MperickypaHT oT 05.03.2024r.

HanmeHoBaHue

Ycnyrn HaHomeauka
NyueBas gnarHocTuka
Bblgaya gy6nmkara 3akitodeHns (NpoTokon uccnegosaHma KT/MPT ¢ 3akitoueHneM Y CHAMKK)
A06.30.002.001 OnucaHune n nHtepnpetaunsa KT
ApX1BUPOBaHUE faHHbIX Ha Auck (MPT, KT, peHTreH, mammMorpadgus)
PeHTreHonneHka (MPT, KT, mammorpadus)
A06.30.002.002 OnucaHve n nHtepnpetauma MPT
A06.30.002 OnucaHve 1 HTepNpeTauns peHTreHorpauyecknx N306pakeHni
B01.039.001 Mpwuém (0cMOTp, KOHCYNbTaLMs) Bpaya-peHTreHonora nepBruYHbIi
B01.039.002 Mpném (0CcMOTp, KOHCY/bTaLWs) Bpaya-peHTreHo10ra NoBTOPHBIN
KomnbloTepHas Tomorpadus
lonoBa

A06.23.004 KomnbroTepHasi ToMorpagusi Yepena/rosioBHOro Mo3ra HaTBHOE MCCNeAoBaHme

A06.23.005.006 KomnbroTepHas ToMorpagus Yepena/rofioBHONO Mo3ra ¢ BHyTPUBEHHbBIM
KOHTPacT1pOBaHNeEM

A06.08.007 KomnbroTepHas ToMorpadusi npuaaToyHbIX Nasyx Hoca, roptaHn

A06.08.007.004 KomnbroTepHas TOMOrpadums NpuaaToYHbIX Nasyx Hoca ¢ BHYTPVMBEHHbIM
60/1H0CHBbIM KOHTPACTUPOBAHUEM

A06.25.003 KomnbroTepHasi ToMOrpagusi BACOUHO KOCTH

A06.25.003.002 KomnbroTepHas TOMOrpadums BUCOUYHOM KOCTU C BHYTPUBEHHbLIM 60/HOCHbLIM
KOHTPacT1pOBaHNeMm

A06.26.006 KomnbloTepHas ToMmorpagus rnasHuLbl

A06.26.006.001 KomnbloTepHas TOMorpagms rnasHubl ¢ BHYTPUBEHHbIM 60MHOCHBIM
KOHTpacTupoBaHnem

A06.23.004.007 KomnbroTepHas TOMOrpadus cocyoB ro/IOBHONO MO3ra C BHYTPVBEHHbIM
60/110CHBIM KOHPAaCcTUPOBAHNEM

A06.08.007.002 KomnbtoTepHas TOMOrpadus ropTaHn ¢ BHYTPUBEHHbLIM 60/HOCHBIM
KOHTpacTMpoBaHNeEM

A06.26.006.001 KomnbtoTepHas TOMOrpadus rnasHnLbl (C KOHTPaCTUPOBAHUEM)

Lles

KoMmnbloTepHas ToMorpadus aHrmorpagus aKCTpakpaHasbHbIX apTepuii ¢
KOHPAaCTUPOBAHMEM

A06.08.009.002 KomnbroTepHas TOMOrpadus Len ¢ BHYTPUBEHHBIM GOTHOCHBIM
KOHTpacTMpoBaHNEM

pyaHasa knetka

A06.09.005 KomnbroTepHasi ToMorpagusi opraHoB rpyAHO NonocTu

A06.09.005.002 KomnbtoTepHas ToMorpadus opraHoB rpyAHOM NONOCTY C BHYTPUBEHHLIM
60/H0CHBIM KOHTPACTUPOBAHNEM

A06.11.004 KomnbroTepHas ToMorpagus cpegocteHums

A06.11.004.001 KomnbtoTepHas ToMorpagus cpegocteHmnst ¢ BHYTPUBEHHBIM GOTFOCHLIM
KOHTpacTMpoBaHNeM

BptoLHas NofocTb, KofoHorpagus 1 Tas

A06.30.005 KomnbroTepHas Tomorpadums opraHoB GPHOLLHOM NOA0CTU
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A06.30.005.003 KomnbtoTepHas TOMOrpadus opraHoB GPHOLLHON MOMOCTU C BHYTPUBEHHbIM

8700

60/HOCHBLIM KOHTPACTUPOBAHUEM

3abpIoLLMHHOE NPOCTPAHCTBO
A06.28.009 KomnbroTepHas ToMorpagusi noYeK U HagnoyYeyHNKOB 3500
A06.28.009.001 KomnbroTepHas Tomorpadms Mo4YeK 1 BEPXHMX MOYEBLIBOAALLMX NYTEN C 8700
BHYTPUBEHHbLIM 60/IFOCHLIM KOHTPaCTMPOBaAHWEM
A06.30.007 KomnbtoTepHas ToMorpagust 3adproLLIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbloTepHas TOMorpadus 3a6proLLIMHHOIO NPOCTPaHCTBA C BHYTPUBEHHBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.30.005.001 KomnbtoTepHas TOMorpadus 6pHOLLIHON NOA0CTY 1 3a6PHOLIMHHOIO 8700
npocTpaHcTBa

KocTHO-MblIWeYHas cuctema (Mo3BOHOYHMK)
A06.03.021.001 KomnbtoTepHas TOMOrpadust BepxXHeli KOHEYHOCTH 2600
A06.03.021.002 KomnbroTepHas TOMorpadusa BepxHe KOHEYHOCTY C BHYTPUBEHHbBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.03.021.001 KomnbroTepHas ToOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 3600
CyCTaBOB, 2 OTAleNI0B KOHEYHOCTH, 2 OTAENOB MO3BOHOYHMKA) HATUBHOE UCCef0BaHne
A06.03.021.002 KomnbroTepHas TOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAesia KOHEYHOCTE, 2 OTAe/10B NO3BOHOYHUKA) C KOHTPACcTPOBaHNEM
A06.03.036.001 KomnbroTepHas TOMOrpagums HUXKXHEn KOHEYHOCTH 2600
A06.03.036.002 KomnbroTepHasi TOMOrpagusi HKHEMKOHEYHOCTU C BHYTPUBEHHbLIM 8700
60/0CHBLIM KOHTPACTUPOBaHUEM
A06.03.058 KomnbtoTepHas ToMorpadusi N03BOHOYHMKA (O4MH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpagus N0O3BOHOUYHUKA C BHYTPUBEHHbLIM GOOCHBLIM 8700
KOHTPacTUPOBaHWEM (OAVH OTAEN)
A06.03.062 KomnbloTepHas Tomorpagus Koctu 2600
A06.04.020 KomnbloTepHas ToMorpagmnsa BUCOYHO-HVKHEYENOCTHBIX CyCTaBoB 2600
A06.04.017 KomnbroTepHas ToMorpagus cyctasa 2600

Manbliii Ta3
KomnbloTepHas ToMorpagus opraHoB Masioro tasa HaTMBHOE UccnefoBaHue 2600
KomnbloTepHas ToMmorpagus opraHoB Majioro Tasa ¢ KOHTpacTMpoBaHUEM 8700

Cocyabl
A06.12.052 KomnbloTepHO-TOMOrpadmyeckas aHrmorpagus aopbl 8700
A06.12.053 KomnbloTepHO-TOMOrpagnyeckas aHrmorpapus CocyfoB HUXHUX KOHEYHOCTEN 8700
A06.12.050 KomnbloTepHO-TOMOrpacguyeckas aHrmorpacgus 0f4Hon aHaTOMUYecKol 061acTu 8700
A06.12.054 KomnbloTepHO-TOMOrpaguyeckas aHrmorpacus cocyioB BEPXHMX KOHEYHOCTEN 8700
A06.12.055 KomnbroTepHO-TOMOr padmyeckasn aHrnorpagus cocyioB Tasa 8700
A06.12.057 KoMmnbloTepHO-TOMOrpamyeckas aHrmorpagpus NérovHblx cocyaoB 8700
A06.12.058 KomnbroTepHO-TOMOrpadmyeckast aHrmorpagums 6paxmouedanbHbIX apTepuii 8700
A06.12.001.001 KomnbroTEpHO-TOMOTpaduryeckas aHrmorpadgus rpyaHol aoptbl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduryeckas aHrmorpagus 6proLwHol aopTbl 8700
A06.23.004.007 KomnbroTepHas Tomorpadums cocyfoB rofloBHOr0 MO3ra C BHYTPUBEHHbIM 8700
60/0CHBIM KOHTPACTUPOBAHUEM

Cepaue
A06.10.009 KomnbroTepHas ToMorpadus cepgua (C onpegeneHmemM KOpoHapHOro KasbLns) 3500
A06.10.006.001 KomnbroTepHO-TOMOTrpaduyeckas KopoHaporpagpums 12900
A06.10.006.001 KomnbroTepHas ToMorpadus 1esoro npeacepams v NéroyHblx BeH 12900

MarH1THO-pe30HaHcHas Tomorpadgus

[onosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT rosioBHOro mo3sra C KOHTpacTMpoBaHNEM 7100

A05.12.004 MP apTtepuorpagus (ogHa o6nacTb) 3100



A05.12.005 MP BeHorpatms (ogHa 06nacTb) 3100

MP aHruorpagus apTepmmn 1 BeHbl FOIOBHOTO MO3ra C KOHTPaCcTMPOBaHMEM 7100
MP aHruorpadua aptepuv ronoBHOro Mo3ra ¢ KOHTpacTMpoBaHMeM 7100
A05.22.002.001 MPT runogmsa ¢ KOHTPaCcTMPOBaHMEM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPacTMpoBaHem 7100
A05.08.001 MPT OKONMOHOCOBBIX Nasyx 3100
A05.26.008 MPT rnasHuupl 3100
A05.22.002 MPT runodusa 3100
A05.04.001 MPT BUCOYHO-HMXKHEYEIOCTHBIX CYCTaBOB 5000
A05.30.008 MPT kpaHvoBepTebpanbLHOro nepexoja 3100
A05.23.009.004 MarHUTHO-pe3oHaHCcHas andagy3ns ronoBHOIO Mo3sra 3100
A05.23.009.008 MarHUTHO-pe30oHaHCHas aHrorpapus UHTpakapHUaibHbIX COCY0B 3100
CnnHa
A05.04.001 MPT KpecTL0BO-MOAB34OLLIHOIO COY/IeHeHNs 3100
A05.30.008 MPT wwieun 3100
A05.03.002 MPT rpygHoro otgena 3100
A05.03.002 MPT nosicHM4yHoro otaena 3100
A05.03.002 MPT KonuMKoBOro otaena 3100
A05.03.002.001 MPT rpygHoro otgena ¢ KOHTpPacTMpoBaHuem 7100
A05.30.008.001 MPT Llen ¢ KOHTPacTUPOBaHNEM 7100
A05.03.002.001 MPT NOSICHMYHOIO OTAeNa C KOHTPacTMpoBaHVem 7100
A05.03.002.001 MPT KON4YMKOBOIo OTAge/1la C KOHTPaCcTUPOBaHNEM 7100
A05.23.009.010 MPT cnmMHHOro Mo3ra (oOguH oTaen) 3100
A05.23.009.011 MPT CNMHHOro MO3ra C KOHTpPacTMpoBaHMeM (OANH OTAenN) 7100
A05.23.009.013 MarH1THO-pe30oHaHCcHas Anddy3ns CNMHHOIro Mo3ra (OAnH OTAeN) 3100

A05.23.009.016 MarHMTHO-pe3oHaHcHasa ToMorpadus CMHHOrO Mo3ra (pasoBoKOTPacTHas

(opgwnH otgen) 7100
BHyTpeHHVe opraHbl
MPT ne4veHmn 1 XenyHbIX NPOTOKOB C KOHTpacTMpoBaHuem (MpuUMoBKCT) 14000
A05.30.005 MPT opraHoB 6PHOLLHON NOOCTH 4000
A05.30.007 MPT 3a6pHOLLUMHHOIO NPOCTPaHCTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLHOM MOMOCTU C BHYTPUBEHHbLIM KOHTPACTUPOBaHMEM 7100
A05.30.007.001 MPT 3a6pOLUMHHHOIO MPOCTPAHCTBA C BHYTPUBEHHLIM KOHTPACTUPOBaHNEM 7100
A05.22.001 MarHUTHO-pe3oHaHCcHas ToMorpahmsa Haano4Ye4yHKOB 4000
A05.22.001.001 MarHUTHO-pe3oHaHCcHasA ToMorpapmsa HafnoYe4YHUKOB C KOHTPaCcTMPOBaHMEM 7100
A05.14.002 MP xonaHruorpagus 7100
A05.15.001 MPT nomykenyaouHom >kenesbl 3500
A05.15.002 MP xonaHrnonaHkpeartorpagms 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHMTHO-pe30HaHCHas ToMorpagus NOYeK ¢ KOTPacTMpoBaHNeM 7100
Marbiii Ta3 My>CKOiA
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbLIM KOHTPAaCTMpPOBaHVEM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000
A05.21.001 MPT MOLLOHKM 4000
MPT Masnoro Tasa (My>CKOI)+MOLLOHKa HaTUBHOE UccnegoBaHne 7000

A05.21.001.001 MPT MOLUOHKW C KOHTPACTMPOBaHMEM 7100



Mariblii Ta3 >KeHCKWi
A05.30.004.001 MPT opraHoB Ma/10ro tasa C BHYTPMBEHHbLIM KOHTPaCcTUpOBaHeM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000

MPT aHopekTasibHOM 061acTn

A05.30.004 MPT AHOPEKTA/IbHOW (MEPVAHASIbHOIN) OBJIACTU (aHanbHbIli KaHar,
HapY>KHbIV U BHYTPEHHWI aHa/bHBIA CHUHKTEP, N1EeBATOP aHyca, Me30peKTabHas KneTtyarka, 4000
NMMOY3Nbl, NepUPUpPUIEcKme MAarkue TKaHm)

Cyctasbl
A05.04.001 MPI ofHoro CyETaBa (nne'-leBon,vnOKTesoi/’l, KUCTb, ly4e3anscTHbIN, 3500
Ta306epeHHbIN, KOEHHbIN, FOIEHOCTOMNHBIN, CTOMNa) HATUBHOE 1ccnefoBaHve
A05.30.011.002 MPT Kunctu 3500
A05.30.012.002 MPT cTonsl 3500
Msrkve TkaHu
A05.30.010 MPT MArkux TKaHei rosiosbl 4000
A05.01.002 MPT MArkux TKaHei 4000
A05.01.001 MPT MArKnx TKaHel ¢ KOHTpacTMpoBaHUEM 7100
A05.30.010.001 MPT MSrkux TKaHen ronosbl C BHYTPEHHUM KOHTPaCcTMPOBaHMEM 7100
A05.08.002 MarHUTHO-pe30oHaHCHasA ToOMorpagus ropTaHoOrNOTKM 4000
A05.08.004 MarHUTHO-pe30oHaHCcHasA ToMorpagumsa HOCOPOTOrTOTKN 4000
KOMI/IEKCbI UCC/IEAOBAHU
A05.03.002 MPT ronoBHOro mo3sra+aptepumn rofl0BHOr0 Mo3ra+ BeHbl F0/IOBHOITO Mo3ra 7000
HaTMBHOE UCCnefoBaHNe
MPT ronoBHoOro mosra+apTepuii rolOBHOTO MO3ra HaTMBHOE MCCef0BaHme 5000
MPT ronosHoro Mmo3sra+BeH roJloBHOro Mo3ra HaTUBHOE MCCNefoBaHNe 5000
MPT ronoBHOro mo3ra+ LUeiHbIl 0TAeN NO3BOHOYHUKA HATUBHOE MUCCeA0BaHme 5000
MPT KoMMneKc: WeliHOro oTAena NO3BOHOYHMKA + rPYAHOr0 OTAeNna No3BOHOYHUKA + 7000
MOSICHNYHOrO OTAeNa NO3BOHOUYHMKA
MPT ronoBHOro mo3ra+ aptTepuu ronoBHOr0 Mo3ra+LeiiHblii 0TAeN NO3BOHOYHMKA HATUBHOE 7000
nccnefoBaHne
MPT ronoBHoro mosra + nasyxu HaTMBHoe nuccnegosaHune 4500
MPT ronoBHOro mo3sra + op6uTbl HaTUBHOE UCCNef0oBaHNe 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHMKA + Ta306epeHHOro cycraBa 5000
A05.03.002 MPT nosicCHMYHOro oTAeNa NO3BOHOYHUKA + KOMYMKOBOrO OTAe/Na No3BOHOUYHNKA 4500
MPT apTepun ronoBHOro Mosra + aptTepun LWen HaTMBHOE UCCNef0oBaHNe 4500
MPT 6ptoLLHO NONOCTN + 3a6PHOLLUMHHONO NPOCTPaHCTBa 7000
MPT ronosHoro mosra + runogus HaTMBHOE uccnegoBaHme 4500
MPT LelHOro otaena NO3BOHOYHUKA + apTepum LWENHOro OTAeNa NO3BOHOUHMKA 4500
MP arnorpadus aptepuii ronoBHOro mosra + MP aHrnorpacgmsi BeH rofloBHOro Mo3ara 5000
PeHTreH
A06.30.008 ductynorpadus 1500
lonosa
A06.08.003 PeHTreHorpagus NpuaaToUHbIX Nasyx Hoca 1000
PeHTreHorpagmsa HOCOrnoTKu 1000
PeHTreHorpagms KocTei Hoca B 2 MPOeKLMsX 1000
A06.08.003.002 PeHTreHorpagus NTo6HOIM nasyxu 1000
A06.08.003.002 PeHTreHorpagus rainmMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpagusi Bcero yepena, B O4HOM nam 6onee npoekymsx 1000
A06.03.056 PeHTreHorpagus KocTei n1LeBoro ckeneta 1000

A06.04.001 PeHTreHorpagus BUCOHYHO-HKHEYETIOCTHOMO cycTaBa 1000



A06.26.001 PeHTreHorpagus rnasHuLbl
A06.07.008 PeHTreHorpacgus BepxHeli 4entocT B KOCOM NPOeKumMmn
A06.07.009 PeHTreHorpatus HWKHEl YentocTu B 60KOBOI NpoeKkuun
A06.25.002 PeHTreHorpadums BUCOUHO KOCTU
A06.25.002.001 PeHTreHorpagms cocueBUAHbIX OTPOCTKOB

LLleq

A06.03.010 PeHTreHorpagus LWeAHOro otaena No3BOHOYHMKA

PeHTreHorpadus WeiHOro oTAena No3BOHOUYHMKA B 3 NMPOEKLMAX (YHKLMOHaNbHbIMU
npo6amu (Npsamas 1 60KoBas)

IpyaHon otaen
A06.03.013 PeHTreHorpagus rpyaHoro otaena no3BOHOYHUKA
A06.03.019 PeHTreHorpagus Nno3BOHOUYHMKA C IYHKLMOHa/IbHBIMY Npo6amun
A06.03.014 PeHTreHorpagus rpyaHoro 1 NoSACHNYHOro otaena no3BOHOYHMKA
MosicHMLA 1 KPeCTLLOBO-KONYMKOBBI OTAen

A06.03.015 PeHTreHorpagus nosiCHUYHOro OTAena NO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOACHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOEKUMAX C PYHKLUNOHAbHBIMU
npo6amu

A06.03.017 PeHTreHorpagus Kpectya 1 Konumka
A06.03.016 PeHTreHorpagus NOSACHUYHOIO U KPEeCTLLOBOro OTAeNa NO3BOHOUYHMKA
A06.03.017.001 PeHTreHorpagus kpectua
A06.03.017.002 PeHTreHorpagust Konumka
Pykn
A06.04.013 PeHTreHorpapus akpoMmnanbHO-KIKUMYHOIO COYSIEHEHNS
PeHTreHorpagmsa KocTel npeanneyss B 2 MPOEKLMAX
A06.04.010 PeHTreHorpagms njaeyeBoro cyctasa
A06.03.028 PeHTreHorpagus naeyeBoi Koctu
A06.04.003 PeHTreHorpagus 1OKTEBOro cyctaBa
A06.03.029 PeHTreHorpaus OKTEBOM 1 Ny4eBO KOCTU
A06.04.004 PeHTreHorpagus ny4es3anscTHOro cycrasa
A06.03.026 PeHTreHorpagusa nonarku
A06.03.032 PeHTreHorpagus Knctu
PeHTreHorpadgus 2 KicTeii B NpsMOou NpoeKuun
A06.03.035 PeHTreHorpagms 1 nasbLa Kuctun
A06.03.021 PeHTreHorpadust BepxHeii KOHEYHOCTH
A06.03.030 PeHTreHorpagus 3anscrbs
A06.03.027 PeHTreHorpadus rofoBKy Nie4eBOn KOCTU
A06.03.031 PeHTreHorpaus nactm
A06.03.033 PeHTreHorpaus tanaHr nanbLes KMCTn
Horn
A06.04.005 PeHTreHorpagus KONeHHOro cycrasa
PeHTreHorpacus 2 KoneHHbIX CycTaBOB B MPSIMOW NPOeKummn (Ha 1 cHUMKE)
PeHTreHorpagus 2 Ta306epeHHbIX CycTaBOB B MOMOXEHUW Jlay3HLUTeRHA
A06.03.042 PeHTreHorpadus rofoBKy 1 LWelikn 6e4peHHOo KOocTn
PeHTreHorpagus KocTei roneHn B 2 NPOEKLMsAX
A06.04.012 PeHTreHorpadgus rofieHOCTOMNHOro cycrasa
A06.03.053 PeHTreHorpagus cTonbl B 2 NPOEKLAX

PeHTreHorpausa NATOYHON KOCTW B NPSMOI NPOeKunn

1000
1000
1000
1000
1000

1000

2000

1000
2000
2000

1000

2000

1000
2000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000



A06.03.050 PeHTreHorpagusi NITO4HOM KOCTU

PeHTreHorpagmsa NATOYHbIX KOCTE B OOKOBOW NPOeKL MM

PeHTreHorpagus cTon Ha NPOAO/IbHOE MI0CKOCTONKE C (PU3NYECKON Harpy3Koii B 2
NPOEKLUsX

A06.03.036 PeHTreHorpadmsa HUKXHe KOHEYHOCTN
A06.03.048 PeHTreHorpagms noabbkKn
A06.03.054 PeHTreHorpapus thanaHr nanibLeB HOMM
A06.03.055 PeHTtreHorpagus 1 nanbla CTOMbl B O4HON NPOEKLUn
A06.04.011 PeHTreHorpagms Ta3obepeHHOro cyctasa
A06.03.043 PeHTreHorpagus 6efpeHHON KOCTn
A06.03.045 PeHTreHorpagus HagKkoneHHuKa
A06.03.046 PeHTreHorpacusa 6onbLUolA 6epLoBOl U Manoli 6epuoBoli KocTei
A06.03.049 PeHTreHorpagus npesnitocHbl
A06.03.051 PeHTreHorpadgus natCHbI U hanaHr NabLeB CTOMbI
A06.03.052 PeHTreHorpadus ctonsl B 1 Npoekummn
A06.03.053.001 PeHTreHorpacgus cTonbl ¢ (hyHKLMOHa/IbHOW Harpy3Ko
bptoLluHasa nonocTb
A06.30.004.001 O630pHasn peHTreHorpagmsa opraHoB GPHOLLHON NOA0CTH
PeHTreH nuesosa ¢ 6apuem
3a6pHOLLIMHHOE MPOCTPAHCTBO U HOTK
A06.28.001 PeHTreHorpaus noyek 1 MOYEBLIBOAALLMX MyTeEW
PeHTreHorpagus 2 cton B NpsMOi NpoeKLmm
A06.28.002 BHyTpuBEHHas yporpadus
pyaHasn knetka
PeHTreHorpagmsa opraHoB rpyaHoi knetku B 1 npoekumn (0630pHas)
PeHTreHorpacus opraHoB rpyAHON KNeTKM B 2 NPOEKLMM
A06.03.023 PeHTreHorpagus pebpa(ep)
A06.03.024 PeHTreHorpaus rpyauHol
A06.04.014 PeHTreHorpagus rpyanHHO-KIOUYNYHOIO COY/IEHEHNA
A06.03.022 PeHTreHorpagus Kaounybl
A06.09.007 PeHTreHorpadus nérkmx
Ta3
PeHTreHorpadus KpecTL0BO-N0AB30LWHOI0 COYIEeHEHNS
PeHTreHorpacgus KocTeil Tasa ¢ Ta3o6epeHHbIMY cycTaBaMm
PeHTreHorpagus Ta3o6epeHHOro cycrtasa B 1 npoekuum
PeHTreHorpagus Ta3o6epeHHOro cycraBa B 2 NPOEKLUMsX
Mammorpadus
A06.20.004 Mammorpadpus
A06.20.004 Mammorpadus 2 MONOYHbIX XXene3
Mammorpams ¢ TOMOCMHTE30M MOJIOYHBIX Xené3 (1 MOonoYHas Xenesa B 2-X NPOeKLUsX)
Mammorpagus ¢ TOMOCUHTE30M MOJSIOYHbIX XKeNE3 (2 MOMOYUHBIX XXene3 B 2-X MPOeKLUsX)
A06.20.004.002 Mpu1LENbHBIA peHTreHorpagus MOMOYHOM XKenesbl
A06.20.008 TOMOCUHTE3 MOJIOUHbIX XENE3
Hesponorus
[Mpuémbl

B01.023.001 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-HeBpOiora NepBuYHbIN
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B01.023.002 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpaya-HeBPOOra NOBTOPHbIM 1200
B01.023.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya HeBPOora NepBUYHBIN

(BHENNIAHOBBIN-CPOYHBIiA) 2500
B01.023.001 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpada-HeBponora (ueganronora) nepBuyHbIi 60 2300
MUHYT
801.323.002 Mpuem (OCcMOTP, KOHCYNbTaLUs) Bpada-HeBposora (Ledanronora) NOBTOPHbIA 30 2100
MUHYT

MaHunynsauum
A11.02.002 Mna3moTepanus (1 npobupka) 2500
A22.30.015 YpapHoBosnHoBas Tepanus (1 ceaHc) 1000
A11.02.002 boTynMHoTEPanUs NPU XPOHNYECKOW MUTPEHN 29900
A25.24.001.002 BotynuHoTepanusa npu 6pykcrusme 19500
A25.24.001.002 BotynuHoTepanua npu 6neapocnasme 8900
A11.01.002 leyeHne MUrpeHn NpenapaTom AIPKOBU 225 M/ (CO CTOMMOCTbIO Npenapara) 24000
A11.24.001 leue6Hasn 6nokaga npu TYHHEIbHOM CUHAPOME 2000
A11.02.002 JleuebHasn napaBepTebpasbHas 610Kaga 1500
A11.02.002 Jloka/ibHast UHLEKLMOHHAA Tepanus B TPUITEPHbIE TOUKN 1500
A11.02.002 Mna3moTepanus (LONONHUTENbHASA NPOBMPKa) 1500

Tepanus

Mpunémbl
B01.047.001 Mpwuem (OCMOTP, KOHCYNbTaLWs) Bpava-TepanesTa NepBuYHbIiA 1400
B01.047.002 Mpuem (0CMOTP, KOHCYNbTaLUs) Bpada-TepaneBTa NOBTOPHbINA 1200
TepaneBT (othopMeHNe cripaBKn) 1200
BHennaHoBbIV Npuém TepanesTa (CPOYHbIN) 2500

Mepunarpus

Mpnémbl
B01.031.001 Meaunatp (NepBUYHasA KOHCY/bTaLWs) 1400
B01.031.002 Meauatp (NOBTOPHasA KOHCYNbTaLWs) 1200
B01.031.001 Meawnatp (4BOIMHN NePBMYHAsA KOHCYNbTauus) 2000
B01.031.002 Meamatp (ABOVHM NOBTOPHAs KOHCY/bTaLMs) 2000
B01.031.001 OcmoTp 340p0BOro pebeHka NEPBOro roAa XXM3Hu 1300
B01.031.001 Meawnatp (KOHCYyNbTaLMsa MO BBEAEHNIO MPMKOPMA) 1300
B01.031.001 KoHcynbTaumsa no rpygHoMy BCKapmMBaHuio-1 yac (npasuibHOe CLeXnBaHue, 1500
MOMOLLb NPY BO3HUKHOBEHWMW NPO61eM)
B01.031.001 Meawnatp (KOHCYMbTaLMA MO rPYyAHOMY BCKapMIMBaHWIO ANCTaHLMOHHO) 800
801.03{.001 Mpuem negnatpa Ana NonyyYeHns cnpaBku LIKona/aeTckuii caf (npegocTtasnseTcs B 700
JeTckuiA cag/Likony nocne 601e3HN, ANUTENbHOrO OTCYTCTBS)
B01.031.001 CnpaBka B 6acceiiH (Npy HaIM4MKM aHa/IM30B: COCKO6 Ha 3HTepo6Kno3, Kana Ha anua 800
reNbMUHTOB)
B01.031.001 CnpaBka 0 BpEMEHHOI HETPYAOCNOCO6HOCTM yyamxest Ao 18 neT (Popma 095/y)
-[loKyMeHT noaTBepXaaeT hakT 60/1e3HN CTYAEHTa, yHalleroca TEXHUKYMa U WKobl. CrpaBky 800
no ¢opme 095/y BblgaeT nevawuii Bpau.
B01.031.001 CrnipaBka 06 OTCYTCTBMU MH(EKLMOHHbIX 3260/1eBaHWi 800
B01.031.001 CaHaTOpHO-KypopTHas KapTa getam (popma 076/y ans neteid) 2000

B01.031.001 CnpaBka 15 feTcKux narepei n cekuuii (dopma 079/y) ??0TpakaeT gusnyeckoe
COCTOsIHVE pe6eHkKa. YTo6bI ee NoMyUnTb, 3anULLMTECH HA MPUEM K NeanaTpy U He 3abyabTe 800
B3ATb CEPTUDMKAT O NPUBUBKAX, COCKOD Ha 3HTEPOOBMO3, aHaIM3 Kasa Ha AliLa reflbMUHTOB

OdpTanbmonorus
Mpunémbl
B01.029.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpada-ofTasibMosiora nepBuYHbIN 1400
B01.029.002 Mpuem (oCcMOTP, KOHCY bTaLusl) Bpada-odTasbMosiora NoBTOPHbIN 1200

MaHwunynsummn/o6enesoBaHus



A02.26.015 OhTansMOTOHOMETPUSA - Vi3MepeHre BHYTPUINa3HOro faBfeHns (LeHa 3a Kaxjoe

n3mepeHue) 200
A12.26.016 ABTOpPe(MPaKTOMETPUS C Y3KNM 3PaykKoMm 150
A03.26.010 Onpe,qeneﬂme napameTpoB KOHTaKTHOM KOoppekuun (Nog60p OYKOB C 400
aBTOpepaKTomeTpureii)
A03.26.010 Onpep,eneljme napameTpoOB KOHTAKTHOM KOppeKuun (Noa60p KOHTaKTHbIX INH3 C 400
aBTOpedpakTomeTpueit)
A02.26.015 ToHoMeTpusa No Maknakosy 200
A02.26.015 MepumeTpus (onpeaeneHne nonei 3peHns) 400
A02.26.015 NMHEBMOTOHOMETPMSA (LeHA 3a KaXK40e N3MepeHue) 200
Xupyprusa
Mpunémbl
B01.057.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-xMpypra nepBuyHbIii 1400
B01.057.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-XMpypra noBTOPHbIiA 1200
B01.057.001 Mpuem (OCMOTP, KOHCYNbTaLUs) Bpada-xupypra nepBuYdHbIii (nepeg 800
3HJ0CKOMUYECKMM UCCNEAO0BAHNEM)
B01.057.002 Mpwrem (OCMOTP,KOHCYNbTaLMsa) Bpaya xvpypra rnoBTOPHbINA (MOc/e onepaun) 800
MaHunynaumn
A16.01.002 BckpbITve naHapumums (B TOM Ynce NapoOHUXUIA) 1500
A16.01.012 BckpbIThE 1 gpeHpoBaHme rierMoHsbl (abeuecca) (rmgpageHnTa B TOM Ymcne)-2 1900
KaTeropus C0XKHOCTH)
A16.01.011 BckpbiThe (ypyHKyna (kapbyHkyna) 1000
A16.01.027 YpaneHvne HOITeBbIX NMIaCTUHOK 2600
A16.30.060 VicceueHwne rny6b0KoOro nMraTypHoro cema 1800
A16.01.009 YwmBaHWe OTKPbITOW paHbl (6€3 KOXXHOW nepecaskm) 1500
A16.30.069 CHATME nocneonepaunoHHbIX LWBOB (uratyp) 500
A16.01.001 YpaneHne noBepPXHOCTHO PAaCNONOXEHHOro MHOPOAHOrO Tena 1000
A11.04.005 MNyHKLMA CUHOBUAbHOL CYMKUM CycTaBa 1000
A11.30.024 MyHKLMA MSATKUX TKaHei 1100
A16.01.012 BekpbiTue 1 ApeHnpoBaHme hiermoHbl (abeuecca) (rmgpageHnta B ToM uncne)-1 1300
KaTeropus CoXHOCTU)
A16.01.008.001 Hano>keHne BTOPUYHbIX LLIBOB 2100
A16.01.004 Xnpypruyeckas 06paboTKa paHbl UM MHULUPOBAHHOW TKaHM (63 yLLMBaHUA 200
paHbI)
A16.01.004 Xmpypruyeckas 06paboTka paHbl NN MHPULMPOBAHHOW TKaHW (C yLUMBaHMEM PaHbl) 2000
A15.01.001 HanoxxeHwne rnoBasKu Npu HapyLLeHUN LIeNIOCTHOCTU KOXKHbIX MOKPOBOB 400
A15.01.002 HanoxxeHre NOBA3KM NPY THOMHBIX 3a60/1eBaHNSAX KOXW 1 NMOLKOXHOM KNeTvaTku 1000
A11.01.001 Broncus Koxkn (3abop maTtepuana) 400
A16.30.076 BCKpbITME reMaToMbl MSAFKUX TKaHel 1400
A16.01.028 YpganeHne M0O3011 (CTEP>KHEBOW) 500
A16.01.016 YpaneHue atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHne atepombl (1-3 cM, 1 aieMeHT) 1500
A16.01.016 YpaneHue atepombl (3-5 cm, 1 anemMeHT) 1900
A16.01.017 YpaneHne o6pokavyecTBeHHbIX HOBOOGpPa3oBaHuUin Koxu (0,5- 1cm, 1 aneMeHT) 1700
A16.01.017 YpaneHne o6poKayecTBEHHbIX HOBOOGpPa3oBaHuiA koxu (1-3 cM, 1 anemMeHT) 1900
A16.01.017 YganeHne fo6poKayecTBEHHbIX HOBOOBOpPa3oBaHuUiA KOXW (3-5 cM, 1 anemeHT) 2400
A16.01.017 YpaneHne obpokavyecTBeHHbIX HOBOOOGPa30BaHUin KOXu (CBbille 5 cm,1 anemeHT) 2900
MepeBsA3Ka YNCTbIX paH 500
A16.01.018 YnaneHue fo6poKayecTBEHHbIX HOBOOGPa30oBaHWIA NOAKOXHO-XXMPOBOI KneTyaTku 1800
(nmnoma, mnbpoma, rurpoma 0,5-1 cM-1 31EMEHT)
A16.01.018 YganeHne fO6pOKaYeCTBEHHBIX HOBOO6GPA30BaHWUA NOLKOXXHO->KUPOBOIA K/leTHaTKu 2100

(nmnoma, hmbpoma, rurpoma OT 1-3 cM-1 sanemeHT )



A11.01.001 Bruoncus Koxku (3abop Mateprana) 400

A16.01.003 Hekpaktomus 2000
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHel OT 1 cm-3cM 1 anemeHT 1300
A16.30.032 VicceueHne HOBOOGPa3oBaHWSA MSATKMX TKaHel oT 3cM -5 cM 1 anemeHT 1900
A16.01.018 YganeHue o6poKayecTBEHHbIX HOBOOOPa30BaHMWii NOAKOXHO-XXMPOBOI KneTyaTku 2500
(nmnoma, hmbpoma, rurpoma ot 3 cm -5 cM 1 afnemeHT)
A16.01.003 HekpaKTOMUS (2 KaTeropum CroXXHOCTH) 2600
A16.01.023 VcceueHune py6uoB Koxu (0T 0,5 -1cM 1 anemeHT) 1500
A16.01.023 NcceueHune pybLoB KOXM (0T 1 cM-3 ¢M 1 1 3anemMeHT) 1900
A16.01.023 NcceueHure pybLoB KOXM (0T 3 ¢M -5 cM 1 anemeHT) 2400
A16.01.030 VcceueHwne rpaHynaumm (1 kKateropum CnoXHoOCTH) 2400
A16.01.030 VcceuveHune rpaHynaumm (2 Kateropmm CNodXXHOCTN) 3100
A16.30.069 CHATME nocnieonepaLMoHHbIX LBOB (1uUratyp), MeTa/lIM4ecKnx CKo60oK 1000
ABLOMUHaNBbHAA XMPYpPrus
A16.30.007.001 ApeHnpoBaHne GPOLLHOM NOMOCTY MO KOHTPOEM YNbTPa3ByKOBOrO 19000
nccnefoBaHusA
A16.30.043.002 TpaHcKaTeTepHOE leveHre abeLeccoB GPIOLLHOA NONOCTU N0 KOHTPOEM 14800
YNbTPa3ByKOBOro 1cCnefoBaHnA
A16.30.043.003 [lpeHnpoBaHne GPIOLLHOM NOMNOCTU 1 3aBPHOLLMHHOIO NPOCTPAHCTBA NOJ, 26000
KOHTPO/IEM Y/IbTPAa3BYKOBOTO MCCNeA0BaHUA
A16.14.018.003 ApeHnpoBaHue KUCTbI, abeLiecca neyeHn YpeckoXHoe 11000
A16.30.004.003 Onepauus npy Masioli 1 cpeaHeli nocneonepaunoHHoN rpbhbke (nerkas popma) 42300
Onepauusi Npy 60/bLLIOK NOC/IEONepPaLMOHHON rpbbke 56400
A16.30.004.007 Onepauus Npv rMraHTCKOM NocneonepaLMioOHHON rpbiXke 65000
A16.30.004.016 OnepaTMBHOE NieUeHre NOCNeonepaLoHHON FPLRKK C UCNOIb30BaHNEM 55000
ceTyaTbIX UMMIaHTOB
A16.30.001.002 OnepaTBHOE NleyeHne NaxoBO-6eAPEHHON FPbPKN C MCMOMb30BaHWEM CETUATbIX 35000
WUMMNIaHTOB
A16.30.002.002 OnepaTBHOE fieyeHne NYNOYHOM rPbDKM C UCMO/Ib30BaHNEM CETUATbIX 35000
WUMMIaHTOB
A16.30.001 OnepaTBHOE NeyeHne NaxoBoii (6efpPEeHHOI) FPbPKN (OTKPbITLI METOA) 23100
A16.30.002 OnepaTrBHOE NeYeHne NynoYHOW rpbiku (OTKPbITLI METOA) 20000
A16.14.009.002 Xo/1eLuncTaKToMmsA nanapockonmnyeckas 35000
A16.19.018 YganeHne NHOPOLHOIO Tena NPSMOi KMWKn 6e3 paspesa (AHOHUMHO) 15000
A16.30.004.004 Onepauus npy Masioli U cpeaHeli nocneonepaLnoHHO rpbbke (CNoXKHas 46000
(opma)
A16.01.018 YganeHne go6pokavyecTBEeHHbIX HOBOOOGPA30BaHWNN MOAKOXKHO-XXMPOBOW KeTyaTku 9500
(nMnoma, rnbpoma, rurpoma ot 5 cM A0 10 cM -1 3nemMeHT )
A16.01.018 YganeHve 406poKa4eCTBEHHbIX HOBOOOPA30BaHW MOAKOXHO-XXMPOBOW KNeTHaTKM 12000
(nunoma, prnbpoma, rurpoma ot 10 cm 1 6onee -1 anemeHT )
A16.30.032 VicceueHre HOBOOGpPa3OBaHMs MArKUX TKaHel (0T 5 cm 1 6onee- 1 3fieMeHT ) 9800
A16.30.032 VcceueHne HOBOOOpa3oBaHMsA MArkux TkaHei (o1 10 cm 1 6onee - 1 sanemeHT ) 12800
A16.30.006 JlanapoTtomus 34200
A16.30.006 JlanapoTtomMus 65000
A16.18.022 Pa306LieHMe cpaLleHuiA NMpy cnaevyHo HeNpPoOXoaAMMOCTH 28000
A16.18.022.001 Pa3o6LieHme cpaLleHniA Npy cnaeyHom HeNPOXOANMOCTU C UCNO/b30BaHMEM 30000
BWAE03H0CKONNYECKNX TEXHONOTUIA
A16.22.002 TupeonsaKkromms 120000
A16.22.001 l'eMUTUPEOUASKTOMUSA 55000
lepHMonnacTnka
A16.30.004.010 Slanapockonuyeckas niacTMka nepegHein OPIoLWHONM CTEHKN NPy rpbbkax 1 40000
KaTeropumsi CI0OXKHOCTU
A16.30.004.010 /lanapockonuyeckas nnactnka nepefHei 6pLoLLIHOM CTEHKN NpK rpbbkax 2 55000

Kateropusa cyioXXHOCT1



A16.30.004.010 /lanapocKkonuyeckas niactmka nepegHen 6poLWHON CTEHKN NpY rpbbkax 3

70000

KaTeropusi C/I0XKHOCTU
A16.30.004.001 Ipbbkece4veHWe NMpu rpbbke 610 NMHWM XKBOTa (nerkas hopma) 1 kateropwms 22000
[0 4x cm
A16.30.004.001 NpbbKeceueHme Npu rpbbKe 6eN0i NMHMM XUBOTa (Nerkas hopma) 2 Kkateropums 30000
6onee 4x cm
A16.30.004.011 OnepatMBHOE NeYeHre rpbikun NepeaHel 6PIOLLIHON CTEHKM C NCMOb30BaHWEM 37000
ceTyatbIX UMMNAHTOB (1 kateropus Ao 4x cm)
A16.30.004.011 OnepaTMBHOE fleUeHue rPbbKK NepeaHei GPIOLLIHON CTEHKU C UCMONb30BaHNEM 45000
ceTyatbIX UMMNMAHTOB (2 KaTeropuu 6onee 4x cMm)
A16.30.004.002 MnacTrka npu gmacrase NpsambIxX MbILLL, XXMBOTa (40 5 cm) 25000
A16.30.004.002 Mnactuka npuv gnacrase npsmbIX Mol xmusoTa (6onee 5 cm) 31000
A16.30.005.002 Onepauma Npu rpbbke NULLEBOAHOIO OTBEPCTUA Anadparmbl 36000

AHannsbl
F'mcTonornyeckoe uccnefosaHve 6MONCUAHOIO Mateprana 1 marepuana, nosy4eHHoro npu
XMPYPr1UYeckmx BMeLLIaTeIbCTBax (3HAOCKOMMYECKOTO MaTeprana; TKaHeli XXeHCKO NooBoii 2420
CUCTEMbI; KOXW, MATKNX TKaHel; KPOBETBOPHO 1 NMM(OUAHONM TKaHe; KOCTHO-XPALLEBOIA
TKaHwu)
A08.30.046 MaTonoro-aHaTOMM4YeCKoe nccnegoBaHne 6UONCUNHOIO (ONepaLuoHHOro) 2420
mMarepuana

Y3 B3pocC/bIiM

Y3W cocynoB
A04.12.005.003 Y3 aKcTpakpaHuanbHbIX GpaxmouedasnbHbiX apTepuii (apTepun wen) 1500
Y3N-komnnekc nepeg, cteHTupoBaHueM (Y3 BLIA + gonneporpadus aptepuin BEpXHUX 2400
KOHEYHOCTEN)
Y3WM-komnnekc nepepd cteHTupoBaHuem (Y346 BLIA + gonneporpadusi apTepuii HUKHNX 2800
KOHEYHOCTen)
AynnekcHoe ckaHMpoBaHue HIMB 1 NnoaB3a0LHbIX BEH 1500
A04.12.001.004 TpunnekcHoe CkaHMpPOBaHMe apTepPUii NoAB3A0LLIHO-6eAPEHHOIO CerMeHTa 800
A04.12.001.004 TpunaekcHoOe CKaHMPOBaHWe apTeEPUIA MOAKNKOUNYHOIO CerMeHTa 800
A04.12.001.001 Y3W apTepuin HMXHUX KOHeYHOCTel 1400
A04.12.002.002 Y3 BEH HMXHUX KOHEYHOCTEN 1400
A04.12.002.001 Y3 apTepuii 1 BEH HUXHNX KOHEUYHOCTEN 2000
A04.12.002 Y3 apTepuii 1 BEH BEPXHUX KOHEYHOCTE 1900
A04.12.002.003 Y3 BeH BEPXHUX KOHEYHOCTEN 1000
A04.12.001 Y3 apTepuii BEpXHUX KOHEYHOCTEN 1000
Y3 6paxmouedanbHbIX apTepuii (apTepun LWen)+KOoHCYNbTalms HeBposiora 2000
A04.12.014 Y3 cocynoB NOpPTasibHOWM CUCTEMBI 900
A04.12.001.006 Y31 cocynoB ronoBHOro Mo3ra 6e3 cocyfoB Leun(TpaHcKpaHabHbIA gonnep) 1800
Y3W cocynoB ronoBHOro mMo3sra (TpaHCKpaHuasbHbIA Lonnep)+3KeTpakpaHuabHbIX 2800
6paxuouetanbHbIX apTepuit
A04.12.022 Y3 BeH Tasa 1400
A04.12.001.002 Y3 noyeyHbIX apTepuii 700
A04.12.003 Y3 6ptoLLHOl aopThl 1100
A04.12.003.001 AynnekcHOe CKaHMPOBaHNe GPIOLLHON aopPTbl N €€ BUCLIEPa/IbHbIX BETBE 1400
A04.12.003 [lynnekcHoe CKaHMpOoBaHWe aopTbl 1100
A04.12.014 filynnekCHOE CKaHMPOBaHWe COCYA0B renatobmnnInapHoi 30Hbl 900
A04.12.005.003 lynnekcHoe CKaHMpOBaHNe GpaxmoLedanibHbIX apTepuii ¢ LLBETHbIM 2000
[OMNnIepoBCKNM KapTUPOBaHMEM KPOBOTOKa

