MperickypaHT oT 08.05.2024r.

HanmeHoBaHue

Ycnyrn HaHomeauka
NyueBas gnarHocTuka
Bblgaya gy6nmkara 3akitodeHns (NpoTokon uccnegosaHma KT/MPT ¢ 3akitoueHneM Y CHAMKK)
A06.30.002.001 OnucaHune n nHtepnpetaunsa KT
ApX1BUPOBaHUE faHHbIX Ha Auck (MPT, KT, peHTreH, mammMorpadgus)
PeHTreHonneHka (MPT, KT, mammorpadus)
A06.30.002.002 OnucaHve n nHtepnpetauma MPT
A06.30.002 OnucaHve 1 HTepNpeTauns peHTreHorpauyecknx N306pakeHni
B01.039.001 Mpwuém (0cMOTp, KOHCYNbTaLMs) Bpaya-peHTreHonora nepBruYHbIi
B01.039.002 Mpném (0CcMOTp, KOHCY/bTaLWs) Bpaya-peHTreHo10ra NoBTOPHBIN
KomnbloTepHas Tomorpadus
lonoBa

A06.23.004 KomnbroTepHasi ToMorpagusi Yepena/rosioBHOro Mo3ra HaTBHOE MCCNeAoBaHme

A06.23.005.006 KomnbroTepHas ToMorpagus Yepena/rofioBHONO Mo3ra ¢ BHyTPUBEHHbBIM
KOHTPacT1pOBaHNeEM

A06.08.007 KomnbroTepHas ToMorpadusi npuaaToyHbIX Nasyx Hoca, roptaHn

A06.08.007.004 KomnbroTepHas TOMOrpadums NpuaaToYHbIX Nasyx Hoca ¢ BHYTPVMBEHHbIM
60/1H0CHBbIM KOHTPACTUPOBAHUEM

A06.25.003 KomnbroTepHasi ToMOrpagusi BACOUHO KOCTH

A06.25.003.002 KomnbroTepHas TOMOrpadums BUCOUYHOM KOCTU C BHYTPUBEHHbLIM 60/HOCHbLIM
KOHTPacT1pOBaHNeMm

A06.26.006 KomnbloTepHas ToMmorpagus rnasHuLbl

A06.26.006.001 KomnbloTepHas TOMorpagms rnasHubl ¢ BHYTPUBEHHbIM 60MHOCHBIM
KOHTpacTupoBaHnem

A06.23.004.007 KomnbroTepHas TOMOrpadus cocyoB ro/IOBHONO MO3ra C BHYTPVBEHHbIM
60/110CHBIM KOHPAaCcTUPOBAHNEM

A06.08.007.002 KomnbtoTepHas TOMOrpadus ropTaHn ¢ BHYTPUBEHHbLIM 60/HOCHBIM
KOHTpacTMpoBaHNeEM

A06.26.006.001 KomnbtoTepHas TOMOrpadus rnasHnLbl (C KOHTPaCTUPOBAHUEM)

Lles

KoMmnbloTepHas ToMorpadus aHrmorpagus aKCTpakpaHasbHbIX apTepuii ¢
KOHPAaCTUPOBAHMEM

A06.08.009.002 KomnbroTepHas TOMOrpadus Len ¢ BHYTPUBEHHBIM GOTHOCHBIM
KOHTpacTMpoBaHNEM

pyaHasa knetka

A06.09.005 KomnbroTepHasi ToMorpagusi opraHoB rpyAHO NonocTu

A06.09.005.002 KomnbtoTepHas ToMorpadus opraHoB rpyAHOM NONOCTY C BHYTPUBEHHLIM
60/H0CHBIM KOHTPACTUPOBAHNEM

A06.11.004 KomnbroTepHas ToMorpagus cpegocteHums

A06.11.004.001 KomnbtoTepHas ToMorpagus cpegocteHmnst ¢ BHYTPUBEHHBIM GOTFOCHLIM
KOHTpacTMpoBaHNeM

BptoLHas NofocTb, KofoHorpagus 1 Tas

A06.30.005 KomnbroTepHas Tomorpadums opraHoB GPHOLLHOM NOA0CTU
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A06.30.005.003 KomnbtoTepHas TOMOrpadus opraHoB GPHOLLHON MOMOCTU C BHYTPUBEHHbIM

8700

60/HOCHBLIM KOHTPACTUPOBAHUEM

3abpIoLLMHHOE NPOCTPAHCTBO
A06.28.009 KomnbroTepHas ToMorpagusi noYeK U HagnoyYeyHNKOB 3500
A06.28.009.001 KomnbroTepHas Tomorpadms Mo4YeK 1 BEPXHMX MOYEBLIBOAALLMX NYTEN C 8700
BHYTPUBEHHbLIM 60/IFOCHLIM KOHTPaCTMPOBaAHWEM
A06.30.007 KomnbtoTepHas ToMorpagust 3adproLLIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbloTepHas TOMorpadus 3a6proLLIMHHOIO NPOCTPaHCTBA C BHYTPUBEHHBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.30.005.001 KomnbtoTepHas TOMorpadus 6pHOLLIHON NOA0CTY 1 3a6PHOLIMHHOIO 8700
npocTpaHcTBa

KocTHO-MblIWeYHas cuctema (Mo3BOHOYHMK)
A06.03.021.001 KomnbtoTepHas TOMOrpadust BepxXHeli KOHEYHOCTH 2600
A06.03.021.002 KomnbroTepHas TOMorpadusa BepxHe KOHEYHOCTY C BHYTPUBEHHbBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.03.021.001 KomnbroTepHas ToOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 3600
CyCTaBOB, 2 OTAleNI0B KOHEYHOCTH, 2 OTAENOB MO3BOHOYHMKA) HATUBHOE UCCef0BaHne
A06.03.021.002 KomnbroTepHas TOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAesia KOHEYHOCTE, 2 OTAe/10B NO3BOHOYHUKA) C KOHTPACcTPOBaHNEM
A06.03.036.001 KomnbroTepHas TOMOrpagums HUXKXHEn KOHEYHOCTH 2600
A06.03.036.002 KomnbroTepHasi TOMOrpagusi HKHEMKOHEYHOCTU C BHYTPUBEHHbLIM 8700
60/0CHBLIM KOHTPACTUPOBaHUEM
A06.03.058 KomnbtoTepHas ToMorpadusi N03BOHOYHMKA (O4MH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpagus N0O3BOHOUYHUKA C BHYTPUBEHHbLIM GOOCHBLIM 8700
KOHTPacTUPOBaHWEM (OAVH OTAEN)
A06.03.062 KomnbloTepHas Tomorpagus Koctu 2600
A06.04.020 KomnbloTepHas ToMorpagmnsa BUCOYHO-HVKHEYENOCTHBIX CyCTaBoB 2600
A06.04.017 KomnbroTepHas ToMorpagus cyctasa 2600

Manbliii Ta3
KomnbloTepHas ToMorpagus opraHoB Masioro tasa HaTMBHOE UccnefoBaHue 2600
KomnbloTepHas ToMmorpagus opraHoB Majioro Tasa ¢ KOHTpacTMpoBaHUEM 8700

Cocyabl
A06.12.052 KomnbloTepHO-TOMOrpadmyeckas aHrmorpagus aopbl 8700
A06.12.053 KomnbloTepHO-TOMOrpagnyeckas aHrmorpapus CocyfoB HUXHUX KOHEYHOCTEN 8700
A06.12.050 KomnbloTepHO-TOMOrpacguyeckas aHrmorpacgus 0f4Hon aHaTOMUYecKol 061acTu 8700
A06.12.054 KomnbloTepHO-TOMOrpaguyeckas aHrmorpacus cocyioB BEPXHMX KOHEYHOCTEN 8700
A06.12.055 KomnbroTepHO-TOMOr padmyeckasn aHrnorpagus cocyioB Tasa 8700
A06.12.057 KoMmnbloTepHO-TOMOrpamyeckas aHrmorpagpus NérovHblx cocyaoB 8700
A06.12.058 KomnbroTepHO-TOMOrpadmyeckast aHrmorpagums 6paxmouedanbHbIX apTepuii 8700
A06.12.001.001 KomnbroTEpHO-TOMOTpaduryeckas aHrmorpadgus rpyaHol aoptbl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduryeckas aHrmorpagus 6proLwHol aopTbl 8700
A06.23.004.007 KomnbroTepHas Tomorpadums cocyfoB rofloBHOr0 MO3ra C BHYTPUBEHHbIM 8700
60/0CHBIM KOHTPACTUPOBAHUEM

Cepaue
A06.10.009 KomnbroTepHas ToMorpadus cepgua (C onpegeneHmemM KOpoHapHOro KasbLns) 3500
A06.10.006.001 KomnbroTepHO-TOMOTrpaduyeckas KopoHaporpagpums 12900
A06.10.006.001 KomnbroTepHas ToMorpadus 1esoro npeacepams v NéroyHblx BeH 12900

MarH1THO-pe30HaHcHas Tomorpadgus

[onosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT rosioBHOro mo3sra C KOHTpacTMpoBaHNEM 7100

A05.12.004 MP apTtepuorpagus (ogHa o6nacTb) 3100



A05.12.005 MP BeHorpatms (ogHa 06nacTb) 3100

MP aHruorpagus apTepmmn 1 BeHbl FOIOBHOTO MO3ra C KOHTPaCcTMPOBaHMEM 7100
MP aHruorpadua aptepuv ronoBHOro Mo3ra ¢ KOHTpacTMpoBaHMeM 7100
A05.22.002.001 MPT runogmsa ¢ KOHTPaCcTMPOBaHMEM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPacTMpoBaHem 7100
A05.08.001 MPT OKONMOHOCOBBIX Nasyx 3100
A05.26.008 MPT rnasHuupl 3100
A05.22.002 MPT runodusa 3100
A05.04.001 MPT BUCOYHO-HMXKHEYEIOCTHBIX CYCTaBOB 5000
A05.30.008 MPT kpaHvoBepTebpanbLHOro nepexoja 3100
A05.23.009.004 MarHUTHO-pe3oHaHCcHas andagy3ns ronoBHOIO Mo3sra 3100
A05.23.009.008 MarHUTHO-pe30oHaHCHas aHrorpapus UHTpakapHUaibHbIX COCY0B 3100
CnnHa
A05.04.001 MPT KpecTL0BO-MOAB34OLLIHOIO COY/IeHeHNs 3100
A05.30.008 MPT wwieun 3100
A05.03.002 MPT rpygHoro otgena 3100
A05.03.002 MPT nosicHM4yHoro otaena 3100
A05.03.002 MPT KonuMKoBOro otaena 3100
A05.03.002.001 MPT rpygHoro otgena ¢ KOHTpPacTMpoBaHuem 7100
A05.30.008.001 MPT Llen ¢ KOHTPacTUPOBaHNEM 7100
A05.03.002.001 MPT NOSICHMYHOIO OTAeNa C KOHTPacTMpoBaHVem 7100
A05.03.002.001 MPT KON4YMKOBOIo OTAge/1la C KOHTPaCcTUPOBaHNEM 7100
A05.23.009.010 MPT cnmMHHOro Mo3ra (oOguH oTaen) 3100
A05.23.009.011 MPT CNMHHOro MO3ra C KOHTpPacTMpoBaHMeM (OANH OTAenN) 7100
A05.23.009.013 MarH1THO-pe30oHaHCcHas Anddy3ns CNMHHOIro Mo3ra (OAnH OTAeN) 3100

A05.23.009.016 MarHMTHO-pe3oHaHcHasa ToMorpadus CMHHOrO Mo3ra (pasoBoKOTPacTHas

(opgwnH otgen) 7100
BHyTpeHHVe opraHbl
MPT ne4veHmn 1 XenyHbIX NPOTOKOB C KOHTpacTMpoBaHuem (MpuUMoBKCT) 14000
A05.30.005 MPT opraHoB 6PHOLLHON NOOCTH 4000
A05.30.007 MPT 3a6pHOLLUMHHOIO NPOCTPaHCTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLHOM MOMOCTU C BHYTPUBEHHbLIM KOHTPACTUPOBaHMEM 7100
A05.30.007.001 MPT 3a6pOLUMHHHOIO MPOCTPAHCTBA C BHYTPUBEHHLIM KOHTPACTUPOBaHNEM 7100
A05.22.001 MarHUTHO-pe3oHaHCcHas ToMorpahmsa Haano4Ye4yHKOB 4000
A05.22.001.001 MarHUTHO-pe3oHaHCcHasA ToMorpapmsa HafnoYe4YHUKOB C KOHTPaCcTMPOBaHMEM 7100
A05.14.002 MP xonaHruorpagus 7100
A05.15.001 MPT nomykenyaouHom >kenesbl 3500
A05.15.002 MP xonaHrnonaHkpeartorpagms 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHMTHO-pe30HaHCHas ToMorpagus NOYeK ¢ KOTPacTMpoBaHNeM 7100
Marbiii Ta3 My>CKOiA
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbLIM KOHTPAaCTMpPOBaHVEM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000
A05.21.001 MPT MOLLOHKM 4000
MPT Masnoro Tasa (My>CKOI)+MOLLOHKa HaTUBHOE UccnegoBaHne 7000

A05.21.001.001 MPT MOLUOHKW C KOHTPACTMPOBaHMEM 7100



Mariblii Ta3 >KeHCKWi
A05.30.004.001 MPT opraHoB Ma/10ro tasa C BHYTPMBEHHbLIM KOHTPaCcTUpOBaHeM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000

MPT aHopekTasibHOM 061acTn

A05.30.004 MPT AHOPEKTA/IbHOW (MEPVAHASIbHOIN) OBJIACTU (aHanbHbIli KaHar,
HapY>KHbIV U BHYTPEHHWI aHa/bHBIA CHUHKTEP, N1EeBATOP aHyca, Me30peKTabHas KneTtyarka, 4000
NMMOY3Nbl, NepUPUpPUIEcKme MAarkue TKaHm)

Cyctasbl
A05.04.001 MPI ofHoro CyETaBa (nne'-leBon,vnOKTesoi/’l, KUCTb, ly4e3anscTHbIN, 3500
Ta306epeHHbIN, KOEHHbIN, FOIEHOCTOMNHBIN, CTOMNa) HATUBHOE 1ccnefoBaHve
A05.30.011.002 MPT Kunctu 3500
A05.30.012.002 MPT cTonsl 3500
Msrkve TkaHu
A05.30.010 MPT MArkux TKaHei rosiosbl 4000
A05.01.002 MPT MArkux TKaHei 4000
A05.01.001 MPT MArKnx TKaHel ¢ KOHTpacTMpoBaHUEM 7100
A05.30.010.001 MPT MSrkux TKaHen ronosbl C BHYTPEHHUM KOHTPaCcTMPOBaHMEM 7100
A05.08.002 MarHUTHO-pe30oHaHCHasA ToOMorpagus ropTaHoOrNOTKM 4000
A05.08.004 MarHUTHO-pe30oHaHCcHasA ToMorpagumsa HOCOPOTOrTOTKN 4000
KOMI/IEKCbI UCC/IEAOBAHU
A05.03.002 MPT ronoBHOro mo3sra+aptepumn rofl0BHOr0 Mo3ra+ BeHbl F0/IOBHOITO Mo3ra 7000
HaTMBHOE UCCnefoBaHNe
MPT ronoBHoOro mosra+apTepuii rolOBHOTO MO3ra HaTMBHOE MCCef0BaHme 5000
MPT ronosHoro Mmo3sra+BeH roJloBHOro Mo3ra HaTUBHOE MCCNefoBaHNe 5000
MPT ronoBHOro mo3ra+ LUeiHbIl 0TAeN NO3BOHOYHUKA HATUBHOE MUCCeA0BaHme 5000
MPT KoMMneKc: WeliHOro oTAena NO3BOHOYHMKA + rPYAHOr0 OTAeNna No3BOHOYHUKA + 7000
MOSICHNYHOrO OTAeNa NO3BOHOUYHMKA
MPT ronoBHOro mo3ra+ aptTepuu ronoBHOr0 Mo3ra+LeiiHblii 0TAeN NO3BOHOYHMKA HATUBHOE 7000
nccnefoBaHne
MPT ronoBHoro mosra + nasyxu HaTMBHoe nuccnegosaHune 4500
MPT ronoBHOro mo3sra + op6uTbl HaTUBHOE UCCNef0oBaHNe 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHMKA + Ta306epeHHOro cycraBa 5000
A05.03.002 MPT nosicCHMYHOro oTAeNa NO3BOHOYHUKA + KOMYMKOBOrO OTAe/Na No3BOHOUYHNKA 4500
MPT apTepun ronoBHOro Mosra + aptTepun LWen HaTMBHOE UCCNef0oBaHNe 4500
MPT 6ptoLLHO NONOCTN + 3a6PHOLLUMHHONO NPOCTPaHCTBa 7000
MPT ronosHoro mosra + runogus HaTMBHOE uccnegoBaHme 4500
MPT LelHOro otaena NO3BOHOYHUKA + apTepum LWENHOro OTAeNa NO3BOHOUHMKA 4500
MP arnorpadus aptepuii ronoBHOro mosra + MP aHrnorpacgmsi BeH rofloBHOro Mo3ara 5000
PeHTreH
A06.30.008 ductynorpadus 1500
lonosa
A06.08.003 PeHTreHorpagus NpuaaToUHbIX Nasyx Hoca 1000
PeHTreHorpagmsa HOCOrnoTKu 1000
PeHTreHorpagms KocTei Hoca B 2 MPOeKLMsX 1000
A06.08.003.002 PeHTreHorpagus NTo6HOIM nasyxu 1000
A06.08.003.002 PeHTreHorpagus rainmMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpagusi Bcero yepena, B O4HOM nam 6onee npoekymsx 1000
A06.03.056 PeHTreHorpagus KocTei n1LeBoro ckeneta 1000

A06.04.001 PeHTreHorpagus BUCOHYHO-HKHEYETIOCTHOMO cycTaBa 1000



A06.26.001 PeHTreHorpagus rnasHuLbl
A06.07.008 PeHTreHorpacgus BepxHeli 4entocT B KOCOM NPOeKumMmn
A06.07.009 PeHTreHorpatus HWKHEl YentocTu B 60KOBOI NpoeKkuun
A06.25.002 PeHTreHorpadums BUCOUHO KOCTU
A06.25.002.001 PeHTreHorpagms cocueBUAHbIX OTPOCTKOB

LLleq

A06.03.010 PeHTreHorpagus LWeAHOro otaena No3BOHOYHMKA

PeHTreHorpadus WeiHOro oTAena No3BOHOUYHMKA B 3 NMPOEKLMAX (YHKLMOHaNbHbIMU
npo6amu (Npsamas 1 60KoBas)

IpyaHon otaen
A06.03.013 PeHTreHorpagus rpyaHoro otaena no3BOHOYHUKA
A06.03.019 PeHTreHorpagus Nno3BOHOUYHMKA C IYHKLMOHa/IbHBIMY Npo6amun
A06.03.014 PeHTreHorpagus rpyaHoro 1 NoSACHNYHOro otaena no3BOHOYHMKA
MosicHMLA 1 KPeCTLLOBO-KONYMKOBBI OTAen

A06.03.015 PeHTreHorpagus nosiCHUYHOro OTAena NO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOACHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOEKUMAX C PYHKLUNOHAbHBIMU
npo6amu

A06.03.017 PeHTreHorpagus Kpectya 1 Konumka
A06.03.016 PeHTreHorpagus NOSACHUYHOIO U KPEeCTLLOBOro OTAeNa NO3BOHOUYHMKA
A06.03.017.001 PeHTreHorpagus kpectua
A06.03.017.002 PeHTreHorpagust Konumka
Pykn
A06.04.013 PeHTreHorpapus akpoMmnanbHO-KIKUMYHOIO COYSIEHEHNS
PeHTreHorpagmsa KocTel npeanneyss B 2 MPOEKLMAX
A06.04.010 PeHTreHorpagms njaeyeBoro cyctasa
A06.03.028 PeHTreHorpagus naeyeBoi Koctu
A06.04.003 PeHTreHorpagus 1OKTEBOro cyctaBa
A06.03.029 PeHTreHorpaus OKTEBOM 1 Ny4eBO KOCTU
A06.04.004 PeHTreHorpagus ny4es3anscTHOro cycrasa
A06.03.026 PeHTreHorpagusa nonarku
A06.03.032 PeHTreHorpagus Knctu
PeHTreHorpadgus 2 KicTeii B NpsMOou NpoeKuun
A06.03.035 PeHTreHorpagms 1 nasbLa Kuctun
A06.03.021 PeHTreHorpadust BepxHeii KOHEYHOCTH
A06.03.030 PeHTreHorpagus 3anscrbs
A06.03.027 PeHTreHorpadus rofoBKy Nie4eBOn KOCTU
A06.03.031 PeHTreHorpaus nactm
A06.03.033 PeHTreHorpaus tanaHr nanbLes KMCTn
Horn
A06.04.005 PeHTreHorpagus KONeHHOro cycrasa
PeHTreHorpacus 2 KoneHHbIX CycTaBOB B MPSIMOW NPOeKummn (Ha 1 cHUMKE)
PeHTreHorpagus 2 Ta306epeHHbIX CycTaBOB B MOMOXEHUW Jlay3HLUTeRHA
A06.03.042 PeHTreHorpadus rofoBKy 1 LWelikn 6e4peHHOo KOocTn
PeHTreHorpagus KocTei roneHn B 2 NPOEKLMsAX
A06.04.012 PeHTreHorpadgus rofieHOCTOMNHOro cycrasa
A06.03.053 PeHTreHorpagus cTonbl B 2 NPOEKLAX

PeHTreHorpausa NATOYHON KOCTW B NPSMOI NPOeKunn
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A06.03.050 PeHTreHorpagusi NITO4HOM KOCTU

PeHTreHorpagmsa NATOYHbIX KOCTE B OOKOBOW NPOeKL MM

PeHTreHorpagus cTon Ha NPOAO/IbHOE MI0CKOCTONKE C (PU3NYECKON Harpy3Koii B 2
NPOEKLUsX

A06.03.036 PeHTreHorpadmsa HUKXHe KOHEYHOCTN
A06.03.048 PeHTreHorpagms noabbkKn
A06.03.054 PeHTreHorpapus thanaHr nanibLeB HOMM
A06.03.055 PeHTtreHorpagus 1 nanbla CTOMbl B O4HON NPOEKLUn
A06.04.011 PeHTreHorpagms Ta3obepeHHOro cyctasa
A06.03.043 PeHTreHorpagus 6efpeHHON KOCTn
A06.03.045 PeHTreHorpagus HagKkoneHHuKa
A06.03.046 PeHTreHorpacusa 6onbLUolA 6epLoBOl U Manoli 6epuoBoli KocTei
A06.03.049 PeHTreHorpagus npesnitocHbl
A06.03.051 PeHTreHorpadgus natCHbI U hanaHr NabLeB CTOMbI
A06.03.052 PeHTreHorpadus ctonsl B 1 Npoekummn
A06.03.053.001 PeHTreHorpacgus cTonbl ¢ (hyHKLMOHa/IbHOW Harpy3Ko
bptoLluHasa nonocTb
A06.30.004.001 O630pHasn peHTreHorpagmsa opraHoB GPHOLLHON NOA0CTH
PeHTreH nuesosa ¢ 6apuem
3a6pHOLLIMHHOE MPOCTPAHCTBO U HOTK
A06.28.001 PeHTreHorpaus noyek 1 MOYEBLIBOAALLMX MyTeEW
PeHTreHorpagus 2 cton B NpsMOi NpoeKLmm
A06.28.002 BHyTpuBEHHas yporpadus
pyaHasn knetka
PeHTreHorpagmsa opraHoB rpyaHoi knetku B 1 npoekumn (0630pHas)
PeHTreHorpacus opraHoB rpyAHON KNeTKM B 2 NPOEKLMM
A06.03.023 PeHTreHorpagus pebpa(ep)
A06.03.024 PeHTreHorpaus rpyauHol
A06.04.014 PeHTreHorpagus rpyanHHO-KIOUYNYHOIO COY/IEHEHNA
A06.03.022 PeHTreHorpagus Kaounybl
A06.09.007 PeHTreHorpadus nérkmx
Ta3
PeHTreHorpadus KpecTL0BO-N0AB30LWHOI0 COYIEeHEHNS
PeHTreHorpacgus KocTeil Tasa ¢ Ta3o6epeHHbIMY cycTaBaMm
PeHTreHorpagus Ta3o6epeHHOro cycrtasa B 1 npoekuum
PeHTreHorpagus Ta3o6epeHHOro cycraBa B 2 NPOEKLUMsX
Mammorpadus
A06.20.004 Mammorpadpus
A06.20.004 Mammorpadus 2 MONOYHbIX XXene3
Mammorpams ¢ TOMOCMHTE30M MOJIOYHBIX Xené3 (1 MOonoYHas Xenesa B 2-X NPOeKLUsX)
Mammorpagus ¢ TOMOCUHTE30M MOJSIOYHbIX XKeNE3 (2 MOMOYUHBIX XXene3 B 2-X MPOeKLUsX)
A06.20.004.002 Mpu1LENbHBIA peHTreHorpagus MOMOYHOM XKenesbl
A06.20.008 TOMOCUHTE3 MOJIOUHbIX XENE3
Hesponorus
[Mpuémbl

B01.023.001 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-HeBpOiora NepBuYHbIN
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B01.023.002 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpaya-HeBPOOra NOBTOPHbIM 1200
B01.023.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya HeBPOora NepBUYHBIN

(BHENNIAHOBBIN-CPOYHBIiA) 2500
B01.023.001 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpada-HeBponora (ueganronora) nepBuyHbIi 60 2300
MUHYT
801.323.002 Mpuem (OCcMOTP, KOHCYNbTaLUs) Bpada-HeBposora (Ledanronora) NOBTOPHbIA 30 2100
MUHYT

MaHunynsauum
A11.02.002 Mna3moTepanus (1 npobupka) 2500
A22.30.015 YpapHoBosnHoBas Tepanus (1 ceaHc) 1000
A11.02.002 boTynMHoTEPanUs NPU XPOHNYECKOW MUTPEHN 29900
A25.24.001.002 BotynuHoTepanusa npu 6pykcrusme 19500
A25.24.001.002 BotynuHoTepanua npu 6neapocnasme 8900
A11.01.002 leyeHne MUrpeHn NpenapaTom AIPKOBU 225 M/ (CO CTOMMOCTbIO Npenapara) 24000
A11.24.001 leue6Hasn 6nokaga npu TYHHEIbHOM CUHAPOME 2000
A11.02.002 JleuebHasn napaBepTebpasbHas 610Kaga 1500
A11.02.002 Jloka/ibHast UHLEKLMOHHAA Tepanus B TPUITEPHbIE TOUKN 1500
A11.02.002 Mna3moTepanus (LONONHUTENbHASA NPOBMPKa) 1500

Tepanus

Mpunémbl
B01.047.001 Mpwuem (OCMOTP, KOHCYNbTaLWs) Bpava-TepanesTa NepBuYHbIiA 1400
B01.047.002 Mpuem (0CMOTP, KOHCYNbTaLUs) Bpada-TepaneBTa NOBTOPHbINA 1200
TepaneBT (othopMeHNe cripaBKn) 1200
BHennaHoBbIV Npuém TepanesTa (CPOYHbIN) 2500

