBbIX MpenapaTos

KoHcynbTaLums rotoBbIX LMTONOrMYeckmx npenaparos (ogHo cTekno) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTUTENA K aHTUreHam Kutaiickoii AByycTkm Clonorchis sinensis 1gG
lepnec-Bupyc Yenoseka 8 Tmna

AHTUTENa Knacca lgG K repnecsupycy 4enoseka 8 tmuna (Anti-HHV-8 IgG)

Ycnyrv no nosyyeHuto pesysnbtata 06¢/1eoBaHns

Bblfava pe3ynbTaTtoB Ha aHIIMIACKOM 5i3blKe (NepeBof, Pe3ynbTaToB Ha aHTIMIACKNIA
a3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynauusa sputponoasa
SpuTponoatuH (Erythropoetin)

IOPMOHBI XXMPOBOI TKaHW
NenTtuH (Leptin)

KpunTtocnopranos, BogsHucTas guapes (KpMntocnopuann napeym)

Kpuntocnopuaun napeym (Cryptosporidium parvum), Avapeiitbiii CMHAPOM, aHTUFEHHbINA TecT

(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)
T-nMMOTPONHBIA BUPYC

AHTUTENa Knacca IgG K T-nuMm@oTponHoMy BMpycy Yenoseka tuna 1 1 2 tunos (Anti-HTLV-1, 2 I1gG

)

VIHTepthepoHOBSIii cTaTyc
VccnepgoBaHne nHtTepdepoHoBoro cratyca (Study of Interferon Status)
KomnnekcHble nccnefoBaHms

OueHKa aHfporeHHoro craryca (Assessment of Androgen Status)

YKeHCKuiA ropMOHabHbIA NPOdUb: AUCHYHKLUS AMUHUKOB, HApYLLEHWS MEHCTPYabHOTO LKA

(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

YKeHcKuii ropMOoHanbHbI NPOhNUbL: AUCHYHKLMS SUYHNKOB, HAPYLLEHUS MEHCTPYa/IbHOTO LiMKna

(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)
BereTtapuaHupbl

MoaroTtoBka K 6epeMeHHOCTU; OLLEHKa BUTAMUHHOIO cTaTtyca
XXunpopacTBoprMble BUTAMUHBbI

Mpodunb BeraHbl «MUHUMANbHbIV»

Mpodunb BeraHbl «ba3oBbIiix»

Mpodunb BeraHbl «PaclUMPEHHbIA»

Xnpo- n BogopacTBoprMble BUTAMUHDbI

OP3, OPBUW (HacmopK, Kallenb, 60nb B ropne) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTeNa knaccos IgA u IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis

IgA, 1gG)

VccnenoBaHve komMniekcHoe «Ceke B 60/bLLIOM ropoje: 6 HGeKLmii (aHanm3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

VccnenoBaHve koMniekcHoe «Ceke B 60MbLLIOM ropoje: 6 MHGeKLMii (aHanm3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

bonu B cycTaBax: pacwmpeHHoe ob6cnegosaHue (Joint Pain: Extended Survey)

Ecnu B nnaHax pe6eHok

5247

484

968

374

418

1078

770

220

1056

836

869

858

2695

1606

3630

3762

3509
3872
7051
8250
9966
17281
20911

8129

1067

3465

3597

7458
7689



Xouy cTaTb MaMOii: KOMMNIEKCHOE 06cnefo0BaHNe Npy NiaHMpoBaHUM 6epeMeHHocTM (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-o6¢cnepoBaHue ana myxuvH (VIP-Survey for Men)

VIP-o6¢cnegoBaHve ans xeHwuH (VIP-Survey for Women)

OLeHKa UMMYHHOrO OTBeTa K feTckuM nHekumsam (Pediatric Infections: Immune Response)
AHTUTENa Knaccos IgM 1 1gG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, 1gG)
TORCH-uHpekumn (TORCH-Infections)

bepemeHHOCTb: | TpUMecTp (1-13 Hegenwn) (Pregnancy: First Trimester (1-13 Weeks) )

BWY, cudmnuce, renatmtel B n C (HIV, Syphilis, Hepatitis B, C)

VccnenoBaHve komMmnnekcHoe «Ceke B 60/bLLOM ropoge: 8 MHGeKLUMI + Ma30K Ha MUKPOQ/Iopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

bepemeHHoCTb: |l TpumecTp (0T 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