¥Y3W wutoBmnaHo xenesbl
A04.22.001 YnbTpasByKOBOE UCCNeAOBaHNE LWMTOBUAHOM XXenesbl 1 NapalnTOBUAHbIX XKenes 600
Y3 WwnTOBUAHOW XKene3bl C PErMoHapHbLIMU NMGOY31aMm 800
A04.22.001.001 Snactorpadms LUTOBUAHOM Xenesbl 1100

Y3W CNtOHHbIX XKené3 800



Y3 opraHoB GpIOLLIHO NOMOCTH
A04.16.001 Y3/ 6ptoLLIHOM NONOCTY (MEYEHb, XKENUHbINM Ny3blpb, NOMKENYL0YHASA XKEeNe3a,

cefneseHKa) 1100
Y3 6ptoLLHoii l'IOﬂOCTVI(vI'leLIeHb, YKEeNUHbIV Ny3blipb, MOMAXKENYA0UHASA XKeNesa, cefle3eHkKa, MUKy, 2000
HaZNOYeYHNKM, MOYEBOI Ny3bIpb)
A04.06.001 Y3 ceneseHkun 500
A04.15.001 Y3 nomkenyao4HOM xenesbl 600
A04.28.002.005 Y3 mo4eBOro nysbips ¢ ornpeaeneHneM OCTaTouHONn Moun 600
A04.14.001 ¥Y3U neyeHun 800
A04.14.002 Y3 >kenyHoro nysblps 500
A04.14.002.001 Y3 >kenyHoro ny3sbips ¢ PyHKLMEN 700
A04.18.001 Y3V anneHAamKca (CNenoi KULWKN) 800
¥Y3W opraHoB 3a6proLUIMHHOIO NPOCTpaHcTBa
A04.28.002.001 Y31 noyek n MO4eBOro nys3bips 800
A04.22.002 Y3 HagnovYeuyHUKoB 500
A04.28.001 Y3/ noyek 1 HafMoYe"yHNKOB 800
A04.28.002.001 ¥3W nouek 700
A04.28.002.003 Y3 moyeBOro nysbips 500
Y3/ MOLLOHKH
A04.28.003 ¥Y3U opraHoB MOLLOHKMN 800
Y3W cepaua
A04.10.002 Sxokapgmorpadms ¢ 4ONNJIepoBCKMM aHasIM3oM (y3n cepgua+aonnep) 1800
Y31 obwme
A04.01.001 Y31 MArkmx TKaHe (OLHOW 30HbI) 750
A04.09.001 Y31 nneBpasibHbIX NOMOCTEN 600
A04.28.002.003 Y3 opraHOB Masioro tasa (My»cKoe uccnefoBaHue) 1100
A04.18.001 YnbTpa3ByKOBOE MUCCNeA0BaHNE TONICTON KULLIKN 800
Y3W numcatnyeckmnx y3nos
A04.06.002 Y3U numdaTnyecknx y3nos 3abproLLNHHBIX 800
A04.06.002 Y3W numdaTnyecknx y3noB Hagno4eUHblx 800
A04.06.002 Y3U numdaTtnyeckmx y3nos naxosbIx 800
A04.06.002 Y3 numdaTMyeckux y3n1o8 NoAKMOUNYHbIX/HALKNOUNYHbIE 800
A04.06.002 Y3 numMaTyeckux y3108 NOAMBbILLEYHbIX 800
A04.06.002 Y3 numdaTnyeckumx y3nos Lweun 800
A04.06.002 Y3 numdoy3nbl Wwewn, Haa/NogKNHUNYHbIE, MOAMBbILEYHbIE, 3a0PHOLLNHHLIE, 2000
NaxoBble
Y3 npeacTatensHoi »kenesbl
A04.21.001 Y3V npeAcTaTe/ibHOM Xenesbl TpaHcabgoMyHaibHoe 1000
Y3 npepctatensHO xenesbl TpaHcpekTanbHoe (TPY3N) 1200
Y3 npeacrtatenbHO xenesbl TpaHcpekTanbHoe (TPY3U)+Y3M MoyeBOro nysbipsa+ octatouHas 1400
Moya
A04.21.001.001 Y3W npepcTatenbHO xenesbl TpaHcab4oM1HaIbHOE + OLeHKa OCTaTO4HOW 1100
MouM
Y3 npepcTatenbHol »kenesbl TpaHCPeKTalbHOe+0LeHKa OCTaTOYHOM MOUK 1300
Y3 MONOYHbIX Xenes
A04.20.002 YnbTpa3ByKOBOE McC/efoBaHe MOJIOYHbIX Xefes 1200
Y3 MOn0o4HbIe XXefle3bl ¢ OCMOTPOM PErMOHapPHbIX 30H C 3nacTorpadgueii 1200

Y3W 6epeMeHHbIX 1 TMHEeKONorns

A04.30.010 YnbTpa3ByKOBOE MUCCNeLOBaHNE OPraHOB Masioro Tas3a KOMIMIEKCHOE 1100



A04.30.001 YnbTpa3ByKkOBOe 1UccnefoBaHWe nnoja (AMarHoCcT1Ka Ha paHHUX CpoKax
6epemMeHHOoCTH)

A04.30.001.001 ¥nbTpa3ByKoBOe 1ccnegoBaHue nioga npu cpoke 6epeMeHHOCTU [0
TpYHagUaTu Heaesnb (BHe CKPUHWNHTA)

A04.30.001.007 ¥nbTpa3BykoBoOe uccnefoBaHue nnoga B |l tpumectpe 6epeMeHHOCTU

A04.12.024.003 YnbTpasByKkoBasi gonnaeporpagus naog0BOro KPoBoToka (Jonnaepomerpus
6epeMeHHsbIX II-11l TpumecTp)

A04.04.001 YnbTpa3ByKOBOE 1UCC/efoBaHMe cyctasa (JJOHHOIo CoYIeHeHUs)
A04.20.003 YnbTpa3ByKoOBOe UccnegoBaHmne honankynoreHesa (nepBrMyHoe)
A04.20.003 YnbTpa3ByKoOBOe uccnegoBaHune honankynoreHesa (MoBTOPHOE)

A04.20.001.004 YnbTpa3ByKOBOE MUCCNEfOBAHME LUEKM MATKK (Y3-LlepBUKOMETPUS)

A04.30.001.002 YnbTpa3ByKOBOE mccrefoBaHue nnoga B pexxume 4D (o 26 Hegenb,
onpegeneHue nona, 3anncb Ha guck, lgpotorpadus)

A04.30.001 ¥nbTpa3ByKoBOe nccnegoBaHue nnoga so |l tpumectpe 6epeMeHHOCTH

A04.30.001.002 YnbTpa3ByKOBOe 1cciegoBaHue nnoga B pexxume 3D

A04.30.001.001 ¥YnbTpa3ByKOBOe uUcCnefoBaHUe naoga npy cpoke 6epemMeHHOCTM A0
TPUHaguaTn Hegenb (MHOronnogHas 6epeMeHHOCTb BHE CKUPUHATA)

A04.12.024.003 YnbTpa3BykoBas gonnaeporpagpus niofoBoro KpoBoToka (MHOronnogHas
6epeMeHHOCTb) (JonnnepomeTpus 6epemeHHsbIx lI-Ill TpumMecTp)

A04.30.001.006 YnbTpasByKOBOE CKPUHUHIOBOE MCCNegoBaHme Npu Cpoke 6epeMeHHOCTH
JeBATHajLUaTan - ABajuarb nepsas Heflenv Mo OLeHKe aHTeHaTaIbHOro pPa3BUTKS NIOLOB C
Le/biO BbISB/IEHMSI XPOMOCOMHbIX aHOMa/INiA, MOPOKOB Pa3BUTUS, PUCKOB 3aflePXKKN pocTa
nnoaa, NPeXaeBpPeMeHHbIX POA0B, NPE3KIaMICcUM NPU MHOTFOM/I04HON 6epeMeHHOCTU
(CKpUHMHT 11)

A04.30.001.008 YnbTpasBykoBOe UccnegoBaHmne naogos B Il Tpumectpe MHOrona1o4HoM
6epeMeHHOCTH

A04.30.001.002 ¥YnbTpa3BykoBOE McCnefoBaHue naoja B pexxvme 4D npyv MHOTOMNI04HOM
6epeMeHHOCTU (0 26 Hefenb, onpeaeneHne nNona, 3anuck Ha Anck, 1 gotorpadus)
A04.30.001.002 YnbTpa3ByKOBOE McCNefoBaHME Nnoga B pexume 3D npy MHOronioaHou
6epeMeHHOCTH

MyHKUMa nof KoHTposem Y3

A11.06.001.001 MNyHKUMS nnmMbaTMHECKOrO y3na Nog KOHTPO/EM Y/bTPa3ByKOBOIO
nccnefosaHns

A11.20.010.003 MyHKLMA HOBOOOPA30BaHUSI MOSIOYHOW YKene3bl NpuLebHas NyHKLMOHHAasA Noj
KOHTPONEM YNbTPa3ByKOBOroO MUCC/ef0BaHUA

A11.22.002.001 MyHKLMS WMTOBUAHOW UM NapaLLMTOBUAHON >enesbl N0 KOHTPOoNeM
yNbTPa3ByKOBOrO UccnegoBaHns

A11.30.024.001 MyHKUMS MATKNX TKAHEW NOA KOHTPO/IEM YNbTPa3ByKOBOIO 1CCNefoBaHWA
¥Y3W cyctaBoB

A04.04.001 YnbTpa3ByKOBOe McCnefoBaHWe cycrasa (naeyeBoro) 1 cyctas

A04.04.001 YnbTpa3ByKOBOe 1cCefoBaHWe cycTasa (10kTeBoro) 1 cycras

A04.04.001 ¥YnbTpa3ByKOBOe MCCefoBaHWe cycTaBa (KUCTU) 1 KUCTb

A04.04.001 YnbTpa3ByKOBOE UccegoBaHme cyctasa (KoneHHoro) lecycras

(
(
(
A04.04.001 YnbTpa3ByKOBOE M1CC/efjoBaHKe CycTaBa (fly4e3ansacTHoro) 1 cycras
(
A04.04.001 YnbTpa3ByKOBOE UCC/ef0BaHne CycTasa (FoNeHOCTONHOro) 1 cycras
(

A04.04.001 YnbTpa3ByKOBOE 1ccnefoBaHne cyctasa (nasibLes KUCTU nnm Tonbl) 1 nane,
A04.04.002 YnbTpa3ByKOBOE MUCCNEAOBaHNE CYXOXNINIA (aXM110Ba CyXOXNns)
A04.12.022 lynneKcHOe CKaHMpOBaHWe COoCy40B Maoro Tasa

¥Y3W HepBOB

A04.24.001 YnbTpa3ByKOBOE UccnegoBaHmne nepudepuyeckmx HepBOB (0gHa aHaToOMMYecKas
obnactb)
A04.24.001 YnbTpa3ByKOBOE UcC/eloBaHNe Nepudepmnyeckmx HepBoB (0OA4HA aHAaTOMMUYECKas
obnactb)

®YHKUMOHA/IbHAs AUarHOCTUKa

B03.037.001 NccnepgoBaHne GyHKLMW BHELLHETO AblXaHuA

A05.10.006 Pernctpauus anekTpokapguorpamMmel. PaclumppoBka, onucaHme u nHTepnpeTaums
3/1eKTPOKapANOrpanyecKnX gaHHbIX

A02.12.002.001 CyTo4HOe MOHUTOpUpOBaHne Af]
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A05.10.008 XontepoBckoe MOHUTOpPUpoBaHue IKI B TeyeHne 24 yacos

IKI + XonTtepoBckoe MoHUTOpPUpoBaHue 3Kl B TeyeHne 24 yacoB

A12.10.001 3KT (Peructpauus anekTpokapanorpaMmmMel + paclungposka, onucaHve u
NHTepnpeTauus aNeKTpokapamopramyeckmx AaHHbIX) ¢ PU3NYECKOL Harpy3Koi

VccnepoBaHue QyHKUMM BHELUHETO AbIXxaHNs ¢ GPOHXOINTUKOM
A05.23.001 3nekTpo3HLedanorpapus
A12.10.001 SnekTpokapamorpagpus ¢ pU3n4ecKom HarpysKom
SHAOKpPUHOorns
Mpunémbl
B01.058.001 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-3HAOKPUHONOra NePBUYHbIN
B01.058.002 Mpuem (OCcMOTP, KOHCYbTaLus) Bpaya-aHA0KPUHOIOra MOBTOPHbIN
MaHumynsaumnn
mHekonoruna
[Mpuémbl
B01.001.001 Mpurem (oCMOTP, KOHCYbTaLUs) Bpada-rMHEKO/I0ra NepBUYHbIN
B01.001.002 Mpurem (oCcMOTP, KOHCYbTaLus) Bpaya-rmHeKoiora noBTOPHbIN

B01.001.002 Mpuem (nocne onepawmm) Bpava-rmHeKonora NoBTOPHbIN

B01.001.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpava-akyLlepa-rmHeKkonora nepBryHsbIi (No
BOonpocam 6ecnnogus)

MaHunynsaumn
A11.20.011 Buoncusa ek MaTKn

A11.20.014 BeepeHue BMC

A11.20.008 Pa3fienbHOe AMarHOCTUYecKoe BbiCKabMBaHue NOf0CTM MaTKU U LiepBUKASIbHOTO
KaHana

A11.20.008.001 Pa3genbHOE AUArHOCTMHECKOE BbICKab/MBaHWeE NOA0CTU MaTKn
A11.20.002 Mony4yeHve LePBUKaNLHOIO Ma3ska

A11.20.003 buoncus TkaHein MaTku

A03.20.001 Konbnockonus

A11.20.015 YpganeHve BHYTPMMATO4YHOM cnvpanu

A16.20.036 Xvpypruyeckoe neyeHve 3a601eBaHW LLENKN MATKM C MCNOb30BaHNEM Pa3/INYHbIX
3Heprui

A08.20.004 AcnpuaunoHHasa 6uoncus sHgoMeTpus 3oH40M Malinens (6e3 ctoMmocTy
rMCTONOTMYECKOTO NN OHKOLUTONOMMYECKOTO UCCIEf0BaHNSA)

A11.20.015 YganeHve BHYTPUMATO4HOM cnupanm

A14.20.002 BeegeHwue, 13BeYEeHME aKyLLIEPCKOro pasrpy>karoLLero nojepXxmsaroLLero Kosbua
(neccapws)

A16.20.036.001 SnekTpoanaTepMOKOHM3aLUNS LWEAKN MaTKN
OnepatuBHOE fleveHne
A16.20.038 Onepauum No noBogy 6ecnnoansa Ha npugarkax MaTkm

A16.20.016 VicceyeHne maTo4HOro OMNOPHOro annapara

A16.20.017.001 YganeHvne napaoBapuaibHOM KUCTbI C UCMO/b30BaHNEM BUAEO3HAOCKOMUYECKNX
TexHonorui

A16.20.004.001 CanbnNMHI3KTOMUSA C UCMO/b30BaHMEM BMAE03HAOCKONNYECKMX TEXHOMNOTUI
A16.20.003.001 CanbnnHro-oohopaKToMus € UCMOb30BaHWEM BULEOIHAOCKONMNYECKMX
TEXHOOrnI

A16.20.041.001 Ctepunmsaums MaTo4HbIX TPY6 ¢ UCNOb30BaHUEM BUAEO3HAOCKOMNYECKNX
TexHonorui

A16.20.001.001 YganeHue KUCTbl AMYHUKA C UCMO/Ib30BaHNEM BUAE03IHAOCKOMUYECKNX
TeXHONoruii (04HOCTOPOHHEE)

A16.20.001.001 YnaneHve KUCTbl ANYHMKA C UCNOJIb30BaHMEM BULEO3HLOCKONMNYECKMX
TEXHONOrMA (4BYCTOPOHHEE)
A16.20.003.001 O0hop3KTOMUS C UCMOSb30BaHNEM BUAEO3HAOCKOMUYECKUX TEXHOMNOT NI

A16.20.010.001 Cy6TOTaNIbHAA FTMCTEPIKTOMUSA (aMnyTaums MaTku) ¢ UCMONb30BaHNEM
BMAE03H0CKOMUYECKNX TEXHONOT NI
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A16.20.010.001 Cy6TOTaIbHasi TMCTEPIKTOMUS (aMMyTaLMsa MaTKu) C UCMO/Ib30BaHNEM

BVAE03HOCKOMMYECKUX TEXHOMOTNIA 2 KaTeropusi CI0XKHOCTA 75900
A16.20.010.003 Cy6TOTa/IbHAA TMCTEPIKTOMUSA (aMnyTaums MaTkum) ¢ npuaatkamm ¢ 74900
UCMO/Mb30BaHNEM BUAEO3IHAOCKONMNYECKMX TEXHONOMMIA 1 KaTeropus CroXKHoCTn
A16.20.010.003 Cy6TOTa/IbHAs TMCTEPIKTOMUS (aMMyTaums MaTku) ¢ npuaatkamm ¢ 84900
NCMOb30BaHMEM BUAEO3IHAOCKONNYECKMX TEXHONOMMIA 2 KaTeropmns CoXKHOCTH
A16.20.010 Cyb6ToTaslbHasa rmctepakTomMusa (amnytaumns MaTkmn) nanapoToMmyeckas 58900
A16.20.011.001 ToTanibHasA rMCTePaKTOMUA (TpNaumsa MaTkm) ¢ UCrob30BaHWUEM 83900
BVAE03H0CKOMUYECKNX TEXHONOT NI
A16.20.011.001 ToTasbHas rMCTEPIKTOMMUA (IKCTUPNALMA MaTKK) C UCMO/Ib30BaHNEM 94900
BVAE03H0CKOMMYECKUX TEXHONOT NI
A16.20.011.002 ToTa/ibHasa rMcTepaKTOMUSA (IKCTUPNaymsa MaTku) ¢ npugatkamm 76900
nanapotoMuyeckas
A16.20.011.002 ToTanbHas rnMcTePaKTOMUSA (IKCTUPNaLMsa MaTKn) ¢ NpuaaTkaMmum 87900
flanapoTtoMuyeckas 2 KaTeropus CNoXxXHoOCTn
A16.20.063 IKCTMpNauUms KynbTu LWEKA MaTKn 92900
A16.20.033 BeHTpOhmKCcaLms MaTkm 35900
A16.20.012 BnaranuiyHas sKkcTpnaumsa MaTkv ¢ N1acTMKOW CTEHOK Bnaranmiia 77900
A11.20.003 buoncus ANYHNKOB 1100
A03.20.003 Jlanapockonua anarHoctTnyeckas 19000
A16.20.042.003 YpeTponekcus CBOG0OAHOM CUHTETUYECKOI MeT/ei TpaHCOOTYpaToOpHbIM 60750
pocrynom (metog TOT)
A16.20.061.001 Pe3eKuna ANYHUKA C UCMNOb30BaHNEM BMUAEO3HAOCKOMMUYECKUX TEXHONOr i (1 35000
KaTeropus CI0XKHOCTW)
A16.20.061.001 Pe3ekuus AUHHMKA C UCMO/Ib30BAHUEM BUAEO3HAOCKOMUUYECKUX TEXHONOTWiA (2 40500
KaTeropus CrIoXKHOCTU)
KoHcepBaTVBHO - niacTuyeckne onepauun
A16.20.035 MrOM3KTOMMSA (3HYKNeaums MUMOMATO3HbIX Y3/10B) C UCMO/b30BaHVEM 58900
BVAEO03HAOCKOMMYECKNX TEXHONOI NI (nanapoToMms)
A16.20.035.001 MnomakToMus (3HyKeaLms MMOMaTO3HbIX Y3/10B) C MCMO/Ib30BaHNEM 39900
BMAE03H0CKOMUYECKNX TEXHONOTNIA1-0l4 KaTeropmm CNOXXHOCTU (-1anapocKonus)
A16.20.035.001 MrnoM3aKTOMUS (3HYKIEaLMa MMOMATO3HbIX Y3/10B) C UCNO/Ib30BaHNEM 61900
BVAE03HA0CKOMMYECKUX TEXHOMOT NI 2-011 KaTErOpUK CI0XKHOCTH (- NanapocKonus)
A16.20.028.002 Onepauuu npu onyLeHnn 3afHe CTEHKX Bnaranmwia 20900
A16.20.028.003 Onepauun Npu onyLweHUN NepefHe CTEHKN Baraiuwa 20900
A16.20.083 KonbnonepuHeoppagus 1 negatoponnactuka 38900
A16.20.023 MNnactruka NPOMEXHOCTN nocse 3NnU3noTomMum 31900
A16.20.065 PacceveHne neperopoiku snaranmuia 21900
A16.20.063.018 Bbicokasi amnyTaLms LUK MaTku 21900
A03.20.003 lMNctepockonus 17000
A03.20.003.001 I'vctepope3eKTocKoNUA 1 Kateropum CnoXHOCTU 26900
A03.20.003.001 MN'mcTepope3eKToCcKonusa 2 KaTeropum CNoXHOCTA 33900
A03.20.003.001 MN'mctepopeseKTockonusa 3 KaTeropum CNoXHOCTA 39900
Manble ruHeKonormyeckme onepauum
A16.20.066 PacceueHne cMHeXUin Masbix NOMOBbLIX Y6 4100
A11.20.018 MyHKLMA 3a4HEro ceoja Bnaranva (6e3 cToumMocTy LIUTONOrMYECKOro 2900
nuccnefoBaHus)
A16.20.059 YpaneHvue NHOPOAHOIO Tefa 13 Bnarasimwa 950
A16.20.059.001 YpaneHve HOBOOGpa3oBaHUsS Bnaraauia 3900
A16.20.036 Xnpypruyeckoe nevyeHne 3a601eBaHNI LWLENKN MATKW C UCMOb30BaHMEM Pa3/INUHbIX 5900
3Heprum
A16.20.091.001 BckpbiTne abeLiecca 6apToNMHOBON XXenesbl 2800
A11.20.008.001 BbickabnnBaHue LePBUKaIbHOIO KaHana 1 MoaocTM MaTky ¢ 6uoncueit 2000
A11.20.008.002 Pa3fenbHOE fMarHOCTU4ecKoe BbickabivBaHme LLepBUKa/IbHOTO KaHana 2700
A16.20.006 Pe3ekums ek MaTKu 42000

A16.20.007 MnacTuka ek MaTkm 28900



A11.20.008 Pa3fienbHOe AMarHOCTUYecKoe BbiCKabnMBaHue NO0CTM MaTKU U LiepBUKASIbHOTO

5400
KaHana
A11.20.008.001 Pa3genbHOE AMarHOCTMYECKOe BbICKabnvMBaHve NonocTu MaTkm 2900
ScTeTnyeckas rmHeKonorms
A16.20.098 Pe3ekumsa Masbix NONOBbIX ry6 (1 KaTeropms CNoXHOCTHN) 27770
A16.20.098 Pe3ekums Masbix NOMOBbIX Ny6 (2 KaTeropus CNoXKHOCTY Mas.NnofoBble 41000
ryobl+KpanHas nnoTb KNMTopa)
A16.20.083 KonbnonepmnHeoppadus u nesatoponnactmka 46000
A16.20.029 OnepaLum Ha KnnTope 27770
A16.20.024 PeKOHCTPYKLMA BRaraamLa 63000
A16.20.028.005 MaHuecTepckas onepaums (1 kateropuu croXxHocTm) 49000
A16.20.028.005 MaHuecTepckas onepawms (2 kKaTeropum croXHoCTu) 60000
A16.20.019 PeKkoHCTpPYKLMA Bharaava + BocctaHoBIEHNE MAaTOYHOro OMNOPHOro annapara 120000
A11.01.013 BBefieHME UCKYCCTBEHHbIX HAMOMHUTENEN B MSATKUE TKAHW C LIENbH0 KOPPEKL MM 10200
thopmbl
A11.01.013 BBeaeHme NCKYCCTBEHHbIX HAMOHUTENEN B MSTKME TKaHW C LIe/IbH0 KOPPEKLMM 14900
thopmbl
A11.01.013 BBefeHVEe NCKYCCTBEHHbIX HAMOMHUTENEN B MSATKWE TKaHW C LIeNbH KOPPEKLMM 26900
thopmbl
AHanunsbl

BoisiBneHune Bo3byautenein UMMM (7 + KBM), coOcko6 anuTenmanbHbIX KNeTOK YPOreHUTaabHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

BoisiBneHune Bo3byautenein UMMM (4 + KBM): onpegeneHve JHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK yenoseka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nanuniomsl YenoBeka BbICOKOro OHKOreHHOro pucka, onpegeneHve AHK 16 n 18 tTmnos

+ KBM B cocko6e anntenmasbHbIX KNeToK yporeHntanbHoro tpakta (HPV DNA, Scrape of 385
Urogenital Epithelial Cells, 2 Types (16, 18))

Bupyc nanuniombl YenoBeka BbICOKOro OHKOreHHOro pucka, reHotunuposaHune AHK 14 Tunos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKObe anutenuanbHbIX KNeTOK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

AndhdepeHumnpoBaHHoe onpegenerne AHK BMY (Bupyc nanunnomel Yenoseka) 14 Tmnos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTennabHbIX KINeToK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

FoHOKOKK, onpegeneHve IHK B cockobe anuTennabHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHvie YyBCTBUTENILHOCTU K
aHTMMUKPOGHLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BakTepuanbHblli BarmHo3 (Bacterial Vaginosis, BV) 1694
Xnamngmsa (Chlamydia trachomatis), onpegenervne JHK B cockobe anuTtenmanbHbIX KNeToK

yporeHutansbHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)* 275
A08.20.017.002 XXnaKocTHas LMTonorus. LI,MTonoerLIeCK_oe nccnefoBaHne Gromarepuana Leiku 1320
MaTku (OKpaluvBaHue o ManaHukonay, TexHonorusa ThinPrep®)

A08.20.004 LinTonornyeckoe nccnegosaHue acnvpara 13 nosiocTy Matkum 660
r'mcTonornyeckoe uccnefoBaHve 6MONCUAHOIO MaTeprana 1 Marepuana, noy4eHHOro nNpu

XMPYPry4ecKux BMeLIaTenbCTBax (GHAOCKOHVIHPCKOFO Marepuana; TKarleﬁ YKEHCKOM nonosgﬁ 2420
CUCTEMbI; KOXW, MATKUX TKaHel; KpOBETBOPHOW 1 NMM(OUAHON TKaHel; KOCTHO-XPSLLEBOA

TKaHN)*

MHEMOqJﬂOP—KOMHﬂeKCHOG ncecneposatme MVIKpOCb}'IOpI?I.ypOFEHVITaJ'IbHOFO TpakTta 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTUochonunuaHelin cuHgpom (APC), nabopartopHbie kKputepumn (Antiphospholipid Syndrome, 3927

APS)

MoceB Ha MUKPOQIOPY OTAENSEMOro NONOBbIX OPraHOB, ONpefeneHne YyBCTBUTENBHOCTU K

aHTUMUKPOOGHLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*



VccnenoBaHve Ha 6UOLLEHO3 BnarasviLa, onpegeneHne 4yBcTBUTENBHOCTU K aHTUMUKPOGHBLIM 1
aHTUMMKOTMYECKMM Mpenapatam (C MMKPOCKOMNUen HaTMBHOrO npenapara, OKpaweHHOro no
Ipamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

LinTonornyeckoe nccnefoBaHne snnTenuns Wenkn Mmatku ¢ onnucaHMem rno TepMUHOMOTMYECKONA
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 627
with Description on The Bethesda System, TBS)

VccnepgoBaHme 6uougeHo3a yporeHnTanbHoro tpakra. ®emognop 16. (UROGENITAL TRACT

1650

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MwuKpockonuyeckoe uccnefoBaHne BarasimiiHbIX Ma3kos 495
LiTonornyeckoe mccnefoBaHne 6uomarepuana Lweliku Matku (okpawivBaHme no ManaHukonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test) 1100
Kananpos, ckpuHuHr 1 tunmuposaHue (Candidiasis, Screening and Typing) 1012
CKPUHUHT MUKPOMhOopbI YPOTEHUTALHOTO TpakTa. demodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))
VccnepgoBaHne 6uoueHo3a yporeHntanbHoro tpakra. ®emodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))
Yponorus

Mpunémbl
B01.053.001 Mpurem (oCcMOTP, KOHCYNbTaLUs) Bpada-yponora NepBUYHbIi 1400
B01.053.002 Mpurem (ocMOTP, KOHCYIbTaLus) Bpaya-yposora noBTOPHbIN 1200
B01.053.002 Mpwrem (0CMOTP,KOHCYNbTaLMA) Bpaya yponora NoBTOPHbIW (nocne onepamm) 800

MaHunynaumn
A16.28.040 ByxunpoBaHue ypeTpsbl (1 ceaHc) 2100
Buageouuctockonus 10000
A16.28.058 BnpasneHve napapmmosa 1000
A16.28.052.001 3ameHa HE(PPOCTOMMYECKOIO ApeHaxka 2400
A16.28.072.001 3ameHa LMCTOCTOMNYECKOTO gpeHaxa 2400
A11.28.008 NHCTUANALNA MOYEBOIO Ny3bIps 2000
A11.28.006.001 Ma3ok Ha (hnopy yponorn4eckumii 500
A21.21.001 Maccax npeacratensHOM Xenesbl 550
A12.21.003 3a60p coka npeacrate/nibHOM Xenesbl 415 MUKPOCKOMMYECKOro UcCneoBaHuns 650
A15.21.001 MNepeBs3ka nocne yponornyeckoi onepaumm (Meacectpa) 1000
A03.28.002 YpeTtpockonus 3500
A03.28.003 YpeTpounctockonus (C npumMeHeHneM rmoKoro ypeTpoLmcTockona) 6000
A03.28.001 Luncrockonus 5000
A16.28.077 TpaHcypeTpa/ibHOe 3HAOCKONMYecKoe yaaneHne CTeHT-KaTeTepa 5000
A11.28.012 YcTtaHOBKa, 3aMeHa, yaaneHne ypeTpasibHOro Kkaretepa 1000
A16.21.015 BekpbITve abeueccoB Hapy>XXHbIX MOM0BbIX OPraHoB 2300
A16.28.013.001 YganeHne NHOPOAHOrO Tena 13 ypeTpbl 1000
A06.28.007 Lnctorpagms 5000
A06.28.011 YpeTporpatumsa Bocxogsias 5000
Linpkymumano (obpesaHne KpaiiHei NnoTy NOMOBOro YsieHa) 10000
A16.28.077 YpaneHue KateTepa U3 BEPXHUX MOYEBLIBOAALLMX NyTEN 6000
Al11.28.012 YcTaHOBKa CTeHTa B MOYEBbIBOAALLMNE NMYTU 2000
A11.28.007 KateTepu3aumna MO4YeBOro ny3bipa (HenatoH) 1000
A16.01.016 YpaneHne atepombl 10000
A11.28.008 NHcTUANALMA ypeTpbl 2000
A22.28.001 AuncTaHLMOHHAA yPETEPONUTOTPUNCUSA 25000
A22.28.002 [ucTaHLMOHHaa HehponntToTpuncus 25000

Kapavonorus



[Mprémbl

B01.015.001 Mpwnem (0OCMOTP, KOHCYNbTaLWs) Bpava-Kapamonora neperYHbIii 1400
B01.015.002 Mpwuem (0CMOTpP, KOHCYNbTaLWsA) Bpaya-KapamMonora noBTOpPHbI 1200
Kocmetosnorus
Mpunémbl
B01.008.003 KocmeTonor (Mprem nepBUYHbIA) 1400
B01.008.004 KocmeTonor (nprem NoBTOPHbIiA) 1200

NHbeKLMOHHaa KoCMeTosiorus

A11.02.002 botynuHoTepanus. Penatokc (1 egnHnLa) 260
A11.02.002 botynuHoTepanus. KceomuH (1 egnHuLa) 290
A11.01.003 Mna3monudTnHr. 1 npobupka 2999
A11.01.003 Mna3monupTUHr. 2 NpOBbUpPKY 4999
A11.01.003 PRP-Tepanus 1 npoueaypa (1 npobupka) 5000
A11.01.003 Me3oTepanua mesoline (418 CMaHKA KOXK) 2,5 mn. 2500
A11.01.003 Me3oTepanua mesoline (418 OCBETNEHUA KOXMK) 2,5 MI. 2500

MaHunnynaumn
A16.01.024 fepmatonormyeckunii nuanHr (PRX-t33) 3750
A16.01.024 MyHAANbHbIA NUANHT 2000
A16.01.024 CanuumnoBbIA NNANHT 2500
A14.01.008 Iy60Kas yncTka nuua 3000
ATpaBmartmyeckasa 4ymctka nauua 2000

OTOPWHONAPVHIONOT NS

[Mpuémbl
B01.028.001 Mpwuem (OCMOTP, KOHCYbTaLWs) Bpaya-oTOPUHONAPUHIOOra NePBUYHbIN 1500
B01.028.002 Mpuem (OCMOTP, KOHCYNbTaLus) Bpayda-0TOPUHONAPUHION0ra NOBTOPHbIN 1300
B01.028.002 Mpwuem (nNocne onepauun) Bpaya-oTOPUHONAPUHIOOra NOBTOPHbIN 800

MaHunynsaumn
A11.01.014 Hako>XHOe npuMeHeHWe NeKkapCcTBEHHbIX NpenapaTos 200
A12.25.001 ToHanbHasa ayagmomeTpus 1300
A11.07.004 Broricus roTKW, AeCHbI N A3bluKa 2000
A11.08.001 bruoncus cnm3ncToii 060104KM ropTaHn 5000
A11.08.002 broncus cnn3ncToin 060/104KM NONOCTU HOCa 3500
A11.25.006 buoncms HOBOO6pPa3oBaHNA HapYXXHOTO yxa 3000
B3atue matepuana Ha hropy 200
A11.08.019 3HAONapuHreanbHOE BBeAEHME NIeKapCTBEHHbIX NpenapaTros 600
A16.01.012 BckpbiTue 1 gpeHMpoBaHue (rierMoHsbl (abcLecca) 4000
A16.08.054 YganeHne HOBOOGpa3oBaHUS INOTKU 3000
A11.08.007 3aywHasi HOBOKanHOBasi 610Kaja 1000
A03.25.003 VccnepoBaHne opraHa ciyxa ¢ NomMoLLblo KamepToHa 300
A22.30.033 Koarynaumsa kpoBoTo4allero cocya 2500

A11.08.022 JleueHue ramopuTa 6e3 npokosna cuHyc-katetepom AMUK (1 cTopoHa)

(AMUK-KaTeTep He BK/IIOYEH B CTOMMOCTb) 2500
A11.08.022 JleueHue rarimopuTta 6e3 npokona cuHyc-karetepom AMUK (2 cTOpOHbI) 3500
(AMUK-KaTeTep He BK/IIOYEH B CTOMMOCTb)

A21.25.002 Maccaxx 6apabaHHbIX NMepenoHOoK 250
A11.07.022 Annankaums NekapCcTBEHHOro npenapara Ha CIM3NCTYH0 060/104KY NOIOCTM pTa 300

A16.01.004 Xvpyprudeckas o6paboTka paHbl UM UHPULMPOBAHHOM TKaHW 1000



A15.01.002 MNepeBA3Kka Masibix THOVHbIX paH

A16.08.006.001 NepeaHsas TamnoHaga Hoca Mupouens (1 cTopoHa)

A11.08.021.001 MNMpombiBaHME OKOMOHOCOBbLIX Na3yx 1 HOCa METOA0M BaKyyMHOrO nepemMeLLeHns
A16.08.016 MNMpombiBaHMe NakyH HEGHbIX MUHAAINH

A16.25.007 YpaneHue yLiHoli cepsbl (1 yxo)

A11.08.004 MNyHKUMS OKONOHOCOBbIX Na3syx

A16.08.023 MNyHKUMSA 1 APEHMPOBaHME FaMOpPOBLIX Na3yx (1 CTOPOHBI)

A16.08.023 MNyHKLMSA 1 APEHMPOBaHME raiMOPOBLIX Ma3yx (2 CTOPOHbI)

A11.25.003.001 Tyanet yxa npv BoCnaauTe/bHbIX NpoLieccax

A16.01.017.001 YganeHvne fO6pOKayYecTBEHHbIX HOBOOOPa3oBaHWii KOXW METO0M
3/1IeKTpokoarynsauum ot 1 o 3 cm.

A16.25.008 YpaneHve MHOPOAHOrO Tena 13 ClyXOBOro OTBEPCTUSA
A02.25.001 3HAOCKONUS CTyXOBOrO NPOXoja (0TOCKOMKus)
A03.08.004 PnHocKkonusa

A03.08.001 NapuHrockonus (npsmas)

B01.003.004.004 AHecTe3ns anmniMkKaunoHHas

B01.003.004.005 AHecTe3us MHGMUNbTPaLMOHHas ( | kateropus)
B01.003.004.005 AHecTe3us UHGUNbTpaLmoHHas ( |l kateropus)
B01.003.004.005 AHecTe3usi UH(UbTpaunoHHas ( |l kateropus)
3abop matepuana (noces)

3abop martepuana (Ma3ok)

3abop marepunana (MLP)

A11.08.020 AHeMU3auMs CAM3UCTOM HOca (TyasieT HOca)
A03.25.001 BectnbynomeTpus

A16.08.012 BeckpbITUe napaToH3UNIspHoOro abeuecca

A16.08.009.001 YganeHve nonmnoB HOCOBbIX XOA40B C UCMO/Ib30BaHNEM BUAE03HAO0CKOMUYECKNX
TEXHOMOrMi -1 cTopoHa: 1 kateropusi

A16.08.009.001 YpaneHuve noannosB HOCOBbIX XOA0B C UCMOJ/Ib30BaHNEM BUAEO03HAOCKOMNYECKNX
TEXHOMOrMI -1 cTOpoHa: 2 Kateropusi

A16.08.009.001 YpaneHve NoamnoB HOCOBbLIX XO0B C UCMOMb30BaHWEeM BUAEO3HAOCKOMUYECKMX
TexHosnoruii -1 cTopoHa: 3 kareropus

A16.08.010.001 NMoacnunsncTas Ba30TOMUS HUXKHUX HOCOBBIX PaKOBUH: 1 KaTteropus
A16.08.010.001 NoacnunsncTas Ba30TOMUS HUXKHUX HOCOBLIX PaKOBUWH: 2 KaTeropus
A16.08.010.001 MoAacnmnsnctas Ba30TOMUA HUXHUX HOCOBbIX PaKOBUH: 3 KaTteropus
B01.003.004.001 3HAo0aypanbHasa aHecTe3us (06e360nuBaHme CyxXxoBOro nNpoxoaa)
A16.07.087 YBynonnactuka: 1 kateropus

A16.07.087 YBynonnactuka: 2 kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mwukpockonusa JIOP oprHaHoBs

A16.08.013 CenTonnactuka: 1 kareropuu

A16.08.013 Centonnactunka: 2 Kateropus

A16.08.013 CenTtonnactvka: 3 kareropus

A16.08.001 TOH3UN3KTOMUSA 1 KATEropmn CrOXKHOCTU

A16.08.014 Peno3numsa kocTeli Hoca 1 kateropus

A15.03.003 HanoxkeHune runcoBoii NOBSI3KN Npy Nepenomax KocTei (rmnc)
A16.08.017.001 MaiiMopOTOMUS C UCMONb30BaHNEM BMAEO3HAOCKOMMYECKUX TEXHONOTNIA 1
Kareropus

A16.08.017.001 MainmMopoToMMs C UCMO/b30BaHNEM BUAEO3HAOCKONMNYECKNX TEXHOOMMIA 2
Kareropus
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A16.08.017.001 MaiiMOpOTOMUS C MCMONb30BaHNEM BMAEO3HAOCKOMMYECKUX TEXHONOTNIA 3

Kateropus 42000
A16.08.035 YganeHme HOBOOGpa3oBaHNi MOIOCTM HOca (3 KaTeropums) 35000
A16.08.002 AgeHonasktomus 1 kateropus 32000
A16.08.002 AgeHONA3IKTOMUSA 2 KaTteropus 38000
A16.08.002 AgeHouaaKToMuUA 3 KaTeropums 42500
A16.08.001 TOH3MIIKTOMMUA 2 KaTEropuKn C/IOXKHOCTH 37500
A16.08.001 TOH3MIIKTOMMA 3 KATErOPUKU COXKHOCTN 42500
YpaneHne o6pa3oBaHus YLHOW PakoBUHbI 5000
A16.08.064 ToH3MNNOTOMMUA 1 KaTeropnn CNoXHOCTA 18500
A16.08.064 TOH3UINOTOMUA 2 KATeropun CNOoXHOCTA 23500
A16.08.064 ToH3nNNOTOMUA 3 KATErOPUU CNOXHOCTH 28500
A16.08.014 Peno3uuusa KocTelh Hoca 2 KaTeropusi 15000
A16.08.014 Penos3numsa KocTeli Hoca 3 Kateropus 25000
A11.25.006 Broncmsa HOBOOGPAa30BaHUSI HAPYXKHOTO yxa 3000
A17.30.021 3nektpokoarynaums 6000
A11.08.022 KateTepu3aumsa NpuaaTo4HbIX nNasyx Hoca 2500
A11.07.022 Annankaumsa nekapcTBEHHOro npenapara Ha CAM3ncTyto 060/104Ky NOAOCTY pTa 300
A15.01.002 HanoxeHune NoBsi3KM NPU FHOHbIX 3a601€BAHUAX KOXKW 1 NMOAKOXHOW KneTyaTku 1000
A16.08.006.001 NepepHas TamnoHaga Hoca 2500
A12.25.006 NccnepoBaHme GyHKLWIA CyXOBOW TpyObI 300
A11.25.003.001 NpombiBaHMe Hagb6apabaHHOro NPOCTPaHCTBa CpedHero yxa 800
A16.01.017.001 YaaneHune obpokKayecTBeHHbIX HOBOOOPa30BaHWii KOXXN METOA0M 3300
anekTpokoarynsuum 1o 1 cm
A16.08.007 YaaneHne NHOPOLHOIO Tefa rMOTKW Un ropTaHn 2500
A16.08.011 YpaneHne MHOPOAHOrO Tena Hoca 2500
A16.25.011 MupuHrotomns 1500
A16.08.035 YaaneHve HOBOO6Gpa3oBaHUii NonocTy Hoca (1 Kkateropus) 5000
A16.08.035 YganeHne HoBOOGpa3oBaHNi NMOIOCTM HOca (2 KaTeropus) 20000
A16.08.008.004 NnacTnka KOHUYMKA HOCA 15000
A15.03.003 HanoxkeHne runcoBoi NOBS3KM Npy Nepenomax KOCTei (CrnHT) 5000
A16.27.003.001 CcheHOMAOTOMUS C UCMONb30BaHNEM BUAEO3HAOCKOMNYECKNX TEXHOMOTUIA (1 38000
Kareropum)
A16.27.003.001 CtheHOMAOTOMMSA C UCMOb30BAHNEM BUAEOIHAOCKONUYECKNX TEXHOMOTUNIA (2 45000
Kateropum)
A16.27.003.001 CcheHOMAOTOMUS C UCMONB30BAHMEM BUAEOIHAOCKONMNYECKMX TEXHONOTUIA (3 50000
Kateropum)
A16.25.042 YpaneHne HOBOOGPA30BaHU Hapy>XHOro C/TyXOBOro npoxoaa (1 kateropus) 3000
A16.25.042 YpaneHne HOBOOGPA30BaHU Hapy>XHOMO C/TlyXOBOrO MpoxoAa (2 kateropus) 5000
A16.25.042 YpaneHne HOBOOGPA30BaHU Hapy>XXHOMO C/TlyXOBOroO NpoxoAa (3 kateropus) 7000

AHannsbl
PuHouutorpamma 781
rMcTonornyeckoe nccnefoBaHne GMOMNCUIKHOrO MaTepuana n Marepuana, NoAyYeHHOro npu
XMPYPruUecknx BMeLLaTenbCTBax (GHAOCKOHVIH“ECKOFO matepuana; TKarleﬁ YKEeHCKo nonosvoﬁ 2420
CUCTEMbI; KOXW, MSITKMX TKaHeli; KpOBETBOPHOW 1 NMMM(ONAHO TKaHe; KOCTHO-XPALLEBOL
TKaHwu)

Y3WU pgetam

¥Y3W cocynos

A04.12.014 Y3 cocyaoB NOpTa/ibHOM CUCTEMBI AETAM 900

Y3W akcTpakpaHuanbHbix 6paxmouedanbHbIX apTepuid (apTepun Lwen) feTam 1300



A04.12.003.001 (Y34I) Y3 6ptoLllHOM aopThl 1 ee BeTBel AeTAM 900

A04.12.002.002 Y3 BeH HMXHWX KOHEYHOCTEN AeTaM 1100
A04.12.002.001 Y31 apTepuii 1 BEH HUXHUX KOHEYHOCTEN AeTAM 2000
A04.12.002 Y3W apTepuii 1 BEH BEPXHMX KOHEYHOCTEl AeTsam 1800
A04.12.002.003 Y3 BeH BEPXHUX KOHEYHOCTEN AETAM 1000
A04.12.001 Y3 apTepuii BEpXHWUX KOHEYHOCTEW AETAM 1000
A04.12.001.001 Y3 apTepuin HMXKHUX KOHEYHOCTEN AeTM 1100
A04.12.001.002 ¥Y3W noYeyHbIX apTepUin ETAM 600
Y3/ cocyaoB ronoBHOro Mo3ra (TpaHcKapHUanbHbI gonaep) AeTam 1500
A04.12.014 flynnekcHOe CKaHMPOBaHWe COCYA0B renatobmnInapHoi 30Hbl 900

Y3W WMTOBUAHOW YKenesbl

A04.22.001 Y3 WMTOBMAHOI Xenesbl AeTM 500
Y3 WwmnTOoBMAHOWM Xenesbl C permoHapHbIMy MnMdoy3naMm AeTsM 700
Y3 WwmToBUAHOWM XKenesbl ¢ anacTorpagueit getam 800