Mepunarpus

Mpnémbl
B01.031.001 Meaunatp (NepBUYHasA KOHCY/bTaLWs) 1400
B01.031.002 Meauatp (NOBTOPHasA KOHCYNbTaLWs) 1200
B01.031.001 Meawnatp (4BOIMHN NePBMYHAsA KOHCYNbTauus) 2000
B01.031.002 Meamatp (ABOVHM NOBTOPHAs KOHCY/bTaLMs) 2000
B01.031.001 OcmoTp 340p0BOro pebeHka NEPBOro roAa XXM3Hu 1300
B01.031.001 Meawnatp (KOHCYyNbTaLMsa MO BBEAEHNIO MPMKOPMA) 1300
B01.031.001 KoHcynbTaumsa no rpygHoMy BCKapmMBaHuio-1 yac (npasuibHOe CLeXnBaHue, 1500
MOMOLLb NPY BO3HUKHOBEHWMW NPO61eM)
B01.031.001 Meawnatp (KOHCYMbTaLMA MO rPYyAHOMY BCKapMIMBaHWIO ANCTaHLMOHHO) 800
801.03{.001 Mpuem negnatpa Ana NonyyYeHns cnpaBku LIKona/aeTckuii caf (npegocTtasnseTcs B 700
JeTckuiA cag/Likony nocne 601e3HN, ANUTENbHOrO OTCYTCTBS)
B01.031.001 CnpaBka B 6acceiiH (Npy HaIM4MKM aHa/IM30B: COCKO6 Ha 3HTepo6Kno3, Kana Ha anua 800
reNbMUHTOB)
B01.031.001 CnpaBka 0 BpEMEHHOI HETPYAOCNOCO6HOCTM yyamxest Ao 18 neT (Popma 095/y)
-[loKyMeHT noaTBepXaaeT hakT 60/1e3HN CTYAEHTa, yHalleroca TEXHUKYMa U WKobl. CrpaBky 800
no ¢opme 095/y BblgaeT nevawuii Bpau.
B01.031.001 CrnipaBka 06 OTCYTCTBMU MH(EKLMOHHbIX 3260/1eBaHWi 800
B01.031.001 CaHaTOpHO-KypopTHas KapTa getam (popma 076/y ans neteid) 2000

B01.031.001 CnpaBka 15 feTcKux narepei n cekuuii (dopma 079/y) ??0TpakaeT gusnyeckoe
COCTOsIHVE pe6eHkKa. YTo6bI ee NoMyUnTb, 3anULLMTECH HA MPUEM K NeanaTpy U He 3abyabTe 800
B3ATb CEPTUDMKAT O NPUBUBKAX, COCKOD Ha 3HTEPOOBMO3, aHaIM3 Kasa Ha AliLa reflbMUHTOB

OdpTanbmonorus
Mpunémbl
B01.029.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpada-ofTasibMosiora nepBuYHbIN 1400
B01.029.002 Mpuem (oCcMOTP, KOHCY bTaLusl) Bpada-odTasbMosiora NoBTOPHbIN 1200

MaHwunynsummn/o6enesoBaHus



A02.26.015 OhTansMOTOHOMETPUSA - Vi3MepeHre BHYTPUINa3HOro faBfeHns (LeHa 3a Kaxjoe

n3mepeHue) 200
A12.26.016 ABTOpPe(MPaKTOMETPUS C Y3KNM 3PaykKoMm 150
A03.26.010 Onpe,qeneﬂme napameTpoB KOHTaKTHOM KOoppekuun (Nog60p OYKOB C 400
aBTOpepaKTomeTpureii)
A03.26.010 Onpep,eneljme napameTpoOB KOHTAKTHOM KOppeKuun (Noa60p KOHTaKTHbIX INH3 C 400
aBTOpedpakTomeTpueit)
A02.26.015 ToHoMeTpusa No Maknakosy 200
A02.26.015 MepumeTpus (onpeaeneHne nonei 3peHns) 400
A02.26.015 NMHEBMOTOHOMETPMSA (LeHA 3a KaXK40e N3MepeHue) 200
Xupyprusa
Mpunémbl
B01.057.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-xMpypra nepBuyHbIii 1400
B01.057.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-XMpypra noBTOPHbIiA 1200
B01.057.001 Mpuem (OCMOTP, KOHCYNbTaLUs) Bpada-xupypra nepBuYdHbIii (nepeg 800
3HJ0CKOMUYECKMM UCCNEAO0BAHNEM)
B01.057.002 Mpwrem (OCMOTP,KOHCYNbTaLMsa) Bpaya xvpypra rnoBTOPHbINA (MOc/e onepaun) 800
MaHunynaumn
A16.01.002 BckpbITve naHapumums (B TOM Ynce NapoOHUXUIA) 1500
A16.01.012 BckpbIThE 1 gpeHpoBaHme rierMoHsbl (abeuecca) (rmgpageHnTa B TOM Ymcne)-2 1900
KaTeropus C0XKHOCTH)
A16.01.011 BckpbiThe (ypyHKyna (kapbyHkyna) 1000
A16.01.027 YpaneHvne HOITeBbIX NMIaCTUHOK 2600
A16.30.060 VicceueHwne rny6b0KoOro nMraTypHoro cema 1800
A16.01.009 YwmBaHWe OTKPbITOW paHbl (6€3 KOXXHOW nepecaskm) 1500
A16.30.069 CHATME nocneonepaunoHHbIX LWBOB (uratyp) 500
A16.01.001 YpaneHne noBepPXHOCTHO PAaCNONOXEHHOro MHOPOAHOrO Tena 1000
A11.04.005 MNyHKLMA CUHOBUAbHOL CYMKUM CycTaBa 1000
A11.30.024 MyHKLMA MSATKUX TKaHei 1100
A16.01.012 BekpbiTue 1 ApeHnpoBaHme hiermoHbl (abeuecca) (rmgpageHnta B ToM uncne)-1 1300
KaTeropus CoXHOCTU)
A16.01.008.001 Hano>keHne BTOPUYHbIX LLIBOB 2100
A16.01.004 Xnpypruyeckas 06paboTKa paHbl UM MHULUPOBAHHOW TKaHM (63 yLLMBaHUA 200
paHbI)
A16.01.004 Xmpypruyeckas 06paboTka paHbl NN MHPULMPOBAHHOW TKaHW (C yLUMBaHMEM PaHbl) 2000
A15.01.001 HanoxxeHwne rnoBasKu Npu HapyLLeHUN LIeNIOCTHOCTU KOXKHbIX MOKPOBOB 400
A15.01.002 HanoxxeHre NOBA3KM NPY THOMHBIX 3a60/1eBaHNSAX KOXW 1 NMOLKOXHOM KNeTvaTku 1000
A11.01.001 Broncus Koxkn (3abop maTtepuana) 400
A16.30.076 BCKpbITME reMaToMbl MSAFKUX TKaHel 1400
A16.01.028 YpganeHne M0O3011 (CTEP>KHEBOW) 2600
A16.01.016 YpaneHue atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHne atepombl (1-3 cM, 1 aieMeHT) 1500
A16.01.016 YpaneHue atepombl (3-5 cm, 1 anemMeHT) 1900
A16.01.017 YpaneHne o6pokavyecTBeHHbIX HOBOOGpPa3oBaHuUin Koxu (0,5- 1cm, 1 aneMeHT) 1700
A16.01.017 YpaneHne o6poKayecTBEHHbIX HOBOOGpPa3oBaHuiA koxu (1-3 cM, 1 anemMeHT) 1900
A16.01.017 YganeHne fo6poKayecTBEHHbIX HOBOOBOpPa3oBaHuUiA KOXW (3-5 cM, 1 anemeHT) 2400
A16.01.017 YpaneHne obpokavyecTBeHHbIX HOBOOOGPa30BaHUin KOXu (CBbille 5 cm,1 anemeHT) 2900
MepeBsA3Ka YNCTbIX paH 500
A16.01.018 YnaneHue fo6poKayecTBEHHbIX HOBOOGPa30oBaHWIA NOAKOXHO-XXMPOBOI KneTyaTku 1800
(nmnoma, mnbpoma, rurpoma 0,5-1 cM-1 31EMEHT)
A16.01.018 YganeHne fO6pOKaYeCTBEHHBIX HOBOO6GPA30BaHWUA NOLKOXXHO->KUPOBOIA K/leTHaTKu 2100

(nmnoma, hmbpoma, rurpoma OT 1-3 cM-1 sanemeHT )



A11.01.001 Bruoncus Koxku (3abop Mateprana) 400

A16.01.003 Hekpaktomus 2000
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHel OT 1 cm-3cM 1 anemeHT 1300
A16.30.032 VicceueHne HOBOOGPa3oBaHWSA MSATKMX TKaHel oT 3cM -5 cM 1 anemeHT 1900
A16.01.018 YganeHue o6poKayecTBEHHbIX HOBOOOPa30BaHMWii NOAKOXHO-XXMPOBOI KneTyaTku 2500
(nmnoma, hmbpoma, rurpoma ot 3 cm -5 cM 1 afnemeHT)
A16.01.003 HekpaKTOMUS (2 KaTeropum CroXXHOCTH) 2600
A16.01.023 VcceueHune py6uoB Koxu (0T 0,5 -1cM 1 anemeHT) 1500
A16.01.023 NcceueHune pybLoB KOXM (0T 1 cM-3 ¢M 1 1 3anemMeHT) 1900
A16.01.023 NcceueHure pybLoB KOXM (0T 3 ¢M -5 cM 1 anemeHT) 2400
A16.01.030 VcceueHwne rpaHynaumm (1 kKateropum CnoXHoOCTH) 2400
A16.01.030 VcceuveHune rpaHynaumm (2 Kateropmm CNodXXHOCTN) 3100
A16.30.069 CHATME nocnieonepaLMoHHbIX LBOB (1uUratyp), MeTa/lIM4ecKnx CKo60oK 1000
A16.30.014 IKcTMpNaums cpeanHHbIX KUCT 1 CBULLLEI LLEN 29900
ABLOMUNHAIbHASA XMPYPrns
A16.30.007.001 [peHrpoBaHWe GPHOLLIHOM NONOCTY NOA KOHTPO/IEM YNbTPa3BYKOBOIO 19000
nccnefoBaHuA
A16.30.043.002 TpaHcKaTETEPHOE NleHeHne abeLeccoB OPHOLLIHONM NOOCTY MOA KOHTPO/IEM 14800
YNbTPa3BYKOBOro UCC/efoBaHnA
A16.30.043.003 [lpeHnpoBaHne GPOLLHOM NOMOCTU 1 3aBPHOLLMHHOIO NPOCTPAHCTBA NOJ, 26000
KOHTPOMNEM YNbTPa3ByKOBOrO MUCC/ef0BaHUA
A16.14.018.003 ApeHnpoBaHMe KUCTbI, abcuecca NevYeHn YpeckoXHoe 11000
A16.30.004.003 Onepauus npy Masioli 1 cpegHeli nocneonepaunoHHoN rpbhbke (nerkas popma) 42300
Onepavuus Npy 60/bLIOK NOCNEONePaLMIOHHON rpbiXke 56400
A16.30.004.007 Onepauus Npv ruraHTCKOM NocneonepaLMoOHHON rpbiXe 65000
A16.30.004.016 OnepaTuBHOE NeHeHVe NOCIEONEPALIMOHHON FPbDKIU C UCMONb30BaHNEM 55000
ceTyaTbIX UMMIaHTOB
A16.30.001.002 OnepaTBHOE NieyeHne NaxoBO-6e4PEHHON FPbPKN C MCMOMb30BaHNEM CETUATbIX 35000
UMMNIaHTOB
A16.30.002.002 OnepaTBHOE fieHeHne NYNOYHOM rPbDKM C UCMO/Ib30BAHNEM CETUATbIX 35000
WUMMJIaHTOB
A16.30.001 OnepaTrBHOE NeYeHne NaxoBoi (6efpPeHHO) rPbbk (OTKPbLITbI METOL) 23100
A16.30.002 OnepaTuBHOE NeYeHne NynoYHON rpbiXku (OTKPbITLI METOA) 20000
A16.14.009.002 Xo/1eLncTakToMmsa nanapockonnyeckas 35000
A16.19.018 YpaneHvne MHOPOAHOTIO Tena NPsMOi KULWKK 6e3 paspesa (aHOHVMMHO) 15000
A16.30.004.004 Onepauus npy Masioli 1 cpegHeli nocneonepaLnoHHON rpbbke (CNoXKHas 46000
(opma)
A16.01.018 YpaneHue fo6pOKayecTBEHHbIX HOBOOBPa30BaHWii NOAKOXHO-XXMPOBOW KneTyaTku 9500
(nunoma, nbpoma, rurpoma ot 5 cM A0 10 cM -1 afemMeHT )
A16.01.018 YpaneHve o6poKayecTBEHHbIX HOBOOOPA30BaHWI MOLKOXHO-XUPOBOIA KneTyaTku 12000
(nvnoma, puépoma, rurpoma ot 10 cm 1 60n€ee -1 31eMEHT )
A16.30.032 VicceueHne HOBOOOpa3oBaHUs MArkMX TKaHei (0T 5 cm 1 6onee- 1 anemeHT ) 9800
A16.30.032 VcceueHne HOBOOGpa3oBaHMs MArKUX TKaHe (0T 10 cm 1 6onee - 1 anemMeHT ) 12800
A16.30.006 JlanapoTtomMus 34200
A16.30.006 Jlanapotomus 65000
A16.18.022 Pa306LieHMe cpaleHniA Npy cnaevyHo HeNpPOXoAMMOCTH 28000
A16.18.022.001 Pa3o6LieHne cpalleHnii Mpu cnaeyHoli HENPOXOAUMOCTH C UCMOb30BAHMEM 30000
BWAE03HOCKOMNNYECKNX TEXHONOTUIA
A16.22.002 TupeonsKkromms 120000
A16.22.001 l'emuUTUPEONAIKTOMUSA 55000
A16.30.002 OnepaTBHOE nieyeHne MNyNOYHOM rPbKM (C UCCEUEHME KOXM 1 163000
NOAKOXHO-)XMPOBOI KNeTyaTku nepesHeli 6pIOLLHON CTEHKM)
A16.16.017.016 MNpofonbHasa pesekuns xxenyaka nanapockonuyeckas 230000

[epHmoniacTuka



A16.30.004.010 Jlanapockonuyeckas niactmka nepegHen 6poLWHON CTEHKN Npuy rpbbkax 1

40000
KaTeropusi CI0XKHOCTU
A16.30.004.010 /lanapockonuyeckas nnactuka nepegHeil 6pHoLLIHOM CTEHKN MpU rpbbkax 2 55000
KaTeropus C/I0XHOCTU
A16.30.004.010 Slanapockonuyeckas nnacTMka nepegHein OPIOLWHONM CTEHKN NpY FpbbKax 3 70000
KaTeropus CfioXXHoCTn
A16.30.004.001 IpbbkeceyveHWe Npu rpbbke 6enon NMHUM XKBoTa (nerkas opma) 1 kareropms 22000
[0 4X cm
A16.30.004.001 'pbpKeceyeHme Npuv rpbixe 6e10i NMHUK XUBOTA (Nerkas opma) 2 kateropusi 30000
6onee 4x cm
A16.30.004.011 OnepaTUBHOE NeYveHre TpbKKn NepeaHel GPHOLLIHON CTEHKN C UCMONb30BaHNEM 37000
ceTyaTbIX UMMNIaHToB (1 kateropus fo 4x cm)
A16.30.004.011 OnepaTBHOE NleHeHME FPbDKN NepeHel GPIOLLIHOM CTEHKM C UCMO/Ib30BaHNEM 45000
ceTyaTbIX UMNIAHTOB (2 kateropuu 6onee 4x cMm)
A16.30.004.002 MNnactrka npu guacrtase NpsamMbIx MblLL, XXMBOTa (40 5 cm) 25000
A16.30.004.002 MNnactka npu gnactase NPsIMbIX MbILLL, XXUBOTa (60nee 5 cm) 31000
A16.30.005.002 Onepauus Npu rpbbke NULLEBOAHOrO OTBEPCTMA Anadparmbl 36000

AHann3bl
MMcTonornyeckoe nccnefosaHve 6UONCUAHOTO MaTepuana u Marepuana, Noly4eHHOro Npu
XVUPYPrUYECKUX BMeLLaTeNbCTBaxX (SHAOCKOMMYECKOro MaTepmrasna; TKaHei XXeHCKOM NoioBoi 2420
CUCTEMbI; KOXW, MATKMX TKaHel; KDOBETBOPHOWN 1 NMMM(OUAHON TKaHer; KOCTHO-XPALLEBOWA
TKaHu)
A08.30.046 MNaToN0ro-aHaTOMUYECKOE UCCNeA0BaHNe BUONCUAHOIO (ONepaLMoHHOrO) 2420
marepuana
Y3 B3pocC/ibIM
¥3W cocynos

A04.12.005.003 Y3 akcTpakpaHuasibHbIX GpaxuoLedanbHbiX apTepuii (aptepun Lwen) 1500
Y3W-komnnekc nepef cteHTuposaHmem (Y34 BLIA + gonneporpadus aptepuii BEPXHUX 2400
KOHEeYHOoCTeW)
Y3-komnnekc nepeg cteHTpoBaHuem (Y34 BLA + gonneporpagus apTepuin HXHKX 2800
KOHEeYHOCTeN)
[AynnekcHoe ckaHnpoBaHue HIMNB 1 noAB3f0LWHbIX BEH 1500
A04.12.001.004 TpunneKCHOE CKaHMPOBaHWe apTepui NOAB3A0LWHO-6epPEHHOIO CErMeHTa 800
A04.12.001.004 TpunneKCHOE CKaHMPOBaHWE apTepPUiA NOAKIHOUNYHOIO CErMEHTa 800
A04.12.001.001 Y3 apTepuii HUXXHUX KOHEYHOCTEN 1400
A04.12.002.002 Y3 BeH HWXHUX KOHEYHOCTe 1400
A04.12.002.001 Y3 apTepuii  BEH HUXKHNX KOHEYHOCTe 2000
A04.12.002 Y3 apTepuii n BEH BEPXHUX KOHEYHOCTEN 1900
A04.12.002.003 Y3 BeH BEpPXHWX KOHEYHOCTEN 1000
A04.12.001 Y3 apTepuii BEPXHWUX KOHEYHOCTEN 1000
Y3 6paxmouedanbHbix apTepuid (apTepun Luemn)+KoHCynbTaums HeBpoiora 2000
A04.12.014 Y3W cocyaoB NOpTa/ibHOM CUCTEMBI 900
A04.12.001.006 Y3 cocynoB ronoBHOro mo3sra 6e3 cocyioB Len(TpaHCKpaHabHBbI fonniep) 1800
Y3W cocyaoB ronoBHOIo Mo3ra (TpaHCKpaHvasbHbIi fJonnep)+3keTpakpaHuabHbIX 2800
6paxuoLiedhanbHbIx apTepuii
A04.12.022 Y3 BeH Ta3a 1400
A04.12.001.002 Y3 noyeyHbIx apTepuia 700
A04.12.003 ¥3U 6ptoLLHOi aopThl 1100
A04.12.003.001 AynnekcHoe ckaHMpOBaHWe GPIOLLHOW aopTbl U e BUCLIePasTbHbIX BETBEN 1400
A04.12.003 AlynneKcHoe CKaHMpOoBaHue aopThl 1100
A04.12.014 AynnekcHOe CKaHMPOBaHWe COCY0B renaTtobunnnapHoi 30HbI 900
A04.12.005.003 AynnekcHoe ckaHupoBaHve bpaxmouethanbHbIX apTepuii € LiBETHLIM 2000

[OMMNIEPOBCKNM KapTUPOBaHWEM KPOBOTOKa
Y3 WwmToBMAHOW Xenesbl

A04.22.001 YnbTpa3ByKOBOE 1cCnefoBaHMeE LMTOBUAHOM XXenesbl 1 NapalnutoBUAHbIX Xenes 600



Y3 WwmTOBUAHOW XKEene3bl C PErMoHapHbIMU IMMGOoy3iamm 800
A04.22.001.001 3nacTorpatms WUTOBULHOWN Xenesbl 1100
Y3W CNtoHHBIX >Kené3 800

Y3 opraHoB 6ptoLLIHOI NOOCTH
A04.16.001 Y3 6ptoLLHO NONOCTU (MEYEHb, XXeMUHbIA My3blipb, MOMAKENYA0YHAs XKefesa,

cefie3eHka) 1100
Y3 6ptoLHol I'IOﬂOCTI/IEI'IeHEHb, YKENYHBbIV Ny3blpb, NOMKEeNYA0HHAsA XKeNe3a, CeNe3eHkKa, NoYKN, 2000
HaAMnouYeYHVKIN, MOYEBOIA Ny3bIpPb)
A04.06.001 Y3 ceneseHKm 500
A04.15.001 Y3 nogyxenyao4Ho >xenesbl 600
A04.28.002.005 Y3 MOYEBOro ny3bIpsi C ONpeaeseHNeM OCTaTOuHOM MOUKn 600
A04.14.001 Y3 neyeHun 800
A04.14.002 Y3W »kenyHoro nysbips 500
A04.14.002.001 Y3 »ken4Horo ny3bipsi ¢ hyHKLMel 700
A04.18.001 Y3 anneHauKca (CNenoi KULLIKK) 800
Y3 opraHoB 3a6PHOLLMHHOIO NPOCTPAHCTBA
A04.28.002.001 ¥3M noyek 1 MOYEBOTO My3bIps 800
A04.22.002 Y3 Hafno4YeuYHNKOB 500
A04.28.001 ¥Y3M noyek 1 Hafno4YeyHKOB 800
A04.28.002.001 Y3 nouek 700
A04.28.002.003 Y3 mo4eBOro nysbips 500
Y3 MOLLOHKMK
A04.28.003 Y31 opraHOB MOLUOHKW 800
Y3W cepgua
A04.10.002 3xokapaunorpadus ¢ 4ONMNIepPOBCKMM aHaIM30M (Y3u cepaua+aonnep) 1800
Y3 obwue
A04.01.001 Y31 MArknx TkaHel (04HOM 30HbI) 750
A04.09.001 ¥3u nneBpabHbIX NonocTei 600
A04.28.002.003 Y3 opraHoOB Masioro Tasa (My>ckoe nccnefoBaHue) 1100
A04.18.001 YnbTpasByKOBOE UCCNea0BaHMe TONCTON KULLKK 800
Y3 numatnyeckmx y3nos
A04.06.002 Y3 numdaTMyeckux y3noB 3abproLLUnNHHbIX 800
A04.06.002 Y3 numdaTMyecKux y3n1oB HaAnoUYeUHbIX 800
A04.06.002 Y3 numdaTnyeckmx y3n10B NaxoBbixX 800
A04.06.002 Y3 numMmdaTUUECKMX Y310B NOAKNHOUNYHbIX/HAAKIHOUNYHbIE 800
A04.06.002 Y3 numatnyeckmx y3nos nogMbILIeYHbIX 800
A04.06.002 Y3U numdaTtnyecknx y3nos LLeN 800
A04.06.002 ¥Y3U numoy3snbl Wewn, Haa/NoaKNoUMYHbIe, NOAMbILEYHbIE, 3a0PIOWNHHbIE, 2000
naxoBble
Y3V npepcratesibHON Xenesbl
A04.21.001 Y3W npeacTartensHoO »enesbl TpaHcabLoMUHaIbHOE 1000
Y3 npeactaTtenbHOM »enesbl TpaHcpekTaibHoe (TPY3I) 1200
Y3W npepctatensHol xenesbl TpaHcpekTanbHoe (TPY3U)+Y3W Mmo4veBOro ny3bips+ octatoyHas 1400
Moua
A04.21.001.001 Y3W npefcrare/ibHOM Xenesbl TpaHcab40MUHaIbHOE + OLeHKa OCTaTOYHOW 1100
Moun
Y3 npepcTtatensHO Xenesbl TpaHCPeKTa/lbHOe+0LEeHKa OCTaTOYHOM MOYM 1300

Y3W MOMOYHbIX XXeNnés

A04.20.002 YnbTpa3ByKOBOE MCCNef0BaHNE MOJIOYHbIX XXenes 1200



Y3 MO0oYHbIe XXefesbl ¢ OCMOTPOM PErMOHAaPHbIX 30H C 3n1acTorpagueii 1200

¥Y3W 6epeMeHHbIX 1 TMHEeKON0orns

A04.30.010 YnbTpa3ByKOBOE MUCCNeLOBaHE OPraHOB MasiOro Tasa KOMIM/IEKCHOE 1100
A04.30.001 YnbTpa3ByKOBOE Ucc/egoBaHme naoja (quarHoctuka Ha paHHUX CpoKax 1200
6epemMeHHOCTN)

A04.30.001.001 YnbTpa3ByKOBOE UCCNefoBaHMe Noga Npu cpoke 6epeMeHHOCTU A0 1300
TPUHaguaT Hefenb (BHE CKPUHMHIA)

A04.30.001.007 ¥nbTpa3BykoBOe vccnegoBaHue nnoga B |l Tpyumectpe 6epemeHHOCTH 1800
A04.12.024.003 ¥YnbTpa3BykoBas gonnaeporpagus niofoBoro Kposotoka (JonnnepomeTtpus 1300
6epemeHHbIX -1l TpumecTp)

A04.04.001 YnbTpa3ByKOBOE UccnefoBaHve cycTaBa (NOHHOro CoUeHeHns) 700
A04.20.003 ¥YnbTpa3BykoBOe uUccnefoBaHue honvkynoreHesa (nepsuyHoe) 700
A04.20.003 ¥YnbTpa3BykoBOe 1ccnefoBaHue honMkynoreHesa (MOBTOPHOE) 400
A04.20.001.004 YnbTpa3ByKOBOE MCCNefoBaHUe LWeliku MaTku (Y3-LepBUKOMETpUS) 700
A04.30.001.002 ¥YnbTpa3ByKOBOe uUccnefoBaHue naoga B pexxume 4D (8o 26 Hepensb, 2500
onpegeneHve nona, 3anncb Ha auck, lgpotorpadus)

A04.30.001 YnbTpa3ByKoBOe UccnegoBaHme naoga Bo Il tpumectpe 6epeMeHHOCTH 1500
A04.30.001.002 YnbTpa3ByKoOBOE vccnefoBaHue nnoga B pexxvme 3D 1700
A04.30.001.001 YnbTpa3ByKOBOE MUCCNnefoBaHMe Nnoga npu cpoke 6epeMeHHOCTU 40 2000
TpYHaguaTu Hegenb (MHOronnoaHas 6epemMeHHOCTb BHE CKUPUHNTA)

A04.12.024.003 YnbTpasByKoBasi Jonnaeporpagus naog0Boro KPOBOToKa (MHOroniogHas 2400

6epemeHHOCTb) (Jonnnepometpus 6epemeHHbIX |I-11l TpumecTp)