VccnepoBaHme koMnnekcHoe «Ceke B 60/boM ropoge: 14 nHhekuuin + Masok Ha MUKPOQIopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MopgroToBka kK 6epeMeHHOCTU: 6a30BbIiA

lemocTasnorpamma (koarynorpamma) pacumpeHHas (Hemostasiogram (coagulogram), extended
O6cnegoBaHMe neveHu: pacwmpeHHoe (Survey of Liver: Extended )

Focnutanusaums B TepaneBTMYeEcKuUin cTaumoHap (Hospitalization in Therapeutic Hospital)

Frocnutannsaums B XMpypruyeckuin ctaumoHap (Hospitalization in Surgical Hospital)

Frocnutannsauns B XMpPypruyeckunii ctaumoHap: paclumpeHHoe o6enegoarme (Hospitalization in
Surgical Hospital: Extended Survey)

«Mosi 3gopoBast HsHsA» (My Healthy Nurse)

OueHka pucka paka anyHukoB no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
anropuTM pacyerta pucka anuTenManbHOro paka AnYHMKoOB) (415 XKeHLWMH ao meHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHKa pucka paka sm4HnkoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka annMTennanbHOro paka AMYHUKOB) (415 XXeHLWUH nocne MeHonay3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MONOYHOW >kene3bl — KOMMNAEKCHbIA UMMYHOTrMCTOXMMUYECKNIA Npodub (bromatepuan,
(hMKCUPOBaHHBIN B hopmanimHoBoM 6ydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MOIOYHO Xenesbl — KOMMNEKCHbIA MMMYHOrMCTOXUMUYECKWI Npotunb (bBnomatepuan,
(hMKCMpOBaHHbIN B NapaduHoBom 610ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOIMCTOXVMUYECKNI CKPUHUHT paka LIenKn MaTkun — uccnefiloBaHune fByx Mapkepos A5
paHHe AMarHoCTUKN AUCTNa3nK C BbICOKOM CTENEHbHO pUcKa 03n10KayvecTBneHus: p1l6INK4a +
Ki-67 (bnomatepuan, (hMKCMpOoBaHHbIli B NapatuHoBom 6510ke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXVMUYECKNI CKPUHUHT paka LIenKn MaTkun — uccnefiloBaHne Byx Mapkepos A/1s
paHHel AMarHoCTUKN AUCTNa3nK C BbICOKOM CTENEHbO pUcKa 03n10KayvecTBneHuns: p1l6INK4a +
Ki-67 (buomatepuan, (hMKCUpoBaHHbI B hopmannHoBoMm bydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka meTabonn3Ma KOCTHOM TKaHW M pUcKa OCTeONopo3a: pacluMpeHHoe o6cnefoBaHne
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIi CKPUHUHT TpyrcoMmumii: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbI CKPUHUHE TprcomMuia: |l TpumecTtp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 r'emocTasmnorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpo6nembl HEBbIHALLMBAHWSA: ayTOMMMYHHBI npoduib (Miscarriage: Autoimmune Profile)
MimmyHonorndeckoe o6cnegoBaHme paclumpeHHoe (Immunological Survey Extended)
O6cnepoBaHne neveHn: CKPUHKUHTE (Survey of Liver: Screening)

B03.016.004 Buoxmmusi KpoBu: 6a30BbIA NPOPUIb

Supersport ba3oBblii

BUOXMMUSI KPOBM: MUHUMabHbI Npodmnb (Serum Biochemistry: Minimum)

Supersport OnTYManbHBbINA

7964

16269
17270
5984
1089
3564
8228
1540

2794

3993

4411

10923
2761
2893
3663
5060

7392

7722

1815

1815

17226

17226

8613

8613

5896

1287

1430

847

4004
12078
924
1210
2200
2222
3410



Bruoxnumusi KpoBK: pacluMpeHHsbIi npodunb (Serum Biochemistry: Extended Profile)

300pOoB Thbl — 340p0OBa CTpaHa: exxerogHoe npogunakTnyeckoe obecnegosaHune (8o 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunakTndeckoe o6cnegosaHme (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepepn gvetoit: fononHuTensHoe obcnefoBaHme (Survey Before Diet: Additional )
Supersport MpoaBUHYTLIN

benkosas guerta

O6cnefoBaHMe NoYek: paclwmpeHHoe (Survey of Kidneys: Extended )

KoHTpornb anabeta: paclumpeHHbii (Diabetes Control: Extended)