Y3 opraHoB GptOLLIHOI NOMOCTH
A04.16.001 Y3/ 6ptoLLIHOM NONOCTY (MEYEHD, XKENUHbIN Ny3blpb, NOMKENYL0YHASA YKENe3a,

ceneseHka) AeTsaM 1100
Y31 6pIOLLHOI MOMOCTU KOMMNEKCHOE (I'Iel-IVGHb, YKENUHbIN Ny3bIpb, NOAKeNy[04Has Xenesa, 1800
ceneseHKa, NOYKM, HaANMOUYEeYHNKN, MOYEBOIA My3bipb) AeTAM
A04.14.001 Y3V ne4veHn getam 700
A04.14.002 Y3 »ken4Horo nysbipsa AeTam 500
A04.14.002.001 Y3 >kenuHoro nysblpsi ¢ PyHKUMEN AeTam 650
A04.06.001 Y3W ceneseHKn getam 500
A04.15.001 Y3 nogxenyao4HO »enesbl JeTAM 500
A04.18.001 ¥3W anneHaukca Aetam 500
Y3/ opraHoB 3a6pHOLUMHHOIO NPOCTpaHcTBa
A04.28.002.001 Y3 noyek 1 MOYEBOTO My3bIpsA AETAM 800
A04.22.002 Y3 HagnoyeuyHVKOB AeTam 400
A04.28.001 Y3/ noyek 1 HafMOYEeYHVKOB AeTAM 700
A04.28.002.001 Y3/ noyek petam 600
A04.28.002.005 Y3 mo4eBOro ny3sbips ¢ ornpeaeneHneM OCTaToOuHON MOUN JeTsIM 600
A04.28.002.003 Y3 moueBOro ny3bips 6e3 onpeaeneHns ocTaTouHOM MOUN JeTAM 500
Y3/ MOLLOHKH
A04.28.003 ¥Y3U opraHoB MOLLUOHKM AETAM 700
Y3W cepaua
A04.10.002 3xokapauorpadms ¢ 4onnaepoBckUM aHanm3om (Y3 cepgua+gonnep) getam 1650
Y31 obuwme
A04.01.001 Y3 msrkmx TkaHen (OAHOM 30HbI) AETAM 750
A04.09.001 Y3 nneBpasibHbIX NONOCTEN JETAM 600
A04.06.003 Y3 BUNOYKOBOLI XXenesbl AeTam 600
A04.18.001 YnbTpa3ByKOBOe MUCCNeA0BaHME TONCTON KULLKM 500
Y3W numcatnyeckmnx ysnos
A04.06.002 Y3 numMdaTUUECKMX Y3/10B 3aOPIOLLMHHbIX AETAM 800
A04.06.002 Y3U numdaTnyeckmx y3noB HagnoUeUHbIx 4eTam 800
A04.06.002 Y3U numdaTtnyecknx y3noB NaxoBblx AETAM 600
A04.06.002 Y3U numdaTtnyeckmx y3nos NogKIHOUNYHbIX/HALKTOUNYHbIE AeTAM 600

A04.06.002 Y3 numdaTnyeckux y3n108 NOAMbILLEYHbIX AeTAM 600



A04.06.002 Y3 numMmaTnyeckmx y3nos LLen eTam

A04.06.002 Y3 numdoy3nbl Wwen, Haa/NoaKIUUYHbIe, NOAMbILIEYHbIe, 3a6pIOLLVHHbIE,
naxoBble AeTaMm

Y3 opraHoB Masioro tasa
A04.21.001 Y3W npeacTateibHO Xenesbl TpaHcabLoMUHaIbHOE AETAM
A04.20.001 Y3 opraHoB manoro Tasa (reHuTaneil) y geBo4ek

Y3 MONOYHbIX Xenes

A04.20.002 Y3/ MONOYHBIX Xesie3 C OCMOTPOM PervoHapHbIX TMMQOY3/10B (L4eBOYKN)

A04.20.002.001 Y3 MOIOYHBIX Xefe3 C OCMOTPOM PermoHapHbIX MMMGOY310B ¢ anactorpadmeii
(aeBoYKM)

A04.20.002 Y3U rpyaHbIx >xenes (Maibunkin)

Y3W ronosel

A04.23.001 HelipocoHorpadus (Y3 ronoBHOro Mo3ra) ¢ OLEHKOM KPOBOTOKA
(HCr+TpaHcKkpaHuanbHbI Aonnep) Aetam

A04.23.001 HelipocoHorpadus (Y3 ronoBHOro mo3ara) 6e3 oueHkn KpoBoToka (HCI) getam
A04.03.001 Y3 kocTeli yepena getam go 1 roga getam
A04.07.002 Y3 CNtOHHbIX XXenes3 feTaMm
A04.08.001 Y3 na3yx Hoca (geTam go 4-5 ner)
Y3 kocTeii 1 cyctaBoB
A04.04.001.001 Y3 Tazo6efpeHHbIX CycTaBOB (TOMLKO AeTu Ao 1 roga)

A04.03.001 Y3W kntounL, getam

A04.04.001 Y3W ofHOrO COYNEHEHMS (TPYANHO-KIKOYUYHOTO/KNHOUYNYHOT0-aKpOMUAIbHOTO)
LeTsam

JHpockonusa

B01.059.001 Mpuem (OCMOTP, KOHCYMbTauus) Bpaya-3HAOCKOMNMCTa NEPBUYHbII
B01.059.002 Mpurem (O0CcMOTP, KOHCYNbTaLus) Bpaya-3HA0CKOMNMCTa NOBTOPHbIN
A03.08.004.002 3HAOCKONUYECKas 3HA0HAa3a/IbHasA PEBU3NA OKOJIOHOCOBLIX Nasyx
A16.30.074 KnunupoBsaHne KpoBOTOYAaLLLEro 3HAOCKOMNYECKOE cocyaa
B01.059.001 Mpwuem (0cMOTp, KOHCYbTaLWs) Bpaya-3HA0CKONMCTa NepBUYHBIN (Mepes onepawmeil)
dunbporacTpogyogeHockonus (Prac)
A03.16.001 330haroractpogyoseHockonus (®rac)
A11.16.002 Xennun-tect npu drAC (PrnbporacTpoayoeHOCKoNus)
TecT Ha Xvnokobaktepu aHTuTena knacca IgA k Helicobacter pylori)

A26.19.098 AHTUreHHsI TecT Ha Helicobacter pylori (kan)

A11.16.002 Onpegenenne JHK Xnnokobaktepy nunopu B Guontare CAM3UCTON Xenyaka n/vnm
[BEeHaaLaTUNEepCTHOM KMLIKK

AHTUTEeNa K Helicobacter pylori IgG (BecTepH-6n10T)

A11.16.002 Bruoncus xenyaka ¢ MOMOLLbIO 3HAOCKONMK (3abop MaTepuana)

A03.16.001.005 ®/1C (330haroracTpoLyoLeHOCKONUA TpaHCHa3aslbHas)

3abop matepuana s natoMopdOIOrMYecKkoro nccnefoBaHus

A11.16.001 Broncusa nuweBoa ¢ NOMOLLbI0 3HAOCKONUK (3a60p MaTepuana)

A11.16.003 Broncusa aseHaaLaTUMEPCTHOM KULWKN C MOMOLLBHO 3HAOCKONMK (3a60p Matepuana)
A03.16.001.001 330¢haroracTpofyoAeHOCKONUSA € 3/IEKTPOKOArysLmein KpoBoTouvallero cocyaa
A03.16.001.004 330¢haroracTpoyo4eHOCKOMNUA C BBEAEHMEM IeKapCTBEHHbIX NpenapaToB

A11.16.010 YcTtaHOBKa Ha3oractTpajibHOro 3oHa

A16.12.020.002 OcTaHOBKa KPOBOTEYEHWNSI 3HAOCKOMNYECKas C UCNONb30BaHMEM
TepmMoKoarynsaumm

A16.16.041.001 3HOOCKOMMYECKOE yaaneHe NoAnMnoB U3 NULLEBOAA
A16.16.041.003 SHAOCKOMNYECKOE yaaNleHNE MHOPOAHbIX TN NULLEBOAA

A16.16.048 3HOOCKOMMYeCcKoe yaaneHe NHOPOAHbIX TeN U3 Xenyaka
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A03.08.003 330tharockonus

A16.16.052 SHAOCKONUYECKOE 3N1eKTPOXMPYPruveckoe yaaneHne HoBoobpa3oBaHus XKenyaka

(yoaneHwe nonvna go 1 cm)

A16.16.052 3HAOCKOMNYECKOE 31EKTPOXMPYPIMYECKOe yaaneHne HOBOOGpa3oBaHus Xenyaka

(yganeHve nonvna ot 1 1o 2 cm)

A16.16.052 3HAOCKOMMYECKOE 31EKTPOXMPYPrMyeckoe yaaneHne HoBoo6pa3oBaHms Xenyaka

(ypaneHue nonuna (0T 2 0 5 cm)

A11.16.002 Buoncus xenyfka ¢ MOMOLLbIO 3HAOCKONUU (C OLEHKOI MO Knaccugunkauum
OLGA/OLGIM)

KonoHockonus
A03.18.001.001 BugeokonoHockonus
A03.19.002 PekTopomMaHoCcKOMNus

A11.18.001 Broncus 060404HOM KULWKM 3HAOCKONUYecKas (3abop mMmatepuana)

A11.19.001 buoncmsa CUrMOBUAHOM KULLKW C MOMOLLbHO BUAEO03HAOCKOMNYECKNX TEXHONOT I

(3abop matepuana)

A11.19.002 Brioncrs NpsMOi KULKU C NMOMOLLbHO BUAE03HAOCKOMUYECKUX TEXHOMOTMiA (3a60p

mMarepuana)
A16.18.019.001 YganeHume nonuna TONCTON KULLKM 3HAOCKONMYecKoe (4o 1 cm)

A16.18.019.001 YganeHve nonavna TOACTOM KULLKM 3HAOCKoNu4yeckoe (0T 1 cm A0 2-X CM)
A16.18.019.001 YpaneHue nonvna TOMICTON KULLIKM 3HAOCKOMNMYECKOE (6onee 2-X CM)
A03.18.002 JHZOCKOMNNYECKAsA PE3EKLMSA CIM3NCTOM TONCTON KULIKN
A03.19.004 PekTOCMIrMOMZOCKOMMUA

bpoHxockonus
A03.09.001 BpoHxockonus
A03.08.001.001 BugeonapuHrockonums (dJ1C)

A11.07.016.001 BroncuKsa poTorfoTKN MO KOHTPOMEM 3HAOCKONMUYECKOro uccnefoBaHus (3abop

mMartepuana)

A11.08.003.001 Bruoncus cnn3ncToii 06010UKN HOCOM/TOTKM MOJ, KOHTPOIEM 3HAOCKOMNYECKOro

nccnefoBaHUs(3abop marepuana)
A11.08.008.001 Broncums cAM3MUCTOM rOPTaHOMIOTKN MO KOHTPO/IEM 3HAOCKOMNMUYECKOro
uccnefoBaHUsA(3abop Matepuana)

A11.08.012.001 buoncus TKaHel Tpaxen Noj KOHTPOEM TPaxeoCKONMUYECKOro
nuccnefoBaHusA(3abop marepuana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHxocKonus

A03.16.002 YcTtaHOBKa Ha30UHTECTUHA/ILHOIO 30H4a

A03.30.006.001 Y3kocneKTpasibHOe 3HAOCKOMUYECKOe UCCef0BaHNe ropTaHn, Tpaxen n
6pOHXO0B

A11.09.008 Brnoncus Tpaxeun, 6POHXOB MPY BPOHXOCKONMM
A11.09.006 SHAOTpaxeanbHOE BBEAEHME IeKapCTBEHHbIX NpenapaTtos
JeTckaa aHAoKpuHonorns
Mprémbl
[eTckuin 3SHAOKpPMHONOT (NpYeM NepBUYHBIIA)
[leTckuii 3SHAOKPMHONOT (NPYeM NOBTOPHBIA)
OHKonoruns
Mpuémbl
B01.027.001 Mpuem (OCMOTP, KOHCYbTaLusl) Bpada-OHKO/iora NepBUYHbIN
B01.027.002 Mpwuem (0CMOTP, KOHCY/bTaLWs) Bpaya-OHKONOora NOBTOPHbINA
[Mcnxotepanusa
Mprémbl
McuxotepaneBT (60 MUHYT ceaHc)
KomnnekcHble nporpaMmmbl

Mporpamma Check-Up ans my>xunH go 45 net
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Mporpamma Check-Up o014 >kxeHWuH o 40 net

Mporpamma Check-Up gna my>kumH ctapue 45 net

Mporpamma Check-Up ans xeHwuH ctaplue 40 net

Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALIE" naumeHTbl go 40 net
Mporpamma Check-Up (Yek-An) "340POBOE CEPALIE" nauumeHTbl nocne 40 net

Komnnekc nccnegosanuii “340POBbIN XXENYLOK" (FacTpockonus; TeCT Ha XeNMKOGaKTep NUIopH;
Mprém NpomnbHOro cneLmanncTa)

Komnnekc "Yponorus gna My>kunH” (MepBuyHbIl npuém yponora+Y3W npegcratenibHOM xenesbl
TpaHcabaoMUHaIbHOE)

MPT ronoBHoro mo3sra + MPT apTepuii ronoBHoro mosra + MPT LweliHOro otgena No3BOHOYHNKA +
KOHCY/bTaL s HeBpoora

FacTpo3sHTEpPO/IOrus
Mpunémbl
B01.004.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-racTpo3HTEPO/Iora NepBUYHbIN
B01.004.002 Mpurem (oCMOTP, KOHCYbTaLUs) Bpada-racTpo3aHTepoiora NoBTOPHbI
MpoueaypHsbIli kKabnHeT

Yenyrn

A11.12.003.001 HenpepblBHOE BHYTPUBEHHOE BBEEHME NIEKAPCTBEHHbIX NPenaparos
(kanenbHoe)

A11.12.003 BHYTPUBEHHOE BBEAEHME TEKAPCTBEHHbIX NPenapaTos (CTpyiHoe) (1 fo3a 6e3
CTOMMOCTV Npenapara)

A11.01.002 MNofKoXHOe BBEAEHWE NTeKapCTBEHHbIX MPenapaTos

A11.02.002 BHyTpuMbILLEYHOE BBELEHME TEKAPCTBEHHbIX Npenapatos (1 go3a 6e3 cToMmocTu
npenapara)

A11.16.010 YcTtaHOBKa Ha3oractpa/ibHOro 3oHga
Ycnyrun ¢ npenaparamMu

HenpepblBHOE BBeAEHWE IEKaPCTBEHHbIX MPenapaToB (kanebHoe) LedTpuakcoH 2 rp. (1 4o3a)

HenpenpepbiBHOE BBELEHNE NEKapCTBEHHbIX Npenaparos (kanesnbHoe) [ekcameTtasoH 8mr (1
[103a)

HenpenpepbiBHOE BBeeHWE NEKapCTBEHHbIX NpenapaTos (kanenbHoe) Cynbdar MmarHms 5vn (1
[103a)

HenpepbiBHOE BBeAeHMWE TIeKapCTBEHHbIX MPenapaToB (KanenbHoe) npefHn3010oH 30mr/1 mn (1
403a)

HenpepbiBHOE BBeeHWe leKapCTBEHHbIX MPEnapaToB (KanenbHoe) 1eBoMaoKcauuH 5 mr/mn
100 mn (1 posa)

HenpepbiBHOE BBefleHVe NEKAPCTBEHHbIX Npenaparos MeTtoknonpamug 5mr/mn (1 go3a)
HenpepbiBHOE BBeeHNe NnekapcTBeHHbIX NpenapaTos KetonpogeH 50mr/mn (1 fo3a)

HenpepbiBHOE BBEAEHWE NEKAPCTBEHHbBIX NMPenapaTtoB (KarnenbHoe) umtognasuH 10Mn (1 103a)
HenpepbiBHOE BBEAEHUE NEKAPCTBEHHbLIX MPenapaToB (kanenbHoe) LepebponnauH 5 mi (1 103a)

HenpepbiBHOE BBeAEHMWE TIEKAPCTBEHHbIX MPENapaToB LedTprakcoH 2 rp. (1 fo3a)

HenpepbiBHOE BBeAEHVE NEKAPCTBEHHbIX NpenapaTtoB (kanenbHoe) neHTokenguanH 10mn (1
[o3a)

HenpepbiBHOE BBeAeHNe NekapCTBEHHbIX CPEACTB ApoTaBepuH 2.0 (1 fo3a)

HenpepbiBHOE BBeeHNe NeKapCTBEHHbIX CPELCTB HUKOTUHOBas kucnota 1.0 (1 no3a)
HenpepbiBHOE BBeAEHNE NeKapCTBEHHbIX MpenapaToB peamb6epuH 1,5% 200 mn (1 gosa)
HenpepbiBHOE BBefeHNe NeKapCTBEHHbIX NpenapaToB BUHMOLETUH 2 MA (1 fo3a)
HenpepbiBHOE BBeAEHVE NEKAPCTBEHHbIX NpenapaToB Mmekcuaon 5 mn (1 fo3a)

HenpepbiBHOE BBeAEHUNE NIeKapCTBEHHbIX NpenapaToB (kanenbHoe) TMOKToBas KucnoTa (1 fo3a)
HenpepbiBHOE BBeAeHUE NeKapCTBEHHbIX NpenapaToB ®epuHxxekT 50mr/mn 2 mn (1 gosa)
HenpepbiBHOE BBeAeHUe nekapcTBEHHbIX npenapaTtos lentpan 400 mr (1 fo3a)

HenpepbiBHOE BBeAeHNe NekapCTBEHHbIX npenapaTtoB TuamuH 50 mr (1 fo3a)

HenpepbiBHOE BBefeHME NeKapcTBeEHHbIX Npenapatos MupugokerH 50 mr (1 go3sa)

HenpepblBHOE BHYTPUBEHHOE NIEKAPCTBEHHBIX MpPenapaTtoB ACKOpGUHOBas kucnota 5% (1 1o3a)
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HenpepbiBHOE BBeeHME NleKapCcTBEHHbIX Npenapatos AKTosernH 40 mr/mn 5 mn (1 go3sa)
JeTtckaa nepmotonosnoruns
Mprémbl
[Letckuii fepmatonor (nepBrYHbIA Nprem)
[Letcknii fepmatonor (MoBTOPHbIA Nprem)
JepmoToBeHeponorus
Mpuémbl
B01.008.001 Mpurem (O0CcMOTP, KOHCYbTaLUs) Bpaya-gepMaToBeHepPO/iora NepBrYHbIN
B01.008.002 Mpurem (OCcMOTp, KOHCYbTaLUs) Bpada-gepMaToBeHeposiora NOBTOPHbIN

[HeBHOW cTaymoHap

B01.023.003 ExkegHEBHbIi OCMOTP BPa4OM-HEBPO/IOrOM C HaGMOAEHNEM U YXOA0M CPeAHEro 1
MafLIero MeULMHCKOrO NepcoHana B OTAeNEeHMM cTaumoHapa (MpebbiBaHue B cTalMoHape [0
3-X yacos)

B01.058.006 ExxegHEBHbIi OCMOTP BPa4OM-3HAOKPUHOIOTOM C HabAeHEeM U YXOA0M CpefHero
1 MnagLwero MeauLMHCKOro NepcoHana B OTAeNeHUn cTaumoHapa (npebbiBaHye B cTauvoHape 4o

3-X YacoB)

B01.047.009 ExkegHEBHbIi OCMOTP BpayoM-TeparneBTOM C Hab/KOAEHNEM N YXO40M CPeAHEro n
MafLIero MeULMHCKOrO NepcoHana B OTAeNEHMN cTaunoHapa (MpebbiBaHue B CTalMoHape [0
3-X yacos)

B01.001.007 ExkefjHEBHbIVi OCMOTP BPAYOM-aKyLLUEPOM-TMHEKOOrOM, C HAbMHOAEHNEM U YXOA0M
CpefHero 1 Mnajwero MeguumMHCKoro nepcoHana B otaeneHnn ctaunoHapa(npebsiBaHme B
[HEBHOM CcTaumnoHape 40 3X YacoB)

B01.057.005 ExkegHEBHbIi OCMOTP BPa4OM-XMPYProm ¢ HaGNHAEHMEM N YXO40M CPELHErO U
MafLero MeULMHCKOrO NnepcoHana B OTAeNEHMM cTaunoHapa(npebbiBaHe B JHEBHOM
cTaLmoHape A0 3X 4acoB)

AHecTe3nonorus

OcmorTpbl

B01.003.001 OcmOTp (KOHCYNbTaLmMs) Bpa4OM-aHeCTe310/10rOM-PeaHMaTo1I0roM NepPBUYHbII

B01.003.002 OcMOTp (KOHCY/bTaLms) Bpa4OM-aHeCTe310/10rOM-PeaHMaTo10rom NoBTOPHbI

MaHunynsaumm
B01.003.004.009 ToTasnbHas BHYTpMBEHHAA aHecTe3ns (40 30 MUHYT)
B01.003.004.009 ToTasbHas BHYTpMBEHHAA aHecTe3ns (4ol vaca)
B01.003.004.012 NHranaumMoHHasa aHecTe3us ¢ ucrnosb3osaHnem CesopaHa 30 MUHYT
B01.003.004.012 NHranaumMoHHasa aHecTe3us ¢ ucrnosb3osaHnem CesopaHa 1 yac
B01.003.004.007 CnnHanbHasa aHecte3us (go 1 yaca)
B01.003.004.007 CnnHanbHasa aHecTe3uns (40 2X YacoB)
B01.003.004.008 CnuHanbHO-3anuaypaibHas aHectesna 1 yac
B01.003.004.008 CnvHanbHO-3anuaypaibHas aHectesnsa [0 2-X 4acoB
B01.003.004.010 KoM6GUHMpPOBaHHbIA 3HAOTpaxeanbHbI Hapko3 (Ao 1 yaca)
B01.003.004.010 KOMGMHMPOBaHHbI 3HAOTPaxeasbHbIA HAPKO3 (40 2X 4acoB)
B01.003.004.009 ToTanibHas BHYTPMBEHHaA aHeCcTe3uns (4O2-X 4acoB)
B01.003.004.009 ToTtanbHas BHYTPMBEHHAA aHecTe3uns (CBbILLEe 2-X 4acoB)
B01.003.004.007 CnvHanbHasa aHecTe3uns (CBbILE 2X 4YacoB)
B01.003.004.006 3nuaypanbHas aHecte3uns (40 30MUHYT)
B01.003.004.006 InuaypanbHas aHecTe3us (0o 1 yaca)
B01.003.004.006 3nuaypanbHas aHecTe3us (40 2x 4acoB)
B01.003.004.006 3nuaypanbHas aHecTe3ns (CBbILe 2X 4acoB)
B01.003.004.008 CnvHanbHO-3anuaypanibHas aHectesns (4o 30 MUHYT)
B01.003.004.008 CrnivHanbHO-3anuaypaibHas aHecTesns (CBbILe 2X HacoB)
B01.003.004.010 KoOM6UHMPOBaHHbIA 3HAOTPaxeanbHbl HAPKO3 (40 30 MUHYT)

B01.003.004.010 KOM6UHMPOBaHHbI 3HAOTPaxeas bHbl HAPKO3 (CBbILLE 2-X YACOB)
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B01.003.004.012 KOMGMHMPOBaHHbIV MHTaSILMOHHbIA Hapko3 (40 30 MUHYT) 6000

B01.003.004.012 KOMBUHMPOBaHHbIA MHIaNALMOHHbIV HApKo3 (0 1 vaca) 12000
B01.003.004.012 KOMOUHMPOBaHHbIV MHIaNALMOHHbIN HAPKO3 (40 2X YacoB) 13000
B01.003.004.012 KOMGUHMPOBAHHbIA MHTaNALMOHHbIV HApPKO3 (CBbILLIE 2X YacoB) 16000
B01.003.004.011 CoueTtaHHas aHecTe3uns (40 30 MUHYT) 6000
B01.003.004.011 CoyeTtaHHas aHecTe3ms (40 1 yaca) 11000
B01.003.004.011 CoyeTtaHHas aHecTe3us (40 2X 4acoB) 15000
B01.003.004.011 CoyeTaHHas aHecTe3us (CBbILLE 2X YaCcOB) 16000
B01.003.004.009.001 BHyTpmBeHHas aHanresus (40 30 MUHYT) 4500
B01.003.004.009.001 BHyTpmBeHHas aHanresus (go 1 vaca) 7000
B01.003.004.009.001 BHyTp1BEeHHas aHanresus (40 2-X 4acoB) 8000
B01.003.004.009.001 BHyTpuBEeHHas aHanre3uns (CBbILLE 2-X H4acoB) 10000
B01.003.004.009.001 BHyTpuBeHHas aHanresus (npu erac) 3700
B01.003.004.009.001 BHyTpuBEHHas aHanre3uns (Mpu KOJOHOCKONUK) 4900
B01.003.004.009.001 BHyTpuBeHHas aHanre3uns (npu ®rAC+KonoHOCKONNK) 7100
B01.003.004.007 CnvHanbHas aHecTe3ns (30 MUHYT) 5500
A16.09.011 NckyccTBeHHAs BEHTUNALMA nerknx (1 vac) 1000
A16.09.011 NckyccTBEHHAA BEHTUNALMSA Nerknx (8o 12 yacos) 7000
B01.003.004.001 MecTHas aHecTe3us 1000
CTaumoHap KpyrnocyTouHblIi
B01.003.003 CyTouHOe HabngeHne BpayoM-aHecTe3no10romM-peaHnMaToiorom 5000
CyTO4HOE npebbiBaHNEe CONPOBOXAAOLLEr0 B KPYr1oCyTOYHOM CTalMoHape 3000

B01.001.007 ExkefjHEBHbIA OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HA6/IHOAEHNEM U YXOA0M
cpeaHero v MnafLiero MeuuMHCKOro nepcoHana B oTAeNeHumn ctaumoHapa(npebsisaHve B 1500
[JHEBHOM CTaLMOoHape)

B01.001.007 ExkegHeBHbIi OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M

CpefiHero 1 MnagLwero MegnuuMHCKoOro nepcoHana B OTaeNleHnn ctaunoHapa 5000
B01.057.005 ExkegHEBHbIi OCMOTP BPaYOM-XMPYProM ¢ HabNKAEHMEM N YXO40M CPELHErO U 5000
MnajLero MeauLMHCKOro nepcoHana B OTAeneHmm ctaumoHapa

B01.028.003 ExkefjHEBHbI/A OCMOTP BPA4OM-OTOPUHONAPUHIO/I0rOM C Ha6/1H0AEHNEM U YXOA0M 5000
CpefHero 1 Mnagwero MeguumMHCKoro nepcoHana B oTaeNneHnn ctaumoHapa

B01.047.009 ExxefiHEBHbIA OCMOTP Bpa4oM-TepaneBTOM C Hab10AeHNEM 1 YXOLOM CPEAHEro 1 5000
MnajLwero MeNLMHCKOrO NepcoHana B OTAeNneHnmn craumoHapa

B02.001.001 Mpoueaypbl CECTPMHCKOrO yxoAa Npu NOArOTOBKE MaLMEHTKN K TMHEKONOrMYeCKo 1100
orepauumu

B02.003.001 l‘lpou,e,qypbl CECTPUHCKOTO yxofa 3a NaLyeHTOM, Haxo4ALWNMCS B OTAeNIeHUN 2500
WHTEHCMBHOW Tepanun 1 peaHMMauum

B02.003.002 MpoLieaypbl CECTPUHCKOrO yXx04a 3a NauMeHTOM, HAXOAALWMMCS Ha UCKYCCTBEHHO 2500
BEHTUNALNKN NErKNX

B02.003.004 MpoLieaypb! CECTPMHCKOrO yxoAa 3a NauneHToM B KpUTUYECKOM COCTOSHUN 3000
B02.003.005 lNpoLeaypbl CECTPUHCKOrO yxoa 3a naunmeHToM B KOMaTO3HOM COCTOSAHUMU 3000
B02.004.001 I'Ipou,e,qypvbl CECTPUHCKOTO yxo4a Nnpu UcCcrefoBaHUN CEKPETOPHOM (hyHKLMM XKenyaka 1900
W ABEHaALaTUNEPCTHOWN KNLLKN

B02.007.001 NMpoueaypbl CECTPMHCKOr0 yxoa 3a naunmeHTOM CTapyecKkoro Bo3pacra 3000
B02.008.001 lNpoueaypbl CECTPUHCKOrO yxoa 3a naumeHToM, cTpajaroLwmm 3000
[epmaToBeHepoiornyecknmmn 3aboneBaHuaMm

B02.015.002 lNpoueaypbl CECTPUHCKOrO yxoa 3a nauneHToM ¢ cepaeyHo-Cocyanctbim 3000
3aboneBaHnemM

B02.018.001 I'Ipou,e,qyplv:l CEeCTPUHCKOro yxofa npv noArotoBke naumneHTa K 1200
KOOMPOKTONOMMYECKOM onepauun

B02.018.001 MNpoueaypbl CECTPUHCKOrO yxoa 3a naunmeHToM ¢ OTOPUHOMAPUHTONOTMYEeCKUMN 1200
3ab6oneBaHnsaMU

B02.029.001 Mpoueaypbl CECTPMHCKOrO yXxo4a 3a NaunueHToM ¢ OpTasibMOIOrNYeCKUMU 1200
3aboneBaHNAMMN

B02.057.001 MpoLieaypb! CECTPMHCKOrO yxoAa npu NoAroToBKe nauueHTa K onepauum 1200



B02.070.001 lNpoueaypbl CECTPUHCKOrO yxoda 3a naumeHToM, CTpajatoM XPOHUYECKUM
60/1eBbIM CUHAPOMOM

B03.003.006 MOHUTOPUHI OCHOBHbIX NapaMeTpPoB XU3HeAesaTeIbHOCTW NaLueHTa BO Bpems
npoBeAeHns aHecTe3nun

Kononpokrtonorus
Mpunémbl
B01.018.001 Mpuem (OCMOTP, KOHCY/bTaLusl) Bpaya-KooNpPOKTOo/iora NepBrYHbIA
B01.018.002 Mpurem (0CMOTP, KOHCY bTaLUs) Bpaya-KON0NPOKTO0ra NOBTOPHbIN
MaHunynaumn
A16.19.003.001 VicceueHue aHanbHOM TpeLLMHbI (PaanMoBONHOBLIM MeTOAOM, 1 ef.)

A16.19.013.002 /lurnposaHmne reMopponaanbHbI3X Y3108 (BHYTPEHHMe y3nbl) 1 y3en

A11.30.005 30HAMpOBaHME CBMLLEBOTO Xo4a (Mpuy CBMLAX NPSIMOIA KALLKU 1 NepuaHanbHOM
o6nactu) 1 kateropum

A11.30.005 30HAMpOBaHME CBULLEBOrO X04a (MpuY CBULLEAX NPAMO KULLKM 1 NepuaHaibHOM
obnactu) 2 kateropumn

A16.19.018 YganeHve NHOPOAHOrO Tefla NPAMOIA KULWKK 6e3 paspesa

A16.19.033 VicceueHne HOBOOHpa3oBaHWiA NepuaHanbHO 06/1acTh 1 aHaIbHOrO KaHana
(papgnoBonHoBLIM MeTogoM 1 ef.)

A16.19.024 BckpbITve abeugecca annMTennanbHOro KonymkoBoro Xxoaa

A16.19.034 BckpbITe napanpokTuta

A03.19.002 PekTopomMaHoCKOMns

A03.19.001 AHockonuA

A16.19.040 By>knpoBaHne aHa/IbHOrO OTBEPCTUSA

Maccaxx aHanbHOro KaHana

MepeBsi3ka paHbl NepuaHanbHOM 061acTn/aHanbHOro KaHana

A16.19.017 YpaneHve nonuna aHaibHOro KaHana

A16.19.017 YaaneHve nonvna NPsiMoi K1LWKN

A16.01.017 YpaneHve KOHANIOM NepuraHaibHOM 30HbI 1 KaTeropmm COXHOCTU
A16.01.017 YganeHue KOHAWIOM MepriaHabHOM 30HbI 2 KaTErOpuUK C/I0XKHOCTU
A16.01.017 YpaneHne KOHAWNOM nepraHabHOM 30Hbl 3 KAaTeropun CIOXHOCTU
A16.19.044 TpoM6G3KTOMUSI NPU TPOMBO3€e HAPY>KHOrO reMoppougansHoro ysna (1 ysen)
A14.19.002 MNocTaHOBKa OYMCTUTENBHOM KU3Mbl

A16.19.034 BcKpbITME OCTPOro rHOMHOrO NapanpoKTuTa - 1 Kateropus CNOXHOCTU
A16.19.034 BckpbITrie OCTPOro rHOMHOMO NapanpoKTUTa - 2 KaTeropusi CIOXKHOCTU
A16.19.034 BcKpbITME OCTPOrO FHOMHOrO NapanpoKTMTa - 3 KaTeropms CI0XKHOCTH
A15.19.001 HanoxeHune NoBsi3KM NpU onepauusx Ha NPSIMOI KMLLIKe

OnepartnBHOE neveHne

A16.19.003.001 VcceyveHmne XPOHUYECKON aHa/IbHOM TPeLLMHbI (PaAV0BONHOBLIM METOLOM, 1
ef,.) 1 kareropuu CrOXHOCTU
A16.19.003.001 VcceueHne XPOHUYECKOWM aHa/IbHOW TPeLLMHbI (PaAM0BOTHOBLIM METOAOM, 1
efl.) 2 KaTteropuu CroXHoOCTn

A16.19.041 VcceveHne remopponaibHbIX 6aXPOMOK 1 KaTeropum CnoXKHoCTn
A16.19.041 VicceveHne remoppoungasibHbix 6aXpoMOK 2 KaTeropun CNOXXHOCTA

A16.19.033 NcceveHre HOBOOGPa30BaHUii NepuraHanbHOM 061acT U aHallbHOro KaHana
(paArMoBOMHOBLIM METO0M) 1 KaTeropun COXKHOCTM

A16.19.033 VicceueHne HOBOOOpa3oBaHuWii NepuaHanbHOM 061acTy 1 aHabHOro KaHana
(PaAMOBOMHOBLIM METOL0M) 2 KaTEFOPUN CIOXKHOCTM

A16.19.024 VcceueHne IKX (3aNuTenmanbHOro KOMYMKOBOTO X04a) 1 KaTeropumn CloXHOCTU
A16.19.024 VcceueHne IKX (anUTenmanbHOro KOMNYMKOBOTO X04a) 2 KaTeropun COXHOCTU
A16.19.024 VicceveHne 3KX (anuTenransHOro KOMYMKOBOro X04a) 3 KaTeropmm cfoXHOCTH
A16.19.013 YpaneHvne reMoppouaaibHbIX Y3108 1 KaTeropmm CoXKHOCTU

A16.19.013 YpaneHue remopponaasibHbIX Y3108 2 KaTeropum CNoXHOCTN
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A16.19.013 YpaneHvne remopponiaibHbIX Y3/10B 3 KATeropum C/I0XKHOCTH 48100

A16.19.010 NcceueHure cBMLLA MPAMON KULLKN 1 KaTEroprmn CNOXKHOCTH 22100
A16.19.010 NcceueHmre cBuMLLA MPAMON KULLKW 2 KATEFOPUU CNOXKHOCTH 26100
A16.19.010 VcceueHwne cBuLLAa NPAMOIA KMLLKM 3 KATErOpUKn CIOXHOCTU 39100

MeauLMHCKIE CripaBKu

CnpaBKku BOAMTENSAM TPAHCMOPTHLIX CPEACTB

MeguunHckoe ocBMaeTeNbCTBOBAHME Ha HAIMUNE MEAMLIMHCKNX MPOTMBOMOKA3aHWNIA K
ynpas/ieHMI0 TPaHCNOPTHLIM CPEACTBOM Kateropun "A" nnn "M", nogkareropum "Al" nnn "B1" ¢ 1300
MOTOLMKNETHOW NOCaAKOM U pynieM MOTOLMK/IETHOTO TMMa

MeauunHcKkoe OCBMAETENbCTBOBAHME Ha HA/IMUME MeAULIMHCKUX NPOTUBONOKa3aHnii K
ynpas/ieHNIO TPaHCMOPTHLIM CPeACcTBOM Kateropun "A" nnm "M", nogkareropumn "Al" nnmn "B1" ¢
MOTOLMKNIETHOW NOCaAKOM Un pyneM MOTOLMK/IETHOTO TMMNa (4OMNONHUTE/IbHO OCMOTP
BpayoOM-HEBPOJIOrOM MO HanpasB/EHNIO BpaYva-TepanesTa)

MeauuMHCKOE OCBMAETENICTBOBAHME Ha Ha/MUMe MeAULIMHCKUX NPOTUBONOKa3aHui K
yNpaBneHNIo TPaHCMOPTHbLIM CpeacTBOM Kateropum "B" nnm "BE", nogkateropumn "B1" (Kpome 1300
TPaHCMNOPTHOIO CPEACTBA C MOTOLMKIETHON NOCAAKON NN pynemM MOTOLMKIETHOIO TUNa)
MeguunHckoe OcBMAETENbCTBOBAHME HA HAIMUYNE MEAMLIMHCKNX MPOTMBOMOKA3aHNA K
ynpaBneHMo TPaHCMOPTHbLIM CPeACcTBOM Kateropuu "B" uam "BE", nogkateropun "B1" (kpome

1700

TPaHCNOPTHOTrO CPeacTBa ¢ MOTOLMKIETHOW Nocaakoli nnm pyneM MOTOLMKAETHOrO TUNa) 1700
(BONONHUTENEHO OCMOTP BPaYOM-HEBPOIOTOM MO HarnpaB/eHUo Bpaya-TepaneBTa)
TpaBmartonorus

Mpunémbl
B01.050.001 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-TpaBMaTo/iora-optoneaa nepBuYHbIii 1400
B01.050.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-TpaBMartosiora-optorneaa noBTOPHbIiA 1200

MaHunynsauum
A11.04.003 AnarHocTrnyeckas acnmpauus cycrasa 1100
A11.04.004 BHyTpUcycTaBHOE BBE/IEHME NIEKAPCTBEHHbIX Npenaparos 1200
A15.02.001 HanoxxeHvie NOBA3KM NPW 3a60/1€BAHNAX MbILLILL 500
A15.03.001 HanoxxeHne NoBsi3K/ NpU nNepesioMax KocTei 500
A15.03.003 HanoxxeHue runcoBoii NOBS3KM NpU NepesioMax KocTei 700
A15.03.003.002 HanoxxeHune LMpKyNspHO rMncoBoii NOBS3KN 600
A15.03.007 HanoxxeHune LWMHbI NpY NepenomMax KOCTei 600
A15.03.009 HanoxkeHne NoBA3KM Npu orepawumsax Ha KOCTAX 700
A15.03.010 CHATVE rMncoBOM NOBA3KM (NIOHreTbI) 500
A15.03.010.001 CHATME LMPKYNAPHO rMNCOBO NOBSA3KN 600
A15.04.001 HanoxeHne NoBs3Ky Npu BbiBMXax (MOABbIBUXaX) CyCTaBOB 700
A16.02.007 OcBOGOXAEHME MbILLLIbI U3 PYOLIOB 1 CpaLLeHWii (MUMON3) 29900
A16.02.008 OcBOGOXAEHME CYXOXUNS N3 PyOLIOB 1 CpaLLeHnid (TEHONN3) 29900
A16.02.009 BoccTtaHOBMEHWE MbILLLbI U CYXOXWUUA 26000
A16.03.034 Peno3nums OTIOMKOB KOCTel Npu nepeniomax 2600
A16.04.003 YganeHme cBO60AHOrO UAN MHOPOAHOIO TeNna cycTaBa 23000
A16.04.018 BrnipaBneHue BbiBMXa CycTaBa 3100
A16.30.032 NcceyveHre HOBOOOPA30BaHUS MATKUX TKaHeW 1300
A16.30.032 VicceueHne HOBOOHPa30BaHUSA MATKMX TKaHe 1500
A16.30.032 VicceueHne HOBOOHPa3oBaHWSA MATKMX TKaHe 1900
A16.30.032 NcceveHrie HOBOOGPa30BaHUSt MSATKUX TKaHel 2400

Juetonorusa

[Mpuémbl

B01.013.001 Mpwuem (0CMOTpP, KOHCYNbTaLWs) Bpaya-AMeTonora nepsuYdHbIi (40 60 MUHYT) 2000

B01.013.002 Mpurem (OCcMOTP, KOHCYNbTaLus) Bpaya-gneTonora NOBTOPHLI (40 60 MUHYT) 1900



B01.013.002 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-AMeTonora NepBuYHbIiA (C onpeaeneHue
NPOLEHTHOrO COOTHOLLUEHMWS BO/bl, MbILLEYHOI Y XXMPOBOW TKaHN C MOMOLLbIO 2500
6ronmMnegaHcmeTpa (40 60 MUHYT)

MaHunynsaumn
A05.30.014 OnpeaeneHne NPOLEHTHONO COOTHOLLEHNS BOAbI, MbILLEYHO 1 YKMPOBOW TKaHWU C 900
nomoLlsto bronmnegaHcmMeTpa
ToBapbl HaHOMeaKa
Mepyatkn natekcHole 150
Na6opatopHble uccnenosaHns (AHan3bl)
AYTOUMMYHHbIE NMOPaXKEHWSA XENYA0HHO-KMLLIEYHOTO TpakTa. Lienvakus.
JunarHoctuka ayToMMMyHHOTO naHkpeatuTa u gpyrux IgG4-accoummpoBaHHbIX 3a60/1eBaHNi 1837
(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)
AHTUTENA Knacca IgA K 3HLOMU3NIO (AHTU3HAOMU3NIAHBIE aHTUTeNa, ASMA) (Anti-Endomysial 1430
Antibodies, Anti-EMA, IgA)
AHTUTeNa Knacca IgG k caxapomueTam (gnarHoctuka 6onesHn KpoHa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, IgG)
AHTUTENa Knaccos IgA un IgG K 60KanoBUAHbLIM KeTkam KullevHrka, cymmapHo (Anti-Intestinal 1199
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)
AHTUTENa Knacca IgA K caxapomuueTtam (gnarHoctnka 6onesHn KpoHa) (Anti-Saccharomyces 1232

Cerevisiae Antibodies, ASCA, IgA )

AHTUTENA K aUMHaPHbIM KNeTkaM NomkenyfouHoN xenesbl, IgG n IgA cymmapHo (aHTuTena K

3K30KPWMHHOI YacTu nomkenyno4uHoli xenessbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)

AHTUTeNa Knacca IgG K geaMnmpoBaHHbIM nentugam rnvagmHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, 1gG) 78l
AHTUTeNa K 3HTepountam, knacca lgG 2189
AHTMTeNa Knacca IgA K TKaHeBOI TpaHcrntoTamuHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgA)
AHTUTENa Knacca IgG K TKaHeBOl TpaHcrntoTammHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgG)
AHTUTeNa Knaccos IgA u IgG K peTukynuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, 1276
Total)
AHTUTeNa knacca IgA kK untonnasme Helitpogunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1232
Antibodies, ANCA, IgA)
AHTUTeNa Knacca IgG K BHyTpeHHeMy aktopy Kactna (Anti-Intrinsic Factor, IFADb, Intrinsic Factor

Lo 1650
Antibodies, IgG)
AHTUTENa Knaccos IgA 1 1gG K 3HAOMMW3NIO (AaHTUIHAOMU3NIHBIE aHTUTENa, ASMA), CymmMapHO 1276
(Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)
AHTUTeNa Knaccos IgA, 1gG, IgM k napreTanbHbIM KneTkam xenyaka (AMNKXK), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)
AHTUTeNa knaccoB IgG 1 IgA K GP2 aHTUreHy LieHTpoaUMHapHbIX KNeTOK MNOAKeNny04HO M Xenesbl

. 1980
(Anti-GP2)
AHTUTeNa Knacca IgA K geammamMpoBaHHbIM nentugam rnvagnHa (Anti-Deaminated Gliadin Peptide,

. 781
Anti-DGP, IgA)

HacnefcTBeHHble MOHOreHHbIe 3a60/1EBaHNSA Y COCTOAHUA

CvHppowm BepTa-Xora-Abto6a (BXA). Mouck mytauwnii B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb Lapko-Mapu-Tyta) Tun Il. Mouck
yacTbIx MyTauuii B reHe MFN2, 4. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
leHTUHITOHONO4O6GHOE 3a6oneBaHune, TMN 4 TBP, 4.m. 3410
CuHgpom APTJIA, ATNL, y.m. 3410
ApTpOorpunos amctasnbHbli (cuHApom ®pumeHa-LLlengoHa). Mouvck YacTbix MyTaumii B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii UbIraHCKOro nponcxoxaeHusi B reHax NDRG1 1 SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnnHouepebennsapHasa atakcus. MNMounck Yactbix MyTauunii B reHe ATXNS, 4. M. (Spinocerebellar

Ataxia, Gene ATXNS, Freq. Mut.) 5148
CuHpgpom HEKOMMAKTHOrO IEBOTO Xe/nyAoHKa (HMJX, CMHAPOM HM J1X, ry6yatblii Muokapa). 25707
Mownck myTtaumii B reHe TAZ, M. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

MeBanoHoBas aumaypus. Mouck mytaumii B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHaubynoakpanbHas gucnnasusi ¢ IMnogncTpogmein. NMouck MyTaunin B ak3oHax 8, 9 reHa LMNA, 7161

M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)



CnvHanbHasa amuoTtpodus Tunsl 1, 11, 111, IV (c onpegeneHnem vmcna konuii SMN2) (Spinal Muscular
Atrophy, SMA, Type |, Il, lll, IV (copy Number Variation SMNZ2))

CvHgpom 3ckobapa. Mownck myTaumii B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.)

CvHapom Cunbsepa. Mouck myTauumii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.)

CeMeiiHblii remogaroumTapHbiii AMMgornctmoymTos. Monck mytaumii B reHe STX11, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Oedunymt anbha-1l-aHTTprncnHa, SERPINAL, u.m.

CnvHanbHaa amuotpodusa Tunsl 1, 11, 111, 1V. Tonck myTtaumin B reHe SMN1, M. (TONBbKO Mpu HanmMumnm
opHol konuu reHa) (Spinal Muscular Atrophy, SMA, Type |, 11, 111, IV, Gene SMN1, Mut. (Only
Presence One Gene Copy) )

CuHpgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3,
Mut.)