A04.30.001.006 YnbTpa3ByKOBOE CKPMHUHIOBOE UCCNef0oBaHve Npu Cpoke 6epeMeHHOCTH
feBATHagLUaTas - ABajuUaTh NepBas HeAenun No OLEHKe aHTeHaTalbHOro pasBuTUA MI0A0B C
LieNblo BbIABNEHNSA XPOMOCOMHbIX aHOMa/NiA, NOPOKOB Pa3BUTUS, PUCKOB 334ePXKM pocTa 2500
naoga, NPeXaeBpeMeHHbIX POAOB, MPEe3KNaMncumn NPy MHOTOMNI04HOM 6epeMeEHHOCTU
(cKpUHWMHT 1)

A04.30.001.008 YnbTpa3ByKOBOe uUccnefoBaHue naogos B Il TpyumecTtpe MHOronn1o4HoM

2500
6epeMeHHoCTH
A04.30.001.002 YnbTpa3ByKOBOE MCCNEfOBaHME NoAa B pexume 4D npy MHOronnoaHou 3500
6epemeHHOCTM (40 26 Hefenb, onpegeneHne nona, 3anuck Ha auck, 1 gotorpadums)
A04.30.001.002 ¥nbTpasByKOBOE UcCneaoBaHme nnoga B pexxume 3D npu MHOronao4Hom 2400
6epeMeHHOCTH
MMyHKUMA nog koHTponem Y3
A11.06.001.001 MyHKLMA NMMEATUYECKOTO y3/1a NOA KOHTPO/IEM Y/bTPa3BYKOBOrO 900
nccnefoBaHUs
A11.20.010.003 MyHKLMs HOBOOGPA30BaHNA MOIOYHOM XKene3bl NpuLenbHas NyHKUMOHHAsA Noj, 900
KOHTPONEM YNbTPa3ByKOBOroO MUccnefoBaHus
A11.22.002.001 MyHKUUA WUTOBUAHOM UM NapaLLMTOBUAHOW Xene3bl Mo KOHTPOEM 900
y/bTPa3BYKOBOro UccnefoBaHns
A11.30.024.001 MyHKLMS MATKUX TKaHEW Noj KOHTPO/IEM YNbTPa3BYKOBOIO UCCNefoBaHUA 900
¥3W cyctaBoB
A04.04.001 YnbTpasByKOBOE uUccnegoBaHme cyctasa (nseyeBoro) 1 cycras 900
A04.04.001 ¥YnbTpa3ByKOBOE UCC/efgoBaHme cycTasa (IOKTeBOro) 1 cycras 700
A04.04.001 YnbTpa3ByKOBOE nccnefoBaHme cyctasa (KMCTn) 1 Kuctb 800
A04.04.001 YnbTpa3ByKOBOE UccnefoBaHMe cyctaBa (yyesansicTHoro) 1 cycras 800
A04.04.001 YnbTpa3ByKkOBOe 1UccnefoBaHUe cyctaBa (KoneHHoro) lcyctas 800
A04.04.001 YnbTpa3ByKOBOe UcCnefoBaHUe cycTaBa (rofieHocTonHoro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOe UcCnefoBaHUe cycTaBa (NasbLeB KUCTU 1Ay Tonbl) 1 nanew, 600
A04.04.002 YnbTpa3ByKOBOE UCCNef0OBaHME CYyXOXUINIA (aXM1IoBa CyXOXXUIns) 600
A04.12.022 [AynnekcHOe CKaHMpOBaHMe COCyA0B Masioro Tasa 1400
Y3W HepBoB
A04.24.001 YnbTpa3ByKOBOe UcCnefoBaHUe nepudepruyecknx HepBoB (04Ha aHaToOMUYecKas 1100
obnactb)
A04.24.001 YnbTpa3ByKOBOE 1UCC/efoBaHme neputepnyecknx HepBoB (04Ha aHaToMM4YecKas 3200
ob6nacTb)

PyHKUNOHA/IbHAA AnarHocTnka



B03.037.001 NccnepgoBaHue (hyHKUUM BHELLHETO AblXaHUA

A05.10.006 PernctpaLms anekTpokapgmorpaMmmsl. PaclumgpoBka, onvcaHue 1 MHTepnpertaums
3/1eKTPOKapAMNOrpatnyecKnx AaHHbIX

A02.12.002.001 CyTo4HOe MOHUTOpUpOBaHne A/l
A05.10.008 XonTteposckoe moHUTOpUpoBaHue IKI B TeyeHue 24 yacoB

3KI' + XonTtepoBckoe MoHUTOppoBaHue SKIT B TeyeHne 24 yacos

A12.10.001 3KT (Peructpaums anekTpokapanorpaMmmbl + paclingposka, onucaHve u
WHTepnpeTaLmns 3/1eKTpokapamoprafmyeckmx AaHHbIX) ¢ PU3NYECKOl Harpy3Koi

VccnepoBaHue yHKUMM BHELLHETO AbIXaHUsS ¢ GPOHXONUTUKOM
A05.23.001 3nekTpoaHLedanorpahms
A12.10.001 3nekTpokapauorpadus ¢ pr3nyeckoin Harpyskoi
SHAOKPUHONOrNA
Mpunémbl
B01.058.001 Mpwuem (0cMOTp, KOHCYbTaLWs) Bpaya-3HA0KPUHOOra NepBUYHbIN
B01.058.002 Mpurem (0CMOTP, KOHCYbTaLusl) Bpaya-aHAOKPUHONOra MOBTOPHbIN
MaHumynaumm
[vHekonorusa
Mprémbl
B01.001.001 Mpwuem (0cMOTpP, KOHCYNbTaLMs) Bpaya-rmHeKosora nepBuyHbIii
B01.001.002 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-rmHeKonora noBTOPHbIiA

B01.001.002 Mpwuem (Nocne onepauun) Bpava-rmHeEKOI0ra NOBTOPHbIIA

B01.001.001 Mpwuem (OCMOTP, KOHCYbTaLWs) Bpava-akyLlepa-rmHeKkonora neperyHbIi (No
BOMpocam 6ecnnoguns)

MaHunynaumn
A11.20.011 Bruoncus WENKN MaTkn

Al11.20.014 BeegeHue BMC

A11.20.008 Pa3genbHOE AMarHOCTMHECKOE BbICKab/IMBaHWE MOMOCTU MaTKN U LIePBUKaA/IbHOTO
KaHana

A11.20.008.001 Pa3genbHOe gMarHOCTUYeCKOe BbicKabvBaHme nosocTn MaTkm
A11.20.002 MNony4yeHve LepBUKaIbHOTO Ma3ka

A11.20.003 broncus TKaHein MaTkm

A03.20.001 Kosnbrockonus

A11.20.015 YpaneHme BHYTPMMAaTOYHOR cnnpanuv

A16.20.036 Xnpypruyeckoe neveHne 3a601eBaHNI LENKN MATKW C UCMOb30BaHNEM Pa3/INYHbIX
3Heprui

A08.20.004 AcnprauroHHas 6roncust aHJOMeTpUS 30HA0M Maiinens (6e3 cToMMmocTu
TMCTOJ/IOTMYECKOrO U OHKOLMTOJTIOTMYECKOrO 1CCe0BaHus)

A11.20.015 YganeHne BHyTPMMaTOYHOR cnnpanm

A14.20.002 BeefeHue, n3BNeYeHne akyLLEPCKOro pasrpy>KatoLLero noaaep>XxXnusatoLLero KonbLa
(neccapws)

A16.20.036.001 3nekTpoamMaTepPMOKOHM3ALMSA LLEKN MaTKK
OnepatuBHOE fleveHne
A16.20.038 Onepauun no nosogdy 6ecnnoama Ha NpuaaTkax MaTku

A16.20.016 VicceyeHne maTo4HOro OMNOPHOro annapara

A16.20.017.001 YpaneHune napaoBapuaibHON KUCTbI C MCMOb30BaHNEM BUAEO3HAOCKOMMUYECKMX
TexHonorui

A16.20.004.001 CanbnMHraKTOMUS C UCMONb30BaHNEM BUAEOIHAOCKOMUYECKNX TEXHOTOTUIA
A16.20.003.001 CanbnrHro-ooopaKTOMUS C UCMO/b30BaHNEM BUAEO3HAOCKOMUUYECKNX
TeXHONornm

A16.20.041.001 Crepunmsaumsa MaTOUHbIX TPY6 C MCMONb30BaHNEM BUAEO3HLOCKOMMYECKMX
TEXHO/OrUI

A16.20.001.001 YganeHune KACTbl ANYHKNKA C UCMONb30BaHNEM BULEO3HLOCKOMUYECKUX
TeXHoorui (04HOCTOPOHHEE)

500

500

1200
2000
2200

750

750
1100
750

1400
1200

1500
1300
800

1500

1500
1500

5400

2900
450
800

1000
500

2100

1400

500

900

7500

39000
39900

34900

30900

36900

29900

34900



A16.20.001.001 YganeHue KUCTbl AMYHUKA C UCMO/Ib30BaHNEM BUAE03HAOCKOMUYECKNX
TEXHONOrniA (4BYCTOPOHHEE)

A16.20.003.001 OO(hOpP3IKTOMUS C UCNOSb30BAHNEM BUAEO3HAOCKOMUUYECKUX TEXHOMOT A

A16.20.010.001 Cy6TOTasIbHAA TMCTEPIKTOMUS (aMMyTauust MaTku) ¢ UCMOb30BaHNEM
BUE03HL0CKOMMNYECKMX TEXHONOTUA

A16.20.010.001 Cy6TOTasIbHAA rTMCTEPIKTOMUSA (aMMyTaums MaTku) ¢ UCMONb30BaHNEM
BUE03HA0CKONNYECKMX TEXHOMOTNIA 2 KaTeropusi CIOXKHOCTU

A16.20.010.003 Cy6TOTa/IbHast TMCTEPIKTOMUS (aMMyTaLmsa MaTKM) ¢ NpuaaTkamu ¢
MCMOo/b30BaHNEM BUAEO3HAOCKONMNYECKMX TEXHOMOMMIA 1 KaTeropus C/I0XKHOCTA

A16.20.010.003 Cy6TOTa/IbHasA TMCTEPIKTOMUS (aMMyTaLmsa MaTKn) ¢ NpuaaTkamu ¢
1CNosib30BaHNEM BULEO3HAOCKOMMYECKMX TEXHOOTWI 2 KaTeropums CrI0XHOCTH
A16.20.010 Cy6TOTa/IbHast TMCTEPIKTOMUS (aMMyTaLmsa MaTKM) nanapoTomMmyeckas
A16.20.011.001 ToTasibHasA rMCTEPIKTOMUSA (TpNauns MaTkun) ¢ UICNoNb30BaHMEM
BVAE03H0CKOMUYECKNX TEXHONOT NI

A16.20.011.001 ToTanbHas rMcTepPakToMus (SKCTUPRaLMs MaTkun) ¢ MCMONb30BaHNEM
BVAE03H0CKOMUYECKNX TEXHONOT NI

A16.20.011.002 ToTaslbHas rMCTEPIKTOMUSA (3KCTUPNAaLMA MaTKn) ¢ NpuaaTkamu
lanapoToMuyeckas

A16.20.011.002 ToTanbHasa rmcTepaktoMums (IKCTUpnaLmsa MaTku) ¢ npugatkamm
flanapoTtoMuyeckas 2 Kateropus CNoXxXHOCTn

A16.20.063 IkcTMpnaums KynbTu LLENKN MaTKn

A16.20.033 BeHTpohumKcaums MaTkm

A16.20.012 BnaranuiiHas aKcTMpnayms MaTku ¢ N1acTMKOW CTEHOK Bnaranmia
A11.20.003 Broncus AM4YHUKOB

A03.20.003 Jlanapockonus gnarHoctnyeckas

A16.20.042.003 YpeTponeKkcusi CBO604HON CUHTETUYECKOW MeTnel TpaHCO6TypaToOpHbIM
goctynom (metog TOT)

A16.20.061.001 Pe3ekums AMYHMKA C MCNOMb30BaHNEM BUAEO3HAOCKOMNYECKUX TeXHoNorui (1

KaTeropus CI0XKHOCTW)

A16.20.061.001 Pe3eKuua ANYHUKA C UCMNOb30BaHNEM BMAEO3HAOCKOMMYECKUX TEXHONOTNiA (2

KaTeropus CrIoXHOCTK)
KOHcepBaTUBHO - NiacTMYeCKre onepaLmm

A16.20.035 MMOM3KTOMUS (3HYKIeaLMs MMOMATO3HbIX Y3/10B) C UCMONb30BaHNEM
BWAE03HOCKONNYECKNX TEXHONOTMIA (NanapoToMus)

A16.20.035.001 M1UOM3KTOMUSA (3HYKeaLUmnst MMOMAaTO3HbIX Y3/10B) C UCMO/Ib30BaHNEM
BUE03HA0CKOMNYECKMX TEXHONOMMIN1-0 KaTeropmm CNOXHOCTU (-1anapocKonus)

A16.20.035.001 MnomakTomums (3HyKeaumns MMOMaTo3HbIX y3/10B) C UCMO/Mb30BaHEM
BUE03HA0CKONNYECKMX TEXHOMNOMNIA 2-0li KaTeropum CA0XKHOCTM (- 1anapocKonus)

A16.20.028.002 Onepauuuv Npu OnyLLeHUN 3aHeR CTEHKM Baraiviia

A16.20.028.003 Onepauuum Npu onyLLeHUN NepeaHen CTeHKM Braraiuwia

A16.20.083 KonbnonepuHeoppagusi n neeatoponiactnka

A16.20.023 MNMnactnka NpoOMeXxXHOCTW nocse 3nn3noTomMmum

A16.20.065 PacceueHne neperopoiku Bnaranuniia

A16.20.063.018 Bbicokas amnyTauus WenKn MaTku

A03.20.003 l'ictepockonus

A03.20.003.001 M'ictepopeseKTockonua 1 kateropuu CNoXKHOCTN

A03.20.003.001 M'icTepOpe3eKTOCKONMUA 2 Kateropmu CI0XKHOCTN

A03.20.003.001 I'vctepope3eKToCcKONUA 3 Kateropum CNoXHOCTU
Marnble rMHeKonornyecke onepauum

A16.20.066 PacceueHune CMHEXMI MasibIX NOMOBbLIX Ty6

A11.20.018 MNMyHKUMA 3agHEro cBoja Bnarasimiia (6e3 cTouMocTy LMTO/IOTMYECKOro
nccnefoBaHns)

A16.20.059 YganeHve NHOPOAHOIO Tefla 13 Bnarasimwa

A16.20.059.001 YganeHre HOBOOGpa3oBaHUS Blaraiuniia

A16.20.036 Xnpypruyeckoe neyveHme 3aboneBaHuii WEVKM MaTKu C UCNOJIb30BAHNEM Pa3/INYHBIX

3Heprui
A16.20.091.001 BckpbiThe abeLiecca 6apToONMHOBON Xenesbl

37900

30900

73900

75900

74900

84900

58900

83900

94900

76900

87900

92900
35900
77900
1100
19000

60750

35000

40500

58900

39900

61900

20900
20900
38900
31900
21900
21900
17000
26900
33900
39900

4100

2900

950
3900

5900

2800



A11.20.008.001 BbickabnvBaHMe LIePBNKaIbHOTO KaHala 1 MOI0CTM MaTku ¢ Groncuei 2000

A11.20.008.002 Pa3genbHOE AnarHOCTMYECKOE BbICKabMBaHMe LLepBMKaIbHOrO kaHana 2700
A16.20.006 Pe3eKuus LENKN MaTKn 42000
A16.20.007 MNnacTuka LWelikn MaTkm 28900
A11.20.008 Pa3gensHOE ANarHoCTMHECKOEe BbICKab/IMBaHWeE MOMOCTU MATKN U LIePBUKa/IbHOTO 5400
KaHana
A11.20.008.001 Pa3fenbHOe fMarHOCTUYeCKOe BbickabvBaHme nosocTn MaTkm 2900
A16.20.026.001 PacceuyeHune N ncceyeHmne crnaek XXeHCKMX NonoBbIX OPraHoB C NCMO0/Ib30BaHNEM 23000
BWAE03HOCKOMNNYECKNX TEXHONOTMIA

3cTeTnyeckasi TMHEKONOTUSA
A16.20.098 Pe3ekumsa MasbIx NOMOBLIX Iy6 (1 KaTeropus CNOXXHOCTN) 27770
A16.20.098 Pesekumss Masiblx NOMOBLIX Ny6 (2 KaTeropus CNOXXHOCTA MaJ1.No/oBble 41000
ryobl+KpanHas nnoTb KIMtTopa)
A16.20.083 KonbrnonepuHeoppadus n nesatoponsiactnka 46000
A16.20.029 Onepauunmn Ha KnMTope 27770
A16.20.024 PeKOHCTPYKUUA Bharaiva 63000
A16.20.028.005 MaH4yecTepckas onepauus (1 kaTeropmm CnoXKHOCTN) 49000
A16.20.028.005 MaH4yecTepckas onepauus (2 KaTeropmm CNoXXHOCTN) 60000
A16.20.019 PeKoHCTpPYKLMA Bnaraavila + BocctaHOBIEHNE MATOYHOrO OMOPHOro annapara 120000
A11.01.013 BBefeHMe UCKYCCTBEHHbIX HAMOHUTENEN B MSITKME TKaHW C Lie/lbH0 KOPPEeKLMn 10200
hopmbl
A11.01.013 BBefieHME UCKYCCTBEHHBIX HAMOMHUTENEN B MSATKWE TKAHW C LIENbH0 KOPPEKLMM 14900
thopmbl
A11.01.013 BBeaeHme NCKYCCTBEHHbIX HAMOHUTENEN B MSATKME TKaHW C LIe/TbH0 KOPPEKLMM 26900
thopmbl

AHann3bl

BbisiBneHune Bo3dyauteneii UMMM (7 + KBM), COCKO6 anuTeNnasnbHbIX KNETOK YPOreHUTa/lbHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

BbisiBneHne Bo3byautenein UMMM (4 + KBM): onpepeneHve AHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, HK yenoseka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nannnnomMbl YenoBeka BbICOKOro OHKOreHHOro pucka, onpegeneHne HK 16 n 18 tmnos

+ KBM B cockobe anuTenuanbHbIX KNeTok yporeHmtansHoro Tpakra (HPV DNA, Scrape of 385
Urogenital Epithelial Cells, 2 Types (16, 18))

Brpyc nanuinomel YesioBeka BbICOKOrO OHKOreHHOro pucka, reHotmnuposanve AHK 14 tmnos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cocKObe anutenuanbHbIX KNeToK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OungdepeHumpoBaHHoe onpegeneHne AHK BMY (Bupyc nanunnomsl Yenoseka) 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenuanbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

loHOKOKK, onpegeneHve HK B cockobe anuTennanbHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopes), onpefeneHe 4yBCTBUTENbHOCTU K
aHTMMMNKPOGHBLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BakTepuanbHbIi BarmHo3 (Bacterial Vaginosis, BV) 1694
Xnamuamsa (Chlamydia trachomatis), onpegenerve IHK B cockobe anutennaibHbIX KNeToK

! - ; B 275
yporeHutansHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
A08.20.017.002 XXuakoctHas uyutonorus. Lintonornyeckoe nccnegoBaHne 6rnomarepuana Leikm 1320
MaTku (okpawmsaHue no MNanaHukonay, TexHonorus ThinPrep®)
A08.20.004 LiuTonornyeckoe nccnegosaHue acnvpara 13 nosiocTy Matkum 660
MMcToNornyeckoe nccnefoBaHe 6UONCUAHOTO MaTepuana u Marepuana, Noly4eHHOro nNpu
XMPYPrMYECKnX BMeLlaTenbCTBax (3HLOCKOMMUYECKOrO MaTepmana; TKaHen >XEHCKOWN MOI0BOW 2420
CUCTEMbI; KOXW, MATKWX TKaHel; KPOBETBOPHOMN 1 NMMMMOUAHON TKaHe; KOCTHO-XPALLEBOWA
TKaHu)*
MHBMO®/IOP-KOMMNEKCHOE MccefoBaHe MUKPOGIOPb! YPOreHUTaIbHOro TpakTa 3058

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))



AHTUOChONUNNAHLIN cHapoM (ADC), nabopaTopHble kputepum (Antiphospholipid Syndrome,

APS) 3927
MoceB Ha MUKPOQIOPY OTAENSEMOro NOMOBbIX OPraHOB, ONpeseneHne YyBCTBUTENBHOCTMU K

aHTUMUKPOOGHbLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

ViccnenoBaHve Ha 6UOLLEHO3 BnaranumiLa, onpegeneHne 4yBCTBUTENBHOCTM K aHTUMUKPOOHBLIM 1

aHTMMMKOTMYECKUM Npenapatam (C MMKPOCKOMNMeR HaTMBHOTO Npenapara, OKpaLleHHOoro no 1650

I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

LinTonornyeckoe nccnefoBaHne anuTeNnsa Wenkun MaTtku ¢ onnucaHMem rno TePMUHOMOTMYECKONA
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 627
with Description on The Bethesda System, TBS)

VccnepgoBaHme 6uougHo3a yporeHuTanbHoro tpakra. ®emodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MuKpocKkonuyeckoe nccnefoBaHne BnarainLLHbIX Ma3koB 495
Liutonornyeckoe vccnegoBaHne 6rnomatepurana Wweliku MaTkv (OKpaluvBaHue no ManaHukonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test) 1100
KaHgunpos, ckpuHuHr 1 tunmposaHue (Candidiasis, Screening and Typing) 1012
CKPVHWHT MUKPOhAOpbI YPOTEHUTALHOrO TpaKTa. demodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))
VccnepgoBaHme 6uougHo3a yporeHntanbHoro tpakra. ®emodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))
Yponorus

Mpunémbl
B01.053.001 Mpwuem (0cMOTpP, KOHCYNbTaLMs) Bpaya-yposora nepBuYHbIii 1400
B01.053.002 Mpwuem (0cMOTp, KOHCYbTaLWs) Bpaya-yposora NoBTOPHbIiA 1200
B01.053.002 Mpurem (0CMOTP,KOHCYNbTaLMsl) Bpaya yponora NoBTOPHBIN (Mocie onepauun) 800

MaHunynsauum
A16.28.040 by>xnpoBaHwue ypeTpsbl (1 ceaHc) 2100
Bugeoumcrockonus 10000
A16.28.058 BnpasneHue napapmmosa 1000
A16.28.052.001 3ameHa He(hpOCTOMUYECKOTO ApeHaxa 2400
A16.28.072.001 3ameHa LIMUCTOCTOMNYECKOTO ApeHaxa 2400
A11.28.008 NHCTUNNALNA MOYEBOrO Ny3bIps 2000
A11.28.006.001 Ma3ok Ha hnopy yposnormyeckuii 500
A21.21.001 Maccax npencratensHOW Xenesbl 550
A12.21.003 3ab60p coka npeacTatenbHOM Xenesbl 4719 MUKPOCKOMNYECKOro nccnegoBaHms 650
A15.21.001 NepeBA3ka NOcne yponornveckomn onepauunn (Meacectpa) 1000
A03.28.002 YpeTtpockonus 3500
A03.28.003 YpeTpouuctockonus (C NpuMeHeHneM rmbKkoro ypeTpoLmMCcTOCKona) 6000
A03.28.001 Lincrockonus 5000
A16.28.077 TpaHcypeTpa/ibHOe 3HLOCKOMMUYECKOe yaalleHne CTeHT-KareTepa 5000
A11.28.012 YctaHOBKa, 3aMeHa, yaasileHre ypeTpa/ibHOro Katetepa 1000
A16.21.015 BckpbITie abeLeccoB HapyXXHbIX MOMOBbLIX OPraHoB 2300
A16.28.013.001 YganeHve NHOPOAHOrO Tefa N3 ypeTpsbl 1000
A06.28.007 Lnctorpagums 5000
A06.28.011 YpeTporpagusi BocxoasLLas 5000
Linpkymumano (o6pesaHune KpaiHei NnoTn NOM0BOro YeHa) 10000
A16.28.077 YpaneHue KateTepa U3 BEPXHUX MOYEBLIBOAALLMX NYTEN 6000
A11.28.012 YctaHOBKa CTEHTa B MOYEBBLIBOAALLME MYTU 2000
A11.28.007 KateTepu3auma MO4YeBOro ny3bipa (HenatoH) 1000
A16.01.016 YpaneHuve atepombl 10000

A11.28.008 NHcTunALMA ypeTpsl 2000



A22.28.001 AncTaHUNOHHAaA YPeTepoUTOTPUNCUs 25000

A22.28.002 AncTaHUMOHHAaA HepoONNTOTPUNCUS 25000
A16.21.038 Mnactunka y3aeydkn KpariHeli nnotm 12000
Kapgvnonorus
Mpunémbl
B01.015.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpava-Kapavonora nepBruYHbIi 1400
B01.015.002 Mpurem (oCcMOTP, KOHCYbTaLus) Bpaya-Kapanonora noBTOPHbIN 1200
Kocmetonorusa
Mpunémbl
B01.008.003 KocmeTonor (Mprem nepBuYHbINA) 1400
B01.008.004 KocmeTonor (Mprem NoBTOPHbIA) 1200

NHbeKLMOHHaA KOCMEeTO/10rns

A11.02.002 BotynnHoTtepanus. Penatokc (1 eanHuua) 260
A11.02.002 botynuHoTepanus. KceomuH (1 eanHunua) 290
A11.01.003 Mnasmonn@TumHr. 1 npobupka 2999
A11.01.003 Mna3mMonn@TUHT. 2 NPO6MpKU 4999
A11.01.003 PRP-Tepanusa 1 npouenypa (1 npobupka) 5000
A11.01.003 Me3oTepanusa mesoline (4158 CUAHWSA KOXK) 2,5 M. 2500
A11.01.003 Me3oTepanus mesoline (419 ocBeTAeHUs KOXK) 2,5 M. 2500

MaHunynsaumn
A16.01.024 Nepmatonoruyeckunii nuavHr (PRX-t33) 3750
A16.01.024 MuHAANbHBIA NUAHT 2000
A16.01.024 CannuunnoBblii MAANHE 2500
A14.01.008 I'ny6okas unctka nnua 3000
ATpaBmMaTnyeckas 4YmMcTka nmua 2000

OTOPUHONAPVHIONOT S

Mpunémbi
B01.028.001 Mpwuem (0CMOTpP, KOHCYbTaLWs) Bpaya-0TOPUHONAPUHIOora NePBUYHbIN 1500
B01.028.002 Mpuem (oCMOTP, KOHCYNbTaLUs) Bpaya-0TOPUHOAPUHION0ra NoBTOPHbIN 1300
B01.028.002 Mpuem (nocne onepawumn) Bpavya-oTOPUHOMAPUHIO0ra NMOBTOPHbINA 800

MaHunnynaumn
A11.01.014 HakoXkHOe NpYIMEHEHWEe IeKapCTBEHHbIX NPenapaTos 200
A12.25.001 ToHanbHasA aygmomeTpus 1300
A11.07.004 buoncus rnoTkn, AeCHbI N A3bluKa 2000
A11.08.001 Broncus cnM3ncToii 060104KN ropTaHn 5000
A11.08.002 Broncus cnnsmncToin 060104KM NOIOCTU HOCA 3500
A11.25.006 buoricnsa HoBOO6pa3oBaHUSA Hapy>XXHOro yxa 3000
B3saTne matepuana Ha pnopy 200
A11.08.019 3HAoNapuHreasibHOe BBEAEHME /IEKAPCTBEHHbIX NPenaparos 600
A16.01.012 BekpbiTue u gpeHnpoBaHuve hnermoHsl (abeuecca) 4000
A16.08.054 YpaneHne HOBOOGpa30BaHWA rNOTKN 3000
A11.08.007 3ayLuHas HOBOKanMHOBas 6/110Kafa 1000
A03.25.003 NccnegoBaHume opraHa ciyxa c MOMOLLbIO KaMepToHa 300
A22.30.033 Koarynaums KpoBoTovallero cocya 2500

A11.08.022 NleueHue raiimopuTa 6e3 npokona cuHyc-katetepoM AMUK (1 ctopoHa)

(AMWK-kaTeTep He BK/IHOYEH B CTOMMOCTb) 2500



A11.08.022 JleueHue raiimoputa 6e3 Npokona cuHyc-katetepom AMUK (2 cTOpOHbI)
(AMWK-kaTeTep He BK/IHOYEH B CTOMMOCTb)

A21.25.002 Maccaxx 6apabaHHbIX MepenoHOK

A11.07.022 Annankauma nekapcTBEeHHOro npenapara Ha cAM3ncTyto 060104Ky NOAOCTU pTa
A16.01.004 Xnpypruyeckas 06pab0oTKa paHbl UM MHULUPOBAHHOW TKaHN

A15.01.002 MepeBs3Kka MasbIx THOMHbIX paH

A16.08.006.001 MNepegHsas TamnoHaga Hoca Mupouens (1 CTOpoHa)

A11.08.021.001 lNpombiBaHME OKOJIOHOCOBbLIX Ma3yx U HOCa METOLOM BaKyyMHOIO NnepemMeLLeHuns
A16.08.016 MpombiBaHUE NakyH HEGHbIX MUHAANH

A16.25.007 YpaneHue ywHoi cepsbl (1 yxo)

A11.08.004 MNMyHKLMA OKOIOHOCOBLIX Ma3yx

A16.08.023 MNyHKLMA 1 ApPeHNpPOBaHNe raiMopoBbIX Nasyx (1 CTOPOHbI)

A16.08.023 MNyHKLMA 1 APeHNPOBaHNE raiiMopoBbIX MasyX (2 CTOPOHbI)

A11.25.003.001 Tyanet yxa npwv BocnannTesbHbIX NpoLeccax

A16.01.017.001 YpaneHue fO06pOKaYeCcTBEHHbIX HOBOOGPA30BaHWI KOXW METOA0M
3neKTpokoarynauum ot 1 o 3 cm.