ToKCMYHbIE MUKPO3NieMeHThI B Bosiocax (Toxic Trace Elements, Hair)

TOKCUYHbIE 1 3cCeHLMabHble MUKPO3neMeHTbl B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BonbLLUO CKPMHUWHT 3/1EMEHTHOrO cocTaBa Bonoc (Elemental Composition of Hair: Screening )

3cceHuMnanbHble ((KM3HEHHO HEOBXOAUMbIE) U TOKCUYHbIE MUKPO3nemMeHTbl B Mode (Essential Vital
Elements, Toxic Trace Elements, Urine)

TOKCMYHbIE MMKPO3/iEMeHTbI B HOITsAX (Toxic Trace Elements, Nails)

TOKCUYHBbIE 1 3CCEHLMaNbHble MUKPO3anemMeHTbl B HOrTax (Toxic Trace Elements, Essential Vital
Elements, Nails)

BOnbLUO CKPMHUHT 3/1IEMEHTHOTO cocTaBa HorTeld (Elemental Composition of Nails: Screening )
MaHenb KpynHokneTouHas numgoma

MaHenb JlIuMmpoma 13 KNeTOK MaHTUIAHOW 30HbI

MaHenb inmhoma bepknta

MaHenb PonnmnkynsapHas nMmpoma

MaHens OnddysHas B-kpynHokneTouHas ammgoma

Manens MANT-nnmdoma

AHanusbl Ans getckoro caga u wkonbl (Testing for Kindergarten and School)

3n0poBbliii pebeHok: ansa aeteld ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnenoBaHuve noyek: ckpuUHUHT (Survey of Kidneys: Screening)

Moparpa

MaHenb NcTMHHaA nonnumTemus

MaHenb MepBUYHbIA Mnenothnopos

MaHenb 3cceHumanbHas TpombounTeMmS

MaHenb XpoHuyeckuin muenonelikos (Panel Chronic myelogenous leukemia, CML)

MaHenb M'MNepao3nHOMUbHbIV CUHAPOM

MaHenb OcTpble NMMAO6IaCcTHbIE NEAKO3bI

NabopartopHasa gnarHocTrKa runepaHaporeHemMnm

OueHKa ropMOHasIbHOTO cTaTtyca Npu HapyLleHU MEHCTPYasIbHOro LKA

CKPUHUHT 60/51€3HEN coeanHUTENbHOM TKaHu (AT K QHA, aHTUHYKNeapHbI hakTop (AH®))
JnddepeHunanbHasa gnarHoctuka CKB 1 agpyrux peBmatnyveckmx 3abonesaHunin (AT K
HyK/leocoMaM, aHTMHYKNeapHbIi haktop (AHD))

[narHoctrka rpaHy/ieMaTo3HbIX BaCKY/IMTOB (aHTMHYKNeapHbI (akTop (AH®), AT kK uMTonnasme
HenTpodunos (AHLIA/pANCA, cANCA), IgG)

[narHoctuka BTOpMYHOro aHTugochonmnuaHoro cuHgpoma (AH®, AT kK kapanonunury, 1gG, IgM)

JvarHocTuka ayTouMMyHHOTO NOPaXeHWs NOoYeK (aHTUHYKNeapHbI akTop (AH®), AT K
6a3a/ibHOl MeMbpaHe Kny6oukoB noyek, AT K uutonnasme Helitpotunos (AHLIA/pANCA, cANCA),
I9G)

CucteMHasn KpacHas BonyaHka, o6cnefioBaHue (AT K HykneocoMam, AT K kapamonununy, 1gG; AT K
KapguonunuHy, IgM; aHTUHYKneapHsbIl haktop (AH®))

AHTUhOChONMNUAHBIM CMHAPOM, Pa3BEPHYTOE Ceposiormyeckoe nccnegosarHmne (AH®; AT kK
Kapgvonununy, 1gG, IgM; AT K 6eTa-2-rnnkonpoTenHy 1)

bonu B cyctaBax: CKpUHUHT (Arthralgia: screening test)

CKPVHWHI ayTOUMMYHHOIO NnopaxkeHus neyveHn (Autoimmune Liver Disease: Screening)
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ApTpuTbI NpY peBMaTtnyeckux 3abonesaHusx (Rheumatic arthritises)

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOe onpefeneHue) u IgG
(KonnuyecTBeHHoe onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG)