CviHgpowm Mannuctepa. Mowck myTauumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.)
OkynotapuHreanbHas MbllleyHas guctpodus. Monck yacTbix MyTaunii B reHe RABPN1, u. m.
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

BonesHb MepcTmaHHa-LUTpeyccnepa-LLeliHkepa. Monck myTaumii B reHe PRNP, M.
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CviHppowm Bnoxa-Cynbubeprepa (cemeiiHas hopMa HeaepXKaHus NUrmeHTa). Monck yacTbIx
MyTauuii B reHe IKBKG, u. m. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freq. Mut.)

HelpoceHcopHas HecMHApPOMasibHas TYyroyxocTb, MOJHbIN aHann3 reHa GJB2

MyTaummn nekapcTBeHHOM pe3ncteHTHocTM NS3, NS5A 1 NS5B permoHoB reHoma Bupyca renatuta
C (ansareHotuna 3)

CuHgpom Npucuennu. Mownck myTtaumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacneacTBeHHbI aHIMOHEBPOTUYECKNIA OTeK. Mouck myTaumii B reHe C1NH, m. (Hereditary
Angioedema Type |, Gene CINH, Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MyTauuii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CuHgpom Koctenno. Mownck mytauumii B reHe HRAS, m. (Costello Syndrome, Gene HRAS, Mut.)
XoHapogaucnnasna metagusapHas, Tun Mak-Kbtocuka. Monck myTtauuii B reHe RMRP, M.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepropnyeckas 60nesHb. Mounck myTauuii B reHe MEFV, m. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CuHgpom LLBaxmaHa-[alimoHga. Mounck YacTbix MyTauuii B reHe SBDS1, 4. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)
XopuopeTtnHonatua bupawora, TunuposaHne HLA-A29

dnbpoaucnnasmnsa occupuumpyoLas nporpeccupytolias. NMonck mytaunii 6e3 «ropsaumx» y4acTkoB
reHa ACVR1, 6e3 «ropsiu.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CuHgpom BaappaeH6ypra-Laxa. Mounck myTauuii B reHe EDNRB, M. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)
CvHapom KokkeiiHa. Mownck myTaumii B reHe ERCC6, M. (Cockayne Syndrome, Gene ERCC6, Mut.)

[Jnactpotnyeckas aucnnasus. NMounck mytaumii B reHe SLC26A2, m. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktnnus Tun B1. Mouck mytaunii B reHe ROR2, M. (Brachydactyly Type B1, Gene ROR2, Mut.)

CviHapowm [Mpelira (cemeiiHblii runeptenopmam). Mouck mytauuii B reHe GLI3, M. (Greig Syndrome,
Gene GLI3, Mut.)

[eHTUHITOHOMNOA06HbIE 3a601eBaHUS, KOMMIEKCHASA AVArHOCTUKA, Y.M.

HacneactBeHHasi MOTOPHO-CEHCOpPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn | Monck
myTaumii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHgpowm Kpy3oHa. Monck MyTaumii B 9k30Hax 7 n 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CvHgpowm Ocnepa-PaHato-Bebepa (HacnecTBeHHasa remopparmyeckas TeneaHrnakrasms). Movcek
myTaumii B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyaaTBHas BUTPEOXOpeopeTMHasbHaa auctpodus. Monck mytaumii B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nnnogunctpodmsa cemeiiHas yactuuHas. Mouck mytaumii reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHAPOM HOrTel-HagKoNeHHMKa (OcTeoHuxoaucnnasms). Momck mytauuii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHun4veckas guctoHms. Mouvck mytauuii B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBa. Mounck vacTbix MyTaumii B reHe ATP7B, u. m. (Wilson Disease, Gene
ATP7B, Freq. Mut.)
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CeHcopHas nonuHeriponatus, NGF M. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CvHapom AnbcTpoMa. Monck MyTaLmii B «ropsaumx» ydacTkax reHa ALMS1, «ropsy.» y4. M. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CuHgpom Tpuuepa-KonnnHsa-®paHueckeTtn (MaHANOYNO-haumanbHbli An30cT03). MouckK MyTaunii
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

Sputpokepatogepmus. Monck mytaumii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

bonesHb ®abpu, GLA, m.

[vcTanbHas cnvHanbHas aMnoTpodvsa BPOXKAeHHas Hernporpeccupyrowas. Mouvck Mmytauuin B
«ropsAYnX» yyacTkax reHa TRPV4, «ropsid.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Jednunt KapHUTUHA CUCTEMHBI NepBUYHBIN. Monck MyTaLmii B reHe SLC22A5, m. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

Atakcusi dpugpeiixa. Mownck yacTbix MyTaumii B reHe FXN, 4. M. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpom BoysHa-KoHpagm (BKC, uepebporenatopeHasbHbiii CUHAPOM). [MOMCK MyTaumii B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpodus 3pnTenbHOro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MutoxoHapvanbHon AHK, 3 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CvHapom BbepHcTaga (cMHAPOM Kypyasbix Bonoc). Monck mytaumii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CvHppowm CeTpe-YoT3eHa. Mouck myTtauuii B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpPHas Helponatus (6onesHb Lapko-Mapu-TyTa) Tin 1l. Mownck
mMyTauuin B reHe GDAP, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBpgoaxoHaponnasus. Mouck YacTtbix MyTaumii B reHe COMP, 4. M. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTnueckuii cuHapom. Mownck myTtaumii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponnasus. MNonck YacTeix MyTauuii B reHe FGFR3, 4. M. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMeiiHbIii X01040BO ayToBOCNaNUTENbHbIA cMHapoM NLRP3 m. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HeponaTusa (6onesHb Lapko-Mapu-TyTa) Tvn |. Monck
myTaumii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
CnoHAnnoKocTasbHbIM AM30cTO3. Mouck myTauumii B reHe DLL3, m. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHodTuns. Mownck mytaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MbiweyHas guctpogms Amepu-Apeiidyca. Mounck mytaumin B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHApokanbuuHO3. Mounck mytauuin B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

Hann3am MULIBRAY. Mownck myTaumii B reHe TRIM37, M. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpocus 3puTensHOro Hepsa Jlebepa. Mouck YacTbix MyTauuii B MUTOXoHApuansHo AHK, 12 . m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

CnnHouepebennspHas atakcms. Mounck YacTbix MyTauuii B reHe ATXN7, 4. M. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

JvcTanbHas cnmHanbHas aMmoTpovsa BPOXKAeHHas ¢ napanmyom guadparmbl. Monck myTaLmi B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHasa gereHepaums ceTyaTku. Mouck mytaumin B reHe RP2, M. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CviHapowm 3nepca-AaHno, Tmn VI. Mouck YacTbix MyTauuii B reHe PLOD, u. m. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CuHgpom Aapckora-CkoTTa (thaupnoreHuTanbHas gucnnasuns). Monck mytaumii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

CnvHanbHO-6ynbbapHas ammnoTpodumsa KeHHean. Monck yactbix MyTaunii B reHe AR, u. m. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

CeMmeiiHasi runepxonectepnHemMusi, reH PCSK9
CvHgpom MapTtuHa-benn (CUHAPOM NOMKOU X XpOMOCOMbI)
C1HAPOM TOMKOI X-XpOMOCOMbI € TpeMopom/atakcueld, FMR1, v.m.

CuHgpom Mannuctepa-Xonna. Mouck mytaunii B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)
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CvHapom AHTAM-Bukcnepa. Mownck MyTaumii B 3k3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CviHapowm MNdaiiddepa. Mounck myTaumii B ak3oHax 7, 9 reHa FGFR2 v ak3oHe 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MoneKynapHbIA CKPUHWHT Ha MUKpOoAeneunn/ MMKPOAynaMKauum XpoMoCcoM

CeMeiiHblii remogarolmTapHbIi AMMGOrncTmoumTos. Nomnck vacTtbix MyTaumii B reHe UNC13D, 4. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AYTOUMMYHHBI NMMdonponndepaTuBHbIv cCMHAPOM. Mounck myTaunii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMmeliHbli MeaynnspHbIi pak WIMTOBUAHOW Xenesbl. [Monck MyTaLmii B 3k3oHax 5, 8 reHa RET, M.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CuHgpom LlBaxmaHa-[alimoHga. Mouck myTaunii B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CuHgpom AHgepceHa. Mounck myTtaymii B reHe KCNJ2, m. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbuoTpodus cetuatku, Tun dpaHyeckeTTn (bonesHb LTaprapara 1-ro tmuna). Momnck YacTbix
myTaumii B reHe ABCA4, 4. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopounaepemusi. Movck myTtauuii B reHe CHM, M. (Choroideremia, CHM, Gene CHM, Mut.)

CnvHougepebennapHble atakcun, pefkme opMbl, Y.M.

CvHgpowm Yokepa-Bap6ypr (CYB). Mouck myTauuii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CvHapom Kpy3oHa ¢ YepHbIM akaHTo30M. [Nonck myTaumii B 9k30He 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynuHemus. Monck mytaumii B reHe BTK, M. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

IrmnodocthaTteMrnyecknii BUTaMMH D-pe3nCcTeHTHBIN paxmuT (MoYeyHbI hoctaTHbi gnabeT). Mounck
MyTauuii B reHe PHEX, M. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adhasmsa nepBryHas nporpeccupytowas. Monck mytauumii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CuHgpom Makneoga. Mownck myTtaumii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CvHApOM TecTUKynsipHoi hemmnHmsauum (CT®, cuHapom Moppuca). NMouck myTauumii B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

JKTOAEpMasIbHas aHrMApPoTUYeckas aucnnasus. NMouck mytaunii B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoueuHas agucnnasus. Mownck mytaumii B reHe UPK3A, M. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

deHnnkeToHypus. Mounck vactbix MyTauuin B reHe PAH, 4. M. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpOMs 3pUTENLHONO HepBa C rMyXOTON. MOoMCK MyTaLuii B «ropsyumnx» yyacTkax reHa OPAL,
«rops4.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HeitponeHus. Mownck mytauwii B reHe ELA2, M. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CeMeiiHasi runepxonectepuHemMus, reH APOB100

Bpo>kaeHHasi HeUyBCTBUTE/NBHOCTb K 60/ ¢ aHrMApPo30M. Mouck myTtaumii B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

AnudmsapHasa gucnnasms, MHOXecTBeHHas. Mounck YacTbix MyTauumii B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CYHAPOM BPOXAEHHOM LeHTPabHOW rmnoBeHTUnsumMn (CBLIMN). Mounck YacTbix MyTauuii B reHe
PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)
OcHOBHble HacneAcTBeHHbIe 3aboneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHMYecKas AUCTpodus. Mounck YacTbix MyTaumuii B reHe DMPK, 4. m. (Myotonic Dystrophy 1,
Gene DMPK, Freg. Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHs LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe GJB1, M. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

MIXTno3 namennapHsbiii. Monck Bcex N3BECTHbIX MyTauuii B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[JvcTanbHas moTopHasa Heponatusa Tvun V. Mounck mytauuii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CvHapom Moyat-BunbcoH. Mownck MyTaumii B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTnBHocTb hocthopubosunnupodochar cuHTeTassbl. Movck MyTauuii B reHe PRPS1, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)
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CvHapom MepmaHcku-TMyanaka (Anb6UHU3M rN1a30-KOXHbIV C reMopparn4yeckMmM auare3om u
NUrMeHTaLumeli peTMKyno-sHA0TeNa/IbHbIX KNeTok). Mouck Yactbix MyTauuii B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHas guctpodusa AroweHHa/bekkepa. Mouck geneunii n gynankaumin B reHe guctponHa
CvHgpom Knunnens-®eins (CMHAPOM KOPOTKOM wwew). Monck myTtaumii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHnomeTadmsapHas gncnnasms. NMounck MyTaumii B «ropsumx» yyactkax reHa ANKH, «ropsu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

dpUTPOAEPMUS BPOXKAEHHAA XTUO3HasA (HebGynnesHas). Monck myTaumii B reHe TGM1, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KpeiTudenbara-dkoba. Mouck myTaunii B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MwukpodTansMm ¢ KatapakToii. Mouck myTtaunii B reHe CRYBA4, M. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTOXOHAPWa/IbHbIE 3260M1€BaHMS, KOMIMIEKCHAs AUarHOCTUKa: MUTOXOHApuanbHas JHK, y.m.
CemeliHasi nepuoamnyeckas nmxopagka. Movck mytaumii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CvHapowm XXy6epa (CX). AHanm3 uncna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MeTtremornobunHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.)
Xopest TeHTUHrToHa. MNounck YacTbix MyTauuii B reHe 1715, u. m. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CvHapom CumncoHa-lonabu-bemens. Mouck myTtaumii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTunrnytakoHoBast aumaypus. Mouvck mytauuin B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
I, Gene OPA3, Mut.)

X-cuenneHHbI nuMmdonponudepaTnBHbIi cMHAPOM (60one3Hb [lyHkaHa, cuHapom MypTunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuognyeckan 60ne3Hb. Mounck YacTbix MyTaLmii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyLleHusa getepMmHaumm nona. Mowvck mytauuii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOoAEpMasibHas rmapoTudeckas gucnnasus. Nouck mytaumiin B reHe GJB6, m. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cuenneHHbIi MOTOPHbIV H1cTarm. Mowck myTaumii B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HeszapalleHne pogHUUKoB. MNMouck myTaunin B reHe ALX4, M. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CvHapowm BuckoTtta-Ongpuda (CBO). Mouck myTtaunii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MbiweyHas guctpotms Amepu-Apelidyca. Mouck MyTaunii B reHe aMepuHa npu X-cuenieHHomn
topme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AKpoAepmMaTuT aHTeponatudeckumii. Mouvck mytauuiin B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacnefcteBeHHasn HeliponaTus ¢ NOABEPXXEHHOCTLIO Napaiuyy OT caasfieHuns. Mouck MmyTauuin B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTeoneTpo3 peLieccuBHbI (MpamopHasa 601e3Hb KocTeit). Mouck yactbix MyTauuii B reHe TCIRG1,
4. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

IMnoKanneMmn4eckmnini nepuoagnyeckunin napanny. NMonck MyTtauuin B 3k3oHax 12, 18 n 19 reHa
SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

VIXTMO3 BynbrapHsbiii. Mouck Yactbix MyTaumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CemeiiHasi runepxonectepuHemus, reH LDLR

Mnep-IgD cuHgpom. Mounck myTtauuii B reHe CD40LG, M. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

ANbOUHN3M 11a30K0XHbIM TMM 1A. Mouck myTaunii B reHe TYR, M. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MbiweyHas guctpotms BpoXxxaeHHast. Monck yacTbix MyTauumii B reHe FKRP, u. m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb LWTapraparta. Mounck yacTbix MmyTaumii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannoanudgusapHasa gucnnasms (C3M4). Monck myTaumii B reHe TRAPPC2, m.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOpPAaKC NePBUYHBbI/ CMOHTaHHbIN. Mounck MyTauuii B reHe FLCN, M. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHppowm HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)
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CvHapom BaapaeH6ypra. Mouck myTtauumii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MelweyHas AUCTPOtUs MOSCHOKOHeYHOCTHas. MNownck myTaumii B reHe FKRP, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHoam3ocTo3. Mounck myTtaunii B reHe CTSK, M. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

deHnnkeToHypus. Mouck myTtaunii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CuHgpom Cmuta-Slemnu-Onuua (C/10C). Mowuck mytaumii B reHe DHCR7, M. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumgos. MNownck yacTtbix MyTauwnii B reHe CFTR, u. m. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
bonesHb NapKnMHCOHa, KOMMNIEKCHas ANarHoCTUKa, Y.M.

Cungpom LUAJACUI, reH NOTCH3

MbiweyHas guctpogms AroweHHa-bekkepa. JlaioHn3aums X-xpomMocoMbl y aeBouek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MwukpodTansM N30nMpoBaHHbIN. Mouck mytauunii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnuHouepebennapHble atakcuu, YacTble (hopMbl, Y.M.

CkanynonepoHeasibHas Mvonatus. Movck mytauuii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CeMeiiHblii remoaroumTapHbIii nMMgornctmoymTos. Monck mytauumii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

datanbHasa cemeliHasa MHCOMHUS. Monck myTtaumii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

JK30CTO3bl MHOXECTBEHHbIE. Mounck myTaunii B reHe EXT1, M. (Multiple Exostoses, Gene EXT1, Mut.)
BonesHb YHheppuxTa-JlyHa60pra. Mouck Yactbix MyTauuii B reHe CSTB, 4. M. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dnbpoaucnnasmsa occupuumpyoLLas nporpeccrpytowas. Mouck MyTaumii B «ropsumx» yyactkax
reHa ACVR1, «rops4.» yd. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTUHITOHONO4O6GHOE 3a6oneBaHue, TMN 2, JPH3, 4.m.

X-CLLeNNEHHBIN TAXKENbIA KOMOVHMPOBaHHbI UMMyHOZe@UUMT. Monck myTaumii B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CvHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)
MceBgokcaHTOMa anacTnyeckas. Mownck yacTtbix MyTauumii B reHe ABCC6, 4. M. (Pseudoxanthoma
Elasticum, Gene ABCC6, Freq. Mut.)

MeTtremorno6uHemums, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBu4yHasa nerovHasa runepteH3uns. NMounck mytaumii B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcus dpugpeiixa. NMouck myTaunii B reHe FXN, M. (Friedrich Ataxia, Gene FXN, Mut.)

BbonesHb Hoppwu. Mownck mytaumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)
dpUTpOAEPMUS BPOXKAEHHAA MXTUO3Has (HeGynnesHas). Monck myTaumii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

rmnepTpotdunyeckas kapanommonarms. Mouck myTtauuii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

MaykoMa lOBeHWU/IbHasA OTKPbITOYronbHas (CuHApoM Purepa). Mouck myTtaunii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Nnmdeaema. Mounck myTtaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
TpombouuToneHns BpoXaeHHas. MNMouck mytauunii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblilweyHas AUCTPOUS NOACHOKOHEUHOCTHasA. Mownck MyTauuii B reHe SGCB, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoueyHas agucnnasus. NMouck myTtaumm B ak3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponna3una nporpeccupytowas. Mouvck mytaumin B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBoW ammoTpoduyeckuin cknepos (BAC), SOD1, m.

TopcroHHas amuctoHns, Tun 1, TOR1A (DYT1), u.m.

CviHApOM MOAKONIEHHOTO NTepurnyma. Mowck mytauumii B reHe IRF6, m. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

bonesHb NlepmutT-Ayknoc. Mouck mytaunii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas aucTpodus BpoxxaeHHas. Mounck mytaunin B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)
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CvHapowm BaHasH-Paiinu-PyBanbbaka. Mouck myTtaumii B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

SpUTPOLMTO3 pPeLeCcCUBHBIN (CeMelHas HacneACTBEHHas nonnumuTemust). Monck MyTauuii B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Heiponatnsa ¢ napanMyamu ot cgaenenHns, PMP22, neneunn n gynavkauum (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHunometadmsapHaa gucnnasus. MNovck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHunyeckas rpaHynemMaTto3Has 60ne3Hb. MNonck mytaumii B reHe CYBB, M. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepusi XatunHcoHa-Iundgopaa. Nouck mytauwnii B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

Cungpom Kpurnepa-Haispa (CKH, cemeiiHast xentyxa). Monck mytaumii B reHe UGTL, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CuHgpom PetTa. Mouck myTaunii B reHe MECP2, M. (Retts Syndrome, Gene MECP2, Mut.)

bone3Hb bexyeTta, TunuposaHve HLA B51
HapyweHusa getepMmyHauumn nona. AHanu3 Hanmuus reHa SRY, M. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MellweyHas AUCTPOGUs NMOSCHOKOHEYHOCTHas. MNonck myTaumii B reHe SGCA, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpHas Heponatus (6onesHb Lapko-Mapu-Tyta) Tin 1l. Mownck
myTaumii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AYTOUMMYHHBI NMdonponndepaTBHbIv CUHAPOM. MOUCK MyTaUWiA B «rOPAYNX» YHacTKax reHa
TNFRSF6, «ropay.» yu. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF®6,
Hot-Point Mut.)

Minep-IgD cuHgpom. Mounck MyTauuii B «ropsumx» ydactkax reHa MVK, «ropsu.» y4. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MbiweyHas guctpogms, Tmn dykysama. Mouck mytaymii B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CuHgpom ESC (cnHgpom MonsamaHa-®aBspa). Mouck mytaumii B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CvHapowm BaH aep Byaa. Mouck myTtaumii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PeTnHowwmsmc. Mounck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMeiiHblii remogaroumTapHbIii AMMgornctmoymTos. Monck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpos peLeccrBHbIl (MpaMopHas 60n1e3Hb kocTei). Monck myTtaumii B reHe TCIRGL, M.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BonesHb YHheppuxTa-JlyHa6opra. Mouck myTtaumii B reHe CSTB, M. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cLenneHHsbIn numdonponngepaTBHbI cCMHAPOM (6one3Hb [lyHkaHa, CUHAPOM IMypTuabO).
Mownck myTtaumii B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb BecTa. MNMonck Bcex N3BECTHbIX MyTaLmii B reHe BESTL, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHnocrHocTo3. Mounck myTtaumii B reHe TWISTL, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHnocrHocTo3. Monck myTtaumii B reHe MSX2, m. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CrnoHrnogopmHas sHuedanonatns ¢ HelMpPoNCcUXMYeCcKMY NPosSBAeHNAMN. MNounck MyTauuii B reHe
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

NxTnos 6ynnesHblii. Mounck myTauuii B reHe KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CuHapom KapneHTepa (akpouehanonoancnHaaktuama BToporo Tmna). Movck myTtauuii B reHe
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

CvHapowm [xekcoHa-Beiicca. Monck myTaumii B 3k30He 9 reHa FGFR2 1 3k30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MceBagoKcaHTOMa anactuyeckas. Mouck myTtauuii B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)

Cnactuyeckasn napanneruns Wtpromnens, Tun 4, SPAST (SPG4), u.m.

CvHgpom Xunnena-finHaay (Lepebpo-peTMHO-BUCLEPabHBIA aHrMoMaTo3). Mouck MyTaunii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

Mcopwuas, TunuposaHne HLA-Cw6
MonekynapHo-reHeTu4eckas AuarHOCTMKa paka npegcratesibHOM Xenesbl

CuHgpom Anepa (akpouetanocuHaaktuams). Monck YacTbix MyTaumii B reHe FGFR2, u. M. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)
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CemeiiHast runepxonectepnHeMms (KOMMIeKCHas gnarHoctuka - reHsl LDLR, APOB, PCSK9)

AnudmsapHaa gucnnasus, MHOXecTBeHHas. Monck myTtaumii B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CvHapowm Apra. Mourck myTauuii B reHe PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.)
JpUTpPoaEPMUS BPOXKAEHHAsA NXTMO3Has (HebynnesHas). Mouck mytaunii B reHe ALOXES, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CvHAPOM KpaHuotaLmanbHOW ANCMOPhNN-TYTOyXOCTU-YIbHAPHOM AeBuauun Kuctei. Momck
myTaumii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

MelweyHas auctpogus Imepu-Apelidyca. Mouck mytaumii B reHe LMNA, m. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

SpUTPOLMTO3 PeLLECCHBHBIN (CeMeiiHas HacneAcTBeHHas nonuumutemms). Mouck YacTbix MyTauuin B
reHe VHL, 4. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CuvHApOM Kepatuta-nxtnosa-tyroyxoctm (KUA-cnHgpom). Mounck myTauuii B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Nvnopnctpodus cemeiiHas YacTuyHas. Monck MyTaumin B «ropayumx yyactkax» reHa LMNA,
«ropay.» yuy. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
CviHgpowm BapTa. Mowuck myTaumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)
Llepe6pookynodaunockeneTHbli cuHgpom. Mouck myTtauuii B reHe ERCC6, M.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CvHgpom Xunnens-/iuHgay (Lepebpo-peTMHO-BUCLEPaTbHbIA aHrMomMaros). OnpegeneHme ymcna
konuii reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

JK30CTO3bl MHOXECTBEHHbIE. Mouck myTaunii B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.)
MblLeyHas AUCTPOGUS MOACHOKOHEYHOCTHas. Mownck YacTbix MyTauumii B reHax CAPN3, FKRP,
ANOS5, SGCA

Inaykoma BpoXaeHHasi. Monck mytaumii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

HopmokanneMmnyecknii nepuognyeckunin napanund. NMouck myTtauuii B 3k3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxeHusa neyeHu, reHol ATP7B, PNPLA3, SERPINAL, yu.m.

Monuaaktnnus. Mownck myTtaymii B reHe GLI3, M. (Polydactyly, Gene GLI3, Mut.)
Mnep-IgM cuHgpom. Mouck myTauuii B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBu4YHasa runepTpoguyeckas octeoapTponarusa (maxmgepmoneprnocTos). Mouck myTtaunii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

MwuoToHusa TomceHa-bekkepa. Mownck YacTbix MyTaumii B reHe CLCN1, u. m. (Myotonia Congenita,
Gene CLCN1, Freq. Mut.)

BokoBoW ammoTpoduyecknii cknepos, Coorf72, u.m.

[ noMepyoLMTO3 MNOYEK rmnonaacTMyeckoro tuna. Nounck mytauumii B reHe HNF1B, M. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHs LLapko-Mapu-TyTa) Tmn |. Mounck
yacTbIx MyTauuii B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freq. Mut.)

CvHgpom KothdmHa-/oypu (CKJT). Mourck myTtauuii B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)

Monupgaktnnus. Mownck myTtaumii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

HeankorosnbHbIi )XMpoBOLi renaros, reH. PNPLA3, u.m.

CviHgpowm TAR. Mownck myTaumii B reHe RBM8A, m. (Thrombocytopenia-Absent Radius Syndrome,
TAR-Syndrome, Gene RBM8A, Mut.)

BonesHb KoyaeHa. Mouck myTtauuii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.)

MwuoToHuueckas guctpodus, Tmn 2, CNBP (ZNF9), u.m.
XoHgpoaucnnasus TouevHas KoHpagn-XtoHepmaHa. MNMounck myTauuii B reHe EBP, m.
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CeMeliHblii remodharoyutapHblin IMMGorncTnoLmTos. Nounck mytaunii B reHe STXBP2, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

PabnomMunonus (Mmorno6buHypus). Mouck myTtauuii B reHe LPIN1, m. (Myoglobinuria Acute Recurrent
Autosomal Recessive, Gene LPIN1, Mut.)

leneodmaunyeckasn gucnnasus. NMouck mytaunin B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1,
Gene ADAMTSL2, Mut.)

bonesHb MannepBopaeHa-LLnatua. Monck YacTbix MyTaumii B reHe PANK2, 4. m.
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)

Jputpokepatogepmus. Monck mytaumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.)
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AtenocTeoreHes (gucnnasus ge ns LWanens). Mownck mytauuii B reHe SLC26A2, M. (Atelosteogenesis

I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.) 25707
AHemus JaimoHga-BnekgeHa. Movck mytauuii B reHe RPS19, m. (Diamond-Blackfan Anemia 1, 21428
DBAL1, Gene RPS19, Mut.)
HedpoTtnuecknii cuHagpom. Monck mytaumii B reHe NPHS2, M. (Nephrotic Syndrome Type 1, 34254
NPHS1, Gene NPHS2, Mut.)
remodunms. Mowvck mytaumin B reHe haktopa IX npu remodmnum B, m. (Hemophilia B, Gene Factor
IX, Mut) 29975
TpuxopuHoganaHreanbHblin cuHAPoM. Monck myTaumii B reHe TRPS1, m. (Trichorhinophalangeal 42801
Syndrome, TRPS, Gene TRPS1, Mut.)
CnunHanbHas ammoTpogus ¢ napann4om ,qm_aq)parMbl_. Mowck myTtauuii B reHe IGHMBP2, m. (Spinal 64163
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)
rmnoxoHaponnasus. Mounck yacTbix MyTauumii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3, 12056
Freq. Mut.)
MyTaunn nekapctBeHHon pesncteHTHoCcTM NS3, NS5A n NS5B perrMoHoB reHOMa Bupyca renatmra 12837
C (ana reHoTmnos 1a, 1b)
anepkanmemw_iecwl_ﬁ n_epmo,qmq_eCKVlﬁ napanuy. NMouck mMyTtauuii B ak3oHax 13 n 24 reHa SCN4A, 15697
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
Hel‘/’lpocveHcopHaﬂ HECUHAPOMa/IbHas TYroyxocCTb, MOWCK YacTbiXx MyTauumii B reHe GJB2 1 KpymnHbIx 6820
fdeneumnit B nokyce DFNB1

OHkonornyeckue 3abonesaHus
MyTtauun B reHe MET 12331
Hacne,c_lCTBeHHble cny4an paka .MOJ'IOHHOI\/'I xenesbl U/nnu SUYHNKOB (reHbl BRCAL, BRCA2) 4785
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCAL, BRCA2))
MyTaunn B reHe POLE 8327
OnpegeneHne TpaHcnokaumm 1p/19q 11165
VccnepoBaHne XpoMOCOM B aBOPTMBHOM MaTtepuane, CKpUHUHL 10010
CVIH,EI,pOM MHOYXECTBEHHOI 3HAOKPUHHOM Heonnasun 2B tuna (reH RET) (Multiple Endocrine 5148
Neoplasia Type 2B (Gene RET))
HacnepactBeHHble cnyvan BRCA-accouMmMpoBaHHOIO paka y My>KHUWH: pak rpygHo,
nomykenyaoyHoli, npeactatesnibHol Kenes, pak Anyex (reHbl BRCAL, BRCA?2) (6e3 onucaHus _ 4290
pe3ynbTatoB Bpayom-reHeTnkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
CeMeiiHbIi Me,q){ﬂﬂﬂprlVl paK WUTOBNAHOM Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 21406
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))
CI/IH,quM MHO)KeCT_BeHHOI‘/'I 3HAOKPUHHOW Heonnasum 2A Tmna (3k3oHbl 10, 11 reHa RET) (Multiple 9999
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
Mytauun B reHe IDH2 11682
VccnepgoBaHme XpoMocoM B abOPTUBHOM MaTepuase, pacluMpeHHoe 23199
KonnuectBeHHOE onpeaeneHne COOTHOLLEHUS HOPMalbHOTO M MyTaHTHOTO anneneii 617V/617F B 8800

14 3k30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)

HacnepactBeHHble cnyvan BRCA-acCcoUMMpPOBaHHOIO paka y My>KUMH: pak rpyaHo,

nokenyao4vHOM, npeacTatesibHOM Xenes, pak andek (reHsl BRCAL, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

OnpegeneHve metunuposaHnsa reHa MGMT 11682
MyTauwnsa PIK3CA 11682
OnpegeneHne abepauuin C228T 1 C250T B reHe TERT 8327
HacneacTBeHHbIe Cy4van paka MOJIOYHO enesbl N/nnu smdHnkoB (reHsl BRCAL, BRCA2) (6e3
onuvcaHusa pesynbTatoB BpavoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCA1, BRCA2) (without Description))
Mytauun B reHe IDH1 11682
PepMeHTHI

A09.05.039 NaktatgerngporeHasa (14, L-nakrat, HAO+Okcngopeaykrasa) (Lactate

165
Dehydrogenase, LDH)
G6PD 3puTpPOLINTOB, aKTUBHOCTb 3278
A09.05.042 AnaHnHamuHoTpaHchepasa (ANAT, AT, ryTaMMHO-NMPOBUHOrPagHaa TpaHcaMmHasa, 165
I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbtha-ammnasa (?-amunasa, gnacrtasa) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbtha-amunnasza NnaHkpeatnyeckas (P-n3opepmeHT amunasbl) (Pancreatic ?-Amylase) 275
XonuHactepasa (S-MceBgoxonmMHacTepasa, XonuHactepasa ll, S-X3, aunnxonmHrugponasa) 253

(Cholinesterase, Pseudocholinesterase, PCHE)



A09.05.046 docdarasa wenoyHas (L P) (Alkaline Phosphatase, ALP) 165

A09.05.173 Nlnnasa (Tpraunnramueponaumnrnaponasa) (Lipase) 319
docgartasza kucnas (K®) (Acid Phosphatase, ACP) 220
Famma-rnytamuntpadcnentugasa (T, rnytamuntpadcnentungasa) (Gamma-Glutamyl Transferase, 165
GGT)
A09.05.043 KpeatnHknHasa (KpeatuHdochokmHasa, KK, KPK) (Creatine Kinase, CK, Creatine
; 264
Phosphokinase, CPK)
A09.05.041 AcnapTtatammnHoTpaHcgepasa (ACAT, ACT, rnyTaMMHO-LLaBe1eBOYKCYyCHas
TpaHcaMuHasa, T) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)
KpeatnHkmHaza-MB (KpeaTnHgocthokmHaza-MB, KK-MB, K®K-MB) (Creatine Kinase-MB, CK-MB, 341
Creatine Phosphokinase-MB, CPK-MB.)
HLA-TunupoBaHue 1 pesyc-akrop
TunuposaHue reHoB cucteMbl HLA Il knacca (reHbl DRB1, DQA1L, DQBL1) (System Human Leukocyte 5841
Antigen (HLA) Class I, Typing (Genes DRB1, DQA1, DQBL1))
OnpegfeneHvie reHoTuNa pesyc-takropa (6e3 onvcaHnsa pesynbLTaTtoB BpauyOM-reHeTUKOM) 9768
(Genotype of RH factor Definition (without Description))
OnpegeneHvie nosna nnoga. BoisiBneHne Y-xpomocomsl nnoga B kKposu matepu (Y-chromosome of
: \ 4510
the fetus in the mother's blood)
OnpegeneHne pesyc-aktopa (Rh factor Definition) 6820
OueHKa CBEPTBIBAIOLLEN CUCTEMbI KPOBY
MnasmuHoreH (Plasminogen) 660
dakTop VIII (aHTMremodmnbHbIl rnobynmH A) (Antihemophilic Globulin A, FVIII) 1133
A09.05.051.001 D-gnmep (D-Dimer) 1133
A09.05.050 dunbpmrHoreH (Fibrinogen, FG) 231
A12.05.039 AKTMBMpPOBaHHOE YacTMYHOE (MapumasbHoe) TpombonnacTMHoBoe Bpems (AYTB 165
(AMNTB), kethannH-kaonnHoBoe Bpems) (Activated Partial Thromboplastin Time, APTT)
®dakTop IX, aKTMBHOCTb, % (thakTop Kpmctmaca, aHTureMounbHbIl hakTop «B») Factor IX, Activity,%
. : e e 484
(Christmas Factor, anti-hemophilic globulin “B”)
A12.05.027 NpoTpombuH (NpoTpombrHoBoe Bpems, MB), MHO (MexxayHapogHoe
HOpManun3oBaHHOe oTHoLeHue) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpomburHoBoe BpeMs (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonyaHou4HbIl aHTMKOarynsHT (BA) (Lupus Anticoagulant, LA ) 803
MpoteunH C, % akTnBHOCTU (Protein C, % Activity) 1969
AHTU-Xa akTMBHOCTb, ME/Mn (TenapuiH, koOHUeHTpaums, ME/Mn), Anti-Xa activity, IU/ml (Heparin 1837
concentration, IU/ml)
dakTop BunnebpaHga, aHTureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTUTPOMOWH lII, % aktBHOCTM (AT I, Antithrombin 11, % Activity) 363
MpoteunH S cBo6oaHbIN (Protein S, Free) 2442
Benkn n aMMHOKMCNOTbI
CBOGOAHbIE NETKME LENV MMMYHOTI00YNMHOB Kanna 1 nsm6aa B moye (Urine immunoglobulin free 1474
light chains (FLC) kappa and lambda)
M-rpafivMeHT, CKPUHWUHT. SNeKTPothopes CbIBOPOTKN KPOBU, MMMYHOMMKCAL NS C NONMBAIEHTHO
aHTMCbIBOPOTKOM, KONMYECTBEHHas OLieHKa M-6enka (6e3 TnnuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
benok beHc-[)KoHca B MOYe: MMMYHOMUKCaLUUs, KONMYECTBEHHOE ornpejenieHne, TuNnMpoBaHve
kanna, nam6ga (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )
A09.05.014 Benkosble thpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpagneHT, TMNMpoBaHue. ANeKTpohopes CbIBOPOTKN KPOBU, UMMYHO(UKCALMA C NaHe b
aHTUCLIBOPOTOK (pa3aenbHo K IgG, IgA, IgM, kanna, nam6aa), KonnyecTBeHHas oLeHka M-6enka 4389
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CBO6GOAHbIE Nerkve Lenv MMMYHOr106ynnMHOB kanna 1 naméaa B nnksope (Cerebrospinal Fluid
- - . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBO6OAHbIE Nerkve uenv MMMYHOr1I06yIMHOB Kanmna 1 nsiM64a CbIBOPOTKM C pacyeToM MHAeKca 2156
kanna/nsaméga
benok beHc-[)KoHca B MOYe, CKPUHWUHT € NPYMeHeHeM UMMYHOMUKCaUUN 1 KOMYeCTBEHHOe 2068

onpegeneHue (Bence-Jones Protein, Urine, Immunofixation, Quantification )



A09.05.011 Anb6ymuH (Albumin) 231

A09.05.010 O6wuii 6enok (Protein Total) 165
A09.05.214 F'omouuctenH (Homocysteine) 1419
AnekTpogopes 6enKoB Moun, onpegeneHve tTuna npotenHypun (Urine Protein Electrophoresis) 1650

AnneprokoMnoHeHTbl ImmunoCAP

Kanycta 6enokoyaHHas (f216) IgE, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CsuHuHa (f26) IgE, ImmunoCAP 693
TapakaH pbbxuii (npycak) (i6) IgE, ImmunoCAP 693
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImnmunoCAP) 792
Kaptodens (f35) IgE, ImmunoCAP 693
KoHanbbymuH sifita, nGal d3 (f323) IgE, ImmunoCAP 913
Cwmecb annepreHoB fomaluHel noiny (Hollister-Stier) (hx2) IgE, ImmunoCAP 1375
Candida albicans (m5) IgE, ImmunoCAP 693
Aa nuensl megoHocHoOM (i1) IgE, ImmunoCAP 693
An ocbl 06bIKHOBEHHOIA (i3) IgE, ImmunoCAP 693
XnoprekenguH (c8) IgE, ImmunoCAP 693
Mepcuk (f95) IgE, ImmunoCAP 693
Aumensb (f6) IgE, ImmunoCAP 792
Opoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 693
Osomykoug, nGal d1 (f233) IgE, ImmunoCAP 913
Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP 2013
OBua, anutenuii (€81) IgE, ImmunoCAP 693
Knew, fomaluHel noinv / D. pteronyssinus (d1) IgE, ImmunoCAP 693
Bbepesa 6opogasyatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2013
Kpab (f23) IgE, ImmunoCAP 693
OBa/IbOYMUH, anbbyMUH siYHbIN, nGal d2 (f232) IgE, ImmunoCAP 913
BeTa-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 913
Anbha-naktansbymuH (nBos d4) (f76) IgE, ImmunoCAP 913
BaHaH (f92) IgE, ImmunoCAP 693
MaHro (f91) IgE, ImmunoCAP 693
Mopckas cBMHKa, anutenuii (e6) IgE, ImmunoCAP 693
Tpuntasa, ImmunoCAP 3025
Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2013
Monyrain, nepo (€213) IgE, ImmunoCAP 693
AnuHbIi xenTtok (f75) IgE, ImmunoCAP 693
Koluka, nepxots (el) IgE, ImmunoCAP 693
Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 2013
JomawHas nbinb (Hollister —Stier) (h2) IgE, ImmunoCAP 693
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 2013
Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2013
Msco kypuubl (f83) IgE, ImmunoCAP 693

MonbiHb ropbkas (w5) IgE, ImmunoCAP 693



Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP

dopwmanbaerng / popmanuH (k80) IgE, ImmunoCAP

Mopkoss (f31) IgE, ImmunoCAP

CoeBble 606bI (f14) IgE, ImmunoCAP

JomatuHas nbinb (Greer Labs.) (hl) IgE, ImmunoCAP

Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP

OpfyBaH4YMK 06bIKHOBEHHbIN (W8) IgE, ImmunoCAP

Cwmecb annepreHoB nneceHn (mx2) Ige, ImmunoCAP

KpeBeTtka (f24) IgE, ImmunoCAP

TponomunosunH kpeseTok, rPen al(f351) IgE, ImmunoCAP
IpengpyT (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko koposbe (f2) IgE, ImmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MuvaguH nweHuusbl, rTri a 19 (f416) IgE, ImmunoCAP
Cmecb nuuiesbix annepreHos (fx15) IgE, ImmunoCAP

Cobaka, nepxoTb (e5) IgE, ImmunoCAP

Cwmecb annepreHos msca (fx73) IgE, ImmunoCAP

Cmecb feTckux nuueBblx annepreHos (fx5) IgE, ImmunoCAP
MopaconHeuHmk (w204) IgE, ImmunoCAP

fAA6noko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momungop (f25) IgE, ImmunoCAP

Kapn, napsanb6ymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP

An wepwHs (i75) IgE, ImmunoCAP

Cmecb MbinbLpbl paHHeUBeTyLUX nyroebix Tpas (gx1) IgE, ImmunoCAP
Bepesa 6opogasuartasn, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Ipeunxa (f11), IgE, ImmunoCAP

CrahmnokokKoBbIli 3HTepoToKcH A (m80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

TumodheeBka nyrosas, rPhl pl, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapuH (f302) IgE, ImmunoCAP

KaszeuH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB naecHeBbIX rpubkos (mx1) IgE, ImmunoCAP
MeHvumnnnH V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) IgE, ImmunoCAP

Cmech annepreHoB NbibLbl AepeBbes (tx9) IgE, ImmunoCAP
Fopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MwuHganb (f20) IgE, ImmunoCAP

Ipu6LI (LWamMnuHbLOHLI) (f212), IgE, IMmmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)

Knew, nomawHeli noinm / D. farina (d2) IgE, ImmunoCAP
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bapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayK (f17) IgE, ImmunoCAP

MweHwnua (f4) IgE, ImmunoCAP

Nnmon (f208) IgE, ImmunoCAP

Bblunii CbIBOPOTOUHBIN anbGyMuH, nBos d6 BSA (e204) IgE, ImmunoCAP

baknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)

Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yain nuctoson (f222) IgE, ImmunoCAP

CmMecb annepreHos MblnbLpl COPHbIX Tpas (wx1) IgE, ImmunoCAP
CmopopauHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

TumodheeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
Kowka, rFel d1 (e94) IgE, ImmunoCAP

rossiguHa (f27) Ige, ImmunoCAP

Kuswu (f84) IgE, ImmunoCAP

Nv3ouwnm siiua, nGal d4 (k208) IgE, ImmunoCAP

AMO6pO3KA BbicOoKas, NonbIHOAUCTHAsA, nNAmb al (w230) IgE, ImmunoCAP
MonbiHb 06bIKHOBEHHas (W6) IgE, ImmunoCAP

Nyk (f48), 1gE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP)
MeHnunnnuH G (cl1) IgE, ImmunoCAP

TumodheeBka nyrosas (g6) IgE, ImmunoCAP

bepesa (t3) IgE, ImmunoCAP

KoLLKa, CbIBOPOTOUHbIN anbbymuH, riel d2 (e220) IgE, ImmunoCAP

CtadmnoKOKKOBbI/ 9HTEPOTOKCUH B (M81) IgE, ImmunoCAP

Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP)

BuwwiHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP)
O6wwuit Ig E ImmunoCAP

CTathMNOKOKKOBBI 3HTEPOTOKCUH TSST (M226) IgE, ImmunoCAP
Alternaria alternata (m6) IgE, ImmunoCAP

Aspergillus fumigatus (m3) IgE, ImmunoCAP

YecHok (f47) IgE, ImmunoCAP

Phadiatop Infant ImmunoCAP, IgE

Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP

AnuHbIn 6enok (f1) IgE, ImmunoCAP

Osec (f7) IgE, ImmunoCAP

Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP

Cenbaepeli (f85) IgE, ImmunoCAP

3emnsaHuka, KnybHuka (f44) IgE, ImmunoCAP

Toiksa (f225) IgE, ImmunoCAP

Ap ocbl NATHUCTOW (i2) IgE, ImmunoCAP

Monoko ko3be (f300) IgE, ImmunoCAP

Tpecka atnaHtTuyeckas (f3) IgE, ImmunoCAP

Kypuua, nepo (e85) IgE, ImmunoCAP

Cobaka, CbIBOPOTOUHbIN anbbymuH, nCan 3 (e221) IgE, ImmunoCAP

Pomatuka (w206) IgE, ImmunoCAP
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Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP
PeBMaTonHbI apTpUT, NOPaXKEHWSA CyCTaBOB

MonekynapHo-reHetuyeckoe nccnegosaHune HLA-B27 (Molecular Genetic Testing HLA-B27)

AHTUTENA K LMKINYECKOMY LUTPYNIMHMpoBaHHOMY nentuagy (ALLLM) (Anti-Cyclic Citrullinated
Peptide, anti-CCP)

AHTUTENa Knacca IgG K kepatuHy (AHTUKepaTuHOBble aHTUTeNna, AKA, AHTUMNarrpuHOBbIE
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)

PeBmatongHbliii thaktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA)

KpucTansibl B Ma3ke CUHOBUA/IbHOM XXMAKOCTM (MOHOYpaT HaTpus, nupodocdaTt kanbuums) (Synovial

Fluid Smear, Crystals)

AHTUTENa Knacca IgG K MmoguumpupoBaHHOMY LIUTPYINIMHUPOBAHHOMY BUMEHTUHY (aHTU-MLIB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin
Antibodies, Anti-Sa Antibodies, IgG)

LinTomeranosmpycHasa nHgekums (utomeranosupyc, LIMB)

Lintomeranosupyc, onpegeneHune AHK B cockobe anuTenuanbHbIX KNeTok camsncTtoii Hoca (CMV
DNA, Scrape of Nasal Epithelial Cells)*

Lintomeranosupyc, onpegenexHvie AHK B cocko6e anuTenvanbHbIX KNeTok potornoTkn (CMV DNA,
Scrape of Faucial Epithelial Cells)*