A16.25.008 YganeHve NHOPOLHOrO Tena 13 C/lyxOBOro OTBEPCTUS
A02.25.001 3HAOCKOMMSA CIYXOBOrO NPoXoa (OTOCKoNus)
A03.08.004 PnHockonua

A03.08.001 MMapuHrockonus (npsimas)

B01.003.004.004 AHecTe3ns anmniMKaLunoHHas

B01.003.004.005 AHecTe3nst HpUAbTpaumoHHas ( | kateropms)
B01.003.004.005 AHecTe3ns nHUAbTpaunoHHas ( 1l kateropus)
B01.003.004.005 AHecTe3uns HGunbTpaLmoHHas ( [l kateropwms)
3abop matepuana (noces)

3abop matepurana (Ma3ok)

3abop matepuana (MNLP)

A11.08.020 AHEMM3aLUUS CAN3UCTOI HOca (TyaNleT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BcKpbITME MapaTOH3UANSPHOro abeuecca

A16.08.009.001 YganeHue NonnnoB HOCOBLIX XOL40B C NCMNO/b30BaHMEM BUAEO3HAOCKOMNYECKUX
TexHonoruii -1 ctopoHa: 1 kateropus

A16.08.009.001 YganeHve nonmnoB HOCOBbIX XOA40B C UCMO/Ib30BaHNEM BUAE03HAOCKOMUYECKNX
TexHonoruii -1 cTopoHa: 2 kareropums

A16.08.009.001 YnaneHve nonmnoB HOCOBbIX XOA40B C UCMOJb30BaHNEM BUAEO3HOOCKOMUYECKNX
TEXHOMOrMi -1 cTopoHa: 3 Kateropusi

A16.08.010.001 MNogcnuanctas Ba3oTOMUA HUXXHUX HOCOBBIX PaKOBUH: 1 KaTeropus
A16.08.010.001 MNogcnuanctas BasoTOMUA HUXXHUX HOCOBBIX PAKOBUH: 2 KaTeropus
A16.08.010.001 MNopacnuanctas BasoTOMUA HUXHUX HOCOBbIX PAKOBUH: 3 KaTeropus
B01.003.004.001 3Hpo0aypanbHas aHecTe3us (06e36011BaHMe CTyXOBOrO NPOX0Aa)
A16.07.087 YBynonnactuka: 1 kateropus

A16.07.087 YBynonnactuka: 2 Kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mukpockonus JIOP oprHaHoB

A16.08.013 Centonnactuka: 1 kateropum

A16.08.013 CentonnacTtnka: 2 kKateropus

A16.08.013 CenTonnacTtuka: 3 kateropums

A16.08.001 TOH3MNNIKTOMUA 1 KATEFOPUUN CMIOXKHOCTU

A16.08.014 Peno3unumsa KocTel Hoca 1 Kateropus
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A15.03.003 HanoxkeHne runcoBoi NOBS3KM Npy Nepenomax KocTei (rmnc) 3500
A16.08.017.001 laiiMOpOTOMUS C MUCMONb30BaHNEM BMAEO3HAOCKOMMYECKUX TEXHONOTNIA 1

Kateropus 30000
A16.08.017.001 MaiMOpPOTOMMUS C UCMONb30BaHNEM BUAEO3HAOCKOMNYECKMX TEXHOMNOTUIA 2 37000
Kateropusi
A16.08.017.001 ManmMoOpOTOMUS C UCMOMNb30BAHNEM BUAEO3IHAOCKOMNYECKMX TEXHONOTMIA 3 42000
Kateropus
A16.08.035 YganeHrne HOBOOGpa3oBaHNi NOIOCTM HOca (3 KaTeropus) 35000
A16.08.002 AgeHouaaKToMUA 1 KaTeropus 32000
A16.08.002 AgeHOMA3KTOMUSA 2 KaTeropus 38000
A16.08.002 AgeHonaakTommns 3 Kateropums 42500
A16.08.001 TOH3UNNIKTOMMUA 2 KATETOPUM CNOXHOCTA 37500
A16.08.001 TOH3NNNIKTOMMA 3 KATETOPUM CNOXHOCTU 42500
YpaneHvie 06pa3oBaHust YLIHOW pPakoBUHbI 5000
A16.08.064 ToH3MNINOTOMUA 1 KAaTErOPUN CNIOXHOCTU 18500
A16.08.064 TOH3UNIOTOMUA 2 KATETOPUN CMIOXHOCTU 23500
A16.08.064 ToH3UNNOTOMUA 3 KATErOpUN CNOXKHOCTU 28500
A16.08.014 Peno3numsa KocTeli Hoca 2 Kateropus 15000
A16.08.014 Peno3unuus KocTeih Hoca 3 KaTeropus 25000
A11.25.006 Broncma HOBOOGPa30BaHUS HAPYXHOTO yxa 3000
A17.30.021 3nekTpokoarynaums 6000
A11.08.022 KaTteTepu3auunsa NnpmuaaToyHbIx nasyx Hoca 2500
A11.07.022 Annankaums NekapcTBEHHOrO Npenapara Ha CIM3NCTYH0 060104KY NOIOCTM pTa 300
A15.01.002 Hano>xeHvie NOBA3KM NPY THOMHBIX 3a60/1eBaHNAX KOXW 1N MOLKOXHOM KNeT4aTku 1000
A16.08.006.001 MNepegHsAs TamnoHaja Hoca 2500
A12.25.006 VccnepgoBaHue dyHKLNIA CyXOBOi TpyObI 300
A11.25.003.001 MNMpombiBaHWe HagbapabaHHOro NPOCTPaHCTBa CPeLHEro yxa 800
A16.01.017.001 YganeHune go6poKavecTBEHHbIX HOBOOGPa30BaHWi KOXU METOAO0M 3300
anekTpokoarynauum go 1 cm
A16.08.007 YpaneHne NHOPOLHOTO Tesa rOTKN WY ropTaHn 2500
A16.08.011 YpaneHne NHOPOLHOIO Tesia Hoca 2500
A16.25.011 MupuHrotomums 2000
A16.08.035 YganeHme HOBOOGpa3oBaHWi MoaocTh Hoca (1 kateropums) 5000
A16.08.035 YganeHve HOBOOGpa3oBaHUii MONOCTM HOca (2 KaTeropus) 20000
A16.08.008.004 NMnactuka koH4YMKa Hoca (1 kateropusi) 15000
A15.03.003 HanoxxeHue runcoBoli NOBs3KM NpU NepenoMax KocTen (CrvHT) 5000
A16.27.003.001 CcheHOMAOTOMUSA C UCMONb30BAHMEM BUAEOIHAOCKONNYECKMX TEXHONOrniA (1 38000
Kateropum)
A16.27.003.001 CcheHOMAOTOMMUSA C UCMO/NBb30BAHNEM BUAEO3IHAOCKOMUYECKNX TEXHOMNOT A (2 45000
Kateropum)
A16.27.003.001 CcheHOMAOTOMMSA C UCMO/b30BAHNEM BUAEO3IHAOCKONUYECKNX TEXHOMNOTUIA (3 50000
Kareropum)
A16.25.042 YpaneHvre HOBOO6Gpa3oBaHW Hapy>XHOTO ClyxoBOro npoxoga (1 kareropusy) 3000
A16.25.042 YpaneHne HOBOOGPa30BaHNiA HAPYXXHOIO C/TyXOBOro Npoxofa (2 kateropwms) 5000
A16.25.042 YpaneHne HOBOOGpa3oBaHU Hapy>XHOro C/TlyXOBOroO Npoxoaa (3 kateropus) 7000
A16.08.008.004 Nnactrka KOH4YMKa HOca (2 Kateropus) 35000
AHannsbl
PuHouutorpamma 781
rMcTonornyeckoe nccnefoBaHne GMONCUKHOrO MaTepuana n Marepuana, NoayYeHHOro npu
XUPYPrUYecKrx BMeLLIaTeNbCTBaxX (3HAOCKOMUYECKOro MaTepuana; TKaHel XXeHCKol NooBol 2420

CUCTEMbI; KOXW, MATKMX TKaHel; KPOBETBOPHOWN 1 NMMMMOUAHON TKaHe; KOCTHO-XPALLEBOWA
TKaHu)



Y3 petam

¥Y3WU cocypnoB
A04.12.014 Y3 cocypoB NOpTa/ibHOWN CUCTEMbI AETAM
Y3W aKkcTpakpaHuanbHbIX GpaxnoLedanbHbIX apTepuii (apTepmu Lwen) AeTsam
A04.12.003.001 (Y34r) Y3 6ptoluHOlA aopThbl U ee BETBEW AeTAM
A04.12.002.002 Y3 BEH HMXXHUX KOHEYHOCTEN AeTaM
A04.12.002.001 Y31 apTepuii 1 BEH HMXXHUX KOHEYHOCTEN AETAM
A04.12.002 Y3 apTepuii N BEH BEPXHUX KOHEYHOCTEN AeTAM
A04.12.002.003 Y3 BeH BEpPXHWX KOHEYHOCTEN AeTAM
A04.12.001 Y3 apTepuii BEpXHWX KOHEYHOCTEN AeTAM
A04.12.001.001 Y3 apTepuii HUKHUX KOHEYHOCTEN AeTAM
A04.12.001.002 Y3 noYeYHbIX apTepUil AeTAM
Y3W cocynoB rofioBHOro Mo3ra (TpaHCKapHUasbHbI fonnep) AeTaMm
A04.12.014 AynnekcHOe CKaHMPOBaHWe COCY0B renaTtobunInapHoi 30HbI

Y3 WMTOBUAHOW YKenesbl
A04.22.001 Y3 WmMTOBNAHOW Xenesbl AeTAM
Y3 WUTOBUAHOM XKenesbl C PermoHapHbIMy TMMGOy31amn AeTsm
Y3 wmntoBMAHONM Xenesbl ¢ anactorpaduveit getam

Y3 opraHoB 6ptoLLIHOI NOOCTA

A04.16.001 Y3 6ptoLLHO NONOCTU (NEYEHb, XXeMUHbIA My3blipb, MOMKENYA0YHAS XKefesa,
cefneseHka) JeTam

Y3 6ptoLLHO NONOCTU KOMMAEKCHOE (MeYeHb, XKeNUHbIA Ny3blpb, NOAKeNYL0UHas XKenesa,
ceneseHKa, MOYKK, HAAMOUYEYHNKN, MOYEBOW My3bIpb) AETAM

A04.14.001 ¥3M neyeHun aetam

A04.14.002 Y3 >kenyHoro nysblps AeTam

A04.14.002.001 Y3 >kenyHoro ny3sbips ¢ PYHKLMEN AeTAM

A04.06.001 Y3 ceneseHKun getam

A04.15.001 Y3W nomxenyfoyHON xenesbl AeTIM

A04.18.001 Y3 anneHAuKca geTam
Y3 opraHoB 3a6PHOLLUMHHOIO NPOCTPAHCTBA

A04.28.002.001 Y3/ noyek 1 MOYEBOrO Mny3bIpsA AeTaMm

A04.22.002 Y3 Hafno4YeuYHNKOB AEeTAM

A04.28.001 ¥3M no4ek 1 HaAMoOYeYHNKOB LETAM

A04.28.002.001 Y3 nouyek getam

A04.28.002.005 Y3 Mo4eBOro ny3blpsi C ONpeaeneHnem ocTaTo4HoN MoYmM AeTaM

A04.28.002.003 Y3 mo4eBOro ny3bips 6e3 onpeaeneHnst OCTaTouHOM MOYN SETAM
Y3 MOLLOHKMK

A04.28.003 Y3/ opraHOB MOLLUOHKW AETAM
Y3W cepgua

A04.10.002 3xokapaunorpadms ¢ 4oNnaepoBcKMM aHanm3om (Y3 cepgua+agonnep) getam
Y3 obwue

A04.01.001 Y3U MArkmx TKaHei (O4HOW 30HbI) AeTAM

A04.09.001 ¥3W nneBpasibHbIX NOIOCTEN AETAM

A04.06.003 Y3 BMNOYKOBOI Xenesbl AeTAM

A04.18.001 YnbTpasByKOBOE UCCNea0BaHME TONCTON KULLKK
Y3 numatnyeckmx y3nos

A04.06.002 Y3 numaTMyeckux y3108 3a6pOLLNHHBIX AeTAM
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A04.06.002 Y3U numdaTnyeckmx y3nos HagnoyeUvHblx 4eTam 800

A04.06.002 Y3 numMaTyeckux y3/10B NaxoBbIX AETAM 600
A04.06.002 Y3 numMaTyeckux y3n108 NOAKNHOUNYHBIX/HAAKNHOUNYHBIE LETAM 600
A04.06.002 Y3 AumM@aTUUECKMX Y310B NOAMBILLEYHbIX AETAM 600
A04.06.002 Y3 numdaTnyeckmx y31oB Leun 4eTam 600
A04.06.002 Y3 numdoy3nbl wen, Haa/noAKNIUYNYHbIE, NOAMbILIEYHbIe, 326PHOLLMHHbIE, 1900
naxoBble AeTAM
Y3W opraHoB masioro tasa
A04.21.001 Y3 npeacTatenbHOM »kenesbl TpaHcabAoMUHaIbHOE AeTAM 700
A04.20.001 Y3 opraHoB Masioro Tasa (reHuTaneit) y aeBouek 850
Y3W MOMOYHBIX >Kenés3
A04.20.002 Y3 MONOYHBIX YKeNe3 ¢ OCMOTPOM PernoHapHbIX MMMGOY310B (4eBOUKM) 850
A04.20.002.001 Y3 MOMO4HbIX Xene3 ¢ OCMOTPOM pPervoHapHbIX TMMMOY3/10B C anacTtorpadue 950
(neBoukn)
A04.20.002 Y3W rpyaHbIx Xenes (Masib4mKin) 700
Y3W ronossl
A04.23.001 HeVIpOCOHOFQa(hMH (Y3 ronoBHOro mMo3sra) ¢ OLEeHKOl KpOBOTOKA 900
(HCTr+TpaHcKpaHuanbHbIin gonnep) 4etsm
A04.23.001 HeiipocoHorpadgus (Y3 ronoBHoro mo3sra) 6e3 ouegHkn kpoBoToka (HCI) getsim 700
A04.03.001 ¥3U kocrTeli yepena getam go 1 roga fetsam 700
A04.07.002 Y3/ cntoHHBIX XXenes geTtam 600
A04.08.001 Y3/ nasyx Hoca (getsam fo 4-5 ner) 500
Y3 KocTeli n cycTaBoB
A04.04.001.001 Y3 Ta306eapeHHbIX CycTaBOB (TO/IbKO AeTn Ao 1 roga) 600
A04.03.001 Y3 knmouu, fetam 600
A04.04.001 Y3 ogHoOro couneHeHus (rpyanNHO-KIHOUNYHOTO/KIHUYMYHOr0-aKpoMMNaibHOro) 450
fetam
3HAockonus
B01.059.001 Mpwuem (0cMOTp, KOHCYbTaLWs) Bpaya-3HA0CKONMCTa NepBUYHBIi 1400
B01.059.002 Mpurem (oCMOTP, KOHCYbTaLus) Bpaya-3HAOCKOMNMCTa NOBTOPHbIN 1200
A03.08.004.002 3HAOCKOMMYecKan aHAOHa3a/IbHas PeBU3NA OKOSIOHOCOBLIX Ma3yx 6900
A16.30.074 KnunupoBaHue KpoBOTOYALLErO 3HAOCKOMUYeCcKoe cocyaa 4400
B01.059.001 Mpurem (ocMOTP, KOHCYNbTaLUs) Bpaya-3HA0CKOMNMUCTa NepBUYHbIA (Nepes onepaymei) 800
®unbporactpogyogeHockonus (Prac)
A03.16.001 330c¢paroractpogyogeHockonus (drac) 2300
A11.16.002 Xennun-tect npu ®rAcC (dubporactpoayoneHOCKONns) 900
TecT Ha Xnnokobaktepu aHTuTena knacca IgA k Helicobacter pylori) 850
A26.19.098 AHTUreHHsI TecT Ha Helicobacter pylori (kan) 870
A11.16.002 Onpe,u,enieHme [HK Xvnnoko6aktepu nunopu B 6uonTtate cAM3NCTON Xenyaka n/vnm 1040
[BeHaaLaTUNepCcTHON KULWKK
AnTuTena K Helicobacter pylori 1gG (BectepH-650T) 3220
A11.16.002 Bruoncusa >kenyaka ¢ NOMOLLbIO 3HAOCKONUK (3a60p MaTepurana) 400
A03.16.001.005 ®JIC (330¢haroracTpoLyofeHOCKOMNUsA TpaHCHa3albHas) 2900
3abop martepuana ana natoMophoIorMyeckoro nccnefoBaHus 2000
A11.16.001 Bruoncusa nuweBoa ¢ MOMOLLbI 3HAOCKONUM (3a6op MaTepuana) 400
A11.16.003 Broncusa gBeHaauaTMNepPCTHOM KUK ¢ MOMOLLBHO 3HAOCKONUK (3a60p maTepuana) 400
A03.16.001.001 330¢haroracTpoLyoAEHOCKOMNMSA C 3/IEKTPOKOArynsiLmen KpoBoToUallero cocya 4900
A03.16.001.004 330¢haroracTpoLyo4eHOCKONMSA C BBEAEHNEM IEKAPCTBEHHbIX NpenapaToB 2400

A11.16.010 YcTaHOBKa Ha3oracTpaibHOro 3oHaa 1100



A16.12.020.002 OctaHOBKa KPOBOTEYEHMNSI 3HAOCKOMNYECKas C UCNO/Mb30BaHeEM

4900
TepMoKoarynauuu
A16.16.041.001 SHAOCKOMNYECKOEe yaaieHne NonnnoBs 13 Nuwesoia 6500
A16.16.041.003 SHAOCKOMNYECKOE yaasleHNE MHOPOAHbIX TEN NULLEBOAA 5000
A16.16.048 SHOOCKOMMYECKOe yaaneHe NHOPOAHbIX TeN U3 Xenyaka 5000
A03.08.003 330¢harockonus 1100
A16.16.052 3HAOCKOMNYECKOE 31EKTPOXMPYPrMyeckoe yaaneHne HoBoo6pa3oBaHuMs Xenyaka 6700
(yoaneHue nonuna go 1 cm)
A16.16.052 SHAOCKONUYECKOE 3M1EKTPOXMPYPruvecKoe yaaneHne HoBoobpasoBaHus Xenyaka 7900
(yoaneHwe nonvna ot 1 go 2 cm)
A16.16.052 SHAOCKONMYECKOE 3/IEKTPOXMPYpPrmveckoe yaaneHme HoBoobpa3oBaHuWs XKenyaka 9900
(yoaneHve nonvna (o1 2 fo 5 cm)
A11.16.002 Broncus xenyaka ¢ MOMOLLbIO 3HAOCKOMMM (C OLEHKOW MO Knaccugukaumm 7000
OLGA/OLGIM)
KonoHockonus
A03.18.001.001 BnaeokonoHockonus 2600
A03.19.002 PekTopomaHoCKoNus 1800
A11.18.001 bruoncmsa 060404HON KMLLIKM 3HAOCKONMYeckas (3abop matepuana) 400
A11.19.001 Broncusa cMrMOBUAHOW KULLKK C MOMOLLIbHO BUAEO3HLOCKOMMYECKMX TEXHONOMUIA 400
(3abop matepuana)
A11.19.002 Broncus NpsMOi KULLKK C NOMOLLbHO BUAEO3HAOCKOMMYECKNX TEXHOMOTNI (3a6op 400
mMarepuana)
A16.18.019.001 YganeHue nonuna TONCTON KULLKM 3HAOCKONMYecKoe (go 1 cm) 6900
A16.18.019.001 YpaneHue nonuna TOACTON KULLKM 3HAOCKONMYeckoe (0T 1 cm fo 2-x cMm) 8100
A16.18.019.001 YganeHvne nonumna TONCTOM KMLLIKM 3HJOCKONMYeCcKoe (6onee 2-x cm) 10900
A03.18.002 3HAOCKOMMYECKasA pe3eKL st CIM3NCTON TONCTON KULLIKK 11900
A03.19.004 PektoCcMrmomaockonus 3100
BpoHxockonus
A03.09.001 bpoHxockonus 2900
A03.08.001.001 BugeonapuHrockonus (®JiC) 2600
A11.07.016.001 Bruoncmsa poTornoTku Noj KOHTPOEM 3HAOCKOMMYECKOrO UccnefoBaHus (3abop 400
mMarepuana)
A11.08.003.001 buoncums cnmM3ncTon 060104KM HOCOTIOTKN MOA KOHTPO/IEM 3HA0CKOMMYECKOTO 400
nccnegoBaHus(3abop mateprana)
A11.08.008.001 Brnoncus cnn3nCTOl rOpTaHOMIOTKN N0 KOHTPOJIEM 3HAO0CKOMMYECKOro 400
nccnefoBaHusi(3abop Matepuana)
A11.08.012.001 Broncus TKaHel Tpaxen Noj KOHTPOIEM TPaxeoCKOMMYeckoro 400
nuccnefoBaHuUs(3abop Matepuana)
A03.09.002 Tpaxeockonus 2900
A03.09.003 TpaxeobpoHxocKonus 3300
A03.16.002 YctaHOBKa Ha30MHTECTUHA/ILHOIO 30HA4A 500
A03.30.006.001 Y3KocneKTpasibHOe 3HAOCKOMNYECKOe UcCiefoBaHne roptTaHu, Tpaxenm u 2900
OpPOHXOB
A11.09.008 Buoncusa Tpaxen, 6poOHX0B NpU GPOHXOCKONUN 400
A11.09.006 SHOOTpaxeabHOE BBEAEHME IeKaPCTBEHHbIX Npenaparos 3000
[JeTckan sHOOKpUHONOIUA
[Mpuémbl
[eTckuin 3HAOKPMHONOT (NpYemM NepBUYHbIiA) 1400
[eTckunin 3HAOKPMHONOT (NPYeM NOBTOPHbIN) 1200
OHKonoruns
Mpunémbl
B01.027.001 Mpwuem (0cMOTp, KOHCYNbTaLMs) Bpada-0HKO/0ra NepBUYHbIiA 1400
B01.027.002 Mpurem (oCMOTP, KOHCYNbTaLUs) Bpada-OHKOMOra NOBTOPHbIN 1200

[cuxoTtepanus



[Mprémbl
McuxotepaneBT (60 MUHYT ceaHc) 2100

KomnieKcHble MporpaMmbl

Mporpamma Check-Up ana my>kumH go 45 net 12300
Mporpamma Check-Up ans »xeHwuH go 40 net 14500
Mporpamma Check-Up ana my>kuumH ctapue 45 net 17100
Mporpamma Check-Up ans »keHWwwmH ctapiue 40 net 18700
Mporpamma Check-Up (Yek-An) "340POBOE CEPALIE" nauneHTsl fo 40 net 8600
Mporpamma Check-Up (HYek-An) "340POBOE CEPALIE" nauumeHTbl nocne 40 net 10700

Komnnekc uccnegosanuii "310POBbIV XE/YOK" (FacTpockonus; TecT Ha xennkobaktep Nuiopu;

N 2990
Mprém NpounLHOro cneynanncTa)
Komninekc "Yponorusa gna my>xkumH" (MepBuUHbIi npuém yponora+Y3W npeactatenbHol xenesbl 1600
TpaHcabaoMMHaNIbLHOE)
MPT ronoBHoro mo3sra + MPT apTtepuii ronoBHoro mosra + MPT weiiHOro otgena no3BOHOYHMKA + 7500
KOHCYy/bTalmsa HeBposora
[acTposHTeponorus
Mprémbl
B01.004.001 Mpurem (OCMOTP, KOHCYNbTaLus) Bpaya-racTposHTepoiora NepBUYHbIi 1400
B01.004.002 Mpwuem (0CMOTP, KOHCYbTaLWsA) Bpaya-racTpo3HTEPOsiora NOBTOPHbIN 1200

MpoLeaypHbIi KabUHET

Ycnyru

Al11.12.003.001 HenpepbIiBHOE BHYTPUBEHHOE BBEAEHME NTIEKAPCTBEHHbIX NpPenaparos 400
(kanenbHoe)

A11.12.003 BHyTpMBEHHOE BBEAEHME NIEKAPCTBEHHbIX MpenapartoB (cTpyiHoe) (1 fo3a 6e3

250
CTOMMOCTW Npenapara)
A11.01.002 NopakoXxXHOe BBEAEHME NTIEKAPCTBEHHbIX NpenapaTtos 170
A11.02.002 BHyTpuUMbILLEYHOE BBELEHME NEKAPCTBEHHbIX NpenapaTtos (1 go3a 6e3 cToumoctn 200
npenapara)
A11.16.010 YcTtaHOBKa Ha3oractpasbHOro 3oHaa 1100