Mpodunb «AnarHoctTuka 6ynnesHbix gepMarto3oB (AT K gecmocoMam anuaepmunca, AT K 6a3aibHOM
MembpaHe Koxun)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENa K KOpoHaeupycy SARS-CoV-2, IgM u 1gG (Abbott)

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOe onpegeneHue) u IgG
(konnyecTBeHHOoe onpepeneHue) (Anti-SARS-CoV-2, IgM/IgG)

LLinToBuaHas xenesa: paclumpeHHoe obcnegosaHue (Thyroid Gland: Extended Survey)
LLinToBuaHas xxenesa: paclumpeHHoe obcnegosaHuve (Thyroid Gland: Extended Survey)
LLinToBuaHas >xenesa: ckpuHuHr (Thyroid Gland: Screening)

[nabeTt: ayToMMmmyHHble Mapkepbl (Diabetes: Autoimmune Markers)

PeBmaTtongHbliii apTpuT (Rheumatoid arthritis).

AHTUTENa Knaccos IgM 1 1gG kK Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 1gG)

[JwnarHoctuka 6bicTponporpeccupytoLero rnomepynoHedputa (AT Kk 6a3ansHo MembpaHe
Kny604KoB nouek, AT K uutonnasme Helitpogunos (AHLLA/pANCA, cANCA), IgG)

CepopunarHocTmka ayToMMMYHHOTO racTpuTa 1 NepHULMO3HON aHeMun (AT K napneTaibHbIM
KneTkam xenygka; AT K BHyTpeHHeMy (hakTtopy Kactna)

Mpogunb «CructemHas kpacHas BonyaHka (CKB), MOHUTOPUHT akTMBHOCTK (aHTK-ac-AHK 1gG, C3,
C4 komnoHeHTbl KomnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakus, ceponornyecknii CkpyuHuHr (AT K sHAOMU3MIO, IgA; AT K AeaMUanpOBaHHbIM NenTugam
rnnaguHa, 1gG; IgA obuy,)

JunarHoctuka uenvakmm: HerepeHocuMocTb 6eka 3nakos (rntoTeHa) (Coeliac Disease: Gluten
Intolerance )

AT K kapgnonunuxy, IgG, IgM

AHTUdochonnnuaHbln cuHapom (APC), nabopatopHsle kputepun (Antiphospholipid Syndrome,
APS)

CepopuarHoctuka 6one3Hn KpoHa n Hecneumguyeckoro si3BeHHoro konuta (HAK) (AHUA/pANCA,
cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

BocnanutenbHble Mnokapauonatum (AT K mutoxoHapuam (AMA), AT K cepAeyHon MycKynatype)

Llennakus, ceponornyeckas guarHoctuka (AT K aHAoMu3uno, IgA; AT K TKAHEBOI TpaHCr1yTaMuHase,
IgA, IgG; IgA o6u,.)

AHTUTENA K CTEPOMANPOLYLMPYIOLLMM KNeTKaM PenpoayKTMBHbIX TkaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nvwesble NpogaykTbl (Food Allergy)

NinnngHbii npodnnb: paclumpeHHbIi He Hatouak (Lipid Profile: Extended )
NvinuaHbii npodmne: pacumperHbii (Lipid Profile: Extended )

Manensb "Actma/puHnT fetn” IgE, ImmunoCAP

MaHenb "Ok3ema” IgE, ImmunoCAP

ApTepuanbHas rmnepTeH3ns, CBsi3aHHas ¢ HapyLUEHUAMW B paboTe 3HAOTeNMabHON NO-cuHTa3bl
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHunT B3pocnble” IgE, ImmunoCAP

VicenefnosaHve koMnnekcHoe «Cekc B 60nbLIoM ropoge: 12 nHpekunini + KBM (yporeHuTanbHbIi
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPUHVHT paka LUenKkn MaTkm

MporpamMMa CKpUHMHra paka Leliku maTku — onpegeneHdve AHK BMNY u yutonormyeckoe
nccnegoBaHme cockoba ek MaTkn 1 LEepBMKaIbHOTO KaHasia MeTOL0M XWUAKOCTHOW
uurtonorum*

HelipoTponHble BUTaMUHbI
BofopactBOprMble BUTAMUHbI

MuTaHne, ncknoyaroLee KpacHoOe MsCco
[JvnarHoctuka aHemuii (Diagnosis of Anemia)

[JnarHoctuka aHemuii (Diagnosis of Anemia)