Lintomeranosupyc, onpegenexHne JHK B BeHo3HOW KpoBu (CMV DNA, Blood)*
Lintomeranosupyc, onpegeneHve AHK B Bbinote (CMV DNA, Exudate)*
Lintomeranosupyc,kadectseHHoe onpegeneHvie AHK B cbiBopoTke kposu (CMV DNA, Serum)*

AHTUTeNa Knacca IgM K yutomeranosupycy (Anti-CMV IgM)

Lintomeranosupyc, onpegeneHve OHK B cekpeTe npoctathbl, 3skynate (CMV DNA, Prostatic Fluid,
Semen)*

Lintomeranosupyc, onpegeneHve OHK B cocko6e anuTenvanbHbIx KneTok Koxu (CMV DNA, Scrape

of Skin Epithelial Cells)*
Lintomeranosupyc, onpegenexHve AHK B moue (CMV DNA, Urine)*

Lintomeranosupyc, onpegeneHve OHK B cocko6e anuTenmanbHbIX KNETOK YPOreHUTalbHOro TpakTa

(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lintomeranosupyc, onpegeneHne AHK B cntoHe (CMV DNA, Saliva)*

Lintomeranosupyc, konndecteseHHoe onpegeneHve OHK (Cytomegalovirus, DNA) B cbiBOpOTKe
KpOBU

ABuaHocTb Anti-CMV IgG

AHTUTeNa Knacca IgG k yutomeranosupycy (Anti-CMV 1gG)

Lintomeranosupyc, onpegeneHve OHK B cockobe annTenmanbHbIX KNeTOK KOHbHOHKTMBLI (CMV
DNA, Scrape of Conjunctiva Epithelial Cells )*

Lintomeranosupyc, onpegenexHve AHK B cnnHHOMO3roBow xungkoctn (CMV DNA, Cerebrospinal
Fluid)*

MunKpOo3anemeHTbl B MOYe
Megb, Mo4a, pasosas nopuus (Copper, random urine; Cu)
Kagmuii (Cd) B moue (Cadmium (Cd), Urine)
Ko6anbT (Co) B Moue (Cobalt (Co), Urine)
Tannwii (Tl) 8 moue (Thallium (TI), Urine)
Mog, (1) B moue (lodine (1), Urine)
MapraHey, (Mn) B moye (Manganese (Mn), Urine)
Xeneso (Fe) B moye (Iron (Fe), Urine)
PtyTb (Hg) B Moue (Mercury (Hg), Urine)
AntomuHuii (Al) B mode (Aluminum (Al), Urine)
Mpo6onoaroToBka (CyTo4Has MOYa)
LinHK (Zn) B Moye (Zinc (Zn), Urine)
Mepgb (Cu) B cyTouHoM moye (Copper (Cu), 24-Hours Urine)
Hukenb (Ni) B moye (Nickel (Ni), Urine)
CeneH ( Se) B mo4e (Selenium ( Se), Urine)

Mpo6onoaroToBka (Moya)

2013

1705

1452

2244

1232

1705

1518

275

275

418
275
418
539

275

275

275

275

275

407

1144
396

275

275

1298
1298
1298
1298
1298
1298
1298
1298
1298
748
1298
1298
1298
1298
748



CsuHel (Pb) B Mmoue (Lead (Pb), Urine) 1298

MbiwbsK (As) B moue (Arsenic (As), Urine) 1298
CTON6HAK
AHTUTeNa Knacca IgG K cTonbHA4YHOMY aHaTOKCMHY (Anti-Tetanus toxoid 1gG) 990

MUKpO3NeMeHThI B KPOBY (CbIBOPOTKA KPOBU, Lie/IbHAasi KPOBb)

Hukenb (Ni) B cbiBopoTke KpoBsu (Nickel (Ni), Serum) 275
PtyTb (Hg) B BeHO3HOI kpoBu (Mercury (Hg), Blood) 1298
Mpo6onogroToBka (CbIBOPOTKa KPOBW) 748
MbIwbsK (AS) B CbIBOPOTKe KpoBu (Arsenic (As), Serum) 275
Kagmwii (Cd) B ceiBopoTKe KpoBu (Cadmium (Cd), Serum ) 275
Ko6anbT (Co) B cbiBOpOTKE KpoBu (Cobalt (Co), Serum) 275
Hukenb (Ni) B BeHo3HOI kpoBu (Nickel (Ni), Blood) 1298
LIMHK (Zn) B BEHO3HOI KpoBwU (Zinc (Zn), Blood) 1298
Mop B cbiBopoTke (lodine, serum) 275
3onoTo (Au) B cbiBOpOTKe KpoBu (Gold (Au), Serum) 275
Megb (Cu) B cbiBOpOTKE KpoBu (Copper (Cu), Serum ) 275
Mpo6onogrotoBka (KPOBb LieNIbHas) 748
Megb (Cu) B BeHo3HOI KpoBu (Copper (Cu), Blood) 1298
CsuHey, (Pb) B BeHO3HOW KpoBu (Lead (Pb), Blood) 1298
MapraHel, (Mn) B BeHO3HOIH kpoBu (Manganese (Mn), Blood) 1298
LInHK (Zn) B cbIBOPOTKE KPOBMU (Zinc (Zn), Serum) 275
JNntnia (Li) B cbiBOpOTKe KpoBwm (Lithium (Li), serum) 275
Kagmuii (Cd) B BeHO3HOW KpoBu (Cadmium (Cd), Blood) 1298
CeneH (Se) B cbiBOpOTKe KpoBM (Selenium (Se), Serum) 275
CeneH (Se) B BeHO3HOW KpoBwu (Selenium (Se), Blood) 1298
MapraHey, (Mn) B cbiBOpOTKe KpoBu (Manganese (Mn), Serum) 275
KobasnbT (Co) B BeHO3HOI KpoBu (Cobalt (Co), Blood) 1298
TpniAoATMPOHNH peBepcuBHBIN (T3 peBepcuBHBIiA, Reverse Triiodthyronine). 6567
Tannwii (Tl) B cbiBOpOTKe KpoBw (Thallium (TI), Serum) 275
Mpo6onoaroToBka (Mnasma KpoBu (rernapuiH)) 748
Monn6geH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 275
OHKOIEMATO/J10T A

AHanns nepectpoek ATM reHa (FISH, konnud.) (Analysis of ATM gene rearrangements (FISH, 10835
quantitative))
AHanu3 mytauumii B reHe MPL, MNLIP, kauecTBeHHbI (Analysis of MPL gene mutations, PCR, 4829
qualitative)
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napaduHOBbIX cpe3ax (TMcToFISH, konny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(g27)) on paraffin slides (FISH Histology, 14927
quantitative))
AHanns xmumepHoro reHa MLL/AF4 -t(4;11) (MLUP, ka4.) (Analysis of chimeric gene MLL/AF4 -t(4;11)

o 2486
(PCR, qualitative))
AHanns nepectpoek reHa BCL- 6 (der(3)(g27)) (FISH, konnuy.) (Analysis of BCL- 6 gene 10835
rearrangements (der(3)(g27) (FISH, quantitative))
AHanu3 moHocomun, geneummn 13 xpomocomsl — (del(13), -13) (FISH, konny.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHanu3 feneuun TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanus TpaHcnokauum t(2;5)(p23;935) Ha naparHoOBbLIX cpe3dax (TMCcToFISH, konuy.) (Analysis of 14927
translocation t(2;5)(p23;935) on paraffin slides (FISH Histology, quantitative))
AHanus Bcex creyuntmnyecknx abeppaumii Ha napaguHoBbIX cpe3ax (rMcToFISH, konny.) (Analysis of 14927
all specific aberrations on paraffin slides (FISH Histology, quantitative))
AHanu3 TpaHcnokaumn t(11;14)(q13;932) Ha napadmHOBbIX cpe3ax (rmcToFISH, konuy.) (Analysis of 14927

translocation t(11;14)(g13;q32) on paraffin slides (FISH Histology, quantitative))



AHanus TpaHcnokauum t(11;14)(q13;932) (FISH, konny.) (Analysis of translocation t(11;14)(q13;932)
(FISH,quantitative))

AHanu3 xmumepHoro reHa PML/RAR? -t(15;17) (MLUP, ka4.) (Analysis of chimeric gene PML/RAR?
-t(15;17) (PCR, qualitative))

AHanns xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLP, ka4) (Analysis of chimeric gene
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanu3 Tprcommmn 12 xpomocomsl (+12) (FISH, konny.) (Analysis of chromosome 12 trisomy (FISH,
quantitative))

KauecTBeHHas OLgHKa Hamuusi comatuyeckoii mytaumm V617F B 14 3k30He reHa JAK2 (Qualitative
assessment of presence of gene JAK2 617F somatic mutation)

AHanus TpaHcnokauum t(11;18)(g21;921) (FISH, konuy.) (Analysis of translocation t(11;18)(q21;g21)
(FISH, quantitative))

Kapuotun oHkorematonorunyeckuii (Karyotype, Hematologic Disorders, Peripheral Blood)

AHanus geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative))
AHanus TpaHcnokauum t(14;16) (IGH/MAFB) (FISH, konu4.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanu3 xmumepHoro reHa BCR/ABL - t(9;22), onpegeneHne Tuna TpaHckpunta BCR/ABL reHa - MLUP,
kayecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

AHanus geneunn 12p (FISH, konuu.) (Analysis of 12p deletion (FISH, quantitative))

AHanu3 xmmepHoro reHa BCR-ABL (FISH, konnu.) (Analysis of chimeric gene BCR-ABL, FISH,
quantitative)

AHanu3 nepectpoek BCL2 reHa Ha napauHOBbLIX cpe3ax (TncToFISH, konny.) (Analysis of BCL2 gene
rearrangements on paraffin slides (FISH Histology, quantitative))

AHanus nepectpoek reHa PDGFR?(FISH, konny.) (Analysis of gene rearrangements PDGFR? (FISH,
quantitative))

AHanus nepectpoek reHa FGFR1 (FISH, konny.) (Analysis of gene rearrangements FGFR1 (FISH,
quantitative))

AHanu3 xmumepHoro reHa E2A/PBX1 - t(1;19) (MLUP, kau.) (Analysis of chimeric gene E2A/PBX1 -
t(1;19) (PCR, qualitative))

AHanus mytaumii B reHe BRAF (V600E) (MLLP, kau)

AHanus nepectpoek 5 xpomocomsl (FISH, konuny.) (Analysis of chromosome 5 rearrangements (FISH,
quantitative))

AHanns TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis of translocation t(4;14)(p16;932)
(FISH, quantitative))

AHanns TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konnuy.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanu3 oTHocuTeNbHOWM akcnpeccun reHa BCR/ABL -konnyectseHHas RQ MLP (MLP B peanbHOM
BpemeHun, konuy.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LinToreHeTuyeckunii aHanmM3 KNeTok KOCTHOro Mo3ra (kapuotun) (Cytogenetic analysis of bone
marrow (karyotype))

AHanms xmumepHoro reHa FIP1L1/PDGFR?(FISH, konuuy.) (Analysis of chimeric gene FIP1L1/PDGFR?
(FISH, quantitative))

AHanns nepectpoek MLL reHa (FISH, konmy.) (Analysis of MLL gene rearrangements (FISH,
quantitative))

AHanuns nepectpoek 7 xpoMmocomsl (FISH, konny) (Analysis of chromosome 7 rearrangements (FISH,
quantitative))

AHanu3 moHocomuu, geneummn 13 xpomocomsl — (del(13), -13) (FISH, konuuy.) (Analysis of
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanus mytaumii B 12 ak3oHe JAK2 reHa (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR
qualitative))

AHanns nepectpoek BCL2 reHa t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konnu.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH,
quantitative))

VccnepgoBaHne myTaumoHHoro crtatyca BCR-ABL reHa (MeTog NpsiMOro CeKBEHWPOBaHMUA Mo
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)

AHanus nepectpoek 1 xpomocomsl (FISH, konny.)

AHanus nepectpoek 3q (FISH, konuuy.) (Analysis of 3q rearrangements (FISH, quantitative))

AHanns xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MUP, kay.) (Analysis of chimeric gene
RUNX1/RUNX1T1 -(8;21) (PCR, qualitative))

AHanns geneummn 20q (FISH, konnd.) (Analysis of 20q deletion (FISH, quantitative))

AHanus nepectpoek MYC reHa ( 1(8;14)(q24,932)-t(2;8)(p11;924), t(8 ;22)(g24;911)) (FISH, konny.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;q24), t(8 ;22)(q24;,q11) (FISH,
quantitative))

AHanus mytauuii, geneunia, nHcepumii B reHe CALR (MLP, kau.) (Analysis of CALR gene mutations,
deletions, insertions, PCR, qualitative)
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AHanus nepectpoek IGH reHa (FISH, konuu.) (Analysis of IGH gene rearrangements (FISH,

o 10835
quantitative))
AHanus TpaHcnokauun t(2;5)(p23;935) (FISH, konuny.) (Analysis of translocation t(2;5)(p23;935) (FISH, 10835
quantitative))

OnpegeneHne 6MONOTMYECKOro POACTBa B CEMbE: OTLOBCTBA Y MaTEPUHCTBA

JocTaBka pesynbtara nccnefoBaHuns No onpefeneHnto 6uonorMyeckoro poacTea B 3anevyartaHHOM 1320
KOHBEpPTE B MEANLIMHCKUIA 0thurc
JlononHuTenbHbIi y4acTHUK nccnefoBaHns (pebeHok nnv matb unu otel) (Additional research 6303

participant (child or mother or father))

CpoyHOe ycTaHOB/IEHME GMONOTMYECKOro POACTBA A1 OAHOrO U3 poauTeneii npu 6eccnopHoOM

pogctee apyroro (3 yen.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpoyHoe ycTaHOBMIEHME BMONOrMYECKOro PoACTBa A1 OAHOrO U3 poauTeneil Npu oTCyTCTBUN

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHoBEHVEe 6MONOrMYEecKoro poacTea Ans O4HOTO U3 POAUTENEN MpW OTCYTCTBUM APYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHOBMeHNe 6MONOrMYeCcKOro poAcTBa A4/ OAHOTo U3 poamTenei Nnpy 6ecCNOpHOM POACTBE
apyroro (3 uen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

17787

ViccnepgoBaHusa Kana

Konporpamma (Koprogramma, Stool) 374
303MHOU/bHBIA HEMPOTOKCUH B CTyNe 4059
30HYNMH (heKasbHbIN 6127
KanbnpoTekTunH thekanbHblii (Fecal Calprotectin) 2618
XXenyHble KUCNOoTbI B CTyNe 3542
Anbtha-1-aHTUTPUNCKUH B Kane (Alpha-1-Antitrypsin, Feces) 1727
Creartokpwur cTyna 1463
VccnepoBaHme Kana Ha CKpbITYH0 KpoBb. KauecTBeHHbIN MeTog, 253
AHanu3 Kana Ha aiua rensMuUHTOB (Ariua ramctos) (PRO Stool, Helminth Eggs) 308
XWUMOTPUMCKUH B CTy/NeE, aKTUBHOCTb 1980
CkpbiTas KpOBb B Kaie (KONOPeKTabHbIE KPOBOTEUEHMS), KONMYECTBEHHBIV IMMYHOXMMUYECKUNIA 715
meTog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold)

3Anactasa 1 (91), naHKkpeaTnyeckas anactasa 1 (Elastase 1, E1) 2772
CofeprxaHue yrnesofoB B Kane (peayumpytolime Belectsa B kane) (Stool Sugars, Reducing 616
Substances, Fecal)

AHanus Kana Ha npocteiiwme (PRO Stool) 308
VccnepgoBaHume Ha 3HTEpO6MO3 (Alila ocTpuy), wnatens (Enterobiasis, Spatula) 286
OcraTto4Has ocmonsapHocTh cTyna (Stool osmotic gap) 1265

LIMTOKNHBI
WHTepnelikmH-10 (UN1-10) (Interleukin 10, IL-10) 2035
MHTepnelikuH-6 (U1-6) (Interleukin 6, IL-6) 2035
daktop Hekposa onyxonun-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
NHTtepneliknH-1? (UN1-1?) (Interleukin 1 Beta, IL-1) 2035
NHTtepneliknH-8 (U1-8) (Interleukin 8, IL-8) 2035
OnpegeneHve cneuunduyeckrx IgE: nuLLeBble annepreHsbl

Manensb nuwesble annepreHsl, IgE (Food Allergy Panel, IgE) 4037
Cenbpepeli, IgE (Celery, IgE, F85) 484
Koposbe Monoko, IgE (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 484
Orypel (f244) 1gE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484

MpeindpyT, IgE (Grapefruit, IgE, F209) 484



beTa-nakrtornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 484

AnuHbIn XenTok, IgE (Egg Yolk, IgE, F75) 484
OscsHuua nyrosas (g4) IgE, ImmunoCAP 792
KpeeTku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
Kny6HuKa, IgE (Strawberry, IgE, F44) 484
A6noko, IgE (Apple, IgE, F49) 484
CBWHUHa, IgE (Pork, IgE, F26) 484
BapaHuHa, IgE (Lamb, IgE, F88) 484
Tomarsl, IgE (Tomato, IgE, F25) 484
Mekapckue apoxokn, IgE (Baker's Yeast, IgE, F45) 484
KapTodens, IgE (Potato, IgE, F35) 484
Nmon, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484

Cmecb NuLLEeBbLIX annepreHoB 3: CBMHUHA, KyprHOE MACO, roBaauHa, 6apaHunHa, IgE (FP73 (F26, F27,

F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)* 1045
MaHenb annepreHoB "TuLesble 2" 19195
KasewnH, IgE (Casein, IgE, F78) 484
Kusw, IgE (Kiwi Fruit, IgE, F84) 484
Kanycta kouaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHnyHaa myka, IgE (Wheat, IgE, F4) 484
Cmechb nuLieBbIx annepreHoB 1: anenbcuH, 6aHaH, A610ko, nepcuk, IgE (FP15 (F33, F49, F92, FI5), 1045
Food Panel: Orange, Banana, Apple, Peach, IgE)*

MopkoBs, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
baHaH, IgE (Banana, IgE, F92) 484
CoeBble 606bl, IgE (Soybean, IgE, F14) 484
LLlokonag, IgE (Chocolate, IgE, F105) 484
AnyHbI 6enok, IgE (Egg White, IgE, F1) 484
CmMecb MuLLEBbLIX anepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, Ige (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1045
TbikBa, IgE (Pumpkin, IgE, F225) 484
dyHayk, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
Nowagp, nepxots (e3) IgE, IMmunoCAP 792
Ap6ys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxsb (f5) IgE, ImmunoCAP 792
rossignHa, IgE (Beef, IgE, F27) 484
OscsiHas myka, IgE (Oat, IgE, F7) 484
MaHenb annepreHos "TMuwesble 1" 19195
IpeuHeBas Myka, IgE (Buckwheat, IgE, F11) 484
MuBHble apoxoku, IgE (Brewer’s Yeast, IgE, F403) 572
Kpabwbl, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
MaHro, IgE (Mango, IgE, F91) 484

MuKpO3anemMeHTbl B BONOCAX

Kanbuwii (Ca) B Bonocax (Calcium (Ca), Hair) 1298



Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1298

LinpkoHwuii (Zr) B BOnocax (Zirconium (Zr), Hair) 1298
Marnwuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair) 1298
CsuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1298
MonunbégeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298
AntoMmuHuiA (Al) B Bonocax (Aluminum (Al), Hair) 1298
P1yTb (Hg) B BOnocax (Mercury (Hg), Hair) 1298
MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1298
BaHagwii (V) B Bonocax (Vanadium (V), Hair) 1298
KpeMHuii (Si) B Bonocax (Silica (Si) , Hair) 1298
Pybuanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298
BucmyT (Bi) B BONnocax (Bismuth (Bi), Hair) 1298
docop (P) B Bonocax (Phosphorus (P), Hair) 1298
Mpo6onoaroToBka (BONOChI) 748
Megpb (Cu) B Bonocax (Copper (Cu), Hair) 1298
CypbMa (Sb) B Bonocax (Antimony (Sb), Hair) 1298
Mo, (1) B Bonocax (lodine (1), Hair) 1298
Bapwii (Ba) B Bonocax (Barium (Ba), Hair) 1298
bop (B) B Bonocax (Boron (B), Hair) 1298
NaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1298
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1298
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1298
Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) 1298
CtpoHuwii (Sr) B Bonocax (Strontium (Sr), Hair) 1298
Bonbhpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1298
Hatpwii (Na) B Bonocax (Sodium (Na), Hair) 1298
MnatuHa (Pt) B BONocax (Platinum (Pt), Hair) 1298
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair) 1298
Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1298
Kagmwii (Cd) B Bonocax (Cadmium (Cd), Hair) 1298
Kanwii (K) B Bonocax (Potassium (K), Hair) 1298
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1298
LinHk (Zn) B BONocax (Zinc (Zn), Hair) 1298
Onoso (Sn) B Bonocax (Tin (Sn), Hair) 1298
Nntnia (Li) B BONocax (Lithium (Li), Hair) 1298
3onoto (Au) B Bonocax (Gold (Au), Hair) 1298
Tannwii (Tl) B Bonocax (Thallium (T1), Hair) 1298
lannuii (Ga) B Bonocax (Gallium (Ga), Hair) 1298

CuctemMHble 3a601eBaHus COG,EI.I/IHI/ITEI'II:HOVI TKaHU

AHTUTENa Knacca IgG K akcTparmpyemomy HykneapHomy aHtureHy (9HA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHeNb aHTUHYKMIeapHbIX aHTUTEN NPU CKNepoaepMum (pasaesibHoe onucaHne aHTUTen K
aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, gmbpunnsapud, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), ummyH06510T (Scleroderma (Systemic Sclerosis) Antibody Panel: 4411
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, ¢hmbpunnspuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, Ro-52, Immunoblotting)
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AHTUALepHble aHTUTeNa (AFA, aHTUHYKNeapHble aHTUTena), ckpuHUHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTUHYKneapHblii hakTop, HEp-2 cy6eTpat (AH®, TUTpbI, aHTUHYKNIeapHble aHTUTeNa METoA0M
Henpsmon nMMyHodIroopecUeHUMN Ha npenapartax HEp-2-kneTok) (Antinuclear Antibodies, ANA, 1265
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 ka), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy),

517

nMmmyHo6710T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, 3509
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
AHTUTENa Knacca IgG K HykneocomaMm (aHTUSIAEPHbIe aHTUTena), CKPUHUHE (Anti-Nuclear 1232
Antibodies, ANA, IgG, Screening)
AT K NPOTPOMOUHY, CKPUHWHT 1089
AHTUTENa Knacca IgG K gsycnupanbHoit HatmeHo AHK (aHTu-acAHK 19G, aHTn-AHK) 627
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG)
AHTUTENa K numdoumTam, knacca IgG 1727
KnuHwnyeckue TecTbl
B03.016.014 VccnegosaHre moun no metofy HeunnopeHko (Nechiporenko’s Urine Test) 253
Kanbumii Moun, KayecTBeHHsIN TecT (Npoba Cynkosuua) (Sulkowitch Urine Calcium Test) 143
B03.016.006 AHa/IM3 MOuUK 06LLMIA (AHANM3 MOYM 06N ¢ MUKPOCcKonueli ocagka) (Complete 253
Urinalysis, Microscopic Examination)
lenatut C BUpycHas nHdekuus (supyc renatmta C, Hepatitis C Virus, HCV)
Bupyc renatuta C, KonuyectBeHHOe onpegeneHue PHK Bupyca 1 reHotunmpoBaHue (Tunsl 1, 2, 3) 2048
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))
NHTepneliknH-28B (M1J1-28B), reHOTMNMPOBaHMe (McCneaoBaHne reHETUUECKUX MapKepoB,
onpegenarwmx aHeKTMBHOCTb NIe4eHNs XPOHNYECKOro renatuta C nHTepepoHOM 1 792
pubasumpuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))
Bupyc renatuta C (CITO), onpegeneHve PHK B nnasme kposu, konuyectseHHoe (HCV RNA, Plasma,
o 23034
Quantitative)*
Bupyc renatuta C (BI'C), ynbTpayysctButenisHoe onpegeneHme PHK BI'C (Hepatitis C Virus (HCV) 3355
RNA, Ultrasensitive PCR)
AHTUTeNa Knaccos IgM un 1gG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396
AHTUTENa Knacca lgG K aHTUreHam Bupyca renatuta C, BbiiBNsieMble METOAOM MMMYHOGM0TTUHTA 5621
(Anti-HCV IgG, Immunoblot)
Bupyc renatuta C, onpegeneHve PHK B cbiIBOPOTKe KpoBW, KadecTBeHHoe (HCV RNA, Serum, 693
Qualitative)*
Bupyc renatuta C, onpegeneHune PHK B cbiBOpOTKe KpoBu MeTogoM lMNLP, konuyectBeHHoe (HCV 3454
RNA, Serum, Quantitative, PCR)*
Bupyc renatuta C, onpegenenune PHK B nna3me, reHOTMNMpOBaHWe ¢ cyb6Ttunamm (Tvnbl 1 (Cy6TMmMbI
lawn 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*
Bupyc renatuta C, onpegeneHve PHK B nnasme Kposu, konnyecteeHHoe (HCV RNA, Plasma, 11517
Quantitative)*
CradmnokokkoBas MH(eKLMS (CTadnIOKOKK 30M10TUCTbIN, Staphylococcus aureus)
MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMANIMH-PE3NCTEHTHbI 30/T0TUCTbIN CTaNIOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM npenapaTam 1078
n 6akTepuodcparam (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMANIMH-PE3NCTEHTHbI 30/10TUCTbI CTANIOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHve 4yBCTBUTENIbHOCTU K PacLUMPEHHOMY CMEKTPY 2145

aHTMMUKPOGHBIX Npenapatos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus

— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30M10TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTbIM CTathUNOKOKK,

MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 3010TUCTbIV cTaPUIOKOKK (Staphylococcus aureus, onpegeneHvie YyBCTBUTENbHOCTU K

aHTUMUKPOGHBLIM Npenapatam n 6akteprodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 3010TUCTLIN cTadMNOKOKK (Staphylococcus aureus), onpefeneHye YyBCTBUTENbHOCTU K

pacluMpeHHOMY CneKTpy aHTUMUKPOOGHLIX Npenapatos (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30/10TUCTLIN cTaMNoKOKK (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 30/10TUCTLIN cTaMNOKOKK (Staphylococcus aureus), onpegeneHne YyBCTBUTENBHOCTU K
aHTMMUKPOGHBLIM Npenapatam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)
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MoceB Ha 30/10TUCTBIN CTAMNIOKOKK (METULUNINH-PE3UCTEHTHBIA 30/I0TUCTbIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue 4yBCTBUTENIbHOCTN K aHTUMUKPOGHBLIM Nnpenaparam

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

lepnec (reprec-Bupycbl Yenoseka 1 1 2 TMnos, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B moye (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cbiBOpOTKe KpoBU, TunupoBaHne (HSV-1, 2 DNA, 660
Serum, Typing)*
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anuTennasnbHbIX KNETOK KOHbIOHKTUBbI 275
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepneceupyc 1 1 2 TMNoB, onpeaenenne JHK B cockobe anutennasnbHbIX KNETOK KOHBHOHKTUBBI, 462
TmnuposaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
l'epnecsupyc 1 1 2 Tnos, onpegenenne AHK B moye, TunuposaHue (HSV-1, 2 DNA, Urine, Typing)* 462
AHTUTena knacca lgG Kk Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 1gG) 484
lepneceupyc 1 1 2 TnoB, onpegeneHne AHK B BeHO3HOI KpoBu, TUNupoBaHue (HSV-1, 2 DNA, 660
Blood, Typing)*
lepneceupyc 1 1 2 TMNOB, onpeaeneHne JHK B CMMHHOMO3rOBO XUAKOCTW, TUNuMpoBaHue (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*
lepnecsupyc 1 1 2 TMnos, onpegeneHve AHK B Bbinote (HSV-1, 2 DNA, Exudate)* 275
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cockobe snuTennasnbHbIX KNETOK POTOII0TKM, 462
TunuposaHune (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTUTENa Knacca IgM Kk Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 IgM) 506
lepnecsupyc 1 1 2 TMNoB., onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK yPOreHUTabHOro 462
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B citoHe, TunuposaHne (HSV-1, 2 DNA, Saliva, 462
Typing)*
lepnecsupyc 1 n 2 Tnos, onpegeneHne AHK B Bbinote, TunuposaHve (HSV-1, 2 DNA, Exudate, 462
Typing)*
lepneceupyc 1 1 2 TMNos, onpeaeneHne JHK B BeHO3HOI kpoBu (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 n 2 Tnos, onpegenenve OHK B cntoHe (HSV-1, 2 DNA, Saliva)* 275
leprieceupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTok Koxxn (HSV-1, 2 275
DNA, Scrape of Skin Epithelial Cells)*
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B cockobe anuTennanbHbIX KNETOK CIM3UCTON HOCa, 462
TnuposaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tvnos, onpegenenne OHK B cnimHHOMO3roBow xugkoctn (HSV-1, 2 DNA, 275
Cerebrospinal Fluid)*
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cekpete npocrartsl, askynsate (HSV-1, 2 DNA, 275
Prostatic Fluid, Semen)*
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cekpeTe npocTartsl, 3sKynsaTe, TunuposaHue (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTUTeNa Knacca IgG k Bupycy npocrtoro repneca 2 tmna (Anti-HSV-2 1gG) 605
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cbiBOpoTKe KpoBu (HSV-1, 2 DNA, Serum)* 418
lepnecsupyc 1 n 2 Tvnos, onpegeneHne OHK B cockobe anuTennanbHbIX KNETOK CAM3NCTON Hoca 275

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
ABugHocTb Anti-HSV IgG 770
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK yPOreHUTa bHOro

TpakTta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTOK KOXWU, 462
TmnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTUTeNa Knacca IgG k Bupycy npocrtoro repneca 1 tmna (Anti-HSV-1 1gG) 748
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK POTOrNOTKU 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTBakunHanbHble (AnBakKopoHa, Bektop) aHTutena Kk SARS-CoV-2 (N-, S-6enku),
SARS-CoV-2-1gG-BekTtop, kavecTBeHHbI TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHaBupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke CO CIM3UCTOM HOCOTNOTKM U POTOMOTKN 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA, KO/IMYECTBEHHbIE, K cnarikoBoMy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419

spike (S) protein (RBD), 1gG, quantitative).



KopoHaBupyc SARS-CoV-2, onpegeneHne PHK B Ma3ke cO CIM3UCTO HOCOMNOTKU 1 POTOTNOTKN

(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear) 1419

AHTUTENa K SARS CoV-2 (S-6enky, Bkntoyas RBD), IgG, KONMYECTBEHHBI 1419

AHTUTeNa K cnankoBoMmy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHune. OLeHKa
nmmyHuteTa 40O 1 MOC/IE BakyuHaumm (anti-SARS-CoV-2 S (spike) protein antibody, IgG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTUTENA K KOpoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), IgG, 36601t (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 759
ABUAHOCTb aHTUTen K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
Mwukonna3meHHas NHMEKLWSA, MUKOMIa3MOo3
AHTuTeNa Knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550
Mwukonnasma (Mycoplasma genitalium), onpegeneHvne [HK B cockobe anuTennaibHbIX KNeToK 275
yporeHutansHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonna3ma (Mycoplasma hominis), onpegeneHue JHK B cocko6e anuTenmanbHbIX KNeTok 575
yporeHutansHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve AHK B nnasme kposu (Mycoplasma 429
pneumoniae, DNA, Plasma)*
AHTUTeNa Kknacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671
Mwukonnasma (Mycoplasma pneumoniae), onpegeneHve OHK B cocko6e anuTenvasnbHbIX KNeToK 231
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTUTeNa Knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTUTENa Knacca IgM K Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve AHK B mokpote (Mycoplasma
X 649
pneumoniae, DNA, Sputum)*
Mwukonnasma (Mycoplasma hominis), onpegeneHve AHK B cekpeTe npocTatbl, 3sKynsaTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) 462
Mwukonnasma (Mycoplasma genitalium), onpegeneHvne JHK B cekpeTe npocTartbl, 3aKynaTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mwukonnasma (Mycoplasma pneumoniae), onpegenenve HK B cntoHe (Mycoplasma pneumoniae,
. 231
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegeneHve AHK B Moye (Mycoplasma hominis, DNA, 275
Urine)*
AHTUTENa Knacca IgA Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 671
Mwukonnasma (Mycoplasma genitalium), onpegenenve JHK B mouye (Mycoplasma genitalium, DNA, 275
Urine)*
HeopraHunyeckue BeLyecTsa
A09.05.127 MarHwuii (Mg) B cbiBOpOTKe KpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuuin o6wmii (Ca) (Calcium Total) 209
Kanuin/Hatpwuin/Xnop B ceiBOpoTKe KpoBu (K+/Potassium, Na+/Sodium, CI-/Chloride, Serum) 275
KanbLmii noHn3npoBaHHbIii (Ca2+, cBO60AHBIN Kanbuuii) (lonized Calcium, Free Calcium) 396
A09.05.033 docthop HeopraHuyeckuii (P) (Phosphorus (P)) 209
JlaTeHTHas (HeEHACbILLEHHas) XKene30CBA3biBatoLWas CNOCO6HOCTL CbIBOPOTKM KpoBu (JIXXCC, HXXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 XXene3o (Fe) B cbiBOpOTKe KpoBu (Iron (Fe), Serum) 209
Fmcrtonornyeckmne uccnefoBaHns ¢ OKpallvBaHUEM reMaToKCUIMH-303UHOM
lacTpwuT, accoLmmpoBaHHslii ¢ Helicobacter pylori (ructonornyeckuii npodmns) (Helicobacter pylori
- - 4004
Associated Gastritis)*
OnpegeneHve mytaunin reHa PDGFRa 15070
MMMmyHornctoxmmmyeckoe uccnegosanme (1 mapkep): ytounstowee VMX-uccnegosaHume ¢ 1694
Ncnosib3oBaHneM 1 aHTuTeNa (Mapkepa)
OnpegeneHune akcnpeccun 6enka PD-L1 B TkaHu onyxonu metogom UIMX ¢ ncnonb3oBaHnem
aHtTuten K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
OnpegeneHve myTaumii reHa cKIT 12760
KoHcynbTaums rotoBbIx rmctonormyeckux npenapartos (1 ctekno + 1 6n0k) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpegeneHve pacnpocTpaHeHHbIX MyTaumii reHoB BRCA1,BRCA2 npv pake MONOYHOM Xenesbl 8140

ANYHNKOB B BoNcMiiHOM MaTepuane



ImcTonornyeckoe uccrefoBaHne 6uonTatoBs Xenyaka (PAS-peakuus) 319

OnpegeneHne nepectpoek reHa ROS1 8800
OnpegeneHve mytaumii B 18,19.20, 21 ak30Hax reHa EGFR 10890
OnpepeneHne myTauumii Bo 2,3,4 ak3oHe reHa NRAS 7700
OnpegpeneHne MyTauumii B 15 3k3oHe reHa BRAF 5280
OnpegeneHne myTauumii Bo 2,3,4 ak30He reHa KRAS 7700
OnpegeneHune akcnpeccun 6enka PD-L1 B TkaHu onyxonu metogom VX ¢ ncnonb3oBaHnem

aHtuTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).

OnpegenexHne MYKpocarenMTHol HectabunbHocTn (MSI) 6820
OnpepeneHne runepakcnpeccun reHa HER2 (KONMAHOCTL reHa) 12760

JnhdhepeHumanbHas gnarHocTuka MenaHoMbl, UMMyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oueHKa akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BrvoncuiiHaa gnarHocTvka AepMaTo30B - MOpPhoNorMyeckoe nccnefoBaHne 6MONTaTOB B LiENsX

[AMarHoCTUKM 3a6oneBaHni KoXn (KpoMe HoOBOOGpa3oBaHwii) (Pathology of skin biopsyes)* 2233
rmcToxmmmyeckoe nccnegosaHune Helicobacter pylori (cnunsb) (Helicobacter pylori, Mucus, 2112
Histochemical Study)*

OnpegeneHne nepectpoek reHa ALK 8800

TMCTONOMMYecKoe nccnefoBaHne GUONCUHOMO MaTeprana 1 MaTepuana, Noy4eHHoro npu
XUPYPryeckmx BMeLLIaTeNbCTBax (3HAOCKOMMUYECKOrO MaTepuana; TKaHe >XeHCKoM NofoBoi 2420
CUCTEMBI; KOXKU, MSATKMX TKaHel; KPOBETBOPHOW 1 NIUM(OUAHO TKaHel; KOCTHO-XPSILLEBO TKaHW)*

OnpegeneHune akcnpeccun 6enka PD-L1 B TKaHM onyxonv Metogom UIMX ¢ ucnonb3oBaHneM

aHTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
OnpegeneHne akcnpeccumn PDLL 8140
JnddepeHumanbHas gnarHoCTMKa MenaHoMbl, UMMyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)
OHKOMapKepsbl
SCC (AHTWreH NNOCKOKNETOYHOM KapuuHoMmel) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486
CA-19-9 (YrneBogaHbIli aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpaHuH A (Chromogranin A, CgA) 5247
PakoBO-3aMOPUMOHaNbHBIN aHTUreH (POA, KapunMHO3IMOpPUOHabHbLIN aHTureH) (Carcinoembryonic 627
Antigen, CEA)
CA-242 (YrneBogfHbIli aHTUreH 242, onyxonesblii Mapkep CA-242) (Carbohydrate Antigen CA-242,
924

Tumor Marker CA-242)
ROMAL PacueT nHgekca 77
HelipoHcneuudguyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MNCA o6wuii (Mpoctatnyecknin cneyutunyeckmii aHTureH obymi) (Prostate-Specific

- 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MOYeBOro ny3bips, UccnefoBaHNe pacTBOPUMBIX (PparMeHTOB LMTOKEPATUHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 310poBbs npoctathl (MCA o6y, MCA cB., -2proPSA, phi) 3190
HE4 (Benok 4 snuangmmmca vyenoseka) (Human Epididymis Protein 4, HE4) 1122
BeTa-2-MUKpOrnobynuH (?-2-MUKpOrnobynmH) B CbiIBOPOTKe KpoBu (Beta-2-Microglobulin, BMG, 957
Serum )
A09.05.130 MCA o6wwmii (Mpoctatuyecknii cneuudunyecknii aHtureH obwmin) (Prostate-Specific

! 484
Antigen Total, PSA Total)
ROMAZ2 Pacuet nHgekca 77
Anbha-thetonpoTeunH (ADM) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBogHblii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogHblli aHTUreH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 MNCA cBo60aHbIN (MpocTatuyecknii cneuuuUecknii aHTUreH cBO6OAHBIN)* 484
CA-72-4 (YrneBofHbIli aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LinTokepatuHoBeblii hparmeHT (Cyfra 21-1, dparmeHT uutokepatnHa 19) (Cytokeratin 19 Fragments, 946

C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)



BeTa-2-MuKpornobynuH (?-2-mukpornobynmH) B moyve (Beta-2-Microglobulin, Urine) 957
Benok S100 (S100 Protein) 2739

TpuxomMoHMa3s (TpMxoMoHaaa)

TpuxomoHaga, onpegeneHue AHK B moue (Trichomonas vaginalis, DNA, Urine)* 275

TpuxomoHaga, onpegeneHne AHK B cekpeTe npoctartkl, askynate (Trichomonas vaginalis, DNA, 275

Prostatic Fluid, Semen)*

TpuxoMoHaga, onpegenexHne AHK B cockobe anutenmanbHbIX KNeToK yporeHUTaabHOro Tpakra 275

(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG) 671
MpouepypHbie ycnyrn (Procedural services)

Mony4yeHune cbIBOPOTKM 6€3 nocneaytowero nccnegosanus (Blood serum derivation without further 320

examinations)**

B3saTtne matepuana ans MNUP gMarHocTMku 350

B3atne kpoBu 6e3 nocnegytowero uccnegosaHus (Blood sampling without further examinations)** 190

B3aTne cockoba GyKKa/IbHOro anuTenus y aByx yenosek (Buccal epithelium sampling, 2 persons) 180

B3siTne unTonoruyeckoro matepuana, marepuana ans MLUP gnarHoCTMKy, MMKPOBUONOTMYECKMX
uccnepoBaHuii (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3atue cntoHbl gns MUP anarHoctuku (Saliva sampling for PCR) 50
A11.12.009 B3sTue KpOBU 13 Nepudepuyeckoii BeHbl 200
Mpouenypa B3s3TMA BUoMaTepuana Ha a3HTepobnos (Biomaterial sampling for the enterobiasis test) 77
B3aTne cockoba GyKKa/lbHOro anuTenus y Tpex Yenosek (Buccal epithelium sampling, 3 persons) 270

B3ATMe KanunasipHOI KPOBU (MIMEHTCS OFPaHWYEHst MO B3ATUIO KanusPHO KPOBY; YTOUHsIATe y

- : 190
afiMVHUCTpaTopa MegunuuHekoro oguca) (capillary blood sampling)
B3sATne cockoba bykkanbHoro anutenus (Buccal epithelium sampling) 90

FENATNT C
Bupyc renatuta C PHK, reHoTunupoBaHue 6 reHoTunos (1a,1b,2,3a,4,5a,6) 2618
MwnKpo6roLIeHO3 YPOreHUTa/IbHOro TpakTa

YCNoBHO-NATOreHHbIE MUKOMNa3Mbl, MOHUTOPUHT 3(h(eKTUBHOCTM NneveHuns (Ureaplasma parvum) 396
(Ureaplasma parvum, Effectiveness Monitoring of Treatments)
MHBNO®J/IOP ? ycnoBHO-NATOreHHbIE MUKONM/Ia3Mbl YenioBeKa (YPoreHUTabHbI CKPUHWHT) 528
(INBIOFLOR ? Mycoplasma, Urogenital Screening)
MNHBMNOP/IOP-KOMMNEKCHOE MccefoBaHMe MUKPOGIOPb! YPOreHUTallbHOro TpakTa 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))
BakTepuanbHbIii BarmHo3 (Bacterial Vaginosis, BV) 1694
VccnepgoBaHme 6uougHo3a yporeHnTanbHoro Tpakta. @emodiop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))
BobisiBneHune Bo3byautenein UMMM (4 + KBM): onpegenexne AHK Chlamydia trachomatis, Neisseria
gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK yenoseka (Identification of 1023
Sexually Transmitted Infections (STl) Pathogens, Chlamydia trachomatis DNA, Neisseria
gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )
Mo6unyHkyc, onpegenernve JHK B cockobe anutenvanbHbIX KNeTOK ypOoreHUTalbHOro TpakTa 231
(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)
YCNOBHO-NATOreHHbIE MUKOMNIa3Mbl, MOHUTOPUHT 3thheKTUBHOCTU neveHusi (Mycoplasma hominis) 396
(Mycoplasma hominis, Effectiveness Monitoring of Treatments)
MH6unognop CkpuH. CKPUHNHIOBOE MCCef0BaHNE MUKPOMIOPbI YPOTreHUTAIbHOTO TpakTa 1870
YCNOBHO-NATOrEHHbIE MUKOMNIa3Mbl, MOHUTOPWUHT 3ththeKTUBHOCTM NeveHuns (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BbisiBneHune Bo36yauteneii UMMM (7 + KBM), COCKO6 anuTeNnasnbHbIX KNeTOK YPOreHUTa/lbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

VccnepgoBaHne 6uoleHosa yporeHuTansHoro Tpakra. ®emodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MNHBNOD/IOP-3KCIMEPT. PaclumpeHHoe nccnefoBaHe MUKPOMIOPbl yPOreHUTaslbHOro TpakTa. 2200
CKPVHWHI MUKPOMIOpPbI YPOTEHUTANLHOTO TpakTa. demodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

Buodnop 1364

NH6umodnop Makcu 4202



MWnKpO3anemeHTbl B HOITSAX

MbiwbsK (As) B HOrTax (Arsenic (As), Nails) 1298
CauHel, (Pb) B HorTsix (Lead (Pb), Nails) 1298
CypbMa (Sb) B HorTax (Antimony (Sb), Nails) 1298
Xpom (Cr) B HOrTax (Chromium (Cr), Nails) 1298
0OnoB.o (Sn) B HorTsx (Tin (Sn), Nails) 1298
P1yTb (HQ) B HOrTAx (Mercury (HQ), Nails) 1298
Xeneso (Fe) B HorTax (Iron (Fe), Nails) 1298
Kagmwii (Cd) B HorTsax (Cadmium (Cd), Nails) 1298
lepmaHuii (Ge) B Hortax (Germanium (Ge), Nails) 1298
Monn6geH (Mo) B HorTax (Molybdenum (Mo), Nails) 1298
®ocdop (P) B Hortsix (Phosphorus (P), Nails) 1298
Mpo6onoaroToska (HOrTN) 748
BaHagwii (V) B HorTsix (Vanadium (V), Nails) 1298
BucmyT (Bi) B HOrTaAx (Bismuth (Bi), Nails) 1298
Kanbuwii (Ca) B HorTax (Calcium (Ca), Nails) 1298
NaHTaH (La) B HOrTax (Lantanum (La), Nails) 1298
Megb (Cu) B HorTsix (Copper (Cu), Nails) 1298
AntomuHwnii (Al) B Hortax (Aluminum (Al), Nails) 1298
3onoT1o (Au) B Hortax (Gold (Au), Nails) 1298
Fannuii (Ga) B Hortsix (Gallium (Ga), Nails) 1298
CeneH (Se) B HOrTax (Selenium (Se), Nails) 1298
Nntnia (Li) B HorTax (Lithium (Li), Nails) 1298
LIMHK (Zn) B HOrTAX (Zinc (Zn), Nails) 1298
Bop (B) B Hortsix (Boron (B), Nails) 1298
Bapwii (Ba) B HOrTsix (Barium (Ba), Nails) 1298
Mog, (1) B HorTax (lodine (1), Nails) 1298
Bepunnuii (Be) B Hortsix (Beryllium (Be), Nails) 1298
Kanuit (K) B HorTsax (Potassium (K), Nails) 1298
Kob6anbT (Co) B HOrTsix (Cobalt (Co), Nails) 1298
Bonbtpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1298
Tannwnii (Tl) B HorTax (Thallium (TI), Nails) 1298
KpemHuia (Si) B HorTsix (Silica (Si), Nails) 1298
Hukenb (Ni) B HorTsax (Nickel (Ni), Nails) 1298
Marnwuii (Mg) B HorTsix (Magnesium (Mg), Nails) 1298
CTpoHuwii (Sr) B HOrTax (Strontium (Sr), Nails) 1298
Pybuanii (Rb) B Hortsax (Rubidium (Rb), Nails) 1298
Hatpwuii (Na) B HorTax (Sodium (Na), Nails) 1298
MapraHey, (Mn) B Hortax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HorTsix (Silver (Ag), Nails) 1298
LInpkoHwWii (Zr) B HOrTaX (Zirconium (Zr), Nails) 1298
MnatuHa (Pt) B HOrTsx (Platinum (Pt), Nails) 1298