Ycnyrn ¢ npenapatamu

HenpepbiBHOE BBeeHME NleKapCTBEHHbIX Npenapartos (kanenbHoe) LeTpuakcoH 2 rp. (1 gosa) 200
HenpenpepbiBHOE BBeAeHME NEKAPCTBEHHbIX Npenapatos (KanensHoe) [ekcameTasoH 4mr (1 100
403a)
HenpenpepbliBHOE BBeAeHWE NEKAPCTBEHHbIX Npenaparos (KanensHoe) Cynbdar marHmsa 5mn (1 100
[o3a)
HenpepbiBHOE BBeAeHME NIeKapCTBEHHbIX Npenaparos (kanenbHoe) npegHn3onoH 30mr/1 mn (1 50
[103a)
HenpepbiBHOE BBEAEHNE NIeKapCTBEHHbIX NpenapaToB (kanefbHoe) neBonokcalmH 5 mr/mn 450
100 mn (1 gosa)
HenpepbIBHOE BBeAEHUNE NeKapCTBEHHbIX NpenapaToB MeTtoknonpamug 5mr/mn (1 fosa) 50
HenpepbiBHOE BBeAeHMNE NeKapCTBEHHbIX NpenapaToB KetonpogeH 50mr/mn (1 fo3a) 50
HenpepbiBHOE BBeAeHUNE NIeKapCTBEHHbIX NpenapaToB (kanenbHoe) uutodnasnH 10mn (1 go3a) 230
HenpepbIBHOE BBeAEHUE NeKaPCTBEHHbIX MpenapaToB (kanefbHoe) uepedbponnsvH 5 mn (1 fosa) 300
HenpepbiBHOE BBeeHNe NekapCTBEHHbIX NpenapaToB LedTpuakcoH 2 rp. (1 fo3a) 200
HenpepbiBHOE BBeAEHWE NEKAPCTBEHHBIX NPenapaTos (KanenbHoe) NneHToKenduanH 5mn (1 120
[103a)
HenpepbiBHOE BBeAEHUE NeKAaPCTBEHHbIX CPEACTB ApoTaBepuH 2.0 (1 fo3a) 30
HenpepbiBHOE BBeAEHNE NeKaPCTBEHHbIX CPELACTB HUKOTUHOBas kucnoTa 1.0 (1 fo3a) 15
HenpepbiBHOE BBeAeHUE NeKkapCTBEHHbIX NpenapaToB peamb6epuH 1,5% 200 mn (1 gosa) 200
HenpepbiBHOE BBeeHNe NekapCTBEHHbIX NpenapaToB BUHMOLETUH 2 Mn (1 fo3a) 25
HenpepbiBHOE BBeeHNe NekapCTBEHHbIX NpenapaToB Mekcngon 5 mn (1 gosa) 150
HenpepbiBHOE BBeeHNe NekapCTBEHHbIX NpenapaTos (KanefbHoe) TMOKToBas kucnota (1 fo3a) 100

HenpepbIBHOE BBeAeHME NleKapCTBEHHbIX Npenapatos ®epuHkekT 50mr/mn 2 mn (1 gosa) 1115



HenpepbiBHOE BBeeHME NlekapCcTBEHHbIX Npenapartos Mentpan 400 mr (1 fo3a) 450

HenpepbiBHOE BBeAEHUE NeKapCTBEHHbIX NpenapaTtoB TnamuH 50 mr (1 go3a) 5
HenpepbiBHOE BBeAeHUE NeKapCTBEHHbIX NpenapaTtoB MupuagokcuH 50 mr (1 go3a) 5
HenpepbiBHOE BHYTPMBEHHOE NEKAPCTBEHHbIX NpenaparoB AckopbuHosas kucnota 5% (1 gosa) 5
HenpepbiBHOE BBeAeHNe NekapCTBeHHbIX NpenapaTos AktosernH 40 mr/mn 5 mn (1 gosa) 160
HenpepbiBHOE BBeeHNe NnekapcTBeHHbIX NpenapaTos LiepakcoH 1000 mr/4 mn (1 go3a) 130
HenpepbiBHOE BBeAeHME NeKapCcTBEHHbIX NpenapaTtoB Mekcmgon 2 mn (1 fo3a) 65
HenpepbiBHOE BBeAeHWE NleKapCcTBEHHbIX Npenaparos Kcedokam 8 mr (1 fo3a) 390
HenpepbiBHOE BHYTPUMBbILLEYHOE BBE/EHNE NIEKAPCTBEHHBIX NpenapaTos pyManoH 1 mn (1 gosa) 260

[Jetckas aepmoTosnonorus

Mpunémbl
[etckuin sepmatonor (MepBUYHBIA Npuem) 1400
[JeTcknii gepmatonor (MOBTOPHbIN Npuem) 1200
[JepmoToBeHeponorus
[Mprémbl
B01.008.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpaya-AepMaToBeHePOnora nepBUYHbI 1400
B01.008.002 Mpurem (OCMOTP, KOHCYbTaLUs) Bpada-4epMaToBeHepoiora NOBTOPHbIN 1200

[HeBHOI1 cTaLyoHap

B01.023.003 ExkegHEBHbIi OCMOTP BPA4OM-HEBPO/IOTOM C HAGMOAEHNEM U YXOA0M CPeaHero 1

MnaLero MeanLMHCKOro NepcoHana B oTAeneHmmn ctaumoHapa (npebbiBaHme B cTalMoHape 40 1200
3-X Yacos)

B01.058.006 ExkxefjHEBHbIA OCMOTP BPA4OM-3HA0KPUHONOTOM C HAG/MOAEHNEM U YXOA0M CpEAHEro

1 Mnagwero MeMLUMHCKOro rnepcoHana B oTAeneHuun craumoHapa (npebbiBaHye B cTalmoHape 40 1200
3-X Yacos)

B01.047.009 ExkegHEBHbIi OCMOTP BpayoOM-TepaneBTOM C HabK0AeHNEM U YXO40M CPefHEero n

MnaLero MeanLMHCKOro NepcoHana B OTAeneHmmn ctaumoHapa (npebbiBaHme B cTalMoHape 40 1200
3-X Yacos)

B01.001.007 ExkefiHEBHbIA OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HA6/IH0AEHUEM U YXOA0M

cpefHero 1 Mnajwero MeguumnHCKoro nepcoHana B otaeneHnn ctaunoHapa(npeboiBaHve B 1200
[HEBHOM cTaumnoHape 40 3X YacoB)

B01.057.005 ExkegHEBHbIi OCMOTP BPA4OM-XMPYProM ¢ HaBNHAEHMEM N YXO40M CPELHETO U

MaaLero MeanLMHCKOro NepcoHana B oTaeneHmmn ctaumoHapa(npebsiBaHne B JHEBHOM 1200
cTaumoHape 40 3X 4acoB)

AHecTte3nonoruns

OcmoTpbI
B01.003.001 OcmMOTp (KOHCYNbTaLMs) BpavyOM-aHeCcTe310/10roM-peaHMaToIoroM NepBrYHbIN 1300
B01.003.002 OcmOTp (KOHCY/bTauus) BpaioM-aHeCTE3NO/IOrOM-PeaHMMaTON0rOM NOBTOPHbIN 950

MaHunynsaumn
B01.003.004.009 ToTasibHas BHYTpMBEHHAA aHecTe3ns (40 30 MUHYT) 5500
B01.003.004.009 ToTtanbHas BHYTPMBEHHaA aHecTe3ns (401 yaca) 10000
B01.003.004.012 NHranaumMoHHasa aHecTe3us ¢ ncrnosb3osaHnem CesopaHa 30 MUHYT 6500
B01.003.004.012 VHranAumMoHHas aHecTe3ns ¢ ucnonb3osaHvem CesopaHa 1 yac 12000
B01.003.004.007 CnuHanbHasa aHecTe3uns (4o 1 vaca) 12000
B01.003.004.007 CnnHanbHas aHecTe3uns (40 2X YacoB) 13000
B01.003.004.008 CnuHanbHO-3anuaypanbHas aHectesna 1 yac 11900
B01.003.004.008 CnvHanbHO-3anuaypaibHas aHectesmsa [0 2-X 4acoB 16000
B01.003.004.010 KOMGMHMpPOBaHHbI 3HAOTPaxeasbHbIN Hapko3 (4o 1 vaca) 13000
B01.003.004.010 KOMGMHMPOBaHHbI 3HAOTPaxeasbHbIA HAPKO3 (4O 2X 4acoB) 15000
B01.003.004.009 ToTanbHast BHyTPUBEHHASA aHeCTe3ms (J02-X YacoB) 13500
B01.003.004.006 3nuaypanbHas aHecTe3ns (40 30MUHYT) 8000

B01.003.004.006 3nuaypanbHas aHecTe3us (0o 1 yaca) 12000



B01.003.004.006 anuaypanbHas aHecTesms (40 2X YacoB) 13000

B01.003.004.008 CrnnHanbHO-3anuaypaibHas aHecTe3ns (40 30 MUHYT) 7000
B01.003.004.010 KoOM6UHMPOBaHHbI 3HAOTPaxeasbHbli HAPKO3 (40 30 MUHYT) 7000
B01.003.004.012 KOMBUHMPOBaHHbIA MHraNALMOHHbI HApKo3 (80 30 MUHYT) 6000
B01.003.004.012 KOMGUHMPOBaHHbIA MHTaNALMOHHbIV HapKo3 (8o 1 Yaca) 12000
B01.003.004.012 KOMBUHMPOBaHHbI MHIaNALMOHHBIA HApKO3 (40 2X YacoB) 13000
B01.003.004.011 CouyeTtaHHas aHecTe3uns (40 30 MUHYT) 6000
B01.003.004.011 CoyeTtaHHas aHecTe3unsa (40 1 vaca) 11000
B01.003.004.011 CoueTaHHas aHecTe3mns (40 2X YacoB) 15000
B01.003.004.009.001 BHyTpmBeHHasn aHanresus (40 30 MUHYT) 4500
B01.003.004.009.001 BHyTpu1BeHHas aHanresus (4o 1 vaca) 7000
B01.003.004.009.001 BHyTp1BEeHHas aHanresus (40 2-X 4acoB) 8000
B01.003.004.009.001 BHyTpuBEeHHas aHanre3uns (CBbILLEe 2-X 4acoB) 10000
B01.003.004.009.001 BHyTpuBeHHas aHanre3us (npu orac) 3700
B01.003.004.009.001 BHyTpuBEHHas aHanre3ns (Mpu KOIOHOCKOMNUK) 4900
B01.003.004.009.001 BHyTpmBeHHas aHanresus (npu ®rAC+konoHockonmm) 7100
B01.003.004.007 CnnHanbHas aHecte3ns (30 MUHYT) 5500
A16.09.011 NckyccTBeHHAs BEHTUNALMSA nerknx (1 yac) 1000
A16.09.011 VickyccTBEHHas BEHTUNAALMA NErKNX (40 12 yacoB) 7000
B01.003.004.001 MecTHas aHecTe3us 1000
B01.003.004.009 ToTasibHas BHYTpMBEHHAas aHecTe3ns (40 3-X 4acoB) 15000
B01.003.004.009 ToTanbHas BHYTPMBEHHasA aHecTe3uns (CBbILe 3-X 4acoB) 20000
B01.003.004.007 CnnHanbHaa aHecTe3us (40 3-X 4acos) 15000
B01.003.004.007 CnmHanbHas aHecTe3uns (CBbiLe 3-X YacoB) 20000
B01.003.004.006 3nuaypanbHas aHecTe3us (40 3-X YacoB) 15000
B01.003.004.006 3nuaypanibHas aHecTe3usi (CBbille 3-X 4acoB) 20000
B01.003.004.008 CnnHanbHO-3anuaypanbHas aHecTe3ns (40 3-X 4acoB) 15000
B01.003.004.008 CrnivHanbHO-3nuAaypanbHas aHecTe3ns (CBbille 3-X 4acoB) 20000
B01.003.004.010 KOMGMHMpPOBaHHbI 3HAOTPaxeasbHbIN HapKo3 (40 3-X 4acoB) 17000
B01.003.004.010 KOMGMHMpPOBaHHbI 3HAOTPaxeasbHbIn HAPKO3 (CBbIWe 3-X 4acoB) 22000
B01.003.004.012 KOMBUHMPOBaHHbIA MHIaNALMOHHbI HAPKO3 (40 3-X YacoB) 16000
B01.003.004.012 KOMOGUHMPOBaHHbIA MHraNALMOHHbI HAPKO3 (CBbILLE 3-X YAcOB) 21000
B01.003.004.011 CoueTaHHas aHecTe3us (40 3-x YacoB) 16000
B01.003.004.011 CoueTtaHHas aHecTe3us (CBbILLE 3-X 4YacOB) 21000

CTaumoHap KpyrnocyTO4HbIi
B01.003.003 CyTouHOe HabngeHne BpayoM-aHecTe3no10romM-peaHnMaToiorom 5000

CyTO4HOE npebbiBaHNEe COMNPOBOXAAOLLEI0 B KPYroCyTOYHOM CTalMoHape 3000

B01.001.007 ExkefjHEBHbIA OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HA6/IHOAEHNEM U YXOA0M
cpeaHero v MnafLiero MeuUMHCKOro nepcoHana B oTAeNeHumn ctaumoHapa(npebsisaHve B 1500
[JHEBHOM CTaLMOoHape)

B01.001.007 ExkegHeBHbIi OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M

CpefiHero 1 MnagLwero MegnuuMHCKoOro nepcoHana B OTaeNleHnn ctaumoHapa 5000
B01.057.005 ExkegHEBHbIi OCMOTP BPa4OM-XMPYProM ¢ HaBNKAEHMEM N YXO40M CPELHErO U 5000
MafLero MeULMHCKOrO NepcoHana B OTAeNEHNN CTalmoHapa

B01.028.003 ExkefjHEBHbI/A OCMOTP BPa4OM-O0TOPUHONAPUHIO/I0rOM C Ha6/1HOAEHNEM U YXOA0M 5000
cpefHero v MnagLero MeULMHCKOro NnepcoHana B OTAeNEHMN cTaumoHapa

B01.047.009 ExxefiHEBHbIA OCMOTP Bpa4oM-TepaneBTOM C Hab10AeHEM U YXOLOM CPEeAHErO 1 5000
M/afLero MeULMHCKOrO NepcoHana B OTAe/IEHNM CTaloHapa

B02.001.001 Mpoueaypbl CECTPMHCKOrO yxoAa Npu NOArOTOBKE MaLMEHTKN K TMHEKONOrMYeCKoi 1100

onepamu



B02.003.001 lNpoueaypbl CECTPUHCKOrO yxoda 3a naumeHToM, Haxo4ALWMMCa B OTAENEHNN

WHTEHCUBHOI Tepanvnu 1 peaHumauum 2500

B02.003.002 MpoLieaypbl CECTPUHCKOrO yX04a 3a NalMeHTOM, HAXOAALWMUMCS Ha UCKYCCTBEHHOM 2500

BEHTUNALMN NETKNX

B02.003.004 lNpoueaypbl CECTPUHCKOrO yxoa 3a nauneHToM B KPUTUYECKOM COCTOSIHUN 3000

B02.003.005 lNpoLeaypbl CECTPUHCKOrO yxoda 3a naunmeHToM B KOMaTO3HOM COCTOSAHUMU 3000

B02.004.001 Mpovieaypbl CECTPUHCKOrO yX04a Npu UCCnefoBaHUN CEKPETOPHOM (yHKLUN XKenyiKa 1900

W ABEHaALATMNEPCTHON KMLLIKK

B02.007.001 MNpovueaypbl CECTPUHCKOrO yxoa 3a naunmeHToM CTapyeckoro Bo3pacra 3000

B02.008.001 lNpoueaypbl CECTPUHCKOrO yxoaa 3a naumeHToM, cTpajaromm 3000

[lepMaToBEHEPOIOrMHYECKUMU 3a60/1EBAHNAMMU

B02.015.002 NMpoueaypbl CECTPMHCKOro yxoa 3a NauneHTOM C cepeyHO-COCYyANCTbIM 3000

3ab0neBaHnem

B02.018.001 MpoLeaypbl CECTPMHCKOrO yxoAa npu NnoAroToBke nauneHTa K 1200

KO/IONPOKTOIOrMYECKOW onepauum

B02.018.001 lNpoLeaypbl CECTPUHCKOrO yxoa 3a NaunmeHToOM ¢ OTOPUHOMAPUHTONOTMYECKUMN 1200

3ab0neBaHNAMMN

B02.029.001 Mpoueaypbl CECTPUHCKOrO yxoa 3a NaunueHToM ¢ opTasibMOoNorn4yecKnmm 1200

3a6oneBaHuAMHN

B02.057.001 lNpoueaypbl CECTPUHCKOrO yxoa npuv NoAroToBKe nauyMeHTa K onepawun 1200

B02.070.001 lMpouenypbl CECTPMHCKOrO yXxoAa 3a NauneHToM, CTPagaroLLMM XPOHUYECKUM 3000

60/1€eBbIM CUHAPOMOM

B03.003.006 MOHMTOPUHI OCHOBHbIX MapaMeTpPOoB XU3HEeAEATENbHOCTU NaLMeHTa BO BPEMS 1200

NpoBeAeHNs aHecTe3nn

Kononpokronorus

Mprémbl
B01.018.001 Mpwuem (0CMOTP, KOHCY/bTaLWs) Bpaya-KoionpoKTosiora nepBruyHbIii 1400
B01.018.002 Mpwuem (0CMOTp, KOHCYNbTaLMs) Bpaya-Ko/10NpoKTo1ora NoBTOPHbIiA 1200

MaHunynsaumn
A16.19.003.001 VicceueHune aHanbHOI TPELLMHbI (Pagu0BONHOBLIM MeToAoM, 1 ef,.) 6500
A16.19.013.002 JIurnpoBaHme reMoppongaibHbI3X Y3108 (BHYTPEHHWE Y3/bl) 1 y3en 3100
A11.30.005 30HAMpOBaHVE CBULLEBOIO Xx0Aa (NP CBULLEAX NPSAMOIA KALLIKW 1 NepuaHaibHOM 1500
obnactu) 1 kateropumn
A11.30.005 30HAMpOBaHME CBULLEBOrO X04a (MPWY CBULLEAX NPAMOIA KALLKW 1 NepuaHaibHOM 2100
obnacTtu) 2 Kateropmm
A16.19.018 YaaneHve MHOPOAHOTO Tefa NpsMOoi KULLKK 6e3 pa3pesa 15000
A16.19.033 NcceveHre HOBOOGPa30BaHU NepuraHaibHOM 061acT U aHallbHOTO KaHana 2100
(pagnoBonHoOBbLIM MeToAOM 1 ef.)
A16.19.024 BckpbIThe abeLiecca anmMTennanbHOro Kon4mMKoBOro xoaa 5900
A16.19.034 BckpbITVe napanpoktuta 15000
A03.19.002 PekTopomaHoCKoNus 1800
A03.19.001 AHockonusA 1100
A16.19.040 by>xMpoBaHWe aHa/bHOro OTBEPCTUSA 1500
Maccax aHanibHOro KaHana 600
MepeBsi3ka paHbl NepraHanbHOM ob6nacTn/aHanbHOro kaHana 700
A16.19.017 YpaneHvne nonuna aHalIbHOro KaHana 6100
A16.19.017 YganeHue nonvna npsiMon KMLLKK 10000
A16.01.017 YganeHue KOHAWIOM NepraHanbHOM 30HbI 1 KaTeropum CoXKHOCTH 8600
A16.01.017 YganeHue KOHAWIOM NepraHanbHOM 30HbI 2 KaTeropun CoXKHOCTA 11600
A16.01.017 YpganeHve KOHANIOM NepmraHaibHOM 30HbI 3 KAaTErOPUM CIOXXHOCTU 15100
A16.19.044 TpoMbB3KTOMMUSA NMpU TPOMBO3€e HapyXXHOro reMoppongansHoro y3na (1 ysen) 7000
A14.19.002 NocTaHOBKa QYUCTUTENBHOWN KNN3MbI 700
A16.19.034 BCKpbITME OCTPOro rHOMHOrO NapanpoKTuTa - 1 KaTeropms CNoXXHOCTA 15000

A16.19.034 BCKpbITME OCTPOro rHOMHOIO NapanpoKTUTa - 2 KaTeropus CI0XXHOCTA 20000



A16.19.034 BCKpbITME OCTPOro rHOMHOIO NapanpoKTuTa - 3 KaTeropus CNOXHOCTA 29900
A15.19.001 HanoxxeHve NOBA3KM NPV Onepaunsx Ha NPSMOW KUMLLIKe 700

OneparuBHOEe neveHne
A16.19.003.001 VicceueHne XpOHNYECKO aHaNlbHOM TpeLMHbI (PaAnoBOMHOBbLIM METOAOM, 1

12100
ef.) 1 kaTeropmm cnoXHoOCTn
A16.19.003.001 VicceueHne XpOHMYECKOWN aHanbHOW TPeLLMHbl (PaAMOBOHOBLIM METOLOM, 1 17100
efl.) 2 KaTteropuu CroXHOCTU
A16.19.041 VicceueHne reMoppongasibHbIX 6aXpPOMOK 1 KaTeropmm cnoXKHOCTH 13900
A16.19.041 NcceyveHre reMopporaanbHbIX 6aXpOMOK 2 KaTeropmm CoXHOCTU 17900
A16.19.033 VicceueHne HOBOOOpa3oBaHWii NepuaHanbHO 0651acTh 1 aHa/IbHOrO KaHana 6300
(pafmOBOIHOBLIM METOLOM) 1 KaTeropuu CIoXHOCTU
A16.19.033 VicceueHne HOBOOGpPa3oBaHWii NepraHaibHOW 06/1aCTV U aHa/IbHOTO KaHana 9300
(pafnOBOMHOBLIM METOL0M) 2 KaTeropun CI0XHOCTU
A16.19.024 NcceyeHne IKX (anuTenmanbHOro KONYMKOBOTO X04a) 1 KaTeropun CnoXHoOCTH 21000
A16.19.024 VicceyeHne IKX (annTenmasibHOro KOMYMKOBOIO X04a) 2 KaTeropum C/IoXHOCTH 25000
A16.19.024 VicceueHne KX (annTenmasibHOro KOMYMKOBOro Xo04a) 3 Kateropum C/ioXHOCTH 29000
A16.19.013 YganeHve reMoppouaibHbIX Y3/10B 1 KaTeropum CioXXHOCTU 28500
A16.19.013 YganeHve reMopponfaibHbIX Y3/10B 2 KATETOPUMN CIOXHOCTU 33900
A16.19.013 YpaneHvne reMoppouLaibHbIX Y3/10B 3 KATEropuin CI0XKHOCTU 48100
A16.19.010 VcceuveHwne cBrLLA NPAMOIA KMLLKK 1 KaTeropum COXHOCTU 22100
A16.19.010 VcceueHwne cBMLLA NPAMOIA KWLLKK 2 KATETOPUX CTOXHOCTU 26100
A16.19.010 VicceueHune cBuLLa NPSIMOI KALIKKN 3 KATEropumn CNOXKHOCTH 39100

MeauLMHCKIE CrpaBKu

CnpaBKn BOAUTENISIM TPAHCMOPTHbLIX CPeACTB

MeanLMHCKOe OCBMAETEbCTBOBAHME Ha HANMYMe MeMLUHCKUX NPOTMBOMNOKa3aHWi K
yrpasfeHN0 TPaHCMOPTHLIM CPeAcTBOM Kateropum "A" nnmn "M", nogkateropum "Al" vam "B1" ¢ 1300
MOTOLMK/IETHOW NOCaAKOM Un pyneM MOTOLMK/IETHOTO TMMna

MeguunHckoe ocBMAeTeNbCTBOBAHME Ha HAMUNE MEAMLIMHCKNX MPOTMBOMNOKAa3aHUA K
yrnpaBneHnIo TPAHCMOPTHLIM CPeACTBOM Kareropuu "A" unu "M", nogkareropun "Al" nam "B1" ¢
MOTOLMK/IETHOM MOCaKOW NN pyaeM MOTOLMKIETHOro Tina (40NOAHWUTENBHO OCMOTP
BPa4oOM-HEBPO/IOrOM MO HarnpasieHN0 Bpaya-TeparesTa)

MeanLMHCKOe OCBMAETEIbCTBOBAHNE HA HAIMYME MeJULMHCKNX NPOTMBOMOKa3aHni K
yrpaB/eHNIo TPaHCNOPTHBLIM CPeACcTBOM KaTteropum “"B" nam "BE", nogkareropum "B1" (kpome 1300
TPaHCNOPTHOrO CPeLACTBa C MOTOLMKNETHOW NOCaAKOM UM PyNeM MOTOLMKIETHOrO T1Na)
MeguunHckoe ocBueTeNbCTBOBAHNE Ha HA/IMUMe MeAULIMHCKUX NPOTUBONOKa3aHWii K
yrnpaBneHnto TPaHCMOPTHLIM cpeAcTBOM Kateropuu "B" unm "BE", nogkateropun "B1" (kpome

1700

TPaHCNOPTHOTrO CPeacTBa C MOTOLMKIETHOW Nocagkoli nnm pyneM MOTOLMKAETHOrO TNa) 1700
(AONONHUTENEHO OCMOTP BPaYOM-HEBPOIOTOM MO HarpaB/eHUIo0 Bpaya-TepanesTa)
TpaBmaronorns

Mpuémbl
B01.050.001 Mpuem (ocMOTP, KOHCYNbTaLUs) Bpada-TpaBMaTosiora-opToneia nepBuYHbIii 1400
B01.050.002 Mpurem (OCMOTP, KOHCYbTaLus) Bpada-TpaBMaro/iora-opToneaa noBTOPHbI 1200

MaHunynaumn
A11.04.003 AunarHocTtuyeckas acnupawms cycrasa 1100
A11.04.004 BHyTpUCyCTaBHOE BBeeHWE NIeKapCTBEHHbIX NpenapaTros 1200
A15.02.001 HanoxeHune rnoBssku Npu 3a60neBaHUAX MblLLL, 500
A15.03.001 HanoxkeHne NoBa3KM Npu nepenomax Koctei 500
A15.03.003 HanoxxeHune rmncoBoii NOBS3KU NPU NepeioMax KOCTei 700
A15.03.003.002 Hano>keHne LMpPKyISpHOM r’MNCcoBOA MOBSI3KN 600
A15.03.007 HanoxxeHwve WnHbI Npu nepenomax KocTei 600
A15.03.009 HanosxkeHne NoBA3KM Mpu orepaLmsax Ha KOCTAX 700
A15.03.010 CHATUE rMncoBOA NOBS3KN (NOHreThI) 500

A15.03.010.001 CHATME LIMPKYNAPHON T’MNCOBOA NOBA3KU 600



A15.04.001 Hano>xeHne NOBA3KKM Mpu BbiBMXax (NOABbIBMXaX) CycTaBOB 700

A16.02.007 OcBO60OXAEHNE MbILLLbI U3 PYOLOB 1 cpaLLeHnin (MMoIun3) 29900
A16.02.008 OcBOGOXAEHNE CYXOXMNNA U3 PYOLIOB 1 CpaLleHnii (TEHONN3) 29900
A16.02.009 BoccTaHOB/IEHME MbILLLLI U CYyXOXUNNSA 26000
A16.03.034 Peno3uuus OTIOMKOB KOCTe nNpu nepenomax 2600
A16.04.003 YganeHue cBO60AHOIO UM MHOPOAHOIO Tena cycTasa 23000
A16.04.018 BrnipaBneHve BbiBMXa CycTaBa 3100
A16.30.032 VicceueHne HOBOOOPa3OBaHMs MATKUX TKaHEN 1300
A16.30.032 NcceveHre HOBOOGPA30BaHUS MATKUX TKaHew 1500
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHeWn 1900
A16.30.032 VicceueHne HOBOOHPa3oBaHWSA MATKMX TKaHe 2400
Jduetonorusa
Mpunémbl
B01.013.001 Mpuem (oCMOTP, KOHCYNbTaLus) Bpada-aueTosiora nepBryHbIi (4o 60 MUHYT) 2000
B01.013.002 Mpurem (oCMOTP, KOHCYNbTaLUs) Bpaya-aneTosiora NoBTOPHLIN (0 60 MUHYT) 1900

B01.013.002 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-AMeTonora NepBuYHbIi (C onpeaeneHue
NPOLEHTHOrO COOTHOLLUEHMWS BO/bl, MbILLEYHOI Y XXMPOBOW TKaHN C MOMOLLbIO 2500
6ronmMnegaHcmeTpa (40 60 MUHYT)

MaHunynsaumn

A05.30.014 OnpeaeneHne NPOLEHTHONO COOTHOLLEHNS BOAbI, MbILLEYHOW 1 YKMPOBOW TKaHW C 900
nomoulsto bronmnegaHcmMeTpa

BefeHve HopManbHOM 6epeMeHHOCTH

MpeagapuTenbHoe 06cnefoBaHNe Ha paHHUX CPOKax 6epemMeHHOCTU 18411
BepneHve HopmanbHON 6epeMeHHOCTY A0 24 Heaenb 13092
BepneHve HopmanbHON 6epemeHHOCTH € 25 Hefenn [0 poLoB 33715
BepneHve HopManbHoW 6epemeHHocTy I-1Il aTan 61957
Mpurém (0CMOTP, KOHCY/bTaLus) apya-rmHeTuKa NnepBuUYHbIiA 1400
CBob6ogHasA betta/cy6bemHuLAa XOPUOHNYeCKoro roHagotponuHa (betra XI) 1400
Mna3meHHbIN NpoTenH (PAPP-A) 1400
3abop KpoBu 13 BeHbl B BKAL], 200

CKPUHUHT | 2200
CKPUHWUHT I 1500
[JlynnekcHoe ckaHMpoBaHuWe cepfla 1 cocyfoB niosa 1000
CKPUHWHT I 2000

ToBapbl HaHOMegnKa
MNepyarkn natekcHole 150
Na6opatopHble vccnenoBaHns (AHan3bl)

AyTOVMMYHHbIE MNOPAKEHUSA XKeNyA0HHO-KULLEYHOro TpakTa. Liennakums.