MpodunakTnka 3aboneBaHnii cepaLa 1 cocyaoB M UX OCNOXHeHWI (Preventing Heart and Blood
Vessel Diseases )
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MnaHnpoBaHNe 6epeMEHHOCTU: fAMArHOCTKa YporeHuTasbHbIX MHgeKLmi (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepepn gneToii: MMHMManbHOe o6cnepoBaHue (Survey Before Diet: Minimum )

Mpo6nemsbl Beca (NepBnYHOE 06CIef0BaHNE 340POBbS MNALMEHTOB C HapyLLeHaMK Beca) (Weight
Problems: Primary Survey)

KpacoTa 3gopoBoii koxku (Healthy skin beauty)

ExxerogHas NpopmnakTnka: MUHUMa/IbHbIA CKPUHWHT

OLeHKa UHCYIMHOPE3UCTEHTHOCTL: 1H0KO03a (HaTOLaK), MHCYNH (HaTOLWakK), pacyeT HAeKca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc uccnegoBanuii "Mpo6nembl Beca: META60INYECKNIA CUHAPOM (CKPUHMHIOBOE
nepBMUYHOE BbISB/IEHME) 'BKIOYaeT 1abopaTopHble UCCNeA0BaHUS: TPUTULEPUABI, XONECTEPUH
o6Lwwuii, xonectepuH MBI, xonectepuH JIMHM, rAoKo3a; ycnyrn no gyHKUMOHaIbHOW ANarHOCTMKe
N aHTPOMOMETPUN: N3MepeEHMEe apTepnanbHOro JaBneHUs, U3MepeHne OKpy>KHocTu Tanum (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[JnarHoctuka octeonoposa (Diagnosis of Osteoporosis)

OHKOpUCK >XeHckuid: Wwelika matkmn (Women's Oncorisk: Cervix )
Anneprmsa Ha XXMBOTHBIX, Mblb, NieceHb (Allergy to Animals, Dust, Mold)
MoaroToBka K 6epeMeHHOCTU: CKPbITLIN fednLmnT Xenesa

CunbHble BOMOChI, KPEMKME HOITK, 6apxaTHas Koxka (Strong hair and nails, velvet skin)

MWKpPO3neMeHTbI B CbIBOPOTKE KPOBU 1 BEHO3HOW KPOBW: CKpUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprusa Ha nneceHs (Mold Allergy)
Anneprusa Ha pacteHus (Plant Allergy )

MmmyHonormnyeckoe o6cnegosaHme ckpuHnHrosoe (Immunological Survey, Screening)

My»rkckoe 6ecnnogme (reHbl AR, CFTR; AZF-pernoH; kapvotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe 6ecnnogne n ocnoxxHeHne 6epemeHHoOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapnotun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

TOKCMYHbIE MUKPO3/IEMEHTbI (TSHXKe/ble MeTas/bl) B BEHO3HOW KpoBu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka KamHeo6pa3oBaHWs - IUTOreHHbIE CyOCTaHLMM MOYK, CYTOUHAsA MoYa (KasbLmii,
MmarHumii, pocdop, okcanatbl, MOYeBas KUCN0Ta, KpeaTUHNH CYTOUYHOI MOYM C PacyeToM CyTOUHOM
3KCKpeuunmn)

OueHKa pucka KamHeo6pa3oBaHNs - IMTOreHHbIe Cy6CTaHLMM MOYK, Pa3oBas NMopLS MOUK
(kanbuuin, marHuii, hocdop, okcanatbl, MOYEBas KNCM0Ta, KPeaTMHUH Pa3oBol NopLmy Mouu, ¢
pac4eTomM HOPMasIM30BaHHbIX MO KPeaTUHWHY nokasarenei)

OLeHKa CKOPOCTU Ky6OUKOBOI thunbTpauumn y aeteii no gopmyne LLBapua, KpeaTuHUH

Kny6oukoBas mnbTpauus, pacyet no gpopmyne CKD-EPI — kpeaTuHUH (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6LWMIi (KIMHUYECKNIA) aHaNN3 KPOBU Pa3BEPHYTHIN

BepemeHHoCTb: || TpymecTp (14-28 Hegenwn) (Pregnancy: Second Trimester (14-28 Weeks))