FTOPMOHA/IbHbIE MCCNEQOBAHUA

MeTabonnTbl 3CTPOreHOB M NpOrecTepoHa, 24-4 moya (Estrogens and progesterone metabolites,
24-h urine)

MenaTtoHuH, nna3ma (Melatonin, plasma) 2640

6710



[JernapoannaHapoctepoH (HEKOHBIOIMPOBaHHbIN) 1474

BMY-nHekumsa, nannnnomasnpycHas NHpekumna (BUpYyc NanuinomMbl YHENOBEKA)

Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTennanbHbIX KNeTOK
cnnsuctoli npsmoit knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanunnomsl Yenoseka, onpegeneHue AHK 4 tunos: 6, 11, 16, 18 + KBM B cockobe
anuTennabHbIX KNeToK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Brpyc nanuinomsl YesnoBeka BbICOKOro OHKOreHHOro pucka, reHotmnuposaHme AHK 14 tvnos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKkO6€e anuTenmabHbIX KNeTOK

385

yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nanuniiomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHuHF 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTenmnanbHbIX KNeETOK 385

yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanuniiomsl YenoBeka HU3KONo OHKOTEHHOMo pucka, onpegenedne AHK 3 tunos: 6, 11, 44 +
KBM B cockobe anuTenuanbHbIx KNETOK cnmancTtoli npsmoi knwkn (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanuinomel YesioBeka BbICOKOro OHKOreHHOro pucka, onpegeneHve AHK 16 n 18 tunos +

KBM B cockobe anuTennanbHbIX KNeTok yporeHutasibHoro tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Bupyc nanuniomsl YenoBeka HU3KOro OHKOTEHHOro pucka, onpegeneHue AHK 3 tmnos: 6, 11, 44 B

cocko6e anuTenuanbHbIX kKnetok potornoTku (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

OnpdepeHumposaHHoe onpegenerHne AHK BMY (Bupyc nanunnomel Yyenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKkO6€e anuTeNNa/IbHbIX KNEeTOK
yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nanuniomsl YenoBeka HN3KOro OHKOTeHHOro pucka, onpegenenne AHK 3 tunos: 6, 11, 44 +
KBM B cocko6e anuTenmasnbHbIX KNeTOK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanninomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaeneHne AHK B cockobe anuTennanbHbIX KNeTok

990

potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 385
56, 58, 59, 66, 68) Screening )*
Bupyc nanuinomel Yenoseka, onpegenenve AHK 21 tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cOCKOGE anuTenabHbIX KNEeTOK YPOreHUTalbHOro TpakTta 2695
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tmunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTenmnanbHbIX KNeETOK 385
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanpos, kaHauaa
KaHguaa, onpegeneHve OHK B BeinoTe (Candida albicans, DNA, Exudate)* 275
Kangupos, TunnposaHne (Candidiasis, Typing) 737

MoceB Ha gpoxokenoaobHble rpubsl (pogos Candida, Cryptococcus) ¢ onpeaeneHem
YyBCTBUTENBHOCTU K aHTUMUKOTUYecKnM npenapatam (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

Kananpos, ckpuHuHr (Candidiasis, Screening ) 396
Kanguaa, onpegeneHve OHK B cekpeTe npoctaThbl, 3akynsaTe (Candida albicans, DNA, Prostatic Fluid, 275
Semen)*
KaHanpaa, onpegeneHve JHK B cocko6e anutenmabHbIX KNeTOK CAN3UCTON NPSMOI KULLKN 275
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
KaHgunaa, onpegeneHve OHK B cockobe anuTenmanbHbIX KNeTok potornoTkm (Candida albicans, 275
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG ) 572
KaHanpos, ckpuHuHr 1 tunmposaHue (Candidiasis, Screening and Typing) 1012
AHTuTeNa knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 781
KaHgunaa, onpegeneHve OHK B moue (Candida albicans, DNA, Urine)* 275
KaHnanga, onpegenenne AHK B cockobe anutenmanbHbIx KneTok Koxu (Candida albicans, DNA,

! i 275
Scrape of Skin Epithelial Cells)*
KaHanpga, onpegeneHve JHK B cockobe anutenvanbHbIX KNeToK yporeHuTanbHoro Tpakta (Candida 275

albicans, DNA, Scrape of Urogenital Epithelial Cells)*



KaHanga, onpegeneHne AHK B cntoHe (Candida albicans, DNA, Saliva)* 275
Mwnkpo6uronormyeckue uccnefoBaHus: Hecneumhmyeckne BocnanutenbHble 3a601eBaHNSA PasINYHbIX TOKaNM3aLmii

[ncbakTepros KrweyHuka (MoanduumpoBaHHbIid Meto) ¢ Ubd 1837

MoceB OTAENSEMOro BEPXHNX fblXaTeNlbHbIX NyTei Ha MUKPOQ/IOPY, onpegeneHve

YYBCTBUTENBHOCTM K paclUMpeHHOMY CNeKTpy aHTUMUKPOOGHbIX npenapaTos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces oTAENAEMOrO rna3 Ha MUKPOMIopy, onpeeneHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbLIM

npenapatam 1 6aktepunodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

lMoces oTAENAeMOro rna3 Ha MMKPoQIopy, onpefeneHne YyBCTBUTENbHOCTU K PaclUMpeHHOMY

CneKkTpy aHTUMUKPOGHbLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

[MoceB Ha NATOreHHYIO 1 YCNIOBHO-MATOreHHY0 MUKPOMIOPY KULLEYHNKA C ONpejeneHnem

YyBCTBUTENIbHOCTM K aHTUMMKPOGHbLIM NpenaparaMm n 6aktepuodaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

lMoceB Ha NaTOreHHYH 1 YCIIOBHO-MATOreHHY0 MUKPOMIOPY KULLEYHMKA C OnpejenieHnem

YyBCTBUTENBHOCTU K aHTUMUKPOGHBLIM Npenapatam (Stool Culture, Pathogenic Intestinal and 1518
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

Moces rpyiHOro MoJioka Ha MUKPOMIOpPY, onpeseneHne YyBCTBUTENIbHOCTU K aHTUMUKPOBOHLIM

npenapatam 1 6aktepunodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 1078
and Bacteriophage Efficiency Testing)*

[ncbakTepros KnweyHrKa (MoangunumnMpoBaHHbIii MeTop) 1727

MoceB OTAENAEMOrO YLLel Ha MUKPOMIOPY, OnpejesieHne YyBCTBUTEIbHOCTU K PaclUMPEHHOMY
CNeKTpy aHTUMUKPOOGHbLIX npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Ttesting)*

MoceB 0TAENSEMOrO a3 Ha MUKPOGIopy, onpeaeneHre YyBCTBUTENIbHOCTU K aHTUMWKPOGHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyAHOro MoJsioka Ha MUKPOMIOPY, onpejeneHre YyBCTBUTENbHOCTU K PacLUMpPeHHOMY
CMEKTPY aHTMMUKPOOGHLIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic 2145
Susceptibility, Enlarged Testing)*

MoceB NyHKUNOHHOrO Matepuana Ha MUKpoMIopy, onpeseneHne 4yBCTBUTENIBHOCTM K

aHTUMUKPOOGHbLIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic 913
Susceptibility Testing)

MoceB paHeBOro OTAENSEMOro 1 TKaHel Ha MUKPOQIopY, onpefeneHne 4yBCTBUTEIbHOCTU K

aHTUMUKPOGHbLIM Npenapatam u 6aktepmnodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB. Xenuu Ha MUKpPohIopy, onpeaeneHre YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM npenaparam

1276

(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 1144
MoceB Ha aHaspo6HY0 MUKpOMhIOopY, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOOBHbLIM 1540
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

[MoceB MOKPOTLI U TPaxeObPOHXMa/TbHBIX CMbIBOB Ha MUKPOMIOPY, onpeaeneHe

YyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM MpenaparamM 1 MMKpockonuen maska (Sputum and 1188
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,

Microscopy)*

MoceB MOUM Ha MUKPOQIOPY, onpedeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOGHbLIM nNpenapatam u

6aktepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage 1078
Efficiency Testing)*

A12.20.001 M1KpPOCKOMNYECKOE MUCCNef0BaHMEe BaranLLHbIX Ma3KoB 495
MoceB Ha ypeannasMmbl, OnpejeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbIM Npenaparam 748
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpygHOro Mosioka Ha MUKpoiopy, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM 880

npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB oTAENAEMOr0 MOJI0BbLIX OPraHoOB Ha MUKPOQ/IOPY, OnpefeneHne YyBCTBUTENbHOCTU K

pacLuMpeHHOMY CNEKTPY aHTMMUKPOOGHLIX NpenapatoB (Genitourinary Tract Culture. Bacteria 2464
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHEBOrO OTAENAEMOro U TKaHe Ha MUKPOQIOpPY, OnpeaenieHne YyBCTBUTENbHOCTY K

aHTMMUKPOG6HBLIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and 880
Antibiotic Susceptibility Testing)*

[MoceB Ha MUKON/a3Mbl, ONpejesieHne YyBCTBUTENbHOCTU K aHTUMUKPOGHBLIM npenapatam
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
lMoceB Ha MUKPOQ/IOPY OTAENSAEMOro MOMOBLIX OPraHoB, onpefeneHne YyBCTBUTENbHOCTU K
aHTMMUKPOGHbLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

MoceB oTAENAEMOro yLieli Ha MUKPOIopY, onpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHBIM

npenapatam 1 6aktepunodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

847



MoceB MOUN Ha MUKPOQIOPY, onpeaeneHne YyBCTBUTENBHOCTY K PacLUIMPeHHOMY CNeKTpy
aHTUMUKPOOBHbIX npenapatos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility, 2145
Enlarged Testing)*

MoceB OTAENSEMOro BEPXHNX fblXaTeNlbHbIX NyTei Ha MUKPOQIOPY, onpegeneHve

YyBCTBUTENBHOCTM K aHTUMUKPOOGHBLIM npenapartam 1 6akrepnodaram (Upper Respiratory Culture. 1122
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB oTAENAEMOro ylwel Ha MUKPOIopy, onpeaeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOOHBIM

. A ) i . 1276
npenapartam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
VccnefoBaHve Ha 6UOLLEHO3 BNaranumila, onpeseneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM 1
aHTMMMKOTMYECKUM NpenapataM (C MMKPOCKOMNWen HaTMBHOTO npenapara, OKpaLleHHOoro rno 1650

I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPO(AopY, onpeaeneHne 4yBCTBUTENIbHOCTY K

pacluMpeHHOMY CnekTpy aHTUMUKPOGHBIX npenapartos (Wound/Pus/Aspirate/Tissue Culture. 2145
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Xenun Ha MUKPOQ/IopyY, onpefeneHne YyBCTBUTENBHOCTY K PaCLLMPEHHOMY CNeKTPYy

aHTMMUKPOGHBLIX Npenapartos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged 2365
Testing)*
Moce. rpygHoro monoka Ha myukpodgnopy (Breast Milk Culture. Bacteria Identification) 715

MoceB OTAENSEMOro NoJIoBbIX OPraHOB Ha MUKPOQIOPY, onpeaeneHne YyBCTBUTENBHOCTY K
aHTMMWKPOOHBIM Npenapatam n 6aktepuodaram (Genitourinary Tract Culture. Bacteria 1474
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

ApneHosupyc (Adenovirus), fuapeliHblii CMHAPOM, aHTUreHHBIN TecT (Adenovirus. One Step Rapid

Immunochromotographic Assay) 957
lMoceB MOUM Ha MUKPOMNIOPY, ONpeaeneHve YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM npenaparam 880
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTbI M TPaXe06POHXUANIbHBIX CMbIBOB Ha MUKPOQ/IOPY, onpegeneHve

YYBCTBUTENBHOCTU K PACLLIMPEHHOMY CNEeKTPY aHTUMMKPOOHbIX MPenapaTtos 1 MUKPOCKOMWel 2387
Maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xenukobaktep nunopwu (Helicobacter pylori), aHTureHHbI TecT (Helicobacter pylori. One Step Rapid 957

Immunochromotographic Assay)

MoceB OTAENSEMOro BEPXHNX AblXaTeNbHbIX NyTei Ha MUKPOgIopyY, onpegeneHne
YYBCTBUTENBHOCTW K aHTMMUKPOOHbLIM Npenapatam (ofgHa nokanmsauums) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB NyHKUMOHHOrO Mateprana Ha M1UKpohIopy, onpeseneHne 4yBCTBUTENIbHOCTM K

pacLuMpeHHOMY CNeKTpy aHTUMUKPOOGHLIX Npenapatos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Ha NaTOreHHyto 1 YCI0BHO-NATOreHHy0 MUKpodnopy KuiweyHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
ButamunHbl
ButamuH B6 (nupugokcansgocdar) 2398
ButamuH B1 (ThamuH) 2398
ButamuH B12 (umaHokob6anamuH, kobanamun) (Cobalamin) 693
ButamuH E B cbiBOpOTKe (asibha-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamuH B5 (maHTOTEHOBas KMCNoTa) 2398
1,25-gurngpokensutamuH D3 (1,25-dihydroxivitamin D3) 2090
ButamuH B3 (HUKOTUHAMUA) 2398
ButamuH 25(0OH)D2 n 25(0H)D3, pa3gensHoe onpegeneHne (BAXXX - MC/MC) 6006
A09.05.080 donmesas kucnota (Folic Acid) 957
ButamunH A B cbiBopOTKe (petuHon) (Vitamin A, Retinol, Serum) 2398
ButamuH K1 B cbiBOpOTKe ((hmunnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
ButamuH B7, H (61oTUH) 2398
AKTMBHbIV BUTamunH B12 (FTonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
beTta-kapoTuH 2398
ButamuH B2 (pubothnaBuH) 2398
ButamuH C (ackop6uHOBas KUcnoTa) 2398
PeTnHun nanbmutar 2398

AyTOMMMYHHbIE HEBPOOrMyeckne 3abonesaHms



AHTUTEeNa K LGI1 n CASPR2 (KOMMOHEHTbI KOMMJIeKca KanMeBbIX KaHanoB), IgG, cbiIBOPOTKa KPOBU

(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum) 6160
AHT_MHe|_7|p0Haanb|_e aHTiTena, IgG, meTog Henpsimoi nmmyHohnyopecueHuny (Neuronal 3311
antibodies, IgG, Indirect immunofluorescence (IIF))

AHTUTENA K a|eTMIX0NMHOBOMY peuenTopy (AXP, omarHocTka MuacTeHun), CyMMapHo 5731
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)

AHTUTENa K peLenTtopam HepoHoB TnnoB NMDA,CASPR, LGI, AMPAL, AMPA2, GABAR1 knacca 13607
IgG, pa3genbHo, onpegeneHne B CbIBOPOTKe

AHTUTeNa Knacca IgG K ckeneTHbIM MblwiLam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, IgG) 1221
AHTuTeNna K NMDA rnytamatHomy peuenTopy, IgG, onpepneneHve B nukeope (aHTU-NMDAR 1gG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)

Mwuo3nT-cneundunyHble aHTUTeNa kKnacca IlgG (nanH-6n0t: Mi-2, Ku, PM-Scl 100/75; Jol PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTUTEeNa Knaccos IgG 1 IgM Kk raHrnnosmgam (nalii-énot: GM1, GM2-GM3-GM4; GD1a, GD1b,
GD2-GD3, GT1a, GT1b, GQ1b, cynbthatnabl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTUTENa K acAHK B cbIBOPOTKE KPOBU, NOATBEPXAAOLLNIA TECT C MCMNOMb30BaHMEM cybeTpaTa

Crithidia luciliae, IgG, meTogom Henpsimoii MmyHodgntoopecueHumm (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

AHTUTENA K MUenuHy 1gG, MeTog, Henpsimon MMyHogtoopecLeHunn (Anti-myelin antibody, 1gG,

IF) 1474
AHTUTENa Knaccos IgA, IgG, IgM K akBanopuHy 4, CyMMapHO (guarHocTuka HelipoonTUKOMMUENNTa,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

OnuroknoHanbHbIN 1gG B ukBope (LlepebpocnmHanbHO XUAKOCTA) U CbIBOPOTKE KPOBU 4389
(Oligoclonal 1gG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENA K MbILLEYHO-CMEeLnpMYECcKon TMPO3NHKNHa3e (aHTM-MuSK) B CbIBOPOTKE KPOBY, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTUTENa K peLentopam HeipoHoB TnnoB NMDA,CASPR, LGI, AMPAL, AMPA2, GABAR1 knacca 13750
IgG, pa3fenbHo, onpeaeneHue B IMKBOpe

AHTUTEeNa K LGI1 n CASPR2 (KOMMOHEHTbI KOMMJIeKca Kannesblix KaHanos), 1gG, NMkeop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTUTEeNa K GAD (rnytamatgekapbokcunase), IgG, nukeop (Anti-GAD (glutamic acid decarboxylase), 2079

IgG, CSF)

AHTUHeNpOHanbHble aHTUTena knacca IgG (naH-6n0T: Hu (ANNA1L), Yo-1 (PCAL), CV2, Ma2, Ri
(ANNAZ2), amtmndusmH) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCAL), CV2, Ma2, 5731
Ri (ANNAZ2), Amphiphysin))

AHTuTena knacca IgG NMDA (N-meTtun-D-acnaprar) rnyramaTHOMY peLenTtopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) 4389
KOMMOHEeHTbI KOMMIEMEHTa
CucteMa KoMnieMeHTa: OLeHKa (hyHKLUMOHanbHOM aktuBHocTM (CH50) (Functionality Test of
1474
Complement (CH50))
NHrmnéutop Cl-actepasbl (C1-Esterase Inhibitor, C1-INH) 2156
C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 396
C3 KomnoHeHT cuctembl KomnaemeHTta (Complement Component C3) 396
KpacHyxa
AHTUTENa Knacca IgG K aHTUreHam Bupyca KpacHyxu, BbISBNSiEMble METO40M UMMYHOG/IOTTUHTa
. 5621
(Anti-Rubella IgG, Immunoblot )
AHTUTENa Knacca IgM k Bupycy KpacHyxu (Anti-Rubella IgM) 539
AsugHocTb Anti-Rubella IgG 1067
Onpegenenne PHK (Rubella virus, RNA) B CbIBOPOTKE KPOBU 649
AHTUTeNa Knacca lgG K Bupycy KpacHyxu (Anti-Rubella IgG) 396
lenatut B BUpycHasa nHgekums (BMpyc renatunta B, Hepatitis B Virus, HBV)
AHTUTEeNa Knaccos IgM 1 1gG k HB-core aHTUreHy Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517
IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIN aHTUIreH BUpYyca renatuta B,
«aBCTPAIMNCKNIA» aHTUTEH), KONMYecTBeHHbIN TecT (HBSAg, Hepatitis B Surface Antigen, 1452
Quantitative)
HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAQ) 561
AHTUTeNa Knacca IgM k HB-core aHTUreHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 693
B Core Antigen; HBV Core Antibodies IgM)
Bupyc renatuta B, onpegenerHune AHK B cbiIBOpOTKe KPOBW, konnyectBeHHoe (HBV DNA, Serum, 3751

Quantitative)*



Bupyc renatuta B, onpegeneHve OHK B cbiBOpOTKe KpoBY, KauecTBeHHOe (HBV DNA, Serum,

Qualitative)* 418
AHTUTENa K HBs-aHTUreHy Bupyca renartuta B (Anti-HBs, HBsADb) 627
AHTuTeNa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 517
HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHBbIN aHTUreH BUpYyca renatuta B, 264

«aBCTPASIMNCKNIA» aHTUTeH), kauecTBeHHbI TecT (HBSAg, Hepatitis B Surface Antigen, Qualitative)
Yrnesogpbl

[MOKO30-TONEPAHTHbIV TECT € ONpefeneHneM roKo3bl 1 C-nentnaa B BEHO3HOM KPOBU HaTOLLaK
1 nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 VccnepoBaHue YPOBHS NHOKO3bl B KPOBU 143
Nakrar (Lactate) 572
®pykro3amuH (Fructosamine) 891
A09.05.083 MNMuknpoBaHHsbIi remornobmH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 506

I MOKO30TONIEPAHTHbIV TECT NPU 6epeMeHHOCTY (MepOopabHbIi FNHKO30TONEPaHTHBIN TecT, T,
OITT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 ['NOKO30-TONEPAHTHBIN TECT C ONPeAe/IEHNEM [/H0KO3bl B BEHO3HOW KPOBW HaTOLLAK t
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)
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Cneumduryeckne 6enku

A09.05.009 C-peakTuBHbIi 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTUcTpenTtonmanH-O (ACJ1-O, ACNO) (Antistreptolysin-O, ASO) 374
Anbha-1-aHTuTpuncuH (A1AT), heHoTunuposaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) 2596

HatpuiiypeTnueckoro ropmoHa (B-tuna) N-koHueBoi nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 depputuH (Ferritin) 506

2816

Kap6orugpar -aepuuuntHbIn TpaHcheppuH ¢ anektpodoperpammoit (Carbohydrate-Deficient

Transferrin with results on an electrophoregram (CDT)) 3322
lencuanH 25 (6noakTmBHebIi) (Hepcidin 25, bioactive) 6567
Mapkep cepfie4vHo HefocTaTouHOCTM ST2 pacTBOpUMbIiA (ST2, sST2, kapanomapkep) (Soluble ST2
(Heart Failure’s biomarker)) 2139
A09.05.008 TpaHctheppuH (Cugepodunnun) (Transferrin) 484
Mwuorno6uH (Myoglobin) 572
Anbha-2-makpornobynun (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTUTENa Knacca lgG K rnasHomy 6§nKy Hapyx(HouVl MemO6paHbI MOMP " AHTMT(_&na Knacca IgG 572
Pgp3 (MembpaHoaccoLMMpoBaHHbIl NnasmugHeli 6enok) Chlamydia trachomatis
PeBmatongHbliii thaktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-1 (Troponin-I) 627
BbICOKOUYBCTBUTENbHbIV C-peakTUBHbIN 6enoK (kapano) 594
A09.05.077 UepynonnasmuH (Ceruloplasmin) 649
FanTorno6uH (Haptoglobin) 638
Anbtpa-1-aHTuTpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT, AAT, Concentration) 1386
Kap6orngpar-getuuuntHelin TpaHceppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PacTBOpuMble pelentopsl TpaHcheppuHa (pTPP, Soluble Transferrin Receptor, sTfR) 1870
303MHOMNBHbIV KaTMOHHBLIV 6enok (Eosinophil Cationic Protein, ECP) 869
Ypeannasmos (ypeansiasmbl)
Ypeannasma (Ureaplasma parvum), onpegenenne JHK B moye (Ureaplasma parvum, DNA, Urine)* 275
Ypeannasma (Ureaplasma parvum), onpegenenuve HK B cekpeTte npocrartsl, 3akynsaTte (Ureaplasma
parvum, DNA, Prostatic Fluid, Semen)* 275
AHTuTeNa Knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 1gG) 671

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHve OHK B cocko6e
anuTeNnanbHbIX KNeToK yporeHuTansHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTeNa Knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671



Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue AHK B cekpete

npocrarbl, aakynate (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 275
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK B moue

) - 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*
Ypeannasma (Ureaplasma parvum), onpegenenune JHK B cockobe anutennanbHbIX KNeTok 275
yporeHutansHoro TpakTta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*
Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpefeneHne OHK B cekpeTe npocTaThl, 275

askynsaTe (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK B cocko6e
anuTeNnasnbHbIX KNETOK yporeHnTanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegenenne JHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnupatopHo-CMHUMTMaIbHAsA MHDEKLUA (PECNMPATOPHO-CUHLMTUATBHBIA BUPYC)
AHTUTENa Knacca IgG K pecnmpaTopHo-cyHUMTUanbHOMY BUpYcCY (Anti-Respiratory Syncytial Virus
781
(RSV) IgG)
AHTUTENa Knacca IgM K pecnvpaTtopHO-cHMHLUMTUaNbHOMY BUpYycy (Anti-Respiratory Syncytial Virus
781
(RSV) IgM)
O6pas3 XN3HU 1 reHeTn4eckme (hakTopbl
OnacHOoCTb NpU NpremMe opasibHbIX KOHTpauenTuBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
3003
(Genes F2, F5))
OnacHOCTb NPW NpremMe OpasibHbIX KOHTPaLLenTnBOB (reHbl F2, F5) (6e3 onucaHnsa pesynbTatos 2695
Bpadom-reHeTnkoMm) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapyleHusa cnepmaToreHesa, 6 mapképos (Mrkpogeneumm nokyca AZF) (6e3 onucaHus 3916
pe3ynbTaTtoB reHeTUKOM)
MogroToBska k onepauum (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811

MTHFR, MTRR, MTR, F2, F5))

MogroToBka k onepayum (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHusi pesynbTaToB

Bpayom-reHeTnkom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898
Description))

OnpegeneHne cneyngunyeckmx IgG: NnuLLeBble aniepreHsbl

KpeseTku (F24), annepreH-cneumndunyeckue IgG (Shrimp, IgG, F24) 572

Puc (F9), annepren-cneunduueckme IgG (Rice, IgG, F9) 572

Cmecb nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, 1610K0, nepcuk, IgG (FP15 (F33, F49, F92, FI5), 1045
Food Panel: Orange, Banana, Apple, Peach, IgG)*

Kusu (F84), annepreH-cneuunduyeckue 1gG (Kiwi Fruit, IgG, F84) 572

IpeyHeBas myka (F11), annepreH-crneymdudeckme IgG (Buckwheat, 1gG, F11) 572

Tpecka (F3), annepreH-cneuundmyeckume IgG (Codfish, 1gG, F3) 572

CMecCb NULLEBbLIX annepreHos 3: CBUMHIHA, KyPUHOE MACO, FOBAANHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpegeneHne crneymduuecknx MMMyHornoo6ynnHos knacca G (IgG) K nuuieBbIM annepreHam (Basic

Food Profile, IgG) 15840
Kny6Huka (F44), annepreH-cneundudeckue 1gG (Strawberry, 1gG, F44) 572

OscsaHas myka (F7), annepreH-crieuudguyeckue IgG (Oat, 19G, F7) 572

LLlokonag (F105), annepreH-cneundguyeckue IgG (Chocolate, 1gG, F105) 572

Cmecb nuueBbIx annepreHos (fx21) IgE, ImmunoCAP 1375
MweHnyHas myka (F4), annepreH-cneumguyeckre IgG (Wheat, 1gG, F4) 572

beTa-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572

KopoBbe Monoko (F2), annepreH-cneunguyeckue 1gG (Milk, IgG, F2) 572

Tomarsbl (F25), annepreH-cneyudguyeckme IgG (Tomato, 1gG, F25) 572

Mpoco (F55), annepren-cneuudumyeckme IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, IgG, F210) 572

bapaHuHa, IgG (Lamb, I1gG, F88) 572

CeuHuHa (F26), annepreH-cneymdmdeckne IgG (Pork, IgG, F26) 572

NnmoHn (F208), annepren-cneymdmyeckme IgG (Lemon, IgG, F208) 572

baHaH, IgG (Banana, IgG, F92) 572

AnuHbIin xxenTtok (F75), anneprex-cneunduyeckue IgG (Egg Yolk, 1gG, F75) 572



AnyHbii 6enok (F1), annepreH-cneunguueckme IgG (Egg White, IgG, F1) 572

KypuHoe msco (F83), annepreH-cneundguyeckue IgG (Chicken Meat, IgG, F83) 572
KapTtogens (F35), annepreH-cneunguyeckue IgG (Potato, IgG, F35) 572
AnenbcuH, IgG (Orange, 1gG, F33) 572
MpeiingpyT (F209), annepren-cneunduyeckue 1gG (Grapefruit, IgG, F209) 572
MaHro (F91), annepreH-cneuunguyeckme IgG (Mango, 1gG, F91) 572
Apaxuc, IgG (Peanut, IgG, F13) 572

Cmech nuLLeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1430
ToikBa (F225), annepreH-cneundguyeckue 1gG (Pumpkin, 19G, F225) 572
CoeBble 606bI (F14), annepreH-cneunguyeckue IgG (Soybean, IgG, F14) 572
Mopkossb (F31), annepreH-crneuuguyeckme IgG (Carrot, 1gG, F31) 572
rosaguHa (F27), annepreH-cneundguyeckune 1gG (Beef, I1gG, F27) 572
Mekapckue apoxokn (F45), annepreH-cneundguyeckue 1gG (Baker’s Yeast, IgG, F45) 572
Kanycta kouaHHas (F216), annepreH-cneyundmdeckme 1gG (Cabbage, 1gG, F216) 572
MueHble gpoxokn (F403), annepreH-cneundguyeckue IgG (Brewer’s Yeast, IgG, F403) 572
®yHayk (F17), annepreH-cneumdmyeckue IgG (Hazelnut, IgG, F17) 572
KaseuH (F78), annepreH-cneyuguyeckume IgG (Casein, IgG, F78)) 572
Mepcuk (F95), annepreH-cneunduyeckue IgG (Peach, 1gG, F95) 572
fA6noko (F49), annepreH-cneuyungunyeckume IgG (Apple, 1gG, F49) 572
[epnec-BMpyc 4Yenoseka 6 Tmna
AHTUTENa Knacca lgG K repnecsupycy 4enoseka 6 tuna (Anti-HHV-6 IgG) 671
lepnecsupyc 6 Tuna, onpegeneHne AHK B cntoHe (HHV-6 DNA, Saliva)* 275
lepnecsupyc 6 TMna, onpegenexHve AHK B cocko6e anutenmanbHbIX KNeTOK YpOoreHUTanbHOro 275
Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
lepnecsupyc 6 Tvna, onpegeneHne AHK B cekpeTe npoctartsl, askynate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
lepneceupyc 6 Tvna, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTOK CAM3UCTOM Hoca 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 Tmna, onpegeneHne AHK B moyve (HHV-6 DNA, Urine)* 275
lepnecsupyc 6 Trna, onpegenenne AHK B cnimHHOMO3roBoli xugkoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tnna, onpegenexne AHK B Beinote (HHV-6 DNA, Exudate)* 275
lepnecsupyc 6 Tvna, onpegenenne AHK B BeHo3Hol kposu (HHV-6 DNA, Blood)* 418
lepnecsupyc 6 Tvna, onpegeneHne AHK B cockobe anutennanbHbIx KNeTok poTtornotku (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 TMna, onpegenenune AHK B cbiBopoTke Kposu (HHV-6 DNA, Serum)* 418
XnamuguiiHasa HeKUMs, XnaMmmanos (xnammann)

Xnamngusa (Chlamydia pneumoniae), onpegenexune AHK B catoHe (Chlamydophila pneumoniae,

- 429
DNA, Saliva)*
Xnamngusa (Chlamydia trachomatis), onpegenerve HK B cekpeTe npoctarhl, 3akynate (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTuTeNa Knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia trachomatis (Anti-cHSP60 1gG) 583
AHTuTeNna Knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnamngms (Chlamydia pneumoniae), onpegenenve AHK B nna3me kposwu (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTUTeNa knacca lgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgG ) 561
AHTuTeNa knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamngusa (Chlamydia trachomatis), onpegenerHve JHK B cockobe anuTenuasbHbIX KNeToK 275
cnnsuctoli npsmoit knwkm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamugus (Chlamydia trachomatis), onpegeneHme AHK B cocko6e anuTenmanbHbIX KNeToK 275

yporeHutansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTeNa knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG) 539



XenukobakTep nuiopwu, onpegenexdne AHK B 6uonTarte cin3ncToim xxenyaka n/unnm
fBeHaguaTunepcTHol kuwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamugus (Chlamydia trachomatis), onpegeneHme AHK B cocko6e anuTenmanbHbIX KNeToK

KOHBIOHKTMBBI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AHTUTENa Knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamugumsa (Chlamydia pneumoniae), onpegeneHne AHK B mokpote (Chlamydophila pneumoniae,
869
DNA, Sputum)*
AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamngusa (Chlamydia trachomatis), onpegeneHve OHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamugus (Chlamydia trachomatis), onpegeneHve AHK B cnuHHOMO3roBol xugkoct (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamugus (Chlamydia trachomatis), onpegeneHve AHK B Beinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamuamsa (Chlamydia trachomatis), onpegenerne HK B cuHoBuanbHoli xuakoctn (Chlamydia 506
trachomatis, DNA, Synovial Fluid)*
Xnamngusa (Chlamydia pneumoniae), onpegeneHue AHK B cockobe anutennanbHbIX KNeTok 429
potornotkn (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamugus (Chlamydia trachomatis), onpegeneHme AHK B cocko6e anuTenmanbHbIX KNeToK 275
potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Cudmnuc
bnegHas TpenoHema, onpegeneHue AHK B cekpete npocrartsl, askynste (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BnepHas TpenoHema, onpegenerne AHK B cockobe anutenuanbHbIX KNETOK YPOreHUTaIbHOro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
bnegHas TpenoHema, onpegeneHne AHK B mouye (Treponema pallidum, DNA, Urine)* 275
bnegHas TpenoHema, onpegeneHne AHK B cninHHOMO3roBoii xxuakoctu (Treponema pallidum,
. . 275
DNA, Cerebrospinal Fluid)*
bnegHaa TpenoHema, onpegeneHne AHK B cbiBOpoTKe Kposwu (Treponema pallidum, DNA, Serum)* 407
bnegHasa TpenoHema, onpegeneHne AHK B otgensemom (Treponema pallidum, DNA, Secretion)* 275
AHTuTeNa Knaccos IgM un 1gG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 418
IgG, Total)
BnepgHas TpenoHema, onpegeneHve JHK B cockobe anutenunanbHbIX KNeToK Koxxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BbnegHas TpenoHema, onpegeneHune AHK B cockobe anutennanbHbIX KNETOK POTOMIOTKA 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTUTENa Knacca IgG K Treponema pallidum, BbisBNsemMble METOLOM UMMYHOOBNOTTUHTA
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
BnegHas TpenoHema, onpegenerve HK B cockobe anutenmnanbHbIX KNETOK KOHBHOHKTUBbI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTUTENa Knacca IgM K Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudmnmc RPR — aHTuKapamonuniunHoBblii TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTUTENa knacca IgM K Treponema pallidum, BbisBNsieMble METOLOM UMMYHOONOTTUHTA
. . 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHka aHApOreHHOro cratyca
A09.05.078 TecTocTepoH (Testosterone) 385
JerngposnuaHgpoctepoH-cynbart (3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-ketoctepongsbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
InobynuH, cesisbiBatoLWMiA nonosble ropmoHsbl (TCHI) (Sex Hormone-Binding Globulin, SHBG) 396
AHppocTeHanoH (Androstenedione) 1100
A09.05.139 17-OH-nporecTtepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBO60OAHbIN TecTOCTEPOH (Free Testosterone) 957
AHApPOCTEHANON NIOKYPOHUS (AHAPOCTaHAMOoN raokypoHua) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
AunrngpotectoctepoH (A T) (Dihydrotestosterone, DHT) 1430
Broxmmusi moun (pasoBas aKCKpeLus)
Benok, pasoBas NOpUus MO4M (C KpeaTUHMHOM 1 pacHeTOM HOPMa/IM30BaHHOIO MO KPeaTUHWHY 286

nokasarens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)



MarHui, pazoBasi NOpLMst MOUM (C KpEATUHUHOM M PAacYeTOM MarHuii/KpeaTMHUH OTHOLLEHWS)

(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation) 583

MoueBas K1cnoTa, pasoBas NOPLUS MOYK, C KPEaTUHUHOM M pacyeToM HOPMa/IM30BaHHOro No 308

KpeaTVHWHY NOK-Ns

docgop, pa3oBasi NOpLMA MOUM (C KpeaTUHNHOM U Pac4eTOM HOPMaIM30BaHHOIO MO KPeaTUHVHY

nokasarens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319

calculation)

Okcanarbl, pa3oBas NopLms Moun (C KpeaTMHUHOM W pacyeToM HOPMa/IM30BaHHOrO No

KpeaTuHUHY nokasarens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1485

calculation)

AnbByMUVH, pa3oBas Nopums Mouu (C KpeaTMHMHOM U pacHeToM anbbyMunH/KpeaTuHNH

oTHowweHus) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 495

UACR)

Kanbuuii, pazoBass nopuus Mo4m (C KpeaTUHMHOM M PacHeTOM KasbLiMii/KpeaTHUH OTHOLLEHNS) 220

(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)

KoHueHTpauus B moye (Urine Creatinine) 55
OnpepeneHne cneuunguyeckmx IgE: annepreHbl XXUBOTHbIX

TapakaH, IgE (Cockroach, IgE, 16) 484

Cobaka, IgE (Dog Epithelium, IgE, E2) 484

OBua, anutenui, IgE (Sheep Epithelium, IgE, E81) 484

BonHucTbI nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 484

CMecb annepreHoB fOMaLLIHMX FPbI3yHOB: ANUTENINIA MOPCKOV CBUHKW, 3NUTENNIA KPOMKA,
anuTennii xoMsika, Kpbica, Mbliwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 1045
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBMHKa, anutenuii, IgE (Guinea Pig Epithelium, IgE, E6) 484

Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 484

Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 484
BNY-nHpekuunsa (BMpyc MMMyHoZeduULmMTa YenoBeKa)

AHTUTENa K BUY 1 1 2 1 aHtureH BLUY 1 n 2 (HIV Ag/Ab Combo) 319

BWY-1, onpegenenne PHK B nnasme kposu (HIV RNA, Plasma)* 14234

NekapcTBEHHbIA MOHUTOPUHT

3Beponumyc (Everolimus) 3630
LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 1045
TeputnyHomung, neonyHomung (metabonut) (Teriflunomide, Leflunomide metabolite) 3630
NeBeTtupauetam (Levetiracetam, Keppra®) 3740
Kap6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) 2882
MwuToTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma) 3630
®eHunTonH (AndeHunH, AnnaHTun) (Phenytoin) 1276
Takponumyc (Agsarpad, MNporpad), Npotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic, 1573
Tacrosel)
NamoTpnoxuH (Lamotrigine) 3740
Banbnpoeas kucnota (JenakuH, Kousynekc) (Acidum Valproicum, Depakin, Convulexs) 891
A09.05.035.002 deHobapoutan (JltommHan) (Phenobarbitalum) 2882
FoHopes (TOHOKOKK)

FoHokoKK, onpegeneHne AHK B cekpete npocTartel, agkynsaTe (Neisseria gonorrhoeae, DNA,

. . 275
Prostatic Fluid, Semen)*
IOHOKOKK, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK CM3NCTON NPAMOIA KULLKA 275
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
loHOKOKK, onpegeneHve AHK B cuHoBmanbHol xungkoctn (Neisseria gonorrhoeae, DNA, Synovial 506

Fluid)*

Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve 4yBCTBUTENILHOCTU K

aHTMMUKPOOGHbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

FOHOKOKK, onpeaeneHne OHK B cockobe anutenmnanbHbIX KNeTOK KOHbIOHKTMBLI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

FoHOKOKK, onpegeneHve HK B cockobe anuTennanbHbIX KNeTok potornoTtky (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

275

275



FoHOKOKK, onpegeneHne AHK B modye (Neisseria gonorrhoeae, DNA, Urine)*

IOHOKOKK, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTaIbHOTo TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

NakTobakTepuu, naktobaLmbl

NakTob6akTepun, onpegeneHne OHK B cockobe anuTenmanbHbIX KNeTOK YpOreHUTaslbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpnanos, nceB4oMeM6paHO3HbI KOANT
PasgenbHoe onpegeneHve TokcuHa A n TokenHa B Clostridium difficile B kane, aHTUreHHbIV TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)
Moces Ha knoctpuamm (Clostridium difficile, nceBgomem6paHo3HbIii konuT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpalmsaHue no ManaHvkonay ? Pap-tect
Lintonornyeckoe uccnefoBaHne 6ruomareprana CoCKOOGO0B BY/bBbI 1 BAaramila, KPOMe LLENKN
MaTKu (OKpalumBaHue no ManaHukonay, Pap-TecT)
LinTonornyeckoe nccnefoBaHne bromarepuana ek MaTkv (OKkpaliveaHue no ManaHvkonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test)

OnpegeneHne cneymgmnyecknx IgE: GbITOBbIE aniepreHsbl
JomatHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)

Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

OnpegeneHue cneyuguyeckux IgG: 6bITOBbIE annepreHbl

Knewy Dermatophagoides farinae (D2), annepreH-cneunguyeckue IgG (Dermatophagoides farinae,
lgG, D2)

JomawHas neinb/Greer (H1), annepreH-cneundgudeckue IgG (House Dust — Greer, 1gG, H1)

MneceHb Cladosporium herbarum (M2), annepren-cneuudumyeckue IgG (Cladosporium herbarum,
IgG, M2)

Cmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*

MneceHb Penicillium notatum (M1), annepreH-cneumdunyeckue IgG (Penicillium notatum, IgG, M1)
Knewy Dermatophagoides microceras (D3), annepreH-cneunguyeckue 1gG (Dermatophagoides
microceras, IgG, D3)

Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneyudunyeckume 1gG (Dermatophagoides
pteronyssinus, IgG, D1)

MneceHb Alternaria tenuis (M6), annepreH-cneundguyeckue 1gG (Alternaria tenuis, IgG, M6)

PenpoayKTMBHOE 340P0OBbe

HapylueHus cnepmaToreHesa: paclumpeHHas naHesnb (AZF-pernoH) (6e3 onucaHns pesynbtatos
Bpayom-reHeTnkoMm) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without
Description))

Xouy cTaTb MaMOii; OCNOXKHeHWs 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onncaHus pe3ynbTaToB BpadyoM-reHeTukom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

BpoXkgeHHasa runepnnasns Hagno4eyHukos, red CYP21A2, 4y.m. (Gene CYP210HB, Freq. Mut.)
CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCTN: MUHUMasbHasa naHesnb (reHbl F2, F5) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5))

leHeTn4Yeckme hakTopbl My>CKoro 6ecnnogms (reHsl AR, CFTR; AZF-pernoH) (Genetic Factors of
Male Infertility (Genes AR, CFTR; AZF-Region))

BO3HMKHOBEHME N30/IMPOBaHHbIX MOPOKOB pa3BuTus y nnoga (reHsl MTHFR, MTRR, MTR) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR))

Xouy cTaTb MaMoii: OCNOXHeHWs 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD))
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MprBbIYHOE HEBbIHALLMBaHNE 6EPEMEHHOCTH, B T. Y. CKNOHHOCTL K TpOM603aM Npn 6epeMeHHOCTU:
paclwmpeHHas naHesnb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHusa pe3ynbTatos
Bpa4voM-reHeTnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

Tpomb0OTUYECKME OCTIOXHEHWSA NMPU CTUMYNALMN OBYNsSLMK (feHbl F2, F5) (6e3 onvcaHus
pe3ynbTatoB Bpadom-reHetnkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))

BO3HMKHOBEHWE N30/IMPOBaHHbIX MOPOKOB pa3BuTuA y nnoga (reHel MTHFR, MTRR, MTR) (6e3

onncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecTo3bl U heTonnaLeHTapHas HefocTaTouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpomMboTnYecKne OCNOXKHEHNA NpY CTUMYAALMKM oBynauum (reHsl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNIOHHOCTb K TPOM603aM Npu 6epeMeHHOCTN: MUHUMasbHas naHesb (reHbl F2, F5) (6e3 onncaHms
pe3ynbTatoB Bpadom-reHeTukom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

MpuBbIYHOE HEBbIHALLNBAHNE BEPEMEHHOCTU, B T. Y. CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCTH:

paclmpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTosbl 1 heTonnaleHTapHas HefocTatouHocTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onuncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHbIe ciyvam paka MOIOYHON xenesbl n/mnun smdHnkos BRCAL, BRCA2, CHEK2, NBS1

7898

11671

3003

(Hereditary Breast and/or Ovarian Cancer ) 10285
OkpaLumaHve no PomaHoBckoMy-l'vm3e

McecnepoBaHmne MOKpoThl (Examination of Sputum) 825

VccnepgoBaHme TpaHcCyaaToB, aKceyaaToB, cekpeTos (Examination of Transudates, Exudates, 528

Secrets)

VccnepoBaHms NpoMbIBHBIX BOJ, 6POHX0B (MccrnefoBaHne CMbIBOB ¢ 6poHxoB) (Examination of 649

Bronchial Washouts)

NccnepgoBaHue nyHKTaToB KOXXM (Examination of Punctates: Skin) 649

NccnepoBaHue aHAocKonuyeckoro matepuana (Examination of Endoscopic Material) 649

A08.20.004 LiuTonormnyeckoe uccnegosaHue acnupara n3 rnosiocTy Matku 660

VccnepgoBaHme aHAOCKOMMYECKOro MaTepmnana Ha Hanmuuve Helicobacter pylori (Examination of 781

Endoscopic Material: Presence of Helicobacter pylori)

LinTonornyeckoe vccnefoBaHne Matepraa, NoJlydeHHOro Npu XpPypPruyeckrx BMeLLaTebCTeax u

Lpyrnx cpoYHbIx nccnefosaHmsx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

XXugkoctHasa yutonorus. Lintonornyeckoe nccnefoBaHve 6uomareprana ek MaTkm
(okpawmBaHue no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe mccnefoBaHmne anUTenns LWeiku MaTkv ¢ ONncaHnem no TepPMUHO/OTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

Lintonornyeckoe uccnefoBaHne cockoba (Maska) Cm3ncTon 060104KM NONAOCTN Hoca (ogHa

nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

1320

ViccnefoBaHve BblAeNeHNn N3 MONOYHON Xenesbl (Examination of Breast Discharge) 528
VccnepoBaHme NyHKTATOB APYrMX OpraHoB M TKaHel (Examination of Punctates: Other Organs and 825
Tissues)

ViccnepoBaHume oTnevartka ¢ BHyTpumaTto4Hol cnupanm (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)

MccnepoBaHme NyHKTaTOB MOJIOYHOW »kenesbl (Examination of Punctates: Breast) 649
VccnenoBaHve cOCKOGOB 1 OTNEYATKOB OMnyxoneli u onyxonenofo6bHbIx o6pasoBaHuii (Examination 649
of Scrapings and Prints Tumor and Tumor Like Formations)

MccnepoBaHne moum (Examination of Urine) 528

LinTonornyeckoe nccnefosBaHme NyHKTara LWMTOBUAHON Xenesbl ¢ onmMcaHneM no

TEPMUHOIOTMYECcKOl Knaccngukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

VcenenoBaHve COCKOBOB 1 OTNEYATKOB C NMOBEPXHOCTU KOXM M cnn3mcTbix (Examination of
Scrapings and Prints of Skin and Mucous Membranes)

ViccnenoBaHve COCKOOOB LLIEKM MaTKu U LepBUKaNibHOTo KaHana (Examination of Scrapings: Cervix
and Cervical Canal )

429

627

Kopb
AHTUTeNa Knacca IgM k Bupycy kopu (Anti-Measles IgM) 781



AHTUTeNa Knacca IgG K Bmpycy kopu (Anti-Measles 1gG) 880

KneweBoli sHUehanmT, BUPYC KNELeBOro aHuedanmra

AHTUTENa Knacca IgG K BUpYycy KneweBoro aHueganuta (Anti-Tick-borne Encephalitis Virus (TBEV)
I9G)

JTabopaTtopHoe uccnegoBaHune Knewa ans soisieneHms PHK/OHK Bo36yauteneii MHGeKUWA,
nepeaaoLLMXca UKCO40BbLIMU Knelamu: K/ELLEEBOW SHLIE®ASINT, BOPPE/IMO3 (BOJE3Hb
NIAMIMA), AHAMIA3MO3, 3P/INXMO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTeNa Knacca IgM K Bupycy KneweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

528

IgM) 671
HacnepacTtBeHHble 60/1€3HN 06MeHa BeLLEeCTB Y HOBOPOXAEHHbIX/CKPUHUHT «l1sTOYKa»

B3XXX-MC-MC opraHuyeckux kucnot (cykunHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949

YacTtas mytauus B reHe HADHA (HefocTaToOuHOCTb A/TMHHOLLENOYEYHOA

3-rngpokcnaunn-KoA-pgerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511

Dehydrogenase (LCHAD) Deficiency))

CKpUHUHT HoBOPOXAeHHbIX «[MATOYKA» (Newborn Screening "HEEL")* 5489

OnpegeneHne akTMBHOCTM BUOTUHMAA3bI (HELOCTAaTOYHOCTL 6UOTUHMAA3LI) (Biotin-Dependent 5511

Carboxylases Activity (Biotinidase Deficiency))

Yacrtaa myTtaums B reHe GCDH (rnytapoBas aunaypusa tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5511

Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

AHanM3 cnekTpa opraHNYecKnx KUCIoT Mo4vM METOLOM ra3oBOW Xxpomatorpapun ¢

Macc-cnektpometpueii (MX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

YacTnuHbIli aHanu3 reHa ASS (uutpynnuHemums) (ASS Gene, Freq. Mut. (Citrullinemia)) 10483
MonHbIli aHann3 reHa GCDH (rnytapoBas auuaypusi Tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 44440
Gene (Glutaric Aciduria, Type 1))

YacTas mytauus B reHe ACADM (HefocTaToOuHOCTb CPeAHELLENOYeYHO M AernaporeHasbl XXUPHbIX

kucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))

YacTtble myTaumn B reHe FAH (tTnposnHemus tun 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174
YacTtaa myTtaums B reHe BTD (HegocTatouHocTs 6rotuHuaasel) (BTD (Biotinidase Deficiency) Gene, 5511
Freg. Mut.)