[rarHoctuka ayTouMMyHHOrO NaHkpeaTuTa 1 gpyrux |gG4-accoLmmpoBaHHbIX 3a601eBaHUin 1837
(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)

AHTMTeNa Knacca IgA K 3HAOMM3NIO (QHTU3HAOMU3KMIiHbIE aHTMTeNna, AOMA) (Anti-Endomysial

Antibodies, Anti-EMA, IgA) 1430
AHTMT_epa Knacca IgG K caxapomuueTtam (anarHoctnka 6one3Hn KpoHa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, IgG )

AHTUTEeNa KnaccoB IgA un IgG K 60KanoBUAHBLIM KeTKam KULevHrKa, cymmapHo (Anti-Intestinal 1199

Goblet Cells Antibodies, GAB, IgA, IgG, Total)
AHTVIT_E{'Ia Knacca IgA K caxapomMuueTam (auarHoctnka 6onesHn KpoHa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, IgA)

AHTVTENA K aLMHapHbIM KeTkaM nogykenyao4Hol xxenessbl, IgG n IgA cymmapHo (aHTutena K

3K30KPWHHOI YacTu NOoAKenyno4Ho xenesbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)

AHTUTeNa Knacca IgG K geamMnmpoBaHHbIM Nentuaam ravagmHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, IgG) 78l



AHTUTENA K 3HTepouuTam, Knacca lgG 2189
AHTUTENA Knacca IgA K TKaHeBOW TpaHcrntoTamuHase (Anti-Tissue Transglutaminase Antibodies,

Anti-tTG, tTGA, IgA) 1122

AHT.VITerIa Knacca IgG K TKaHeBoO# TpaHcrntoTammnHase (Anti-Tissue Transglutaminase Antibodies, 1122

Anti-tTG, tTGA, IgG)

TAHtTI/II)TerIa knaccoB IgA u IgG K peTukynumHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, 1gG, 1276

ota

AHT_MTen_a knacca IgA K untonnasme Hertpodunos (AHUA) (Anti-Neutrophil Cytoplasmic 1232

Antibodies, ANCA, IgA)

AHTUTeNa Knacca IgG K BHyTpeHHeMy akTopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor

Antibodies, 1gG) 1650

AHTV.ITerIa Knaccos IgA n IgG K 3HAOMM3MIO (aHTM3aHZOMUM3WIAHbIE aHTUTeNa, AOMA), cyMMapHO 1276

(Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total)

AHT_MTena Kn1accos IgA, 1gG, IgM K napueTanbHbIM KeTkam skenyaka (AMKX), cymmapHo (Gastric 1518

Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)

AHTUTENa Knaccos IgG u IgA K GP2 aHTUreHy LIeHTpOaunHaPHBIX KNeTOK MOMKENYyA0YHOW Xenesbl 1980

(Anti-GP2)

AHTUTeNa Knacca IgA K feaMmuanpoBaHHbIM nentugam ravagmHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, IgA) 78l
HacnefctBeHHble MOHOreHHbIE 3a60/1EBaHNSA Y COCTOAHUSA

CuHgpom BepTta-Xora-[bto6a (BXA). Mownck myTauuii B reHe FLCN, M. (Birt-Hogg-Dube Syndrome, 51348

BHD, Gene FLCN, Mut.)

HacneactBeHHast MOTOPHO-CeHCOpHas Heponatus (6onesHsb Lapko-Mapu-Tyta) Tin Il. Mownck

yacTbIx MyTauuii B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148

Mut.)

FeHTUHITOHONoA06HOE 3a6oneBaHune, Tun 4 TBP, u.m. 3410

CunHpgpom OPTINA, ATNL, u.m. 3410

ApTpOrpunos guctasbHelii (CMHAPOM ®prmMeHa-LLUengoHa). Mounck vacTeix MyTaumii B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HeponaTus (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck

MyTaLmii ubliraHcKoro npoucxoxgeHus B reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnnHouepebennspHas atakcus. Mounck YacTbix MyTauuii B reHe ATXNS, 4. M. (Spinocerebellar

Ataxia, Gene ATXNS, Freq. Mut.) 5148
C1HAPOM HEKOMMAaKTHOro 1eBoro xenyaoyka (HMJDK, cuHgpom HM JIX, ry6yartsiii MMoKapa). 25707
Mownck myTtaumii B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

MeBanoHoBas auuaypus. Mouck mytauumii B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHanbynoakpanbHaa gucnniasus ¢ amnoguctpodueit. Momck Mytaumii B ak3oHax 8, 9 reHa LMNA, 7161
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnvHanbHaa amunoTtpodus Tvnsl 1, 11, 111, IV (c onpegeneHnem vmcna konuii SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, I, lll, IV (copy Number Variation SMN2))

CvHapom 3ckobapa. Mownck myTtaumii B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CvHapom Cunbsepa. Mouck myTauumii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CemeliHblil remodarountapHbliin IMMGorncTMoLmTos. Nouck mytaumii B reHe STX11, m. (Familial 14267
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Oedunumt anbha-1-aHTTpUncnHa, SERPINAL, u.m. 2035
CnvHanbHas amunoTtpodus Tunsl 1, 11, 111, 1V. Mownck myTauuii B reHe SMN1, M. (TONbKO MpW HaIMunm

ofHoi konuu reHa) (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only 34254
Presence One Gene Copy) )

Cungpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3, 51348
Mut.)

Cungpom Mannuctepa. Mownck myTtaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.) 29975
OkynochapuHreasnbHas MbllleyHas guctpodus. Monck YacTbix MyTauuii B reHe RABPN1, u. m. 5148
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPNL1, Freq. Mut.)

BonesHb MepcTmaHHa-LLUTpeyccnepa-LLelinkepa. Monck myTaumii B reHe PRNP, m. 14916
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CvHgpom bnoxa-Cynbubeprepa (cemeiiHas opma HefilepXkaHus NUrMeHTa). MoncK YacTbIx

myTaumii B reHe IKBKG, u. m. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene 5148
IKBKG, Freq. Mut.)

HelpoceHcopHas HeCMHAPOMasIbHas TyroyXoCTb, MOJHbIA aHann3 reHa GJB2 11264
MyTauumn nekapctBeHHo pe3ncteHTHocTM NS3, NS5A n NS5B pernoHoB reHomMa Brpyca renatmra 12837

C (and reHoTmna 3)
CuHapowm pucuennn. Mouck myTauumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.) 21428



HacnefcTBeHHbIi aHTMOHEBPOTMYECKNIA OTek. Mouck myTauumii B reHe CINH, m. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHb LLapko-Mapu-Tyta) Tun |. Mounck
MyTauuii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CvHapowm Koctenno. Mouck myTtaumii B reHe HRAS, M. (Costello Syndrome, Gene HRAS, Mut.)
XoHgpoaucnnasus MetadmaapHas, Tun Mak-Ketocuka. NMounck mytaunii B reHe RMRP, M.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepuognyeckas 60ne3Hb. Movck mytaymnii B reHe MEFV, M. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CvHppowm LlBaxmaHa-[aimoHga. Mounck YacTbix MyTaLmii B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

XopuopeTtnHonatua bupgwora, TunuposaHne HLA-A29

dnbpogucnnasns occupuumpyoLLas nporpeccvpytouias. NMouck myTtaunii 6e3 «ropsymx» y4acTkoB
reHa ACVR1, 6e3 «ropsiu.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVRL1, without
Hot-Point Mut.)

CvHapom BaapaeH6ypra-Laxa. Mowuck myTauumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)

CvHgpom KokkeiiHa. Mownck myTaumii B reHe ERCC6, M. (Cockayne Syndrome, Gene ERCC6, Mut.)

[nactpotmueckas ancnnasusa. Movck myTtauuii B reHe SLC26A2, m. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktunmsa Tvn B1. Mouck myTtauuii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)

CviHapowm [pelira (cemeliHbIvi runeptenopusm). Mouck mytauuin B reHe GLI3, M. (Greig Syndrome,
Gene GLI3, Mut.)

reHTI/IHFTOHOI'IOIEI'O6HbIe 3ab60n1eBaHUs1, KOMMIEKCHas ANarHoCTunkKa, 4.Mm.

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CuHgpom KpysoHa. MNMounck MyTauuii B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CuHgpom Ocnepa-PaHfto-Bebepa (HacneAcTBeHHAs remMopparnyeckas TeneaHrnakrasus). Noumck
myTaumii B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyAaTBHas BUTPEOXOPeopeTMHa/IbHas auctpodus. Mouck mytaumii B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nvinopnctpous cemeiiHas yactTnuHas. Mowvck mytauuii reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHApPOM HorTeli-HaKoNneHHMKa (ocTeoHmxoamcnnasuns). Monck mytauumii B reHe LMX1B, M.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHun4yeckas gnctoHms. Mouck mytaumin B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBa. Mounck YacTbix MyTalmii B reHe ATP7B, u. M. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonuHeriponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CuHgpom AnbcTpoMa. MouncK MyTauuin B «ropsayvmx» yyacTkax reHa ALMS1, «ropsiy.» yd. M. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CvHgpowm Tpuyepa-KonnmHsa-®paHueckeTTn (MaHanbyno-haunanbHblii AM30CT03). Mouck myTtaunia
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

Sputpokeparogepmus. Monck mytaumii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

bonesHb ®abpu, GLA, M.

JvcTanbHas cnvHanbHas aMnoTpodvsa BPOXKAeHHas Henporpeccupyrowas. Movck mytauuin B
«ropsiunx» yyactkax reHa TRPV4, «ropsu.» yd. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Jednunt KapHUTMHA CUCTEMHBI NepBUYHBIA. Monck MyTaumii B reHe SLC22A5, m. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

ATakcua dpugpeiixa. NMouck yacTtbix MyTauuii B reHe FXN, 4. M. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpom BoysHa-KoHpagn (BKC, LepebporenatopeHasibHbiii CUHAPOM). MOMCK MyTaumii B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpochus 3pnTenbHOro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MUToxoHapuansHoin AHK, 3 4. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CvHapom BbepHcTaga (cMHAPOM KypyaBbix Bonoc). Monck myTaumii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YHoTt3eHa. Mounck myTtauuii B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)
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HacnefctBeHHass MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-Tyta) Tun Il. Mouck
myTaumii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

MceBgoaxoHgponnasus. NMouck yacteix MyTaunii B reHe COMP, u. M. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTtnuecknii cuHgpom. Monck mytaumii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponna3us. NMonck yactbix MyTauuii B reHe FGFR3, u. m. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMmeliHblil X0n040BOl ayToBOCNaNMTENbHbIN cMHAPOM NLRP3 M. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)

CnoHAnnoKocTanbHbIM An30cTo3. MNouck mytaumin B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHothTna. Mounck mytaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MblweyHas auctpodus Imepu-Apelidyca. Mouck mytaunii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbLmHo3. Monck myTaumii B reHe ANKH, M. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHnsm MULIBRAY. Mowck myTauuii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpodus 3pnTensHOro Hepsa Jlebepa. Mouck YacTbiX MyTauuin B MUToXoHapransHon AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
CnvHougepebennapHas atakcus. Monck YacTtbix MyTaumii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

[vcTanbHas cnvHanbHas aMnoTpodvsa BPOXKAEHHas ¢ Napanmyom guadparmbl. Monck MmyTaumii B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHas gereHepauusi cetyatku. Monck mytaumii B reHe RP2, M. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CuHgpom 3nepca-AaHno, Tun VI. Mouck vacTteix MyTauuii B reHe PLOD, 4. M. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CuHgpom Aapckora-CkoTTa (thayunoreHuTanbHas gucnnasns). Movck mytaumii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnvHanbHO-6ynb6apHas ammnoTpodumsa KeHHean. Mouck Yacteix MyTaumii B reHe AR, 4. M. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

CemeliHasi runepxonectepuHemusi, reH PCSK9
CvHapom MapTuHa-benn (CMHAPOM NIOMKOU X XpOMOCOMbI)

CvHAPOM NOMKOW X-XpOMOCOMbI C TpeMOpoM/aTtakcueid, FMR1, u.m.
Cungpom Mannuctepa-Xonna. Mouck mytaunin B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CvHapom AHTAM-Bukcnepa. Mownck MyTaumii B 3k3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHgpom Mdalidhdepa. Mounck myTaumin B ak3oHax 7, 9 reHa FGFR2 1 ak3oHe 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MoneKynsapHbIA CKPUHWHT Ha MUKpoZeneun/ MAKPOAYNINKaL MM XpOMOCOM

CeMeiiHblii remogaroymTapHbIi AMMGorncTmoumTos. MNomnck vacTtbix MyTaumii B reHe UNC13D, 4. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AyTOMMMYHHbI iumdonponndepaTuBHbIA CUHAPOM. Mouck myTaunii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMmeliHbli MeaynnspHbIi pak WIMTOBUAHOW Xenesbl. Monck MyTaLmii B 3k3oHax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CuHgpom LLBaxmaHa-falimoHga. Mouck myTaunii B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CvHgpom AHgepceHa. Mownck myTaumii B reHe KCNJ2, m. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbBunoTpogusa ceTyatky, Tmn ®paHyeckeTT (bonesHs LUtaprapara 1-ro tmna). Monck YacTbIx
myTaumii B reHe ABCA4, 4. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopounaepemust. Mouvck myTtaumnii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnvHougepebennapHble atakcun, pefkue opMbl, Y.M.

CvHgpowm Yokepa-Bap6ypr (CYB). Mouck myTauumii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CvHapom Kpy3oHa ¢ YepHbIM akaHTO30M. Monck myTaumii B 3k3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemus. Monck mytauuii B reHe BTK, M. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)
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rMnodochareMnyecknini BUTaMUH D-pe3ncTeHTHbIA paxuT (NoYeyHbIli hocaTHbIn gnabert). Mouck
myTaumii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adhasnsa nepeBuyHas nporpeccupytowas. NMouck mytaumii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CvHapom Makneoga. Mouck mytaumii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CvHApOM TecTUKynsipHoi hemmnHmsauum (CT, cnHapom Moppuca). NMouck myTaunii B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

3KTOoAEpMaibHas aHrMapoTuyeckas aucnnasus. Nouck mytaunin B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoyeyHas agmucnnasus. MNMouck mytauwmii B reHe UPK3A, M. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

®eHnnkeToHypus. Mouck vacTbix MyTauuii B reHe PAH, u. M. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpO(GUs 3pMTENBHONO HEPBA C MYXOTOW. MONCK MyTaLmii B «ropsumnx» yyactkax reHa OPAL,
«ropsy.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPAL, Hot-Point Mut.)

HelitponeHus. Mounck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CewmeliHasi runepxonectepuHemusi, reH APOB100

BpoXkAeHHast HEYYBCTBUTEIbHOCTL K 60/1M € aHrMapo30oM. Mourck myTauuin B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

AnuursapHan gucnnasus, MHOXecTBeHHas. Mounck YyacTbix MyTaumii B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOW LIEHTPa/IbHOM rnnoBeHTUnsLmmn (CBLLI). Mounck YacTbix MyTauumii B reHe
PHOX2B, u. M. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

OCHOBHble HacneAcTBeHHble 3a6oneBaHuns (reHbl CFTR, GIB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHMYecKast aucTpodus. Monck yacTbix MyTaumii B reHe DMPK, u. M. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HeponaTusa (6onesHb LWapko-Mapu-TyTa) Tmn |. Monck
myTaumii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

VIXTMO3 namennsipHblii. MoUCK BCex M3BECTHLIX MyTauuii B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

JvcTtanbHas moTopHas Helponatusa Tvin V. Mouck myTtauuii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CuHgpom MoyaT-BunbcoH. Monck myTtaumii B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTMBHOCTb hocthopmnbosnnnupodgoctar cmHTeTassl. Monck mytaumin B reHe PRPS1, M.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CvHapom MepmaHcku-TMyanaka (Anb6UHU3M rNa30-KOXHbIV C reMopparn4yeckMmM anare3om u
nNUrMeHTaLumeli peTMKyno-sHAOTeNMa/IbHbIX KNeTok). Mouck Yactbix MyTauuii B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHas guctpodna AroweHHa/bekkepa. Mouck geneunii n gynavkaumin B reHe guctpouHa
CvHgpom Knunnens-®eins (CMHAPOM KOPOTKOM wwew). Monck myTtaumii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHnomeTadmsapHas gncnnasms. NMounck MyTaumii B «ropsumx» yyactkax reHa ANKH, «ropsu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

dpUTPOAEPMUS BPOXKAEHHAA XTUO3HasA (HebGynnesHas). Monck myTaumii B reHe TGM1, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KpeiiTudenbara-dkoba. Mouck myTaunii B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MwukpodTansMm ¢ KatapakToii. Mouck myTtaunii B reHe CRYBA4, M. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTOXOHAPWa/IbHbIE 32601€BaHMS, KOMIMIEKCHAs AUarHOCTUKa: MUTOXOHApuanbHas JHK, y.m.
CemeliHasi nepuoamnyeckas nmxopagka. Movck mytaumii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CuHgpom Xy6epa (CX). AHanma uncna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MeTtremorno6unHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.)

Xopes MeHTUHITOHa. Mounck YacTbix MyTaumii B reHe IT15, 4. m. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CvHapom CumncoHa-lonabu-bemens. Mouck myTtaumii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTunrnytakoHoBast aumaypus. Mouvck mytauuin B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
I, Gene OPA3, Mut.)
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X-CLenneHHbIn numdonponngepaTBHbI cuHapPom (6one3Hb [lyHkaHa, cuHgpom Myptunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuoanyeckas 60ne3Hb. Mounck YacTbix MyTaLmii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHunsa getepMmnHauumn nona. NMouvck mytauuii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKToAepMaibHas rmapoTudeckasn gucnnasus. Nouck mytaumin B reHe GJB6, m. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-CLLeNNEeHHbI MOTOPHbIA HUCTarm. Mouck myTtaunii B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HesapalueHne pogHUYKoB. MNounck myTauwnii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CuHgpom Buckotta-Ongpuya (CBO). Mouck myTtauuii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MblweyHas auctpodus Imepu-Apelidyca. Monuck Mytaunii B reHe aMmepriHa npu X-cLenneHHon
topme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AKpogaepmaTuT aHTeponatudeckuii. Movck mytauuii B reHe SLC39A4, M. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacnefctBeHHas HeliponaTus ¢ MOABEPXKEHHOCTLIO Napanuyy oT caasfeHus. Morck MmyTauuin B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTeoneTpo3 peLeccrBHbIv (MpaMopHas 60/1e3Hb KocTeit). Monck YacTbix MyTaumii B reHe TCIRGL,
4y. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

IMnokanneMmyecknii Nnepuoanyeckmii napanmy. NMouck mytaunii B ak3oHax 12, 18 n 19 reHa
SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

VIXTMO3 BynbrapHsbiii. Mouck vactbix MyTaumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CemeliHas rmnepxonectepuHemus, reH LDLR

rmnep-IgD cuHapoM. Mouck myTaumin B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

ANbOUHN3M [1a30KOXHbIV TUN 1A. Mouck myTaunii B reHe TYR, M. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MbllweyHas AUcTpoduns BpoxxaeHHas. Mounck vacTbix MyTaLmii B reHe FKRP, 4. m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb LTaprapara. Mounck YacTbix MyTaumii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannoanugusapHas gucnnasus (C34). Mownck mytaumii B reHe TRAPPC2, M.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

IMHeBMOTOpAaKC NePBUYHbIV CMOHTaHHbIN. Monck MmyTaumii B reHe FLCN, M. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CuHgpom HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CvHapowm BaapaeH6ypra. Mouck myTtauumii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MelweyHas AUCTPOtUs MOSCHOKOHeYHOCTHas. MNownck myTaumii B reHe FKRP, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHoam3ocTo3. Mouck myTtaunii B reHe CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

deHnnkeToHypus. Mouck myTtaunii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CuHgpom Cmuta-Slemnu-Onuua (C/10C). Mowuck mytaumii B reHe DHCR7, M. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumgos. MNownck yacTtbix MyTauwnii B reHe CFTR, u. m. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
bonesHb NapKnMHCOHa, KOMMNEKCHas ANarHocTuKa, Y.M.

Cungpom LUAJACUI, reH NOTCH3

MbiweyHas guctpogms AroweHHa-bekkepa. JlaioHM3aums X-xpomMocoMbl y aeBouek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MwukpodTansM N30nMpoBaHHbINi. Mounck mytauunii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnuHouepebennsapHble atakeuu, YacTble (hopMbl, Y.M.

CkanynonepoHeasnibHas Mvonatus. Movck mytauuii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CeMeiiHblli remogaroumTapHbIii nMMgornctmoymTos. Monck mytauumii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®dartanbHas cemeliHas MHCOMHUMSA. Mownck myTaumii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

JK30CTO3bl MHOXECTBEHHbIE. Mouck myTaunii B reHe EXT1, M. (Multiple Exostoses, Gene EXT1, Mut.)

BonesHb YHheppuxTa-JlyHa60pra. Mouck Yactbix MyTauuii B reHe CSTB, 4. M. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)
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dnbpoaucnnasms occupuumpyoLLas nporpeccrpytoLas. Mouck MyTaumii B «ropsumx» yyactkax
reHa ACVR1, «ropsy.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

[eHTMHITOHONOAO6GHOE 3a6oneBaHune, TMN 2, JPH3, 4.m.

X-CuenneHHbIV TXXeNblii KOMOMHUPOBaHHBLIM MMMYHOLethnLmMT. MoncK MyTauuii B reHe IL2RG, M.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHppom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MceBgoKcaHTOMa 3anacTnyeckas. Monck yacTbix MyTauumii B reHe ABCC6, 4. M. (Pseudoxanthoma
Elasticum, Gene ABCCS6, Freq. Mut.)

MeTtremornobuHemus, CYBSR3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBrYHas nero4yHas runepteHsus. Mouck mytaumii B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcusi dpugpeiixa. Mownck myTtaumii B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mownck mytauumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)
dpuUTpOoAEPMUS BPOXKAEHHAA MXTUO3Has (HeGynnesHas). Monck myTaumii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

MnepTtpoguyeckas kapaunomuonarus. MNMonck mytaumii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

Inaykoma toBEHW/bHAs OTKPLITOYrosibHas (cnHapom Purepa). Mownck myTtaumii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numdegema. Monck myTauwmii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
TpombouuToneHusa BpoXaeHHas. NMounck mytauuii B reHe MPL, M. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblleyHas AUCTPOUS NOACHOKOHEUYHOCTHas. Monck MyTaumii B reHe SGCB, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoueyHas agmcnnasus. MNMomck myTtaumm B ak3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponnasusi nporpeccupytowas. NMouck mytaunii B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBoW ammoTpoduyeckuii cknepos (BAC), SOD1, m.