KnnHn4yecknin aHanm3 KpoBu: 06LmiA aHanma, neikogopmyna, CO3 (c 06a3aTenbHON «pyUHHOn»
MUKpockonueli Maska kposu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHbIe 3cCeHUMNabHble ()KU3HEHHO HEOBXOAUMbIE) MUKPO3/EMEHTbI B CbIBOPOTKE KPOBU
(Essential Vital Elements, Essential Trace Elements, Serum)

HapyLweHus cnepmaToreHesa, 6 mapképos (M1kpogeneLmm nokyca AZF) (Spermatogenesis
disorders (6 AZF))

HapyleHuns cnepmaroreHesa: paclumpeHHas naHesnb (AZF-pernoH) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

KomMnnekcHoe nccnefoBaHme 4as UCnonb30BaHNs B ANArHOCTUKE pacCesiHHOMO CKeposa:
onpegeneHe oNNroKnoHanbHoro IgG (TMKBOP, CbIBOPOTKA) M CBOGOAHbIX IETKMX Lienei
UMMYHOIT06YNIMHOB (NINKBOP)

HacnepgcteeHHas npeApacrnonoXeHHOCTb K Levakmm rno iokycam reHos cuctemsl HLA |l knacca
(DQAL, DQB1)

OnpegeneHve reHoTuna pesyc-akropa (RH factor Genotype)

MwuKpOCKONMA 1 NOCEB Ha Napa3uTapHble rpmbbl (Koxa) (Parasitic Fungi, Microscopy and Culture
(skin))
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Mwukpockonusa 1 noces Ha NapasutapHble rpubsbl (Hortn) (Parasitic Fungi, Microscopy and Culture

- 1727
(nails))
MencuHoreHsl | Il ¢ pacyeTom cooTHowweHus (MencuHoreH I/MencuHoreH Il) (Pepsinogen 2002
I/Pepsinogen Il, PG1/PG2)
Mapkepbl pucka npesknamncuu: sklt-1, PIGF, cooTHoLweHue sFIt-1/PIGF 6468

MoceB Ha MMKOMa3My U ypeansiadmbl, ONpegeneHne YyBCTBMTEIbHOCTU K aHTUMUKPOGHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOPUCK MY)XCKOIA: NpefcTatensHast xenesa (Male oncologic risk: prostate) 957
A09.05.120.001 AnbaOCTEPOH-PEHMHOBOE COOTHOLLEeHUe (Aldosterone-Renin Ratio, ARR) 1408
KoMnoHeHTbl cuctembl koMmnnemeHTta C3, C4 (Complement components C3, C4) 792
MaHenb "CTannoKOKKOBbIE SHTEPOTOKCUHBI", IgE, IMmmunoCAP 2332
B03.016.005 /iunuaHbli npodunb: ckpuHuHr (Lipid Profile: Screening) 770
TpombouuTapHbIii peuentop pubpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
NvnuaHbli npodmnb: CKPUHUHT He HaTtowak (Lipid Profile: Screening) 770
Kny6oukoBas unbTpauus, pacyet no gopmyne CKD-EPI — yuctatnH C (Estimated Glomerular 792
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

[JvarHoctuka nepBrMYHbIX UMMYHOAEPULINTOB
WceneposaHne TREC 1 KREC ans anarHOCTUKU MMMYHOLe(ULINTOB 5313

MpodocmoTpbl

Boponasebl
Meproanyecknii MEAULIMHCKNI OCMOTP paboTHUKOB No npukasy M3 P® Ne 29H o1 28.01.2021 r. . 10500
191
Meproanyecknii MeAULIMHCKNIA OCMOTP BoAoMasa no npukasy M3 P® Ne 29H ot 28.01.2021 r. 15000
(nepBnyHbIA) M. 5.1; n.5.2; n. 19.1
Mepuoanyecknini MeguLMHCKNIA OCMOTP BoAosasa no npukasy M3 P® Ne 29H ot 28.01.2021 1. 12070
(noBTOpPHbIN, BO3pacT ot 40neT) n. 5.1; n.5.2; n. 19.1
Meprognyecknii MeAULIMHCKNI OCMOTP BOA0NMa3a no npukady M3 P® Ne 29H ot 28.01.2021 r. 11570
(noBTOpPHbIN, Bo3pacT Ao 40 neT) n. 5.1, n.5.2; n. 19.1

[poune
Mepuognyeckunii/npeaBapuTenbHbIi MeaULMHCKUA OCMOTP 2000
Meprognyecknii MEAULMHCKNI OCMOTP 4800

Meprognyecknii MEAULIMHCKNI OCMOTP 6800