MonHbIi aHann3 reHa FAH (TuposnHemus tnn 1) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbIli aHann3 reHa OTC (HeOCTaTOYHOCTb OPHUTUMHTPaHcKapb6amunasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
3weprxmos (K1LevHas nanoyka, swepuxus, Escherichia coli)

MoceB Ha k1weyHyto nanouky (Escherichia coli O157:H7, awepuxmnos), onpeaeneHune

YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam n 6akrepuodaram (Escherichia coli 0157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuwweyHyto nanoyky (Escherichia coli O157:H7, awepuxnos), onpegeneHune

YYyBCTBUTE/ILHOCTM K aHTUMUKPOOHbLIM npenapatam (Escherichia coli O157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

ViccnenoBaHve Ha kulieyHyto nanoyky (Escherichia coli O157:H7, awepuxunos), anapenHbiia

CUHAPOM, aHTUreHHsbIn TecT (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic 1023
Assay)

MLp
Bupyc nmmyHogedmumnta Yenoseka tuna 1, kadyectseHHoe onpegeneHve PHK (Human

immunodeficiency virus, quality, RNA) B CbIBOPOTKE KPOBU 27
Mapsosupyc B19, onpegenexHve AHK 363
Pe3yc-thakTop nnoga. BeisneHune reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 6105
mother's blood)

MapsoBupyc B19, onpegeneHne HK 363
MapsoBupyc B19, onpegeneHne JHK 363

AHTUMEHHBIE TECTbI
NernoHenna, BbIiBNEHUE aHTUIeHa B Mo4e, MMMyHoxpomartorpagus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)
PecnupatopHO-CMHUMTUAbHBIA BUPYC (PC-UHMDEKLMS), BbISBIIEHWE aHTUTEHa,
nmmyHoxpomarorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

Xnamuguu, BbiISIBNEHVE aHTUreHa B Ma3Kax yporeH1TanbHOro TpakTta, MMMyHoxpomarorpagms

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122



FoHOpes, BbISBNIEHME aHTUreHa, MMMyHoxpoMmartorpadus (Neisseria gonorrhoeae test, One step
rapid immunochromotographic assay)

Kamnunob6aktep, fuapeliHblii CMHAPOM, BbISB/IEHME aHTUIeHa B Kasle, UMMyHOXpoMaTorpadgms
(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)
HOPOBWPYC (Norwalk virus) - gnapeiHbiii CMHAPOM, BbiSiBeHE HOPOBUpYca reHorpynn lun ll B
kane, ummyHoxpomatorpagus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

IMHEBMOKOKK, BbISIBIEHNE aHTUTeHa B MOYe, UMMyHOXpoMaTorpadus (Streptococcus pneumoniae,

946

1144

L - : X 1584
One step rapid immunochromotographic assay, antigen, urinae)
SHTEepOBUPYC, BbISIBIEHNE aHTUTeHa B Kase, UMMyHoxpomatorpagus (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)
AYTOMMMYHHbIE 3a60/1eBaHNA KOXN
AHTUTEeNa Knacca IgG k gecmorneunny-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2376
AHTUTENa Kknacca lgG Kk 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTuTeNa Knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTUTeNa Knacca IgG k gecmocomam anugepmunca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376
and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTENA K 6a3anbHOl MembpaHe koxu, IgG (Basement membrane zone antibodies, IgG) 2222
AHTUTEeNa Knacca IgG k gecmorneunHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376
XenvkobakTepHasi MHheKUUS (XennkobakTep)
AHTUTeNa Knacca IgA K Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTeNna Knacca IgG k Helicobacter pylori, BbisiBnsiemMble METOLOM MMMYHOGAOTTUHIA
. - . 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTUTENa Knacca IgA K Helicobacter pylori, BbisBnsieMble METOAOM MMMYHOGOTTMHIA
. - . 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTeNa Knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori 1gG) 539
1303HEL ??C-ypeasHblii gbixatensHblli Tect (??C-YAT, 13C-Urea Breath test, UBT). BoisiBneHue 2398
nHgpekuun Helicobacter pylori
AHTUTeNa Knacca IgM kK Helicobacter pylori (Anti-Helicobacter pylori IgM) 770
Ty6epKynes (MMKobakTepun TybepKynesa)
Mwukobaktepuu Tybepkynesa, onpegeneHve AHK B mokpoTe (Mycobacterium tuberculosis, DNA, 649
Sputum)*
Mwukob6aktepumn Tybepkynesa, onpegeneHve OHK B cMHoBManbHOWM »umakoctn (Mycobacterium 506
tuberculosis, DNA, Synovial Fluid)*
Mwukobaktepuun Tybepkynesa, onpegeneHve AHK B cnmHHOMO3roBow xuakoctn (Mycobacterium 275
tuberculosis, DNA, Cerebrospinal Fluid)*
Mwukobaktepuun Tybepkynesa, onpegeneHve HK B BbinoTte (Mycobacterium tuberculosis, DNA, 275
Exudate)*
Mwukobaktepun Tybepkynesa, onpegeneHne JHK B cekpeTe npoctaThl, 3skynate (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa knaccos IgM, IgA, IgG kK Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium
) 1793
tuberculosis IgM, IgA, IgG, Total)
Mwukobaktepuun Tybepkynesa, onpegeneHne JHK B mouye (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mwukobaktepuu Ty6epkynesa, onpegeneHve HK B cbiBopoTke kposu (Mycobacterium tuberculosis, 429
DNA, Serum)*
MwukobakTepun Tybepkynesa, onpegeneHve JHK B MmeHcTpyanbHol kpoBu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KoMnneKcHbIE MIMMYHOIOTUYECKME NCCEROBaHMS
Linpkynnpytowme nmmyHHble komnnekces (LK) obwwme (Circulating Immune Complexes (CIC) 1188
Total)
daroymTapHas akTMBHOCTb nelikountoB (Phagocytic Activity of Leucocytes) 1100
CnocobHocTb numMdounToB K aktuBauum (Lymphocyte Activation Ability) 3795
CD4+ T-numdoumTbl, % 1 abcontoTHoe KonuyecTso (T-xennepbl, CD4+ T-cells, Percent and 1507
Absolute)
AKTMBUpOBaHHbIe numpountsbl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdoumnTel, % 1 abcontoTHoe Konmyectso (CD19+ numdouuntel, B-cells, Percent and Absolute) 1507
deHoTMNMPOBaHME NMMApOLNTOB (OCHOBHLIE cybnonynauumn) — CD3, CD4, CD8, CD19, CD16, CD56 3795

(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)



MmmyHorno6ynuHbl G (nogknaceel IgG1, 1gG2, 1gG3, IgG4) 13761

BeTpsiHasa ocna (OnosAckIBatOLLMA nLLait)
AHTUTENA Knacca IgM K BUpycy BETPSIHOW Ocnbl 1 onosickiBaroLero nuwas (Anti-Varicella-Zoster

Virus IgM, Anti-VZV IgM) 858

Bupyc Varicella-Zoster, onpegenernve OHK B cbiBopoTKe Kposu (Varicella ZosterVirus, DNA, serum) 396

AHTUTENa Knacca IgG K BUpycy BETPAHOW Ocrbl 1 onosicbiBatoLero nuwas (Anti-Varicella-Zoster 781

Virus IgG, Anti-VZV 1gG)

Bupyc Varicella-Zoster, onpegeneHne AHK B cocko6e anuTennanbHbIX KNETOK CIU3UCTOM 396

potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpegenerve OHK B cntoHe (VaricellaZosterVirus, DNA, saliva) 396
[n3eHTepusa 6akTepuanbHas, LWurennes, Wurensl

MoceB Ha NATOreHHyo KULLEYHYHO (hIopy, OnpejeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam u 6aktepuodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

PIMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 484

MoceB Ha naToreHHyto kuLeyHyto gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 858

Identification)

PMrA c Shigella sonnei (Shigella sonnei, IHA) 484

MoceB Ha NATOreHHyo KULLEYHYIO (hIopy, OnpejeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067

Susceptibility Testing)

PIMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

VMMyHOIrMCTOXMMUYECKME UCCEA0BaHMS

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOrnctoxmmmuyeckoe vnccnegosaHue, VX (nomarepuan,
(hMKCMpPOBaHHbI B NapadmHoBoM 610ke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npefcraTenbHON Xenesbl — KOMMNAIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCEf0BaHMNE C OLLEHKOM

aKcnpeccuu: anbha-metunaunn-KoA-pauvemassl (P504S, AMACR), LMTOKepaTMHOB BbICOKOIO

MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(34?E12), p63)*

MimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: anarHocTuka nmmgonponngepaTMBHbIX

3aboneBaHuii (bromMatepuarl, 3aK/OUEHHbI B NapatnHoBLI 6/10K) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE UCCNe0BaHNe: OLEeHKa NponngepaTMBHOA
aKTUBHOCTM MO akcnpeccun Ki-67 (brnomatepuan, PUKCUPOBaHHbI B hOpMasMHOBOM Gydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, 5599
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VIMMYHOTMCTOXMMMYECKAA AMarHOCTMKA XPOHNYECKOr0 3HAOMETPUTA — BbISIBiEHNE

nnasmatmyecknx knetok (CD138) (buomatepuran, prKcMpoBaHHbI B napagmHoBoM 6510ke) (Chronic 5500

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Paraffin Block))

MimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: auarHocTuka Mg onponngepaTmBHbIX

3aboneBaHuiin (broMatepuan, (MKCUPOBaHHbIN B hopmannHoBom 6ydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeuenTopbl K acTporeHam v NporectepoHy, MUMMYHOTMCTOXMMUYECKOE NccnefoBaHve

(6nomatepwman, hrkcnpoBaHHbI B napaguHoBoM 610ke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKOE UCCNefOBaHNe Mapkepa paHHel AMarHOCTUKM AUCMNasmm ¢ BbICOKOM
CTEMEHbIO purCcKa 03/10KavecTBNeHMs: pl6INK4a (6riomatepuan, (MKCUMPOBaHHbI B NapajrHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VimmyHoructoxumuyeckoe (UNX) nccnegosaHue: AnarHOCTUKa rmcToreHesa Metactasos npu
HeyCTaHOB/IEHHOM NEPBMYHOM o4are (CNeKTP MapKepoB AN BbISBNEHUS TKAHEBO 27808
npuHagneXxxHoctn) (briomatepuan, 3ak/lOUEHHbIV B NapanHoBbI 6/10K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeuenTopbl K acTporeHam 1 nNporectepoHy, MUMMYHOTMCTOXMMUYECKOe nccnefosaHve (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npefctatenibHO Xesne3bl — KOMMIEKCHOEe MMYHOTMCTOXUMUYECKOE MUCCIeJOBaHNE C OLIEHKO
akcnpeccum: anba-meTunaunn-KoA-pauemassl (P504S, AMACR), LMTOKEPATVHOB BbICOKOrO
MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(34?7E12), p63)

4873

7051



VIMMYHOTMCTOXMMMYECKOE MCCej0BaHNe MapKepa paHHel AMarHOCTUKM ANCMNa3Un C BbICOKOW
CTEMEeHbIO pucKa 03/10KavecTBneHns: pl6INK4a (briomatepuan, (MKC1pOBaHHbIN B (POPMaTMHOBOM
6ytepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

OnpegeneHne HER2 ctaTtyca onyxonu MeTofoM MMMYHOGyOpeCcLEHTHON rmbpuansanmm in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE UCCelOBaHNE: OLeHKa NPonngepaTMBHOA
aKTMBHOCTM No akcnpeccum Ki-67 (6uomatepuran, PUKcMpoBaHHbI B napaguHoBom 6110ke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKAs ANAarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISBIEHUE
nnasmatmyecknx knetok (CD138) (buomatepuan, hUKcMpoBaHHbIV B (hopMainHOBOM Gydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMYyHOTMCTOXMMUYECKOe nccnegoBaHme, UIMX (bnomarepuan
(hMKCUPOBaHHbIN B hopmannHoBom bydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VimmyHoructoxnMmumyeckoe (UMX) nccnegosaHue: AnarHOCTUKa rmcToreHesa Metactasos npu

HeyCTaHOB/IEHHOM NEPBMYHOM oyare (CMeKTp MapKepoB A/15 BbISBNEHUS TKAHEBOM

NpUHagneXxXHocTn) (bruomartepuan, (MKCUPOBaHHGLIY B hopMaIMHOBOM Bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

4873

32626

5599

5500

OueHKa (hyHKLUM WUTOBUAHON >Kene3sbl

A09.05.065 ViccnepoBaHme ypOBHS TMPEOTPONHOro ropmoHa (TTl) B KpoBu 363
A09.05.064 TMPOKCUH obLwwnii (T4 obLwuin, TeTpaliogTMPOHKH 06LwKit) (Total Thyroxine, TT4) 385
A09.05.061 TpuiioagTMPOHMH cBOGOAHLIN (T3 cBO6OAHbIN) (Free Triiodthyronine, FT3) 385

AHTMTENa K MUKPOCOMasTbHOM (hpakuumn TupeountoB (AT K MMKPOCOMa/IlbHOMY aHTUTEHY
Tmpeountos, AT-MAI, AMAT, TMpeongHble aHTUMUKPOCOMasIbHble aHTuTeNa) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 ViccnepoBaHme ypoBHS cBO60AHOrO TpoKcnHa (CT4) cbiIBOPOTKM KPOBU 385
AHTUTENA K TpEeonaHoW nepokcugase (AT-TMNO, MMKpocomanbHble aHTUTena) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTuTena K peuentopam TTI (AT K peLentopam TMPEOTPONHOro rOPMOHa B
cbIBOpOTKe KpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENA K TMpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

429

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 484
A09.05.117 Tupeorno6ynuH (Tr) (Thyroglobulin, TG) 693
TUPOKCMHCBA3bIBAIOLLAsA CMOCOOHOCTL (MOr/IOLLIEHNE TUPEOUIHbIX TOPMOHOB; MHAEKC CBA3bIBAHUA
TUPOKCUHA; MHAEKC CBOBOAHOrO TMpPOKeKHA) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioagTMPOHMH 06wt (T3 obwmii) (Total Triiodthyronine, TT3) 385
MpoayKTbl 418 cCEPTUDNKATOB
KopoHaBupyc SARS-CoV-2, onpegenenne PHK B Ma3ke cO CIM3UCTO HOCOMNOTKU 1 POTOTNOTKN 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOIMYHbIE UCCNEAOBaHNSA MOYBbI
MouBa: koMMNNeKcHaa arpoxummuyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: kOMNNeKcHaa ToKCcuKonornyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OueHKa (hyHKLMK rmnogumsa
A09.05.066 CoMaToTpOrHbIA FOpMOH (comaTtoTponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 ALPEeHOKOPTUKOTPONMHBI ropMoH (AKTT, kopTrkoTponuH) (Adrenocorticotropic
682
Hormone, ACTH)
ComatomegnH C (MHcynnHonopo6HbIl thaktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 /ltoTenHmn3upyoLmii ropmoH (/1) (Luteinizing Hormone, LH) 385
MakponponaktnH (Macroprolactin)* 1188
A09.05.087 MponakTnH (Prolactin) 385
A09.05.132 donnmkynoctumynmpyowmii ropmoH (®Cr) (Follicle Stimulating Hormone, FSH) 385
AYTOUMMYHHbIE MOPXKEHNSA NEYEHN
AHTUTENa Knacca IgG K acuanornMkonpoTeMHoBoMy peLentopy (aHTU-ASGPR) (Autoantibodies 1705

Against Asialoglycoprotein Receptor, Anti-ASGPR, IgG)



AHTUTeNa Knaccos IgA, 1gG, IgM K MUTOXOHAPUAM (AHTUMUTOXOHAPWANbHbIE aHTUTeNa, AMA),

cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total) 1518
MaHenb aHTUTEN KNacca |gG npu ayTOMMMYHHbIX 3a60neBaHuaxX nedeHun (AT K aHTUreHam AMA-M2,
M2—3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), nmmyH0610T (Autoimmune Disease 3652
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
AHT_MTena K MWKpOCOMaMm MeyeHu 1 NoYek, CymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, IgG+IgM+ IgA)
AHTMTena_Knaccos IgA, 1gG, IgM K r_na,qK0|7| MycKynatype, cymmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)

AyTOVMMYHHbIE 3HAOKPVMHOMATUM: caxapHblid anabeT 1-ro Tmna
AHTuTEeNa Knacca IgG k uHcynuHy (Insulin Autoantibodies, IAA, 1gG) 671
AHTUTENA K Tpo3nHpocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2 Antibodies, IA-2 Ab,
Tyrosine Phosphatase Antibodies) 1705
AHTUTENA Knacca IgG Kk 6eTa-kneTkam nogxenyao4vHoii xxenessl (Anti-Islet Cell Antibodies, Islet Cell 1518

Autoantibodies, ICA)

AHTUTENA K aHTUreHaM KNeToK Nokenyao4vHoii xenessl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

AHTUTeNa Knacca IgG Kk rnytamatgekap6okcumnase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, IgG)

VepcuHum (nepcrHnos, ncesfoTybepkynes)

1749

MoceB kana Ha nepcuHum (Yersinia enterocolitica, nepcnHMO3, onpegeneHne YyBCTBUTENBHOCTM K
aHTMMNKPOOGHBIM Npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PIMTrA c Yersinia enterocolitica cepoTtna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTUTeNa Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgG) 539
AHTUTeNa Knacca IgA K aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PMTA c Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3, IHA) 484
PMTA ¢ Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cuctema cBePTbIBaHWS KPOBY

PaclumpeHHoe nccnefoBaHne reHoB cucteMbl remoctasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

TpombouuTapHbIi peuentop grbpuHoreHa (reH ITGB3) (6e3 onucaHnsa pesynbTaTtoB

Bpayom-reHeTnkom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description)) 1386
Tpom603bl: paclumpeHHas naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onncaHus pesynbtatoB

Bpa4voMm-reHeTnkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

wneparperauma TpoM6oUMTOB, NonnmMophnam reHa ITGA2 ¢.759 C>T Hyperaggregation of 3036
platelets, gene polymorphism ITGA2 ¢.759 C>T

TpomM603bl: cOKpalleHHas naHenb (reHbl F2, F5) (6e3 onucaHus pesynsbTatoB BpauoOM-reHeTMKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

rmnepromouucterHemust (reHsl MTHFR, MTRR, MTR) (6e3 onvcaHnsa pesynbTatoB 5203

Bpa4vyom-reHeTnkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))
Imneparperaums TPOMGOLUMTOB, NoAnmMopdnam reHa ITGA2 ¢.759 C>T (6e3 onncaHnsa pe3ynbTaToB
Bpayom-reHeTMkoMm) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

TpomM603bl: cOKpalleHHast naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
rmnepromouuctenHemus (reHsl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5808
MTRR, MTR))

Tpom603bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel

(Genes F2, F5, MTHFR, MTRR, MTR)) 8811
PaclumpeHHoe uccnegoBaHne reHoB cucTeMbl remoctasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus pe3ynbTatoB BpadoM-reHeTukom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Nnctepuros, nuctepun
Nnctepun, onpegenenne JHK B cMHHOMO3roBoW xungkoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
Nunctepun, onpegenenmne JHK B moue (Listeria monocytogenes, DNA, Urine)* 253
Nuctepun, onpegenerne JHK B cockobe anuTenmanbHbIX KNeTOK CAn3NUCTOM Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*



MoceB Ha nucTepum (Listeria monocytogenes) ¢ onpegeneHnemM HYyBCTBUTENIbHOCTU K
aHTUMUKPOOHLIM Npenapatam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenerne AHK B nna3me kposwu (Listeria monocytogenes, DNA, Plasma)* 231
Nuctepun, onpegenenne JHK B cockobe anuTenmnanbHbIX KNETOK PpoTOrnoTku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
Nuctepun, onpepenenve AHK B cnHOBManbHOM »unakocTu (Listeria monocytogenes, DNA, Synovial 506
Fluid)*

OnpegpeneHve cneuunduyecknx IgE: annepreHbl NblibLbl PACTEHWI
CMecb annepreHoB TpaBbl: KOIOCOK AYLUWCTbIN, POXb MHOTO/IETHAS, TUMO(EEBKA, POXb
KyNbTMBMPOBaHHas, 6yxapHuK Wwepctuctoli, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tononb, IgE (Cottonwood, IgE, T14) 484
MonbIHb ropekas, IgE (Wormwood, IgE, W5) 484
TumodhbeeBka, NbinbLa, IgE (Timothy Grass, IgE, G6) 484

CmMecb annepreHoB COpPHOI TpaBbl: aMbpo3ns MOJbIHHOANCTHAS, MOJbIHb 06LIKHOBEHHaS,

NOAOPOXHMK, Mapb 6enas, 4epTonosox pycckuid, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

bepesa, nbinbug, IgE (Birch, IgE, T3) 484

MonbIHb 06bIKHOBEHHas, NblnbLa, IgE (Mugwort, IgE, W6) 484

Cmech annepreHoB fepeBbeB: 0/1bXa, NelnHa 06bIKHOBEHHas, UBa, 6bepesa, ay6, IgE (TP9 (T2, T4,
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

Cmecb annepreHoB TpaBbl: exka cbopHas, 0BCAHHMLA /TyroBas, POXXb MHOTO/IETHSS, TUMO(EEBKa,
MATIMK Nyroeoi4, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

1045

Mapkepbl MeTa60oM3Ma KOCTHOW TKaH

25-OH ButamuH D o6wwmii (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
JesokcnnupugmHonuH (4NAA4) 8 moye (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbuuH (KoctHblli Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737

N-TepMuHanbHbI NponenTug npokonnareHa 1 o6wwii (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-KOHLeBble TenonenTuabl KonnareHa | tuna (6eta-CrossLaps, C-tepMuHanbHsbiii Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1496

OnnromepHbIA MaTpUKCHbIA 6enok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695

CTpenToKOKKOBasA NHGeKL s (CTPenTOKOKKK rpynn A n B)

MoceB Ha 6eTa-remoNnTUYECKMIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus
agalactiae), onpegeneHune 4yBCTBMTENILHOCTM K aHTUMUKPOGHBLIM Npenaparam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha 6eTa-reMoMTUYECKNIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 759
CTpenToKOKK rpynnsl B, _aHTl/lreHan?l TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)

CTpenToKOKK rpynnbl A, aHTUreHHbI TECT (OTAeNsemMoe poTornoTtku) (Streptococcus Group A. One 057

Step Rapid Immunochromotographic Assay)

MoceB Ha GeTa-reMoIMTUYECKNIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes), onpegeneHne 4yBCTBUTEbHOCTM K aHTUMUKPOOHbLIM npenapatam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CtpenTokokk, onpegenenne AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 429
MoceB Ha 6eTa-reMonnTUYECKNiA CTPENTOKOKK rpynmbl A (Streptococcus group A, Streptococcus

- AL 682
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CtpenTokokk, onpegeneHne AHK B nnasme kposwu (Streptococcus spp., DNA, Plasma)* 649
CTpenToKOKK, onpegenenne JHK B cockobe anuTennanbHbIX KIETOK POTOrNOTKM (Streptococcus 429
spp., DNA, Scrape of Faucial Epithelial Cells)*
CtpenToKOKK, onpegeneHne AHK B mokpoTe (Streptococcus spp., DNA, Sputum)* 869

BuoreHHble aMyHbI

A09.28.034.001 MeTaHe(hpyHbI (PpaKkLMOHMPOBaHHbIe (CBOGOAHbLIE N KOHBIOTUPOBAaHHbIE), 2486

24-yacoas moya (Metanephrines fractionated, free and conjugated , 24-h urine)



MeTab0onnTbl KaTexoaMMHOB U CEPOTOHMHA, CYyTOYHAs MoYa: BaHUIMIMUHAaNneBas kucnota (BMK),
romoBaHunnHoBas kucnota (MBK), 5-rugpokcunHgonykcycHas kucnorta (5-rMyK)(Catecholamines

and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 2486
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepOTOHWH B CbIBOPOTKE KPoBM (Serotonin, Serum) 2299
KatexonamuHsbl (agpeHanvH, HopagpeHanvH, fothamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KaTtexonamuHsbl (agpeHanuH, HopagpeHanvH, fohamuH) B nnasme kposu — KATEM/ 2299
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
fmctamyH B Nnasme Kposu (Histamine, Plasma) 2662
MeTaHedprHbI (hPaKLMOHNPOBaHHbIE, pa3oBas Moya (CBOH6OHbIE + KOHBIOTMPOBaHHbIE)
- . - ; 2013
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHsbl (agpeHanuvH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnucTopxo3 (kowwaybs aByycTka, Opisthorchis felineus)
AHTUTeNa Knacca IgG k aHTureHam onucropxuca (Anti-Opisthorchis felineus 1gG) 869
Naménnosnaméaun
Nam6nmn (Giardia liamblia), gnapeiHbiii cHAPOM, aHTUreHHbIn TecT (Giardia liamblia. One Step 957
Rapid Immunochromotographic Assay)
AHTUTeNa Knaccos IgM, IgG, IgA K aHTUreHam namo6ania, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 627
IgA, Total)
BMOXMMUA MOUK (CYyTOUHAsA IKCKPeLs)
A09.28.027 AMunasa B MoYe CyTOYHOW 1m NOPLMOHHON 3a n3mepeHHoe Bpems (Anba-aMmmnasa,
- - 253
Anactasa moum) (Amylase, 24-Hour or Timed Urine)
Kanbyuii (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 220
Kanwii (K), Hatpuii (Na), cytouHast moya (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpob6a Pebepra (KNMpeHC 3HAOreHHOIo KpeaTuHWHA, CKOPOCTb K/TyGOUYKOBOW (huibTpaLmm)
Lo 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 Mtoko3sa, cytovHass moua (Glucose, 24-Hour urine) 165
A09.28.009 MoueBuHa, cytouHas moda (Urea, 24-Hour urine) 165
A09.28.010 MoueBas k1ucnoTa, cytouHas mova (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wuin 6enok, cytouHas moya (Protein Total, 24-Hour urine) 143
MarHuid, cyTouHas mMmoya (cyTouHas akckpeums), (Magnesium, 24 h urine excretion) 330
MeTaHe®hprHbI PpakLMOHNPOBaHHbIE CBOOOHbIE, CYyTOUHAsA MOYa 2079
Okcanartbl, cyTouHas moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 Anb6yMuH, cyTouHas moda (Albumin, 24-Hour urine) 352
A09.28.006 KpeaTnHuH, cytouHas moya (Creatinine, 24-Hour urine) 165
docgop (P), cytouHas moua (Phosphorus (P), 24-Hour urine) 220
VimmyHOrno6ynvHbl obume
A09.05.054.002 MimmyHornobynuHel knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 VimmyHOrnobynuHsl knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 MimmyHornobynuHel knacca G (Immunoglobulin G, IgG) 275
A09.05.054.001 immyHornobynuHbl knacca E (06wuin IgE, MMyHOrno6ynmH E obwinii)
. 429
(Immunoglobulin E Total, IgE Total)
Backynutbl 1 mopaXkeHusi moYeK
AHTUTENA Knacca IgG k 6a3anbHoli MembpaHe kny6oukoB noyvek (aHTM-BMK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AHTuTeNa knacca IgG k ymuronnasme Hentpodmnos (AHLLA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)
AHTUTeNa knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AHTUTENa Knaccos IgG, IgA, IgM Kk peuenTtopy doctonunassl A2 (PLA2R), cymmapHo 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA, IgM, Total)
MaHenb aHTUTEN K aHTUreHaM aHTUHERTPOUIbHBIX aHTUTEN (NaHenb aHTureHoB AHLIA), IgG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)
AHTUTeNa Knacca IgG k C1q taktopy komnnemeHTa (Anti-Complement 1q Antibodies, Anti-C1q, 1232

IgG)



AHTUTeNa Knaccos IgG, IgA, IgM K kneTkam cocyauctoro sHgotenns (HUVEC), cymmapHO
(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)

AHTUTeNa Knacca IgG k mvenonepokcugase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1232

OPYTME NHOEKLIVN

1705

AHTUTENa K BUpYycy nonvommenuta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, 1gG) 1595

AHTUTENa K reMonnbHOM nanouke Tuna b, IgG (AHTMTeNa knacca IgG K
nonupubosnnpuéutondgocdary) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae Tuna b 1991
(HiB), anti-PRP Haemophilus influenzae b 1gG)

Boppennos (6onesHb Jlanima)

AHTUTena knacca lgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG) 627
Boppenuu, onpegenerne JHK B cniMHHOMO3roBow »kuakoctu (Borrelia burgdorferi, DNA,

Cerebrospinal Fluid)* 506
boppenun, onpegenerHne JHK B cnHoBUanbHOM xungkoctu (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*
AHTuTeNa Knacca IgM k Borrelia burgdorferi, BbisiBnsiemble metofom BectepH-6n0Ta (Anti-Borrelia 1980
burgdorferi IgM, Western Blot (WB))
AHTUTena Knacca IgG k Borrelia burgdorferi, BbisBnsieMble MeTO40M UMMYHOG/IOTTUHTA 2999
(Anti-Borrelia burgdorferi IgG, Immunoblot )
AHTuTeNa Knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627
McuxoakTMBHbIE BELLECTBA B MOYe
BapbuTypatbl B Mouye (Barbiturates, Urine)* 1232
HapKOTMKM 1 NCUXOTPOMHbIE BELLECTBa ? CKPUHUHT (KOMMNIEKCHbIM aHannM3 MOYM Ha onuvarhl,
amdeTaMunH, MeTaMeTamMnH, KOKavH, KaHHabuHouapl 1 ux metabonutel) (Drugs and Psychotropic 3410
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)
KaHHabnHowngbl (MapuxyaHa) B moye (Cannabinoids (Marijuana), Urine)* 1232
JtaHon (ankoronb) B Mmo4e (Ethanol (Alcohol) Urine)* 1232
«BpeaHble NPUBbIYKU» (AHAIN3 MOYM HA HUKOTWH, MCUXOTPONHbIE U HAPKOTUYECKME BELLLECTBa,
NCUX0aKTUBHbIE NEKAPCTBEHHbIE NpenapaTtbl (HUKOTUH; MCUXOTPOIHbIE U HAPKOTUYECKME BELLLECTBa,
L e . 3608
NncrxoaKTMBHbIE NeKapcTBeHHbIe npenapartsl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants
and Psychotropic Substances, Urine)*
Onwuarbl (MopthrH/repounH) B Mode (Opiates (Morphine/Heroin), Urine)* 1232
anwreiiHa-bapp B1pycHas nHgekumsa (BMpyc dnwteliHa-bapp)
Bupyc SnwreiHa-bapp, onpeaeneHne AHK B Bbinote (EBV DNA, Exudate)* 275
Bupyc dnwreliHa-bapp, onpegenerne AHK B cnuHHOMO3roBoii >kxmakocTu (EBV DNA, Cerebrospinal 275
Fluid)*
AHTUTENa Knacca IgG K KancuaHoMy aHTUreHy Bumpyca dnwreiiHa-bapp (Anti-EBV Viral Capsid
. 759
Antigens (VCA) IgG )
AHTUTeNa knacca IgG K paHHeMy aHTUreHy Bupyca dnwrteliHa-bapp (Anti-EBV Early Antigen (EA) 627
I9G )
AHTUTENa Knacca IgG K agepHOMy aHTUreHy Bupyca dnwteiHa-bapp (Anti-EBV Nuclear Antigen
528
(EBNA) 1gG )
Bupyc SnwreliHa-bapp, onpegenerve JHK B BeHO3HO kpoBu (EBV DNA, Blood)* 418
Bupyc SnwreliHa-bapp, onpegeneHve OHK B cntoHe (EBV DNA, Saliva)* 275
Bupyc SnwreiiHa-bapp, onpeaeneHne AHK B cekpeTte npocTartsl, askynste (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc SnwreiiHa-bapp, onpegenerve JHK B cockobe anutenunanbHbIX KNETOK CIM3UCTON Hoca 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc SnwreiHa-bapp, onpegeneHne AHK B cockobe anutennanbHbIX KNeTOK YpOreHUTaslbHoro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENA Knacca IgM K KancugHoMy aHTureHy Bupyca dnwreliHa-bapp (Anti-EBV Viral Capsid
. 528
Antigens (VCA) IgM )
Bupyc SnwreiiHa-bapp, onpeaeneHne AHK B cockobe anuTennanbHbIX KNETOK poTOrnoTky (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc SnwreliHa-bapp, konnuectBeHHoe onpegenenne OHK B cbiBopoTke kposu (EBV DNA, 407
Serum)*
Bupyc SnwreiiHa-Bapp, onpeaeneHne AHK B moye (EBV DNA, Urine)* 275
Bupyc SnwreiiHa-bapp, kauecTBeHHOe onpegeneHue OHK B cbiBopoTke KpoBu (EBV DNA, Serum)* 418

OnpepeneHne cneyuguyecknx IgE: KOMMIEKCHbIe annepronaHenm

MaHesnb pa3Hble annepreHbl 2 2024



MaHesnb neguarpuyeckas, IgE (Pediatric Panel, IgE) 4037

MaHenb pasHble annepreHsl 1 2024

MaHenb pecnupaTopHble anneprexsl, IgE (Respiratory Panel, IgE) 4037

MaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE) 4037

Anneprounn ImmunoCAP ISAC, 112 anneprokoMmnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030

allergic components)

Anneprounn ALEX2, 300 anneprokoMMnoOHEHTOB 1 06wuii IgE 29689
HapylueHns o6meHa BellecTs

O6meH onunesoli kucnoTel (reHbl MTHFR, MTRR, MTR) (6e3 onucaHus pesynbTaTtoB 5203

BpayoMm-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

Octeonopos: peuenTtop ButamuHa D (reH VDR) (6e3 onvcaHusa pe3ynbTatoB BpayoM-reHeTUKOM) 1386

(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

NaktazHasa HegocTaToyHOCTL (reH MCM6) (Adult Lactase Deficiency (Gene MCMG6) 1441

HacnefctBeHHbIi remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 2860

Octeonopos: peuenTtop ButammnHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1529

VDR))
CuHgpom Xunbbepa (reH UGT1A1L) (Gilbert's Syndrome (Gene UGT1A1)) 4994
OcTeonopo3s: cokpalleHHas naHenb (reHbl CALCR, COL1A1L) (6e3 onmncaHns pesynbTaTtoB

Bpa4vyoMm-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description)) 3993
O6MeH thonmeoii kucnoTsl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR, 5808
MTRR, MTR))

OcTeonopos: cokpalleHHas naHenb (reHsl CALCR, COL1A1L) (Osteoporosis: Abridged Panel (Genes 2455
CALCR, COL1AL))

Octeonopo3s: nonHas naHesnb (reHbl CALCR, COL1A1, VDR) (6e3 onucaHusi pesynbTaTtoB 5203

Bpayom-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))

HacnepacTtBeHHas nNpeapacnonoXXeHHOCTb K caxapHOMy AvabeTy 1-ro Tvna no Tpem NoKycam reHoB

cuctembl HLA Il knacca (reHsl DRB1, DQAL, DQB1) (Hereditary Predisposition to Diabetes Type 1 6864
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQAL, DQBL1))

Octeonopo3s: nonHasa naHesnb (reHbl CALCR, COL1AL, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDRY))

Ycnyrv Bpada-reHeTmka

5808

OnucaHue pe3ynbTaToB reHeTUYEeCKoro Tecta 2 kateropun cnoxHoct (NeNe 118IM1/63, 121IM/B3,

123rn/B3, 131IM/63, 1411M/B3, 115IM/B3, 124IM/B3, 1541 T/B3) (Genetic Test Results: Description 1155
of the 2-nd Category Complexity)

OnwucaHne pe3ynbTaTtoB reHeTMyeckoro Tecta 1 kateropun cnoxuoctn (NeNe 720163, 7611E3,
701483, 125IT1/B3, 720763) (Genetic Test Results: Description of the 1-st Category Complexity)
OnucaHune pe3ynbTaToB reHeTUYecKoro Tecta 3 kateropun cnoxxHoct (NeNe 122M1/63, 129IM/B3,
120rn/e3, 137rM/63, 138rM/63, 153rM1/63, 110M/B3, 114rM/B63, 140IT1/63, 766163, 725863, 2310
134Im/B3, 135IM/B3, 136I'T1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnuncaHue pe3ynbTaToB reHeTUYecKoro tecta 4 kareropum cnoxxHocty (NeNe 1441M1/63, 143IM/B3,

583

139rMN/B3, 145IM/B3, 108IM/B3, 19IM/B3) (Genetic Test Results: Description of the 4-th Category 5203
Complexity)
NHTepthepOoHOBSIN cTaTyc (4 nokasarens) ¢ onpefeneHneM YyBCTBUTENBHOCTU K MIMMYyHOMOZYSTOpam

MN3onpuHO3KMH (Isoprinosine) 539
ViMmyHOMakc (Immunomax) 539
MmmyHan (Immunal) 539
TumoreH (Thymogen) 539
MaHasup (Panavir) 539
TakTmBuH (Tactivinum) 539
MmyHogaH (Imunofan) 539
MonunokenaoHwuii (Polyoxidonium) 539
ranasur (Galavit) 539
MimyHopwuke (Imunorix) 539
Nukonug (Licopid) 539

Tokconna3mo3s (ToKconasma)
AHTuTeNa Knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 396

AHTUTENa Knacca IgM K Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 539



Tokconnasma, onpegeneHve AHK B cbiBopoTke KpoBu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegenenne AHK B cnmHHOMO3roBoli xugkoctn (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsungHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegeneHve OHK B BeinoTe (Toxoplasma gondii, DNA, Exudate)*

Cockob6 anuTenmanbHbIX KNeTOK POTOINOTKN

MHeBMOKOKK, onpefgenerve [HK B cockobe anutennasbHbIX KIETOK POTOINOTKN (Streptococcus
pneumoniae)

MapakokntoLw

MoceB oTaensemMoro poTornoTku Ha 6opaetennsl (Bordetella pertussis/parapertussis,
koknow/napakokntow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

3CTPOreHbl ¥ NPOrecTUHbI
Actpagmon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OueHKa (hyHKLUM KOpbl HAAMOYEYHUKOB

A09.05.135 KopTtuson (TmgpokopTn3oH) (Cortisol, Hydrocortisone)

A09.28.035 CBO6OAHbIN KOpTU30/1, cyTouHas Moda (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbgocTtepoH (Aldosterone)
A09.05.121 PeHnH (PeHVH Nnasmbl KpoBwW, Npsamoe onpegeneHune) (Direct Renin, Plasma)
KopTtuson, cntoHa (Cortisol, Saliva)
OueHKa (hyHKUUKM rnoYek
A09.05.230 Uuctatun C (Cystatin C)
A09.05.017 VcecrnefoBaHne YPOBHSA MOYEBUHbI B KPOBU
A09.05.018 MoueBas kucnota (Uric Acid)

A09.05.020 VccnepoBaHne YpPOBHSA KpeaTMHUHA B KPOBU

Apyrue
NLUX-nccnegosaHne pl6INK4a n Ki-67

MnayeHTapHbIA hakTop pocTa (PLGF)
HectepoungHble perynsatopHble )akTopbl NOMOBLIX XXefes

MHrm6mH B (Inhibin B)

AHTUMIONNIEPOB ropMoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnyeckunii 6eta-1-rnmkonpoteunH (TBl) (Trophoblastic beta-1-Globulin, TBG)
AHTUhOChHONMNUAHBIA CUHAPOM
AHTUTeNa Knacca IgG K aHHeKkcuHy V (Annexin V Antibodies, aAnV, IgG)

AHTUTeNa Knacca IgM K aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTUTeNa Knaccos IgG, IgA, IgM k 6eTa-2-ramkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTuTeNa Knaccos IgM 1 1gG k goconnnungam (Anti-Phospholipid Antibodies, APA, IgM, 1gG)

AHTUTeNa K 6eTa2rnnkonpoTterHy IgA

AHTUTeNa knaccos IgG 1 IgM K dhocthatnamncepuH-npoOTPOMOBUHOBOMY KOMMIEKCY, CyMMapPHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM, Total)

AHTUTENa Knaccos IgA, IgM, 1gG K kapauonunuHy, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, IgG,
aCL, Screening)

AHTuTEeNa knaccos IgG 1 IgM k octhatnamnncepuny (Anti-Phosphatidylserine, IgG, IgM)

AHTUTENA K BeTa2rnnkonpoTtenHy IgM

MaHenb aHTUoCHONMNUAHLIX aHTUTeN, IgG, IgM MeTofOoM AOT-UMMYHOAHaNN3, KAYeCTBEHHbIN TecT
B CbIBOpPOTKe KpoBY (Anti-Phospholipid Antibodies Panel)

AHTUTeNa Knacca IgA K kapgunonununy (Anticardiolipin IgA, aCL IgA)

AHTUTENa K 6eTa2rnnkonpotenHy IgG

418

275

1045
275

495

1584

385
385

385

759

858
913
616

748
165
165
165

6050
3960

1232

1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199



AHTUTeNa Knacca lgG K kapgmonunuHy (Anticardiolipin IgG, aCL IgG) 902

AHTUTENa Knacca IgM K kapamonununy (Anticardiolipin IgM, aCL IgM) 1188
Jvnngel, NMNONPOTENHbI, aNOANMONPOTENHBI

XenuHble kucnoThbl (Bile Acids) 2651

AnonunonpotenH Al (AnonpoteuH Al, ano Al) (Apolipoprotein Al, Apo Al) 572
XonectepuH-JINMOHI (XonectepyH M(MNONPOTENHOB OYEeHb HM3KOM NOoTHOCTK, JINMOHMM, VLDL