TopcuoHHasa guctoHms, vn 1, TOR1A (DYT1), u.Mm.
CvHApOM NOAKONIEHHOTO NTepurnymMa. Mowck mytauumii B reHe IRF6, m. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb JlepmunTT-AykKnoc. Mouck mytaunii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas aucTpodus BpoxxaeHHas. Mownck myTtaunii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CvHgpowm BaHasH-Palinu-PyBanbbaka. Mounck mytaunii B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

OpUTPOLMTO3 PEeLLECCUBHBIN (CEMelHas HacneACTBEHHas noanunTemus). Monck MyTauuii B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Heiiponatusa ¢ napanMyamu ot caaenenns, PMP22, aeneunn n gynnmkauum (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHunometadmsapHas gucnnasms. MNonck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHunyeckas rpaHynemMartosHas 6onesHb. MNounck mytaumii B reHe CYBB, m. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepusi XatunHcoHa-Ifundgopaa. NMouck mytauunii B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CuHgpom Kpurnepa-Haispa (CKH, cemeiiHast xentyxa). Monck mytaumii B reHe UGTL, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CviHapowm PetTa. Mouck myTtaumii B reHe MECP2, M. (Retts Syndrome, Gene MECP2, Mut.)

bonesHb bexyeta, TMINupoBaHne HLA B51

HapyweHusa getepMmyHauumn nona. AHanu3 Hanmyus reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MbllweyHas AUCTPOthUs NOACHOKOHEYHOCTHas. Monck myTaumii B reHe SGCA, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpPHas Helponatus (6onesHb LLapko-Mapu-Tyta) Tin |l. Mounck
myTauuii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AYyTOUMMYHHBI nnmgonponndepaTuBHbIi CMHAPOM. MONCK MyTaUWid B «rOPSYNX» YHacTKax reHa
TNFRSF6, «ropsy.» yu. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

Mnep-IgD cuHgpom. Mounck MyTauuii B «ropsumx» yyactkax reHa MVK, «ropsu.» y4. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)
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MeliweyHas auctpogus, Tun dykysama. Mouck mytauuii B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CvHppowm ESC (cuHgpom FonbamaHa-daBpa). Nouck mytaumii B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CuHgpom BaH gep Byga. Mouck mytaunia B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)
PetnHowwmsmc. Mouck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMmeliHblii remodharoyutapHsblii iumMgorncTnoumTos. NMouck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpo3 peLeccrBHbI (MpamopHas 60ne3Hb KocTeit). Mouck myTtaumii B reHe TCIRG1, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

bonesHb YHheppuxTa-JlyHg6opra. Mouck myTaunii B reHe CSTB, M. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbI nuMmgonponudepaTnsHbIii cMHAPOM (60ne3Hb iyHKaHa, CMHAPOM MypTUbo).
Mowuck myTauuii B reHe SH2D1A, M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb Becta. MoncK Bcex M3BECTHbIX MyTauuii B reHe BESTL, M. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHunocurHocTo3s. Mounck myTtauuii B reHe TWISTL, M. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHunocurHocTo3s. Mounck myTtauuii B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CrnoHrnodopmHas aHuehanonatna ¢ HeMPONCUXMYECKMMU NPOABIEHNAMW. MONCK MyTaLuii B reHe
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

VIxTno3 6ynnesHbliid. Monck myTaumii B reHe KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CvHapom KaprneHTepa (akpouethanononmcuHaakTuans BToporo tmna). Mownck myTauuii B reHe
RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

CuHgpom [hxekcoHa-Beiicca. Mouck myTaunii B 3k3oHe 9 reHa FGFR2 1 ak30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MceBgokcaHTOMa anactmyeckas. Mouck mytauunii B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)
CnacTuueckas napannervs Ltpiomnens, Tun 4, SPAST (SPG4), u.m.

CviHapom Xunnens-finHaay (Lepebpo-peTMHO-BUCLEPA/IbHBIA aHrMoMaTo3). Mouck MyTaunii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

Mcopwuas, TunuposaHne HLA-Cw6

MonekynsapHo-reHeTMyecKkas guarHocTmka paka I'Ipe,qCTaTeﬂbHOVl Xenesbl

CvHapom Anepa (akpouedanocnHaakTuams). Mouck YacTbix MyTaumii B reHe FGFR2, u. m. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHas runepxonectepuHeMusi (KOMMNIEKCHas AMarHocTuKa - reHbl LDLR, APOB, PCSK9)

AnundgusapHas gucnnasusi, MHOXKecTBeHHas. Monck myTtaumii B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CvHapowm Apra. Mourck myTauuii B reHe PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.)
SpUTpPoaEPMUA BPOXKAEHHASA NXTUO3Has (HebynnesHas). Mouck mytaunin B reHe ALOXES, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CvHApPOM KpaHuodaumanbHOW ANCMOPHMN-TYToyXoCTU-YIbHAPHOM AeBuauun Kucteid. Mounck
myTaumii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

MeiweyHas auctpogus Imepu-Apelidyca. Mouck mytaunii B reHe LMNA, m. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

SpPUTPOLIMTO3 PELLECCUBHBIN (CeMeliHas HacneACTBEHHasA NOAULMTEMMS). TOMCK YacTbIX MyTauuii B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CvHapowm Kepatuta-mxtnosa-tyroyxoctu (KAA-cvHgpom). Monck mytaumii B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Nvnoguctpodmsa cemeiHasa YacTmuHas. Mouck MmyTtauuii B «ropsumx yvactkax» reHa LMNA,
«ropay.» yuy. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)

CvHgpowm BapTa. Mowuck myTaumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)
Llepe6bpookynodaunockeneTHbln cuHgpoM. MNMouck myTaunin B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CviHgpom Xunnena-finHaay (Lepebpo-peTMHO-BUCLEPa/IbHBIN aHrMoMaTos). OnpegeneHue yncna
konuii reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [oncK MyTaLmii B reHe EXT2, m. (Multiple Exostoses, Gene EXT2, Mut.)

MbllweyHas AUCTPOUS MOACHOKOHEYHOCTHas. Mownck YacTbix MyTauumii B reHax CAPN3, FKRP,
ANO5, SGCA
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InaykomMa BpoXaeHHas. Mouck mytauumii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG

3A, Gene CYP1B1, Mut)) 17523
HopMmokannemuyeckunii nepuoamyeckuin napanud. Monck mytaumii B 3k3oHe 13 reHa SCN4A, m. 7161
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxkeHus neyeHn, reHsl ATP7B, PNPLA3, SERPINAL, u.m. 9240
MonnpakTnnus. Mownck myTtaumii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.) 76989
Mnep-IgM cuHgpom. Mownck mytauuin B reHe CD40LG, M. (Hyper-IgM Syndrome, Gene CD40LG, 21428
Mut.)

MepBuUYHasa runepTpoguyeckas octeocapTponartus (naxmaepmonepuocTos). NMouck myTtaunii B reHe 29975
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

MwuoToHusa ToMmceHa-bekkepa. Mounck YacTbix MyTauuii B reHe CLCN1, 4. m. (Myotonia Congenita, 10285
Gene CLCN1, Freq. Mut.)

BokoBoOI1 ammnoTpouueckmnii cknepos, C9orf72, u.m. 4620
InoMepyoLMTO3 MNOYEK rMnonaacTMyeckoro Tmna. Movck mytauyuii B reHe HNF1B, m. (Renal Cysts 38522

And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHast MOTOPHO-CEHCOpHas HeponaTus (6onesHb Lapko-Mapu-TyTa) Tmn |. Monck

yacTbIx MyTauuii B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type 10285
1B, Gene GDAP1, Freq. Mut.)

CuHgpom KodunHa-Toypu (CKN). Mounck myTtayuii B reHe RPS6KA3, M. (Coffin-Lowry Syndrome,

Gene RPSBKA3, Mut.) 94083
Monnpaktunus. Mownck mytauuin B reHe SHH, m. (Polydactyly, Gene SHH, Mut.) 9999
HeanKorosbHbI )XMPOBOIA renartos, reH. PNPLA3, u.m. 3190
CuHppom TAR. Mownck myTaumii B reHe RBM8A, M. (Thrombocytopenia-Absent Radius Syndrome, 25707
TAR-Syndrome, Gene RBM8A, Mut.)

bonesHb KoygeHa. Mownck mytaymii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.) 38522
MwnoToHnueckas guctpotms, Tun 2, CNBP (ZNF9), u.m. 3080
XoHgpogamcnnasmsa ToueuHass KoHpagu-XioHepMaHa. Monck myTtaumii B reHe EBP, M. 17160
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CemeliHblin remodarountapHblin TMMGOrncTMoLmTo3. Nonck mytauumii B reHe STXBP2, m. (Familial 51348
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

Pa6gomMnonus (Mmorno6uHypus). Mouck mytauuii B reHe LPIN1, m. (Myoglobinuria Acute Recurrent 94083
Autosomal Recessive, Gene LPIN1, Mut.)

leneoumanyeckas gucnnasms. Mowvck mytaumin B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1, 76989
Gene ADAMTSL2, Mut.)

BbonesHb MannepBopaeHa-LUnaTua. Monck YacTbix MyTaumii B reHe PANK2, 4. m. 7161
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)

dpuTpokepatogepmus. Monck myTauumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.) 9999
ATtenocTeoreHes (gucnnasus ge ns LWanens). Mowck mytauuin B reHe SLC26A2, m. (Atelosteogenesis 25707
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

AHemus JaimoHaa-BnekgeHa. Movck myTauuii B reHe RPS19, m. (Diamond-Blackfan Anemia 1, 21428
DBA1, Gene RPS19, Mut.)

HedpoTtnueckunii cuHapom. Mownck mytaumii B reHe NPHS2, M. (Nephrotic Syndrome Type 1, 34254
NPHS1, Gene NPHS2, Mut.)

lremodunms. Mownck myTauuii B reHe haktopa IX npu remogmnum B, m. (Hemophilia B, Gene Factor

IX, Mut.) 29975
TpuxopuHodanaHreanbHblin cMHAPOM. Monck myTaumii B reHe TRPS1, m. (Trichorhinophalangeal 42801
Syndrome, TRPS, Gene TRPS1, Mut.)

CnvHanbHas ammnoTpodus ¢ Napasimyom guacgparmel. Movck mytaumnii B reHe IGHMBP2, m. (Spinal 64163
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

rmnoxoHaponnasus. Mounck YacTbix MyTaumii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3, 12056
Freq. Mut.)

MyTaunn nekapctBeHHon pe3ncteHTHOCTM NS3, NS5A n NS5B perrmoHoB reHoMa Bupyca renatmra 12837
C (ans reHotunos 1a, 1b)

MnepkanMeMmnyeckunin nepnoguyecknii napanuy. NMouck mytaunin B ak3oHax 13 n 24 rena SCN4A, 15697
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

HelipoceHcopHas HeCUHAPOMasbHasA TYroyxoCTb, MOWCK YacTbIX MyTauuii B reHe GJB2 1 KpYMHbIX 6820

faeneunii B nokyce DFNB1
OHKoornyeckue 3a6oneBaHuns

MyTtauun B reHe MET 12331

HacneactBeHHbIe Cyvam paka MOJIOYHO enesbl N/nnmn sndHukoB (reHsl BRCAL, BRCA2)
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

Mytauun B reHe POLE 8327

4785

OnpegeneHune TpaHcnokaumn 1p/19q 11165



ViccnepoBaHme XpOMOCOM B abOPTMBHOM MaTepuane, CKPUHUHT 10010
CVHAPOM MHOXECTBEHHOM 3HAOKPUHHOM Heonnasum 2B tnna (reH RET) (Multiple Endocrine

Neoplasia Type 2B (Gene RET)) 5148
HacnepactBeHHble cnyvan BRCA-acCcoUMMpPOBaHHOIO paka y My>KUMH: pak rpyaHo,
nopkenyaoyvHON, npeacTatesibHOM Xenes, pak snyek (reHsl BRCA1, BRCA2) (6e3 onucaHus

. ) . 4290
pe3ynbTatoB Bpadom-reHeTnkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
CeMmeliHblii MeaynnspHbIi pak WIMTOBUAHOW Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 21406
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))
CYHAPOM MHOXECTBEHHOW 3HAOKPUHHOM Heonnasmm 2A Tuna (3k30Hb! 10, 11 reHa RET) (Multiple 9999
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
MyTtaunn B reHe IDH2 11682
MccnepgoBaHne XxpoMOCOM B abOPTUBHOM MaTepuane, paclumpeHHoe 23199
KonnuyectBeHHOe onpefeneHne COOTHOLLEHNS HOPMa/IbHOIO 1 MyTaHTHOrO annenen 617V/617F B 8800

14 sk30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)
HacnegfctBeHHble cnyyan BRCA-accouMMpoBaHHOTO paka y My>XUMH: pak rpygHOW,
NnoapKeNnyaouHoO, NpeacTaTesibHOM »kenes, pak andek (reHsl BRCAL, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2))

OnpegeneHne metnanposaHma reHa MGMT 11682
Mytauymsa PIK3CA 11682
OnpegeneHne abepauuii C228T 1 C250T B reHe TERT 8327
HacnefcTBeHHbIe Clydan paka MOSIOUYHOW Xenesbl U/unm SndHnKoB (reHsl BRCAL, BRCA2) (6e3
onmcaHusa pesynbTatoB BpavoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCAL, BRCA2) (without Description))
MyTtaunn B reHe IDH1 11682
depmeHThI
A09.05.039 Naktatgerngporenasa (1417, L-nakrat, HAO+Okcngopeaykrasa) (Lactate
165
Dehydrogenase, LDH)
G6PD 3puTpOUUTOB, aKTUBHOCTb 3278
A09.05.042 AnaHnHamnHoTpaHcgepasa (AnAT, AT, rnyTaMMHO-NMMPOBUHOrpajHas TpaHcaMuHasa, 165
I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbtha-amunasa (?-amunasa, Avactasa) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbtha-amunasa naHkpeatnydeckas (P-nsodepmeHT amunasbl) (Pancreatic ?-Amylase) 275
XonuHactepasa (S-MNMceBgoxonuHactepasa, xonnHactepasa Il, S-X3, auMnxonnHrnaponasa) 253
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 docdarasa wenoyHas (L P) (Alkaline Phosphatase, ALP) 165
A09.05.173 Nlnnasa (Tpraunnramueponaumnrngponasa) (Lipase) 319
docgartasza kucnas (K®) (Acid Phosphatase, ACP) 220
Famma-rnytamuntpadcnentugasa (T, rnytamuntpadcnentugasa) (Gamma-Glutamyl Transferase, 165
GGT)
A09.05.043 KpeatnHknHasa (KpeatuHdochokmHasa, KK, KPK) (Creatine Kinase, CK, Creatine
; 264
Phosphokinase, CPK)
A09.05.041 AcnapTtatammnHoTpaHcgepasa (ACAT, ACT, rnyTaMMHO-LLaBe1eBOYKCyCcHas
TpaHcaMuHasa, T) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)
KpeatnHkmHaza-MB (KpeaTnHgpochokmHaza-MB, KK-MB, K®K-MB) (Creatine Kinase-MB, CK-MB, 341
Creatine Phosphokinase-MB, CPK-MB.)
HLA-TunupoBaHue 1 pesyc-pakrop
TunuposaHue reHoB cucteMbl HLA Il knacca (reHbl DRB1, DQA1L, DQBL1) (System Human Leukocyte 5841
Antigen (HLA) Class I, Typing (Genes DRB1, DQA1, DQBL1))
OnpegfeneHvie reHoTuNa pesyc-takropa (6e3 onvcaHnsa pesynbTaTtoB BpauyOM-reHeTUKOM) 9768
(Genotype of RH factor Definition (without Description))
OnpegeneHvie nosna nnoga. BoisineHne Y-xpomocomsl nnoga B kKposu matepu (Y-chromosome of
; \ 4510
the fetus in the mother's blood)
OnpegeneHne pesyc-aktopa (Rh factor Definition) 6820
OueHKa CBePTbIBAIOLLEN CUCTEMbI KPOBY
MnasmuHoreH (Plasminogen) 660
dakTop VIII (aHTMremodmnbHbIl rnobynuH A) (Antihemophilic Globulin A, FVIII) 1133

A09.05.051.001 D-gnmep (D-Dimer) 1133



A09.05.050 dunbpmrHoreH (Fibrinogen, FG) 231
A12.05.039 AKTMBMpPOBaHHOE YacTUYHOe (NapLuanbHoe) TpoMbonnacTMHoBoe Bpems (AUTB

(AMTB), kethannH-KaonnHoBoe BpeMs) (Activated Partial Thromboplastin Time, APTT) 165
dakTop IX, aKTMBHOCTb, % (thakTop KpncTmaca, aHTUreMogubHbIl thaktop «B») Factor IX, Activity,%
. - S o 484
(Christmas Factor, anti-hemophilic globulin “B”)
A12.05.027 MpoTtpomburH (npoTpombuHoBoe Bpems, MB), MHO (MexayHapogHoe
HOpMasIM30BaHHOe oTHoLweHwue) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpombrHoBOe Bpems (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonyaHouHbIl aHTUKOarynsHT (BA) (Lupus Anticoagulant, LA ') 803
MpoteunH C, % aktnBHOCTU (Protein C, % Activity) 1969
AHTU-Xa akTuBHOCTb, ME/MN (TenapuH, KoHUeHTpauus, ME/Mn), Anti-Xa activity, IU/ml (Heparin 1837
concentration, IU/ml)
daktop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTUTPOMOWUH I, % akTMBHOCTK (AT IIl, Antithrombin 1, % Activity) 363
MpoteunH S cBo60OAHbLIN (Protein S, Free) 2442
Befnkv 1 aMMHOKMCNOThI
CB0OOOAHbIE Nerkme uenn MmMyHornobynmHoB kanna v namoga B mode (Urine immunoglobulin free 1474
light chains (FLC) kappa and lambda)
M-rpaivMeHT, CKpDUHWUHT. 3neKTpothopes CbIBOPOTKN KPOBU, MMMYHOMMKCAL NS C MONVMBAIEHTHO
aHTUCbIBOPOTKOM, KONMYECTBEHHaA oLeHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
Bbenok beHc-[)KoHca B MoYe: UMMYHOUKCaLUUs, KONMYECTBEHHOE ornpejenieHne, TUNnMpoBaHve
kanna, nam6ga (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )
A09.05.014 benkosble hpakuum (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpaguneHT, TMNMpoBaHue. ANeKTPohopes CbIBOPOTKM KPOBU, UMMYHO(UKCALMA C NaHeNbio
aHTUCbIBOPOTOK (pa3genbHo K IgG, IgA, IgM, kanna, nam6aa), konnyectBeHHas oueHka M-6enka 4389
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CBO6GO/HbIE Nerkve Lenn MMMyHOrno6ynMHoOB kanna n namo6aa B nnksope (Cerebrospinal Fluid
; - . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBO6GOAHbIE Nerkve Lenv MMMYHOr106yIMHOB Kanmna 1 NsiM64a CbIBOPOTKM C pacyeToM MHAeKca 2156
kanna/nsméaa
Benok beHc-[yKoHca B MOYe, CKDUHWUHT € NMPUMeHEeHeM UMMYHOMUKCaUUN 1 KONUYeCTBEHHOe
; . S e 2068
onpegeneHue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 Anb6ymuH (Albumin) 231
A09.05.010 O6wmit 6enok (Protein Total) 165
A09.05.214 NromoumctenH (Homocysteine) 1419
AnekTpodopes 6eNKOB Moun, onpegeneHre Tuna npotenHypun (Urine Protein Electrophoresis) 1650
AnneprokomrnoHeHTsl ImmunoCAP
KanycTa 6enokoyvaHHas (f216) IgE, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CsuHuHa (f26) IgE, ImmunoCAP 693
TapakaH pbbkuii (npycak) (i6) IgE, ImmunoCAP 693
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) 792
Kaptodens (f35) IgE, ImmunoCAP 693
KoHanbb6ymuH siiua, nGal d3 (f323) IgE, ImmunoCAP 913
Cmecb annepreHoB fomaluHel noinv (Hollister-Stier) (hx2) IgE, ImmunoCAP 1375
Candida albicans (m5) IgE, ImmunoCAP 693

Aa nuensl megoHocHoii (i1) IgE, ImmunoCAP 693



A0, ocbl 06bIKHOBEHHO (i3) IgE, ImmunoCAP
XnoprekcmanH (c8) IgE, ImmunoCAP

Mepcuk (f95) IgE, ImmunoCAP

fAumeHsb (f6) IgE, ImmunoCAP

[poxoky nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP
OBomykoug, nGal d1 (f233) IgE, ImmunoCAP

Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP

OBua, anutenuii (e81) IgE, ImmunoCAP

Knew, fomatuHeli noinv / D. pteronyssinus (d1) IgE, ImmunoCAP
bepesa 60pogaByatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP
Kpab (f23) IgE, ImmunoCAP

OBanbbyMWH, anbbyMUH AnYHBINA, NGal d2 (f232) IgE, ImmunoCAP
BeTa-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
Anbha-naktanb6ymuH (nBos d4) (f76) IgE, ImmunoCAP
baHaH (f92) IgE, ImmunoCAP

Mawnro (f91) IgE, ImmunoCAP

Mopckas cBuHKa, anutenuii (e6) IgE, ImmunoCAP
Tpunrasa, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyraii, nepo (e213) IgE, ImmunoCAP

AnyHbIn xenTok (f75) IgE, ImmunoCAP

Kowka, nepxotsb (el) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

JomatHas nbinb (Hollister —Stier) (h2) IgE, ImmunoCAP
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Cobaka, rCan f 1 (e101) IgE, ImmunoCAP

Msico kypuub! (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP
dopmanbaerng / popmanuH (k80) IgE, ImmunoCAP
Mopkoss (f31) IgE, ImmunoCAP

Coesble 606blI (f14) IgE, ImmunoCAP

JomawHas nbinb (Greer Labs.) (hl) IgE, ImmunoCAP
Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
OpyBaH4YMK 06bIKHOBEHHBI (W8) IgE, ImmunoCAP
Cmecb annepreHoB nneceHn (mx2) Ige, ImmunoCAP
KpeseTka (f24) IgE, ImmunoCAP

Tponomno3nH KpeBeTok, rPen al(f351) IgE, ImmunoCAP
MpeiingpyT (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko koposbe (f2) IgE, ImMmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP
AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

693
693
693
792
693
913
2013
693
693
2013
693
913
913
913
693
693
693
3025
2013
693
693
693
2013
693
2013
2013
693
693
693
2013
693
693
693
693
693
693
792
1375
693
2013
693
693
693
693
693
693



MonbiHb 06bIKHOBEHHas, NArtv3 (w233) IgE, ImmenoCAP

Owmera-5 MwuagnH nwenuubl, rTri a 19 (f416) IgE, ImmunoCAP

Cwmecb nuLueBbIx annepreHos (fx15) IgE, ImmunoCAP

Cobaka, nepxotb (e5) IgE, ImmunoCAP

Cwmecb annepreHoB msca (fx73) IgE, ImmunoCAP

Cmech geTckux nuulesbix annepreHos (fx5) IgE, ImmunoCAP
MoaconHeuHuk (W204) Ige, ImmunoCAP

A6noko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momupop (f25) IgE, ImmunoCAP

Kapn, napsanb6ymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP

A0 wepLHs (i75) IgE, ImmunoCAP

Cmech NblnbLbl paHHeLUBEeTYLLMX TyroBbix Tpas (gx1) IgE, ImmunoCAP
bepesa 6opogasyaras, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Ipeunxa (f11), IgE, ImmunoCAP

CradmnokokkoBbIli 3HTepoTokeH A (m80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHpapvH (f302) IgE, ImmunoCAP

KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB nnecHesblx rpuokos (mx1) IgE, ImmunoCAP
MeHnunnnumH V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) Ige, ImmunoCAP

Cmecb annepreHoB MbinbLpl Aepesbes (tx9) IgE, ImmunoCAP

lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MwuHgans (f20) IgE, ImmunoCAP

IpubbI (WamMnuHbLOHLI) (f212), IgE, IMmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)
Knew, fomawuHeli noinm / D. farina (d2) IgE, ImmunoCAP

bapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayK (f17) IgE, ImmunoCAP

Mwenunua (f4) IgE, ImmunoCAP

Mok (f208) IgE, ImmunoCAP

Bblunii CbIBOPOTOUHBIN anbGyMuH, NBos d6 BSA (e204) IgE, ImmunoCAP
baknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
Kodgpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yaii nuctoBoii (f222) IgE, ImmunoCAP

Cmecb annepreHos NblbLbl COPHbIX Tpas (Wx1) IgE, ImmunoCAP
CmopoguHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

TumodheeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
Kowwka, rFel d1 (e94) IgE, ImmunoCAP

rosaguHa (f27) IgE, ImmunoCAP

Kuewu (f84) IgE, ImmunoCAP

Nnzoumm aiya, nGal d4 (k208) IgE, ImmunoCAP

AM6pO3KA BbicOoKasi, MoMbIHOANCTHasA, nNAmb al (w230) IgE, ImmunoCAP

2013
2013
1375
693
1375
1375
792
693
693
693
2013
693
1375
2013
693
693
1727
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792
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1375
693
792
1375
792
792
792
693
693
792
693
693
693
2013
792
792
792
1375
792
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2013
693
693
913
2013



MonbiHb 06bIKHOBEHHas (W6) IgE, ImmunoCAP 693

Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 792
MernvumnnuH G (cl) IgE, ImmunoCAP 693
TumodheeBka nyrosas (g6) IgE, ImmunoCAP 693
Bepesa (t3) IgE, ImmunoCAP 693
KolLKa, CbIBOPOTOYHBIN ans6ymuH, riel d2 (e220) IgE, ImmunoCAP 2013
CTathnOKOKKOBBI 3HTEPOTOKCUH B (M81) IgE, ImmunoCAP 693
Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) 792
BuwwHsa (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 792
O6wwuit Ig E ImmunoCAP 759
CTtahmnoKOKKOBbI 3HTEpPOTOKCUH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2013
AnuHbIn 6enok (f1) IgE, ImmunoCAP 693
Osgec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbpepeli (f85) IgE, ImmunoCAP 693
3emnaHuka, KnybHuka (f44) IgE, ImmunoCAP 693
TbikBa (f225) IgE, ImmunoCAP 693
Ap, ocbl NATHMCTOM (i2) IgE, ImmunoCAP 693
Monoko kosbe (f300) IgE, ImmunoCAP 792
Tpecka atnaHtuyeckas (f3) IgE, ImmunoCAP 693
Kypuua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, CbIBOPOTO4HbI anbbymumH, nCan 3 (€221) IgE, ImmunoCAP 2013
Pomauuka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTONAHbI apTPUT, MOPAKEHNS CYCTaBOB

MonekynsapHo-reHeTuyeckoe nccnegosaHne HLA-B27 (Molecular Genetic Testing HLA-B27) 1705
AHTUTENA K UMKINYECKOMY LUTPyAIMHupoBaHHoMy nentugy (ALLLM) (Anti-Cyclic Citrullinated

. - 1452
Peptide, anti-CCP)
AHTUTeNa Knacca IgG K kepatHy (AHTMKepaTuHOBbIe aHTUTeNa, AKA, AHTU(UNArr pUHOBLIE 2044
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)
PeBmatongHebiii haktop, IgA (P® IgA; Rheumatoid Factor, RF, IgA) 1232
KpucTtannibl B Ma3ke CUHOBUANIbHOM XXMAKOCTM (MOHOYpaT HaTpus, nupodocdaTt kanbuums) (Synovial 1705

Fluid Smear, Crystals)

AHTUTeNa Knacca IgG K MoguLmMhrMpoBaHHOMY LIUTPYNINHUPOBaHHOMY BUMEHTUHY (aHTU-MLIB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1518
Antibodies, Anti-Sa Antibodies, IgG)

LintomeranoBupycHast MHekuus (Lmtomeranosupyc, LIMB)
Lintomeranosupyc, onpegeneHne JHK B cocko6e anuTenmanbHbIX KNeTok can3uctoii Hoca (CMV

DNA, Scrape of Nasal Epithelial Cells)* 275
Lintomeranosupyc, onpegeneHne AHK B cockobe anutenmanbHbIx KNeTok potornotkn (CMV DNA, 275
Scrape of Faucial Epithelial Cells)*

Lintomeranosupyc, onpegenexve JHK B BeHo3HOW kpoBu (CMV DNA, Blood)* 418
Lintomeranosupyc, onpegenenve AHK B Boinote (CMV DNA, Exudate)* 275
Lintomeranosupyc,kavectseHHoe onpegeneHve AHK B cbiBopoTke kposu (CMV DNA, Serum)* 418