Cholesterol) 407
AnonvnonpotenH B (AnonpoTeunH B, ano B) (Apolipoprotein B, Apo B) 429
A09.05.025 Tpuranuepugpl (Tr) (Triglycerides) 209
A09.05.004 ViccnepoBaHuMe YPOBHS XoecTeprHa IMNONPOTENHOB BbICOKOM NAOTHOCTA B KPOBU 220
NvnonporteunH (a), /M (a) (Lipoprotein (a), Lp (a)) 869
A09.05.028 VccnepoBaHme YPOBHSA X0necTepurHa MMNOMPOTENHOB HU3KOW NIOTHOCTU B KPOBU 165
A09.05.026 XonectepuH o6Lwmii (XonectepuH) (Cholesterol Total) 209
XonectepuH JIMHM (npsimoii meTog) Cholesterol LDL (direct) 253
NHTepdepoHOBLIi cTaTyc (4 nokasarens) ¢ onpegenieHnem YyBCTBUTEIbHOCTU K MHAYKTOpaM MHTepdepoHa
Heosup (Neovir) 539
AMUKCHH (Amixin) 539
LinknodepoH (Cycloferonum) 539
Karouen (Kagocel) 539
MOHUTOPUHI 6epeMeHHOCTUN, BUOXMMUYECKE MapKepbl COCTOAHMSA Nioja
AccoummpoBaHHbIl ¢ 6epeMeHHOCTLIO NpoTenH-A nna3msl (Pregnancy-Associated Plasma 693
Protein-A, PAPP-A)
A09.05.090 XoproHUYecKnii roHaoTPONUH Yenoseka (XY, 6eta-Xry, ?-Xr4) (Human Chorionic
) 385
Gonadotropin, HCG)
CB0o60HbIN ?-X'Y (cBOBOAHAs ?-Cyb6beanHMLA XOPUOHMYECKOTO rOHaA0TPOMNMHA YenoBeka) (Free
C . 539
Human Chorionic Gonadotropin, Free HCG)
PRISCA2 pacuet 99
PactBopumasn fms-nogo6Hast TMpO3nHKMHa3a-1 (sFt-1) 3377
CB0o60HbIN acTpuon (Estriol Free, E3) 484
PRISCAL pacuer 132
MnaueHTapHbIii nakToreH (XopuoHuyveckunii comatomammotponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693
Somatomammotropin, hCS)
OG6LLEKNNHUYECKNE UCCNeJOBaHNSA KPOBU
CO3 (ckopocTb ocefaHus aputpountos) (Erythrocyte Sedimentation Rate, ESR) 143

NelikounTapHasn hopmyna (auddepeHLMpoBaHHbIV NOACYET NEKOLMTOB, NelikoLMTorpaMmmMa) ¢
06s13aTeNIbHON «pyYHOIi» MUKpOCcKonuei Maska kKpoBu (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NelikounTtapHas Gopmyna (anddepeHLMpOoBaHHbI NOACHET NEKOLMTOB, NeNKOLMTOrpaMmMa) C
MWKPOCKOMUER Maska KpOBM MPU HAIMUYUM NaToIornmyecknx casuros (Leucocyte Formula

(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of 209

Pathologic Changes)*

Tpom6oLnTbI, MMKPOCKONUS (NOACYET B OKpalleHHOM Ma3ke no metogy ®oHuno) (Platelets, 275

Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wwuin aHanus kposu (OAK) (6e3 nelikouutapHoii opmynsl n CO3) (General Blood Analysis, 209

without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsbl (Reticulocytes) 264

OcmMoTrYeckan pes3mcTeHTHOCTb 3PUTPOLIMTOB 1980
NHTepdepoHOoBLIi cTaTyc (4 nokasaTens) ¢ onpegeneHnem YyBCTBUTEIbHOCTM K Npenaparam MHTepdepoHa

NHrapoH (Ingaron) 539

PeagepoH (Reaferonum) 539

KokntoLu



AnddepeHumpoBaHHoe BobisiBneHne [HK Bordetella species: Bordetella pertussis (8o36yantenb

kokntowa) n Bordetella bronchiseptica (Bo36yauTens 6pOHXOCENTUKO3a) B COCKOGE aNUTeNnabHbIX

KMEeTOK CAN3UCTOM poTornoTkm u/vnmn Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTUTeNa Knacca lgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 891
AHTuTeNa knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891
AHTUTENa Knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BNOXNMUA
Owmera-3 nHgekc (Omega-3 Index) 4774
MpokanbuutoHuH (Procalcitonin) 3003
XupHble kncnoTel, Npogunk: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
VimmyHoremartosorus
ANNOMMMYHHbIE aHTUTeNa, BKoYasa aHtutena K Rh-aHtureHy (Anti Rh) 517
A12.05.005 'pynna kposw (Blood Group, ABO) 253
Rh (C, E, c, e) Kell-peHoTnnuposaHue (Rh C (E, c, e) Kell-Phenotyping) 660
A12.05.006 Pe3yc-npuHaanexHocTsb (pe3syc-taktop) (Rh-factor, Rh) 253

BbICOKOTEXHOIOTNYHbIE UCCNEA0BaHUS BOAbI
Boga: nonHas 1 KomnaekcHas oueHka kadectsa (Water: Complete and Comprehensive Quality

Assessment)* 19998
Boga: nogo3peHune Ha 3arpsisHeHMe NpoMbILeHHbIMKY oTxodamu (Water: Suspicion Industrial Waste 14190
Contamination)*
Boga: nogo3peHvie Ha 3arpsasHeHvie NPOAyKTamu CropaHusa 1 BbiIbpocamu 0T aBToMarncrpanei 10483
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*
Bopga: nogo3peHne Ha 3arpsisHeHne 6bIToBbIMM 0Txogaamu (Water: Suspicion Household Waste 8943
Contamination)*
Boga: cokpalleHHas oueHka kadectsa (Water: Abridged Quality Assessment)* 9669
Boga: nogo3peHne Ha N3BbbITOYHOE NPYMEHEHNE peareHToB A9 BOJoo4YnCTKM (Water: Suspicion
. . 5159
Excessive Use of Chemicals for Water Treatment)*
TpuxuHennes (TpuxmHenna, Trichinella spiralis)
AHTUTENa Knacca IgG K aHTureHam TpuxmHenn (Anti-Trichinella IgG) 517
CKPVIHMHIOBbIE UCCNeA0BaHUS BOAbI
Bopa: oueHka kavectBa no 20 napameTtpam (Water: Quality Assessment 20 Parameters)* 4103
OnpegeneHne KOHUeHTpaumii gnsa 6 pagnonyknmgos (Determination of Concentration 6
. . 24673
Radionuclides)*
Paguonornyeckne nccnegoBaHnsi Npo6 NUMTbEBON BOAbl — 6a30BbIi TECT Ha 06LLYHO ?- 1 6787
?-akTmBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Bopa: oueHka kavectBa no 30 napameTtpam (Water: Quality Assessment 30 Parameters)* 7766
OnpegeneHne KoHUeHTpauuii ansa 4 pagnoHyknmgos (Determination of Concentration 4
. : 16434
Radionuclides)*
BonesHn cepaua n cocynos
ApTepuanbHas runepTeHsmns, nonHasa naHesns (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full 4554
Panel (Genes ACE, AGT, NOS3))
ApTepuansHas runepteH3us, nonHas naHens (reHsl ACE, AGT, NOS3) (6e3 onucaHus pesynbTatoB
Bpadom-reHeTnkom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))
ApTepuanbHas rmnepTeHsns, CBsi3aHHas ¢ HapPYLLUEHUAMY B PEHNHAHTMOTEH3VHOBOW cuUcTEME (reHbl 3036

ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuranbHas rmnepTeH3uns, CBA3aHHas ¢ HapyLeHNSMN B PEHUHAHTMOTEH3MHOBO cucTeMe (feHbl
ACE, AGT) (6e3 onucaHusa pe3ynbTatoB BpayoM-reHeTukom) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuranbHas rMnepTeHs3us, CBA3aHHas ¢ HapyLeHUsIMX B paboTe aHfoTennanbHon NO-cuHTasbl

(reH NOS3) (6e3 onucaHus pesynbTatoB BpadoM-reHeTnKoM) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnefoBaHve NOYeYHOro KaMHs

AHaNN3 XMMMYECKOT0o COCTaBa MO4eBbIX (MOYEUHbIX) KaMHEn MeToL0M MHpaKpacHo

cnektpomeTpumn (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872



AHa/IM3 XMMMYECKOro coctaBa MOYEBbIX (MOYEYUHbIX) KAMHE METOLOM PEHTIEHOCTPYKTYPHOrO
aHanu3a (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872
analysis)

BonesHy LeHTpanbHOW HEPBHOW CUCTEMbI

MpenpacnonoXxxeHHOCTb K aTepockneposy 1 6one3Hn Anbureiivepa (Alzheimer's Disease) 2860

OLeHKa COCTOSAHUS MHKPETOPHO 1 CEKPETOPHOW (hYHKLIMM XKeNya0UHO-KMULLIEYHOTO TpaKTa

CTMynsauuoHHaa npoba — ractpmH-17 (cTumynupoBaHHsbIi) (Gastrin-17 Stimulation Test,

) 1210
Gastrin-17, G-17)
MencuHoreH | (Pepsinogen 1) 968
A09.05.057 MactpuH (Gastrin) 682
lactponaHens (GastroPanel) 4576
MencuHoreH Il (Pepsinogen ) 968

lenatnt G BUpycHasa NHMekums (BUpYyc renatnta G, Hepatitis G Virus, HGV)
Bupyc renatuta G, onpegenenune PHK B cbiBopoTke KpoBu (HGV RNA, Serum)* 660

HeunHBa3vBHas oLeHKa (hrbpo3a neveHu

dunbpoTecT (FibroTest) 11946
drnbpoMakc (FibroMax) 15268
dunbpoTecT (FibroTest) 13420
CreatoCkpuH (SteatoScreen) 6336
dnépoMakc (FibroMax) 17600
NASH-FibroTest 19305
NASH-FibroTest (pacueTHbliA) 18832
LinToreHeTn4yeCcKne nccnefoBaHns

I/Iccne,qosaHVlve kapuoTuna (KonmyecTBEHHbIE U CTPYKTYPHbIE aHOMa/IMN XPOMOCOM) C 7920
0653aTeNbHOI Bblgayei kapuorpammbl

VccnepgoBaHme kaproTtuna (KONMYecTBEHHbIE U CTPYKTYPHbIE aHOMaInm XpoMocom) (Karyotype) 7799
Kapuotun nnoga (abopTHbI MaTepuran) 17787

OcTpble KULWEeYHble MHGEeKL UK

OcTpble KuileyHble nHdekuun, MNMLP-CKPUHMHT BOCbMU GaKTepUasibHbIX U BUPYCHbIX BO3OyauTenei 1573
OCTPbIX KMLIEeYHbIX H(eKuuii B kKane (Acute Intestinal Infections, PCR, Fecal)
SHTepoBupycekl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 517
OcTpble KuieyHble nHpekuun, MNLIP-cKpuHMHT TPEX BUPYCHbIX BO36yauTteneit, kan (Acute Intestinal 1243
Infections, PCR, Fecal)

dapmMakoreHeTnka
beta-agpeHobnokartopsl. FeH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6) 8129

NHrnéutopsl AM®, hnysactatnH, 6nokatopsl peyentopos ATl MporHo3upoBaHue

He(pONpPOTEKTUBHOIO adhhekTa MHIIM6UTOPOB AMN® npu HegmabeTnyeckmx 3aboneBaHuUsX.

leHeTnueckne mapkepbl 3hheKTMBHOCTM aTeHON0Na NPY apTePUanbHON TMNepTEH3NN C 3036
rmnepTpodmeli NeBOro »kenyaouka unv Tepanuu gyBactaTMHOM NPU NLWEMUYECKO 601e3HN

cepgua. OnpefeneHne HaMUMa NOAMMOPMHM3MOB reHa aHTMOTEH3MH-NPeBpPaLLaroLLLero epmeHTa

(reH ACE) (ACE Inhibitors, Fluvastatin, ATl Receptor Blockers.

MeToTpekcaT. _[eHeTU4eckue MapKepbl NOBbILLIEHHOIO PUCKa PasBUTUSA NMOBOYUHbIX peakLmii npu

npvieme MeToTpekcarta Ha (hoHe SIeHeHns PeBMaToMAHOro apTpuTa. MeToTpekcar: HapyLleHue

meTabonunsma GponmeBori KucnoTel. OnpegeneHne HaMuns NOIMMOPEHU3MOB reHOB (hepMEHTOB 5808
peakumii ponatHoro ymkna (Methotrexatum. Genetic Markers of Increased Risk of Development of

Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate

Disrupts Metabolism

MapoTuT annaeMmnyeckunin

AHTUTena knacca IgG K BUpycy anugemuyeckoro napotuta (Anti-Mumps IgG) 781

AHTUTeNa Knacca IgM k Bupycy anugemunyeckoro napotuta (Anti-Mumps IgM) 781
Mna3ma kposu (SATA)

MHeBMOKOKK, onpegeneHve AHK B nnasme kposu (Streptococcus pneumoniae, DNA) 495
KanbLmii-perynvpytoLuye ropMoHbl

KanbumTtoHumH (Calcitonin) 946



A09.05.058 MapatupeounaHblii ropmoH (MapaTtropmoH, napatupwuH, MTr) (Parathyroid Hormone,
PTH)

OXMHOKOKKO3 (3XMHOKOKKW, Echinococcus spp.)
AHTUTeNa Knacca IgG k aHTUreHam axnHokokka (Anti-Echinococcus 1gG)
[nsentepua amebHas, ame6uas
AHTUTENA Knacca IgG K aHTUreHam Au3eHTepuiiHoli ame6bl (Anti-Entamoeba histolytica IgG)
lenatnt D BUpycHas nHdekuns (supyc renatmta D, Hepatitis D Virus, HDV)
AHTUTENa Knaccos IgM u 1gG K Bupycy renaruta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHve PHK B cbiBopoTke kposu (HDV RNA, Serum)*
AHTUTENa Knacca IgM K Bupycy renatuta D (Anti-HDV IgM)

Acneprunnes

MneceHb Aspergillus fumigatus (M3), annepreH-crneymduueckne IgG (Aspergillus fumigatus, IgG,
M3)

BakTtepougHas tnopa

baktepouabl, onpegeneHne JHK B cockobe anuTennanbHbIX KNETOK YPOreHUTalbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

lenatnt A BUpYyCHas nHMekuua (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTUTENa Knacca IgG K Bupycy renatmta A (Anti-HAV 1gG)
Bupyc renatuta A, onpegeneHune PHK B cbiBopoTke kposu (HAV RNA, Serum)*
AHTuTeNa Knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

FapgHepennes (rapgHepenna)

lapaHepenna, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTOK YPOreHUTalbHOro TpakTta
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapgHepenna, onpefeneHve OHK B cekpeTe npoctaThbl, 3akynsaTte (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

lrapgHepenna, onpegenerHve AHK B moue (Gardnerella vaginalis, DNA, Urine)*
AyTOMMMYHHbIe 3a60M1eBaHUsA NErKNX U cepaua

AKTMBHOCTb aHIMOTEH3MH-NpeBpaLlatoLLero epmeHTa (AMP) cbiIBOPOTKM KpOBU (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HM) B cbiBOpOTKe KpoBu (Neopterin, Serum)

AHTUTENa Knacca IgG K cepeyHoli Myckynatype (M1oKapay), aHTUMMoKapananbHble aHTUTena
(Anti-Heart Antibodies, 1gG)

OueHKa 3HLOKPUHHOW (YHKLUWN NOKENYAOUHOW XKenesbl
HOMA-G pacyeT nHgekca (npu BbINOSHEHUW FNHOKO3bI U3 CEPOIA NPOBUPKK)
HOMA-IR pacyeT nHgekca
A09.05.056.001 MpowuHcynuH (Proinsulin)
C-nentug, (C-Peptide)
A09.05.056 MHcynuH (Insulin)

Kamnnnobakrepunos, kamnunaobakrep

Moces kana Ha kamnunobakrep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial

Identification)
PotaBupycHasi MH(eKLus (poTaBmpyc)

PotaBupyc (Rotavirus), gnapeiHbiii CUHAPOM, aHTUreHHbIn TecT (Rotavirus Direct Detection by Latex

Agglutination)
Femaronornyeckune uccnefoBaHus

JnekTpoopes reMorno6uHa. FfeMorno6uHonaTum

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegenernve OHK B cocko6e anuTenvanbHbIx kKneTok Koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwuko3bl (MapasuTapHble rprbbl — 4epMaTopuUTb)

MapasutapHble rpubbl, MUKPOCKOMMYecKoe nccnefoBaHve npob Horteit (Fungal Infections of Nails)

MapasuntapHble rpnbsbl, MUKPOCKONUYeckoe nccnefosaHue npob koxu (Fungal Infections of Skin)
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VIMMYHHbIE TPOMGOLMTONEHNM

AHTUTENa Knacca K IgG Tpombouutam, Henpsimoii TecT (Platelet Antibodies IgG, Indirect)
CanbmoHennbl (Tug 6proLHON, NapaTtud, canbMmoHennes, Salmonella spp.)

PMrA ¢ Salmonella gr.A (Salmonella gr.A, IHA)

PIMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTeNa K Salmonella gr.E, PMIrA (Salmonella gr.E Antibodies, IHA)

AHTUTeNa K Salmonella typhi, PIT'A (Salmonella typhi Antibodies, IHA)

PIMrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PMrA c Salmonella gr.D (Salmonella gr.D, IHA)

PMrA c Salmonella gr.C (Salmonella gr.C, IHA)
CTpoHrnnongos

AHTUTeNa Knacca IgG K aHTUreHam cTpoHrunoungosa (Anti-Strongyloides stercoralis IgG)
PVKKeTCro3, TG CbIMHOM (PUKKETCUN)

PMTA ¢ cbIMHOTU(O3HbLIM AMArHOCTUKYMOM pPUKKeTcuii MpoBadeka (Rickettsia prowazekii, IHA)
[MUrmMeHThbI

A09.05.021 NccnepoBaHme YPOBHS 06LLero 6unMpybuHa B KpOBU

A09.05.022 VccnepoBaHme ypOBHS CBOGOLHOIO 1 CBA3aHHOIO 6GunnpybmnHa B KpOBU
AHM3aKnL03

AHTWTENA K aHTUreHam Hemartog poga Anisakis 1IgG
Ondtepus (outepuriiHas nanoyka)

AHTUTENa Knacca IgG kK gudtepuitHomy aHatokcrHy (Anti-Diphtheria Toxoid 1gG)

Moces Ha gudteputo (Corynebacterium diphtheriae Culture)
NMMyHHbIe dhakTopbl 6ecnioams

AHTUTENa aHTMCNepMasbHble B criepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTUTENA aHTUCNEPMasibHbIE B CbIBOPOTKE KPOBK (Anti-Spermatozoa Antibodies, ASA, Serum)
lenatut E BupycHaa nHgekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTuTeNa Knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTUTeNa Knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
OnpegeneHve cneumguyeckux |gG: annepreHbl XXMBOTHbIX

Cobaka, anutenuii (E2), annepreH-crneuyungmyeckume IgG (Dog Epithelium, 1gG, E2)

Kowka, anutenuin (E1), annepren-cneymdmyeckne IgG (Cat Dander-Epithelium, IgG, E1)
MOKpOTa, CMbIBbI, NaBaXXHast XXWAKOCTb

MHeBMOKOKK, onpegeneHne HK B mokpoTe (Streptococcus pneumoniae, DNA)
ALEHOBUMPYCHas UH(EKLNS

AHTUTeNa Knacca IgG k ageHosupycy (Anti-Adenovirus IgG)

AHTUTENa Knacca IgA K ageHosupycy (Anti-Adenovirus IgA)
CnioHa

MHeBMOKOKK, onpegeneHve AHK B cntoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3 (TOKCOKapa, Toxocara canis)

AHTUTeNa Knacca IgG K aHTUreHam Tokcokap (Anti-Toxocara 1gG)

AHIPO®/IOP

AHZpodnop, nccnegosaHie MUKPOMIOPb! YPOTEHUTAIbHOTO TpakTa My>XUYnH B COCKObe
anuTeNMasnbHbIX KNETOK yporeHntanbHoro tpakra (Androflor®REAL-TIME PCR Detection Kit, the

study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

AHpipocthnop CKpYH, UccnefoBaHrie MUKPOIopbl YPOTreHUTa/IbHOTO TpaKTa MyXUrH B cOCKo6e

anuTeNnabHbIX KNEeTOK yporeHutanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,

the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)
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BonesHmn XenyaoUHO-KULLIEYHOTO TPaKTa

BbonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AYTOMMMYHHbIE 3HLOKPUHOMNATUN: NOPaXKEHWE HAAMOYEYHMKOB, ayTOMMMYHHas NaToIorns roHas

AHTUTENa Knaccos IgA, IgM, IgG K TKaHW sn4HMKa (aHTMOBapuasibHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AHTUTEeNa Knaccos IgA, IgM, 1gG K cTepomnanpoayLMpyoLWmMmM Knetkam HagnoyedHmka (ACIK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, 1gG,
Total)

AHTUTENa Knaccos IgA, IgM, IgG K cTeponanpoayLnpyoWnM KNeTkam auyka, CyMmmMapHo
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

CncTtema LEeTOKCMKALMN KCEHOOMOTMKOB M KaHLLEpPOreHOB
Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHINT, MEHUHIOKOKK

MoceB Ha MEHMHIOKOKKW, ONpefeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOGHbLIM Mpenaparam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTVOKCUAAHTHbIN cTaTyc
AHTNOKCUAAHTHBIN cTaTyc (O6LMin aHTMOKCMAAHTHBIN cTaTyc) (Total Antioxidant Status, TAS)
OnpegeneHue cneuunduyecknx IgE: npoteccnoHanbHble annepreHsbl
Natekc, IgE (Latex, 1gG, K82)
Ackapugos
AHTUTeNa Knacca IgG K aHTureHam ackapwmg (Anti-Ascaris lumbricoides 1gG)
[Jemopekos (knew, gemogekc, Demodex folliculorum, Demodex brevis)
VccnepgoBaHne Ha Hannume Kneta aemogekc (Demodex folliculorum, Demodex brevis)

KoHcynbTaums rotoBbIx npenaparos

KoHcynbTaums rotoBbIX LMTONOMMYECcKMX Nnpenaparos (ogHo cTekno) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTUTENA K aHTUreHam Kutarickoi gByyctkm Clonorchis sinensis 1gG
lepnec-Bupyc Yenoseka 8 Tmna

AHTuTeNa Knacca IgG k repnecupycy yenoseka 8 Tuna (Anti-HHV-8 1gG)

Ycnyrn no noslydeHunto pesysbtata 06¢cnei0BaHus

Bblgaya pe3ynbTaTtoB Ha aHIIMINCKOM si3bike (MepeBof, Pe3y/ibTaToB Ha aHT/IMIACKNIA
A3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsuus aputponoasa
ApuTponoaTuH (Erythropoetin)

[OPMOHbI XXMPOBO# TKaHW
NenTuH (Leptin)

Kpuntocnopuwanos, BogsHUCTas Auapes (KpUntocnopuammn napeym)

KpunTtocnopuamu napeym (Cryptosporidium parvum), gnapeiiHblii CUHAPOM, aHTUTeHHBIV TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-NMMGOTPONHLIA BUPYC
AHTUTENa Knacca IgG K T-numcoTponHOMY BUpYCy Yenoseka Tmna 1 n 2 Tunos (Anti-HTLV-1, 2 IgG

)

VHTepthepoHOBSI cTatyc
WccnepgoBaHne nHtepdepoHoBoro ctatyca (Study of Interferon Status)
KomnnekcHble nccnefoBaHms

OueHka aHaporeHHoro craryca (Assessment of Androgen Status)

YKEHCKNI ropMOHabHBIN NPOhnAbL: AUCHYHKLMSA SUMHUKOB, HapyLLEHN MeHCTPYanibHOTO LiMKa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

YKEHCKNI rOpMOH&a/bHBIN MPOhUIbL: AUCHYHKLMSA AUYHUKOB, HapyLLEHNS MEHCTPYalbHOTO LiMKa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

BereTtapuaHubl

8899

1419

1232

1705

8129

935

5247

484

968

374

418

1078

770

220

1056
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MopgrotoBka K 6epeMeHHOCTU: OLeHKa BUTAMWHHOTO cTaTtyca
YXnpopacTtBOp1Mble€ BUTAMUHbI

Mpodunb BeraHbl «MUHUMaNbHbIV»

Mpocunb BeraHbl «6a3oBbliix»

Mpocunb BeraHbl «PaclUMpPEHHBbI»

Xnpo- n BogopacTBopuMble BUTAMUHBI

OP3, OPBUW (HacmopK, Kallenb, 60nb B ropne) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTeNna knaccos IgA u IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

WMccnepoBaHmne koMnnekcHoe «Ceke B 60/1bLIOM ropoge: 6 MHpeKumii (aHanmM3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

MccnepoBaHme koMnnekcHoe «Ceke B 60/1bLIOM ropoge: 6 nHekumii (aHamM3 KpoBum)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

bonu B cyctaBax: paclumMpeHHoe obcnegoBaHume (Joint Pain: Extended Survey)

Ecnv B nnaHax pe6eHokK

Xouy cTaTb MaMOii: KOMMNIEKCHOE 06cnef0BaHNe Npy NaHMpoBaHuM 6epeMeHHocTM (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-o6¢cnepoBaHue ana myxuvH (VIP-Survey for Men)

VIP-o6cnepoBaHue ans xeHwuH (VIP-Survey for Women)

OLeHKa UMMYHHOrO OTBeTa K feTckuM nHekumsam (Pediatric Infections: Immune Response)
AHTUTENa Knaccos IgM v IgG kK Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, I1gG)
TORCH-uHpekumn (TORCH-Infections)

bepemeHHOCTb: | TpUMecTp (1-13 Hegenn) (Pregnancy: First Trimester (1-13 Weeks) )

BWY, cudmnuc, renatntel B u C (HIV, Syphilis, Hepatitis B, C)

VccnenoBaHve kommnnekcHoe «Ceke B 60/bLIOM ropoje: 8 MHGeKLUMI + Ma30K Ha MUKPOQIopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemeHHoCTb: |l TpumecTp (0T 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

VccnepgoBaHme koMmnnekcHoe «Ceke B 60/1bLoM ropoge: 14 nHheKuuin + Masok Ha MUKPOQIopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MogroToBka K 6epeMeHHOCTU: 6a30BbIi

lemocTasnorpamma (Koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
O6cnepoBaHMe nedeHu: pacwmpeHHoe (Survey of Liver: Extended )

locnutanusaums B TepaneBTMYECcKUin cTaumoHap (Hospitalization in Therapeutic Hospital)

Frocnutannsaums B XMpypruyeckuin ctaumoHap (Hospitalization in Surgical Hospital)

Frocnutannsauns B XMpPypruyeckumii ctaumoHap: paclumpeHHoe o6enegoarHme (Hospitalization in
Surgical Hospital: Extended Survey)

«Mosi 3gopoBast HsHsA» (My Healthy Nurse)

OLeHKa pucka paka anyHnkos rno anroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
anropuTM pacyerta pucka anuTenManbHOro paka AnYHMKOB) (419 XKeHLWMH go meHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHKa pucka paka am4HnkoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka annMTennanbHOro paka AMYHUKOB) (415 XXeHLWUH nocne MeHonay3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MOIOYHO Xenesbl — KOMMAEKCHbI MMMYHOrMCTOXUMUYECKWI Npotunb (uomatepuan,
(hMKCUPOBaHHBIN B hopmanmHoBoM bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MOIOYHO Xenesbl — KOMMNEKCHbI MMMYHOrMCTOXUMUYECKWI Npotunb (Bnomatepuan,
(hMKCMpOBaHHbIN B NapaduHoBom 610ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTMCTOXUMMYECKWIA CKPUHWHT paka LLEenKn MaTkn — UcCnefjoBaHne AByX MapkepoB A5
paHHen AMarHoCTUKN AMUCTNa3nK C BbICOKOM CTENEHbIO pUcka o3nokadvecTBneHus: p1l6INK4a +
Ki-67 (buomatepuan, (hMKCUpOBaHHbIi B NapatuHoBom 6510ke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))
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VIMMYHOTMCTOXUMMWYECKNIA CKPUHWHT paka LUEenKn MaTkn — UccnefjoBaHne AByX MapkepoB A5
paHHen AMarHoCTUKN AUCTINa3nK C BbICOKOM CTENEHbHO pUcka 03n1okadvecTeneHus: p16INK4a +
Ki-67 (buomatepuan, (hMKCMpOoBaHHbIl B hopmannHoBoM bydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTab0/1M3Ma KOCTHOW TKaHW 1 prcka OCTeornoposa: pacluMpeHHoe obcnefoBaHne
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIi CKPUHUHT Tprcomumii: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbI CKPUHUHTE TpucomMuii: |l TpumecTtp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 r'emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpo6nembl HeBbIHALLMBAHWSA: ayTOMMMYHHBI Nnpoguib (Miscarriage: Autoimmune Profile)
MmmyHonorndeckoe o6cnegoBaHme paclumpeHHoe (Immunological Survey Extended)
O6cnepoBaHne neveHn: CKPUHKUHTE (Survey of Liver: Screening)

B03.016.004 Bruoxumums Kposw: 6a30BbI Npothub

Supersport ba3oBblii

BYOXMMUSE KPOBM: MUHUMabHbIA Npodmnb (Serum Biochemistry: Minimum)

Supersport OnNTUMasnbHbIN

Bruoxnumusi KpoBU: pacluMpeHHsbIi npodunb (Serum Biochemistry: Extended Profile)

300pOoB Thbl — 340p0OBa CTpaHa: exxerogHoe npodgunakTnyeckoe obecnegosaHue (8o 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunaktndeckoe o6cnegosaHme (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepepn gvetoit: fononHuTensHoe obenefoBaHme (Survey Before Diet: Additional )
Supersport MNMpoABUHYTHIN

benkosas guerta

O6cnegoBaHMe NoYek: paclumpeHHoe (Survey of Kidneys: Extended )

KoHTpornb anabeta: paclumpeHHbii (Diabetes Control: Extended)

TOKCMYHbIE MMKPO3neMeHTbI B Bonocax (Toxic Trace Elements, Hair)

TOKCUYHbIE 1 3cCeHLMabHble MUKPO3neMeHThl B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BonblLUO CKPMHUWHT 3/1EMEHTHOrO cocTaBa Bonoc (Elemental Composition of Hair: Screening )

3cceHumanbHble (KU3HEHHO HEOBXOAUMbIE) M TOKCUYHbIE MUKPO3/ieMeHTbl B MoYe (Essential Vital
Elements, Toxic Trace Elements, Urine)

TOKCMYHbIE MMKPO3/IEMEHTbI B HOITAX (Toxic Trace Elements, Nails)

TOKCUYHBbIE U 3CCEeHLMaNbHble MUKPO3anemMeHTbl B HOrTsax (Toxic Trace Elements, Essential Vital
Elements, Nails)

BO/bLUO CKPMHUHT 3/1IEMEHTHOrO cocTasa HorTeld (Elemental Composition of Nails: Screening )
MaHenb KpynHokneTouHas numgoma

MaHenb JlTuMpoma 13 KNeTOK MaHTUIAHOW 30HbI

MaHenb Ninmoma bepknta

MaHenb PonnmnkynsapHas nnmpoma

MaHens OnddysHas B-kpynHokneTouHas ammgoma

MaHens MANT-anMmdoma

AHanusbl Ans getckoro caga u wkonbl (Testing for Kindergarten and School)

3noposblii pebeHok: ansa aeteld ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnefoBaHuMe noyek: ckpuUHUHT (Survey of Kidneys: Screening)

Moparpa

MaHesnb VIcTnHHaa nonvuutemms

MaHenb MepBUYHBbI MMeNnohnbpo3

MaHenb 3cceHumanbHas TpombounTeEMnS

Manenb XpoHuyeckuin muenonelikos (Panel Chronic myelogenous leukemia, CML)

8613

5896

1287

1430

847

4004
12078
924
1210
2200
2222
3410
3553

3861

4928
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MaHenb MNMNep3o3vHOMULHbLIA CUHAPOM

MaHenb OcTpble NMMKO6AaCTHbIE NEliKO3bI

NabopaTopHasi AnarHocTuka runepaHaporeHeMmnn

OugeHKa ropMOHa/IbHOTO cTaTyca NP HapyLIeH MEHCTPYa/IbHOTO LuKIa

CKpVHUHT 60one3Hel coegnHUTENbHON TKaHW (AT K QHA, aHTUHYKNeapHsbIi (akTop (AH®D))
OnddepeHymnansHasa gnarHoctika CKB n gpyrmux peBmatnyveckux 3abonesaHuin (AT K
HYK/leOCOMaM, aHTUHYK/IeapHbIiA haktop (AH®))

[JmarHocTuka rpaHynemato3HbIX BacKy/IMTOB (aHTMHYKNeapHbIli haktop (AH®), AT K uuTonnasme
HeliTpogunos (AHLLA/pANCA, cANCA), IgG)

JvarHocTtuka BTOPMYHOIO aHTMoCHOoNnnuaHoro cuHgpoma (AH®, AT K kapamonununy, IgG, IgM)

[narHoctrka ayTOMMMYHHOTO MOpPadKeHNs1 NoYeK (aHTUHYKNeapHbIli thaktop (AH®), AT K
6asanbHO MembpaHe Ky6oukoB novek, AT Kk ymtonnasme Hentpodgmnos (AHLUA/PANCA, cANCA),
I9G)

CucteMHas KpacHast BonyaHka, ob6cnefioBaHune (AT K HykneocoMam, AT K kapamonununy, IgG; AT K
KapgnonunuHy, IgM; aHTUHYKneapHbIii thaktop (AHD))

AHTU(OCHONMNUAHBIN CUHAPOM, pa3BEPHYTOE CEpOorMyeckoe uccnegoBaHune (AH®; AT K
kapgunonununy, IgG, IgM; AT k 6eTa-2-rnmMKonpoTenHy 1)

Bonu B cycTtaBax: CKpUHUHT (Arthralgia: screening test)
CKPUHUHT ayTOMMMYHHOTO nopaxeHus neveHun (Autoimmune Liver Disease: Screening)

ApTpuTbl NpU peBmMaTnyeckux 3abonesaHusax (Rheumatic arthritises)
AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) u IgG
(konnyuecTBeHHOe onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG)

Mpotunb «[marHoctrka 6ynnesHbix gepmaTo3oB (AT K gecMocoMam anugepmuca, AT K 6a3anbHON
Memb6paHe Koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM u IgG (Abbott)

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) n IgG
(konnuecTBeHHOe onpegeneHne) (Anti-SARS-CoV-2, IgM/1gG)

LLInToBMAHas Xxenesa: paclumpeHHoe obcnegoBaHme (Thyroid Gland: Extended Survey)
LLinToBuAaHas >xenesa: paclumpeHHoe obcnegoBaHme (Thyroid Gland: Extended Survey)
LLintoBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)

[Jrabet: aytoummyHHble mapkepbl (Diabetes: Autoimmune Markers)

PesmatongHsblii apTput (Rheumatoid arthritis).

AHTuTeNa knaccos IgM 1 1gG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG)
[narHoctrka 6bICTPONPOrpeccupyoLero rnomepynoHedputa (AT K 6a3anbHON MmembpaHe
KNy60uKOB noyek, AT K uutonnasme Heitpogunos (AHLIA/pANCA, cANCA), IgG)

CepofmarHoctrka ayToMMMyHHOrO ractTpuTa 1 NEPHULMO3HON aHeMun (AT K napueTaibHbIM
KneTkam >xxenyaka; AT K BHyTpeHHeMy (akTopy Kactna)

Mpodunb «CuctemHan KpacHasa BonyaHka (CKB), MOHUTOPUHT akTUBHOCTU (aHTU-Ac-AHK 1gG, C3,
C4 KoMMOHeHTbI KomnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakus, ceponornyecknii CKpUHUHT (AT K a3HAOMU3NIO, IgA; AT K feaMUanpoBaHHbIM nentugam
rnvaguHa, |gG; IgA obuy,)

[JvarHoctuka uenvakmu: HernepeHocMMocTb 6eka 3nakos (rntoteHa) (Coeliac Disease: Gluten
Intolerance )

AT K Kapavonunury, 1gG, IgM

AHTUochonMnuaHbIn cuHapom (APC), nabopatopHsle kputepun (Antiphospholipid Syndrome,
APS)

CepopuarHoctika 6one3Hn KpoHa n Hecneumguyeckoro si3BeHHoro konmta (HAK) (AHLUA/pANCA,
CANCA, IgG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

BocnanutenbHble Mnokapauonatum (AT K MutoxoHapuam (AMA), AT K cepAeyHO MycKynaTtype)
Llennakus, ceponoruyeckas gmarHoctuka (AT K aHgoMu3nio, IgA; AT K TKaHeBOW TpaHcryTaMmmHase,
IgA, 1gG; IgA o6Lw.)

AHTWTENA K CTepOMANPOAYLIMPYIOLLMM KNeTKaM penpoayKTMBHbIX TkaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nuLeBble NpoayKTel (Food Allergy)
NivinuaHbili npodmne: paclunpeHHbIn He HaTowak (Lipid Profile: Extended )

NvinuaHbii npodmne: pacumnpeHHsiii (Lipid Profile: Extended )
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MaHesnb "Actma/puHunT getn” IgE, ImmunoCAP

MaHenb "k3ema” IgE, ImmunoCAP

ApTepuranbHas rMnepTeH3uns, CBA3aHHas ¢ HapyLLeHMSMM B paboTe aHgoTennanbHon NO-crnHTasbl
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHuUT B3pocble” IgE, ImmunoCAP

ViccnenoBaHve komMnnekcHoe «Cekc B 60nbLIoM ropoge: 12 nHgekunin + KBM (yporeHuTanbHbiii
cockob6)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPVHUHT paka ek MaTkm

MporpaMMa CKpUHMHTIa paka Leliku maTku — onpegenexdme AHK BMNY n yutonormyeckoe
nccnegoBaHve cockoba Leikn MaTkn 1 LEepBMUKaIbHOrO KaHana MeToL0M XUAKOCTHOW
uutonorum*

HelipoTponHbie BUTaMUHbI
BofopacTtBOpMMble BUTAMUHBI

MuTaHne, NCKTKOYatoLLee KpacHOe MSICO
[narHoctuka aHemwuii (Diagnosis of Anemia)

[JwnarHoctuka aHemuii (Diagnosis of Anemia)

MpodunakTka 3a6oneBaHnii cepaua 1 cocyjoB U NX OcnoXxHeHuii (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHne 6epemMeHHOCTU: AMarHoOCTMKa yporeHnTasibHbIx MHekumin (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb gnabeta: ckpuHuHr (Diabetes Control: Screening)

Mepep anetoii: MMHMManbHOe 06cnefoBaHme (Survey Before Diet: Minimum )

Mpo6nemsl Beca (NepBuYHOE 06Cnef0BaHNE 300POBbS NaLNEHTOB C HapyLLeHamMK Beca) (Weight
Problems: Primary Survey)

KpacoTta 3gopoBoii koxku (Healthy skin beauty)

ExkerofiHasi NPOIaKTUKa: MUHUMASbHbBIA CKPUHUHT

OueHKa UHCYIMHOPE3UCTEHTHOCTY: F1H0KO3a (HaToLLaK), MHCY/IMH (HaToLLaK), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc nccnegosaHuii "Mpobnembl Beca: MeTaboMyeckmii CMHAPOM (CKPYHUHIOBOE
nepBUYHOE BbIAB/IEHME) 'BKIOYaeT 1abopaTopHble UCCNeA0BaHUSA: TPUTTULEPUABI, XONECTEPUH
o6wuin, xonectepuH JIMBIM, xonectepuH JIMHI, rAKo3a; yenyri no gyHKUMOHa/IbHOW ANarHocTrke
N aHTPOMOMETPUN: N3MEPEHME apTepuanbLHOro JaBNneHuns, u3MepeHne okpy>kHoctu Tanum (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

JwnarHoctmka octeonopo3sa (Diagnosis of Osteoporosis)

OHKOpUCK XXeHckuii: welika matkm (Women's Oncorisk: Cervix )
Anneprua Ha XXnBOTHbIX, Mblb, NneceHb (Allergy to Animals, Dust, Mold)
MoarotoBka K 6epeMEHHOCTU: CKPbITbIN JehULNT XXenesa

CunbHble BONOCHI, Kpenkue Hortu, 6apxatHas Koxka (Strong hair and nails, velvet skin)

MWKpPO3neMeHTbl B CbIBOPOTKE KPOBW 1 BEHO3HOW KPOBW: CKPUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprusa Ha nneceHb (Mold Allergy)
Anneprusa Ha pacteHus (Plant Allergy )

MimmyHonorndeckoe o6cnegoBaHme ckpuHnHrosoe (Immunological Survey, Screening)

My>kckoe 6ecnnogme (reHol AR, CFTR; AZF-pernoH; kapmotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe 6ecnnogne n ocnoxxHeHne 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapnoTun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

TOKCMUHbIE MUKPO3/IEMEHTI (TSHXKE/ble MeTa/bl) B BEHO3HOM KpoBu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka KamHeo6pa3oBaHWs - IMTOreHHbIE CyOCTaHLMM MOYK, CYTOUYHasA MoYa (KasbLmii,
MarHuii, pocop, okcanatbl, MOUeBasi KNCMOTa, KPEATUHUH CYTOUYHON MOYM C PacHETOM CYTOUHOIA
3KCKpeLmm)

OueHka pucka KamHeo6pa3oBaHus - IUTOreHHbIe Cy6CTaHLMM MOYK, Pa3oBas NopLMS MOUK
(kanbuuin, marHnii, hocop, okcanatbl, MOYEBas KNCMOTa, KPeaTMHUH Pa3oBoli NopLmy Mouu, ¢
pac4eToM HOPMa/IM30BaHHbIX MO KPeaTUHUHY nokasatenei)

OLeHKa ckopocTu Ky604KoBOI (hunbTpaumn y aetein no gopmyne LLBapua, kpeaTuHUH
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Kny6oukoBas unbTpauus, pacyet no gpopmyne CKD-EPI — kpeaTuHUH (Estimated Glomerular

Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 176
B03.016.003 O6LLMIi (KIMHUYECKNIA) aHaNN3 KPOBU Pa3BEPHYTHIN 462
BbepemeHHoCTb: || TpymecTp (14-28 Hegenwn) (Pregnancy: Second Trimester (14-28 Weeks)) 836

KnnHmn4yecknin aHann3 KpoBu: 06LmiA aHanua, neiikogopmyna, CO3 (c 06a3aTenbHON «pyyHHOn»
MUKpockonueli Maska kposu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula, 649
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHbIe 3cceHUMasIbHble ()KM3HEHHO HeO6XO,EI,VIMbIe) MUKPO3N1EMEHTLI B CbIBOPOTKE KPOBU

(Essential Vital Elements, Essential Trace Elements, Serum) 1375
HapyLeHus cnepmaToreHesa, 6 mapképos (M1KpogeneLmm nokyca AZF) (Spermatogenesis

. 5071
disorders (6 AZF))
HapyleHuns cnepmaroreHesa: paclumpeHHas naHesnb (AZF-pernoH) (Impairment of 11407

Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe vccrnefoBaHve 415 UCMONb30BaHNA B ANArHOCTUKE PacCeaHHOTo CKIeposa:

onpegeneHe oNNroKNoHanbHoro IgG (MKBOP, CbIBOPOTKA) M CBOGOAHbIX NIETKMX Lienei 5830
UMMYHOIT06YNIMHOB (NINKBOP)

HacnepgcteeHHas npeApacrnonoXeHHOCTb K Levakmm rno iokycam reHos cuctemsl HLA |l knacca

(DQAL, DQBL1) 6864
OnpegeneHve reHoTuna pesyc-akropa (RH factor Genotype) 10901
MwuKpOCKONMA 1 NOCEB Ha Napa3uTapHble rpubbl (Koxa) (Parasitic Fungi, Microscopy and Culture 1727
(skin))

MwuKpockonus 1 Noces Ha napasutapHble rpubsl (Hortun) (Parasitic Fungi, Microscopy and Culture 1727
(nails))

MencuHoreHsbl | 1 Il ¢ pacyeTom cooTHowweHus (MencuHoreH I/MencuHoreH Il) (Pepsinogen 2002
I/Pepsinogen Il, PG1/PG2)

Mapkepsbl pucka npesknamncuu: sklt-1, PIGF, cooTHoLwweHwue sFIt-1/PIGF 6468

MoceB Ha MMKOMNa3My 1 ypearnasmbl, OrnpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOPUCK MY)XCKOIA: npefcTatensHas xenesa (Male oncologic risk: prostate) 957
A09.05.120.001 AnbaocTepoH-peHnHoBOe cooTHoLeHMe (Aldosterone-Renin Ratio, ARR) 1408
KomnoHeHTbI cucteMbl komnnemeHnTa C3, C4 (Complement components C3, C4) 792
MaHenb "CTannoKOKKOBbIE SHTEPOTOKCUHBI", IgE, ImmunoCAP 2332
B03.016.005 /iunuaHbii npodunb: ckpuHuHr (Lipid Profile: Screening) 770
TpombouuTapHbIn peuentop gubpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
NinnngHbii nponnb: CKPMHUHT He HaTtouak (Lipid Profile: Screening) 770
Kny6oukoBas unbTpauus, pacyet no gopmyne CKD-EPI — yuctatnH C (Estimated Glomerular 792
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

[JvarHoctuka nepBmMYHbIX UMMYHOAEPULINTOB
MceneposaHne TREC 1 KREC ans AnarHOCTUKU MMMYHOLe(ULINTOB 5313

MpodocmoTpbl

Bopgonasebl
Meprognyecknii MeAULMHCKNI OCMOTP PaboTHUKOB NO npukasy M3 P® Ne 29H o1 28.01.2021 . . 10500
191
Meproanyecknii MeAULIMHCKNI OCMOTP BOA0Ma3a no npukasy M3 P® Ne 29H ot 28.01.2021 T. 15000
(nepBnyHbIA) M. 5.1; n.5.2; n. 19.1
Mepuoanyecknin MeguLMHCKNIA OCMOTP BoAosasa no npukasy M3 P® Ne 29H ot 28.01.2021 1. 12070
(noBTOpPHbIN, BO3pacT ot 40neT) n. 5.1; n.5.2; n. 19.1
Meproanyecknii MeANLIMHCKNI OCMOTP BOA0Ma3a no npukasy M3 P® Ne 29H ot 28.01.2021 r. 11570
(noBTOpPHbIN, BO3pacT go 40 net) n. 5.1, n.5.2; n. 19.1

[Mpoune
Mepuognyeckunii/npeaBapuTenbHbIA MeAULMHCKUA OCMOTP 2000
Meprognyecknii MEAULIMHCKNI OCMOTP 4800

Meprognyecknii MEAULMHCKNI OCMOTP 6800