AHTUTENa Knacca IgM k umutomeranosupycy (Anti-CMV IgM) 539



Lintomeranosupyc, onpegeneHve AHK B cekpeTe npoctathl, 3skynate (CMV DNA, Prostatic Fluid,

Semen)* 275
Lintomeranosupyc, onpegeneHvie OHK B cockobe anuTenvanbHbIx KNeTok Koxxu (CMV DNA, Scrape
of Skin Epithelial Cells)* 275
Lintomeranosupyc, onpegenexHve AHK B moye (CMV DNA, Urine)* 275
Lintomeranosupyc, onpepenexve LI,_HK B COCKOGE 3nuTeNManbHbIX KNETOK YPOreHNTalbHOro TpakTa 275
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lintomeranosupyc, onpegeneHne AHK B cntoHe (CMV DNA, Saliva)* 275
Lintomeranosupyc, konndecteseHHoe onpegeneHve OHK (Cytomegalovirus, DNA) B cbiBOpOTKe 407
KpOBM
ABugHocTb Anti-CMV IgG 1144
AHTuTeNa Knacca IgG k ymutomeranosupycy (Anti-CMV 1gG) 396
Liutomeranosupyc, onpefenexe ,L!,HK B COCKOGE anuTeNnasbHbIX KNeTOK KOHbHOHKTMBLI (CMV 275
DNA, Scrape of Conjunctiva Epithelial Cells )*
IE:,SiT(%TeraHOBMpyC, onpegenerHvie AHK B cnuHHOMO3roBoi »unakoctu (CMV DNA, Cerebrospinal 275
MUKpPO3neMeHTbl B MoYye
Megb, Mo4a, pasosas nopuus (Copper, random urine; Cu) 1298
Kagmwii (Cd) B moue (Cadmium (Cd), Urine) 1298
Ko6ansT (Co) B Moue (Cobalt (Co), Urine) 1298
Tannwii (Tl) 8 moue (Thallium (TI), Urine) 1298
Mog (1) B Moue (lodine (1), Urine) 1298
MapraHey, (Mn) B moye (Manganese (Mn), Urine) 1298
Xeneso (Fe) B moye (Iron (Fe), Urine) 1298
PtyTb (Hg) B Mmoue (Mercury (Hg), Urine) 1298
AntomuHuii (Al) B mode (Aluminum (Al), Urine) 1298
Mpo6onoaroToBka (CyTo4Has MOYa) 748
LinHK (Zn) B Moye (Zinc (Zn), Urine) 1298
Mepgb (Cu) B cyTouHoM moye (Copper (Cu), 24-Hours Urine) 1298
Hwukenb (Ni) B moye (Nickel (Ni), Urine) 1298
CeneH ( Se) B moue (Selenium ( Se), Urine) 1298
Mpo6onoaroToBka (Moya) 748
CauHel, (Pb) B moue (Lead (Pb), Urine) 1298
MbiwwbsK (As) B Mmoye (Arsenic (As), Urine) 1298
CTON6HAK
AHTUTeNa Knacca IgG K cTonbHA4YHOMY aHaTOKCUHY (Anti-Tetanus toxoid 1gG) 990
MMKpPO3nemMeHTbl B KPOBY (CbIBOPOTKA KPOBMU, LieNIbHast KPOBb)
Hukenb (Ni) B cbiBopoTKe KpoBwu (Nickel (Ni), Serum) 275
PtyTb (Hg) B BeHO3HOI kposu (Mercury (Hg), Blood) 1298
Mpo6onoaroToBka (CbIBOPOTKa KPOBW) 748
MbILwbsK (AS) B CbIBOPOTKE KpoBu (Arsenic (As), Serum) 275
Kagmwii (Cd) B cbiBOpOTKe KpoBu (Cadmium (Cd), Serum ) 275
Ko6anbT (Co) B cbiBOpOTKE KpoBu (Cobalt (Co), Serum) 275
Hukenb (Ni) B BeHo3HOI kpoBwu (Nickel (Ni), Blood) 1298
LInHK (Zn) B BEHO3HOI KpoBw (Zinc (Zn), Blood) 1298
Mop, B cbiBopoTke (lodine, serum) 275
305010 (Au) B cbiBOpOTKe KpoBu (Gold (Au), Serum) 275
Megb (Cu) B cbiBOpOTKE KpoBu (Copper (Cu), Serum ) 275
Mpo6onoaroToBka (KPOBb LiefIbHas) 748

Mepgb (Cu) B BeHO3HOI4 kpoBu (Copper (Cu), Blood) 1298



CeuHel, (Pb) B BeHO3HOI KpoBu (Lead (Pb), Blood) 1298

MapraHey, (Mn) B BeHO3HOI kposu (Manganese (Mn), Blood) 1298
LIHK (Zn) B CbIBOPOTKE KPOBW (Zinc (Zn), Serum) 275
INnTwii (Li) B cbiBOpOTKE KpoBwm (Lithium (Li), serum) 275
Kagmwii (Cd) B BeHO3HOI kpoBu (Cadmium (Cd), Blood) 1298
CeneH (Se) B cbIBOpOTKe KpoBM (Selenium (Se), Serum) 275
CeneH (Se) B BeHO3HOW KpoBu (Selenium (Se), Blood) 1298
MapraHey, (Mn) B cbiBOPOTKe KpoBu (Manganese (Mn), Serum) 275
Ko6anbT (Co) B BeHO3HOW KpoBu (Cobalt (Co), Blood) 1298
TpNAOATUPOHNH peBepcuBHbINA (T3 peBepcuBHBINA, Reverse Triiodthyronine). 6567
Tannwii (Tl) B cbiBOpOTKE KpoBu (Thallium (T1), Serum) 275
Mpo6onoaroToBka (MNnasma KpoBu (rernapuiH)) 748
Monn6geH (Mo) B cbiBopoTke Kposu (Molybdenum (Mo), Serum) 275
OHKOIFEMATO/10I N4
AHanu3 nepectpoek ATM reHa (FISH, konuy.) (Analysis of ATM gene rearrangements (FISH, 10835
quantitative))
AHanua myTtauuii B reHe MPL, MLUP, kauectBeHHsbIl (Analysis of MPL gene mutations, PCR, 4829
qualitative)
AHanms nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napaduHoBbIX cpe3ax (TMCTOFISH, konuny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(g27)) on paraffin slides (FISH Histology, 14927
quantitative))

AHanu3 xumepHoro reHa MLL/AF4 -t(4;11) (MLP, ka4.) (Analysis of chimeric gene MLL/AF4 -t(4;11)

(PCR, qualitative)) 2486
AHanus nepectpoek reHa BCL- 6 (der(3)(q_27))_ (FISH, konuy.) (Analysis of BCL- 6 gene 10835
rearrangements (der(3)(q27) (FISH, quantitative))

AHann3 moHocomuu, feneummn 13 XPOMOCOMBbI — (del(13), -13) (FISH, .KOJ'IVILI.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanus geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanus TpaHcnoKaLum t(2;5)(p23;q35)_Ha |_'|apadp|/|HOBb_|x cpesax (rMCT_oFISH, konu4.) (Analysis of 14927
translocation t(2;5)(p23;q35) on paraffin slides (FISH Histology, quantitative))

AHanVls_B_cex cneu._mpmqecmx a6_epp_au,|/||7| Ha napacpMHOBblx cpesax (rucToFISH, konuu.) (Analysis of 14927
all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanns TPaHcnoKaunm t(11;14)(q13;q32).Ha I.'Iapa(*)VIHOBb.IX cpesax (rMCT_oFI_SH, konuy.) (Analysis of 14927
translocation t(11;14)(q13;q32) on paraffin slides (FISH Histology, quantitative))

AHanns TpaHcnokauum t(11;14)(q13;932) (FISH, konuny.) (Analysis of translocation t(11;14)(q13;q32)

(FISH,quantitative)) 10835
AHanuns XMMEPHOrO rexa PML/RAR? -t(15;17) (MLIP, kay.) (Analysis of chimeric gene PML/RAR? 2486
-1(15;17) (PCR, qualitative))

AHanus XMMEPHOTO reHa CBF?/MYH1- i_nv(_16),t(16;16) (MUP, ka4) (Analysis of chimeric gene 2486
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanv_|3 Tprcommy 12 xpomocombl (+12) (FISH, konuy.) (Analysis of chromosome 12 trisomy (FISH, 10835
quantitative))

KauecTBeHHas ougHKa Hamums comatudeckoi myTtauum V617F B 14 ak30He reHa JAK2 (Qualitative

assessment of presence of gene JAK2 617F somatic mutation) 1947
AHanu3 TpaHcnokaunn t(11;18)(q21;921) (FISH, konny.) (Analysis of translocation t(11;18)(q21;g21)

(FISH, quantitative)) 10835
KapnoTtnn oHkorematonormnyeckuin (Karyotype, Hematologic Disorders, Peripheral Blood) 7722
AHanus geneunn TP53 renHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanus TpaHcnokauuu t(14,16) (IGH/MAFB) (FISH, konuy.) (Analysis of translocation t(14;16) 10835

(IGH/MAFB) (FISH,quantitative))

AHanms xmumepHoro reHa BCR/ABL - t(9;22), onpegeneHne tuna TpaHckpunta BCR/ABL rena - MLP,

kauecTB. (Analysis of chimeric gene BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript 2486
type, PCR, qualitative)

AHanus feneuun 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative)) 10835
AHanus xmumepHoro reHa BCR-ABL (FISH, konuny.) (Analysis of chimeric gene BCR-ABL, FISH, 10835
quantitative)
AHanns nepectpoek BCL2 reHa Ha napaduHoBbIX cpe3ax (rncToFISH, konuny.) (Analysis of BCL2 gene

L . A 14927
rearrangements on paraffin slides (FISH Histology, quantitative))
AHanun3s nepectpoek reHa PDGFR?(FISH, konny.) (Analysis of gene rearrangements PDGFR? (FISH, 10835

quantitative))



AHanus nepectpoek reHa FGFR1 (FISH, konny.) (Analysis of gene rearrangements FGFR1 (FISH,
quantitative))

AHanu3 xmmepHoro reHa E2A/PBX1 - t(1;19) (MUP, ka4.) (Analysis of chimeric gene E2A/PBX1 -
t(1;19) (PCR, qualitative))

AHanm3 myTtauuii B reHe BRAF (V600E) (MLP, kau) 8569
AHanus nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome 5 rearrangements (FISH,

10835

2486

o 10835
quantitative))
AHanu3 TpaHcnokauun t(4;,14)(p16;932) (FISH, konny.) (Analysis of translocation t(4;14)(p16;032) 10835
(FISH, quantitative))
AHanus TpaHcnokauuu t(14,16) (IGH/MAFB) (FISH, konuy.) (Analysis of translocation t(14;16) 10835
(IGH/MAFB) (FISH,quantitative))
AHanun3 oTHOCUTeNbHOM akcnpeccun reHa BCR/ABL -konnuectBeHHas RQ TMLP (MLP B peanbHOM 4829
BpemeHun, konuy.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LintoreHeTnyeckmnii aHann3 KneTok KocTHoro mo3ra (kapmotun) (Cytogenetic analysis of bone 7722
marrow (karyotype))
AHanu3 xmmepHoro reHa FIP1L1/PDGFR?(FISH, konuny.) (Analysis of chimeric gene FIP1L1/PDGFR?

o 10835

(FISH, quantitative))
AHanus nepectpoek MLL reHa (FISH, konuu.) (Analysis of MLL gene rearrangements (FISH, 10835
quantitative))
AHanms nepectpoek 7 xpoMocombl (FISH, konny) (Analysis of chromosome 7 rearrangements (FISH, 10835
quantitative))
AHanu3 moHocomun, geneumm 13 xpomocomsl — (del(13), -13) (FISH, konny.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHanu3 myTtaumin B 12 ak3oHe JAK2 rera (MUP, kay.) (Analysis of JAK2 Exon 12 mutations (PCR 4829
qualitative))
AHanus nepectpoek BCL2 reHa t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;g11) (FISH, konunuy.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, 10835
quantitative))
VccnepgoBaHme MyTaunoHHOro ctatyca BCR-ABL reHa (MeTog npsiMOro CEKBEHMPOBaHMSA Mo 9636
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
AHanms nepectpoek 1 xpomocomsl (FISH, konny.) 14267
AHanus nepectpoek 3q (FISH, konnu.) (Analysis of 3q rearrangements (FISH, quantitative)) 10835
AHanu3 xmumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MLUP, ka4.) (Analysis of chimeric gene 2486
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))
AHanus geneunn 20q (FISH, konuu.) (Analysis of 20q deletion (FISH, quantitative)) 10835
AHanms nepectpoek MYC reHa ( t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24;,911)) (FISH, konnu.)
(Analysis of MYC gene rearrangements ((8;14)(q24,932)-1(2;8)(p11;q24), t(8 ;22)(g24;q11) (FISH, 10835
quantitative))
AHanus myTtauuia, feneuuii, nHcepumii B rede CALR (MUP, kau.) (Analysis of CALR gene mutations,

- . - oo 4829
deletions, insertions, PCR, qualitative)
AHanns nepectpoek IGH reHa (FISH, konny.) (Analysis of IGH gene rearrangements (FISH, 10835
quantitative))
AHanns TpaHcnokaumm t(2;5)(p23;935) (FISH, konny.) (Analysis of translocation t(2;5)(p23;q35) (FISH, 10835
quantitative))

OnpegeneHne 6MONOTMYECKOro POACTBa B CEMbE: OTLOBCTBA Y MaTepPUHCTBA

JocTaBka pesynbtara nccnefiloBaHnsa rno onpeeneHno 61uonorMyeckoro poacTea B 3arnevyataHHoOM 1320
KOHBepTe B MeAULIMHCKMIA odurc
JlononHuTenbHbI y4acTHUK uccnefoBaHus (pebeHoK nny Matb unm oTel,) (Additional research 6303

participant (child or mother or father))

CpoyHOe ycTaHOB/IEHME BMONOTMYECKOr0 POACTBA 419 OLHOT0 U3 poguTenei npu 6eccropHoOM
poactee gpyroro (3 ven.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpoyHOe ycTaHOB/EHME BMONOTMYECKOro POACTBA A1 OLHOI0 N3 POAWTENeR Npu OTCYTCTBUM

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHOB/IeHME 6V0N0rMYecKoro POLCTBA f/18 OAHOTO U3 poauTesnieli Npn OTCYTCTBUM APYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHOBEHNEe BGMOMOrMYEeCcKoro PoACcTBa 41 O4HOro U3 poauTenei npu 6eccnopHOM poacTee
apyroro (3 ven.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

17787

ViccnepoBaHus Kana

Konporpamma (Koprogramma, Stool) 374
D03UHOMUNBHBI HENPOTOKCWH B CTyne 4059
30HYNMH (heKaNbHBbINA 6127

KanbnpoTekTunH thekanbHblii (Fecal Calprotectin) 2618



JKenyHble KNCNOThI B CTy/e 3542

Anbha-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces) 1727
CreaTokpwuT cTyna 1463
ViccnefoBaHve Kana Ha CKpbITYH KpoBb. KauecTBEHHbIN MeToz 253
AHanu3 Kana Ha aiiua rensMuHTOB (Aliua ramcroB) (PRO Stool, Helminth Eggs) 308
XUMOTPUMCYH B CTyNe, aKTMBHOCTb 1980

CKpbITas KPOBb B Kase (KONOPEKTa/IbHbIE KPOBOTEUEHMS), KOMYECTBEHHbIN MMMYHOXUMUYECKUIA

mMeTtog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold) 715
dnacTasa 1 (31), naHKpeaTnyeckas anactasa 1 (Elastase 1, E1) 2772
Cofep>xaHue yrneBofoB B Kane (pefyuupytoline BellecTsa B Kane) (Stool Sugars, Reducing 616
Substances, Fecal)
AHanu3 kana Ha npocTeiiwme (PRO Stool) 308
VccnenoBaHve Ha 3HTepo6bmo3 (siua ocTpuy), Wwnatenb (Enterobiasis, Spatula) 286
Ocrarto4Has ocMonsapHOCTL cTyna (Stool osmotic gap) 1265
LIMTOKMHBI
NHTepneliknH-10 (UJ1-10) (Interleukin 10, IL-10) 2035
WHTepnelikuH-6 (1/1-6) (Interleukin 6, IL-6) 2035
dakTOp Hekpo3sa onyxonm-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
WHTepneliknH-1? (U1-17) (Interleukin 1 Beta, IL-1) 2035
WHTepneliknH-8 (U/1-8) (Interleukin 8, IL-8) 2035
OnpegeneHve crneumnguyecknx IgE: nULLEBbIe annepreHsb
MaHenb nuwesble annepreHsl, IgE (Food Allergy Panel, IgE) 4037
Cenbaepel, IgE (Celery, IgE, F85) 484
Koposbe Monoko, IgE (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 484
Orypel, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
Mpeiindpyt, IgE (Grapefruit, IgE, F209) 484
BeTa-nakrtorno6ynuH, IgE (Beta Lactoglobulin, IgE, F77) 484
AnyHbIn XxenTok, IgE (Egg Yolk, IgE, F75) 484
OscsHuua nyrosas (g4) IgE, ImmunoCAP 792
KpeseTku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
Kny6Huka, IgE (Strawberry, IgE, F44) 484
fA6noko, IgE (Apple, IgE, F49) 484
CBWHUHa, IgE (Pork, IgE, F26) 484
bapaHuHa, IgE (Lamb, IgE, F88) 484
Tomarsl, IgE (Tomato, IgE, F25) 484
Mekapckue gpoxoku, IgE (Baker's Yeast, IgE, FA5) 484
KapTodens, IgE (Potato, IgE, F35) 484
Nnmon, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484
Cmech nuLeBbIxX afnepreHos 3: CBUMHIHA, KYPUHOE MACO, FOBAANHA, 6apaHuHa, Ige (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
MaHenb annepreHos "lMuuweBble 2" 19195
KaseuH, IgE (Casein, IgE, F78) 484

Kunew, IgE (Kiwi Fruit, IgE, F84) 484



Kanycrta kouaHHas, IgE (Cabbage, IgE, F216) 484

Tpecka, IgE (Codfish, IgE, F3) 484
MweHnyHas myka, IgE (Wheat, IgE, F4) 484
Cmecb nuLEeBbIX annepreHoB 1: anenbcuH, 6aHaH, 1610K0, nepcuk, Ige (FP15 (F33, F49, F92, FI5), 1045
Food Panel: Orange, Banana, Apple, Peach, IgE)*
MopkoBs, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
baHaH, IgE (Banana, IgE, F92) 484
CoeBble 606bl, IgE (Soybean, IgE, F14) 484
LLlokonag, IgE (Chocolate, IgE, F105) 484
AvuHbln 6enok, IgE (Egg White, IgE, F1) 484
Cmech NuLEBbIX alnepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1045
TbikBa, IgE (Pumpkin, IgE, F225) 484
dyHAayK, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
Nowagp, nepxots (e3) IgE, IMmunoCAP 792
Apb6y3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxb (f5) IgE, ImmunoCAP 792
rosaauHa, IgE (Beef, IgE, F27) 484
OscsaHas Myka, IgE (Oat, IgE, F7) 484
MaHenb annepreHos "lMuwesble 1" 19195
IpeyHeBas mMyka, IgE (Buckwheat, IgE, F11) 484
MuBHble gpoxoku, IgE (Brewer’s Yeast, IgE, F403) 572
Kpabsl, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
MaHro, IgE (Mango, IgE, F91) 484
MUKpPO3nemMeHTbI B BOSOCax
Kanbuumii (Ca) B Bonocax (Calcium (Ca), Hair) 1298
Kob6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1298
LinpkoHwuia (Zr) B BOnocax (Zirconium (Zr), Hair) 1298
Marnwuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepunnwii (Be) B Bonocax (Beryllium (Be), Hair) 1298
CauHel, (Pb) B Bonocax (Lead (Pb), Hair) 1298
Monn6geH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298
AntomuHuii (Al) B Bonocax (Aluminum (Al), Hair) 1298
P1yTb (Hg) B BOnocax (Mercury (Hg), Hair) 1298
MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1298
BaHagwii (V) B Bonocax (Vanadium (V), Hair) 1298
KpemHuiz (Si) B Bonocax (Silica (Si) , Hair) 1298
Py6uanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298
Bucmyr (Bi) B BOnocax (Bismuth (Bi), Hair) 1298
doctop (P) B Bonocax (Phosphorus (P), Hair) 1298
Mpo6onoaroToBka (BONOChHI) 748
Megb (Cu) B Bonocax (Copper (Cu), Hair) 1298

CypbMa (Sb) B Bonocax (Antimony (Sb), Hair) 1298



Mo, (1) B Bonocax (lodine (1), Hair) 1298

Bapwuin (Ba) B Bonocax (Barium (Ba), Hair) 1298
Bop (B) B BOnocax (Boron (B), Hair) 1298
NaHTaH (La) B BoNocax (Lantanum 9La), Hair) 1298
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1298
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1298
Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1298
CtpoHuumii (Sr) B BOnocax (Strontium (Sr), Hair) 1298
Bonbhpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1298
Hatpuii (Na) B Bonocax (Sodium (Na), Hair) 1298
MnatuHa (Pt) B BONnocax (Platinum (Pt), Hair) 1298
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair) 1298
Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1298
Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 1298
Kanuin (K) B Bonocax (Potassium (K), Hair) 1298
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1298
LinHk (Zn) B BOnocax (Zinc (Zn), Hair) 1298
Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1298
NnTnii (Li) B BONocax (Lithium (Li), Hair) 1298
3onoTto (Au) B Bonocax (Gold (Au), Hair) 1298
Tannuii (Tl) B Bonocax (Thallium (TI), Hair) 1298
lannuii (Ga) B Bonocax (Gallium (Ga), Hair) 1298

CucteMHble 3ab6oneBaHus COE,CI,VIHVITeanOf/'I TKaHU

AHTUTeNa Knacca IgG K akcTparmpyemMoMy HykneapHomy aHTureHy (3HA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTUHYKNeapHbIX aHTUTeN NPU CKNepoaepMUK (pasfenbHoe onMcaHne aHTuTen K
aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, gunbpunnspud, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), nmmyH06n10T (Scleroderma (Systemic Sclerosis) Antibody Panel: 4411
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, ¢pmbpunnsipud, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52, Immunoblotting)

AHTUSAgepHble aHTUTeNa (AFA, aHTUHYKeapHble aHTUTena), ckpuHuHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTUHYKneapHblii akTop, HEp-2 cy6eTpar (AH®, TUTPbI, aHTUHYKNeapHble aHTUTeNa MeToAoMm
Henpsmon nMmyHohtoopecueHuMn Ha npenapatax HEp-2-kneTtok) (Antinuclear Antibodies, ANA, 1265
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 ka), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTUreHy),

1232

517

UMMYHOGIOT (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, 3509
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
AHTUTENa Knacca IgG K Hykneocomam (aHTUsAepHble aHTUTeNa), CKpUHUHE (Anti-Nuclear 1232
Antibodies, ANA, IgG, Screening)
AT K NPOTPOMOUHY, CKPUHWHT 1089
AHTUTENa Knacca IgG k gsycnupanbHoi HatnBHoi AHK (aHTu-acAHK 1gG, aHTn-AHK) 627
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)
AHTUTENa K numdoumtam, knacca IgG 1727
KnnHnyeckune TecTbl
B03.016.014 ViccnepgosaHre moun no metofy HeunnopeHko (Nechiporenko’s Urine Test) 253
Kanbumii Moum, KauecTBeHHsbI TecT (Npoba Cynkosmya) (Sulkowitch Urine Calcium Test) 143
B03.016.006 AHanM3 Mo4m 06 (AHaNM3 Mo4m 06LLMIA ¢ MMKpOcKonueit ocaaka) (Complete 253
Urinalysis, Microscopic Examination)
lenatnt C BUpYycHaa nHhekums (Bupyc renatmta C, Hepatitis C Virus, HCV)
Bupyc renatuta C, konn4vectseHHoe onpegeneHne PHK Bupyca n reHotunuposaHue (tunbl 1, 2, 3) 4048

(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))



MHTepneliknH-28B (1/1-28B), reHOTUNMpOBaHWe (MccnefoBaHne reHETUYECKMX MapKepoB,
onpegensowmnx ahPeKTMBHOCTL fleHeHUs XPOHUYECKOro renatnta C MHTepHepoHOM n
pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))

Bupyc renatuta C (CITO), onpegeneHne PHK B nnasme kposu, konmyectBeHHoe (HCV RNA, Plasma,
Quantitative)*

Bupyc renatuta C (BI'C), ynbTpauyBcTBUTENLHOE onpeaeneHne PHK BI'C (Hepatitis C Virus (HCV)
RNA, Ultrasensitive PCR)

AHTuTEeNa knaccos IgM un IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396

792

23034

3355

AHTUTENa Knacca IgG K aHTUreHam Bupyca renatuta C, BbisiBfiseMble METOLOM UMMYHOBNOTTUHIA
(Anti-HCV I1gG, Immunoblot)

Bupyc renatuta C, onpeaenenune PHK B cbiBOpOTKe KpoBu, kavecTBeHHOe (HCV RNA, Serum,
Quialitative)*

Bupyc renatuta C, onpegeneHvne PHK B cbiBOpOTKe KpoBu MeTogoM lMLP, konnyectBeHHoe (HCV
RNA, Serum, Quantitative, PCR)*

Bupyc renatuta C, onpegeneHune PHK B nnasme, reHoTMnNMpoBaHue ¢ cyb6tunamu (Tmnbl 1 (Cy6TuUnbI
lawn 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*

Bupyc renatuta C, onpegenenune PHK B nna3me kpoBu, konnyectseHHoe (HCV RNA, Plasma,
Quantitative)*

5621
693

3454

11517

CrathmnokKoKkoBasi MH(eKuus (CTamMIoKOKK 3010TUCTLIN, Staphylococcus aureus)

MoceB Ha 30/10TUCTBIN CTAUNIOKOKK (METULUINH-PE3UCTEHTHBIA 30/I0TUCTbIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue 4yBCTBUTENIbHOCTU K aHTUMUKPOGHBLIM NpenapaTam
n 6akTepuodharam (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTLIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne YyBCTBUTEIbHOCTU K PaCLUMPEHHOMY CMEKTPY
aHTUMUKPOOBHbIX NpenapaTos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTBIN CTAMNIOKOKK (METULUINH-PE3NCTEHTHBIA 30/I0TUCTbIA CTaPUNOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 3010TUCTBIN CTatMNOKOKK (Staphylococcus aureus, onpefeneHne YyBCTBUTENBHOCTM K

aHTUMUKPOOHLIM Npenapatam u 6akteprodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 30/10TUCTLIN cTaMNOKOKK (Staphylococcus aureus), onpegeneHne YyBCTBUTENbHOCTU K

pacLuMpeHHOMY CNeKTpy aHTMMUKPOGHLIX NpenapatoBs (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTBIN CTatMNOKOKK (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 3010TUCTBIN CTatMNOKOKK (Staphylococcus aureus), onpefeneHne YyBCTBUTENBHOCTY K
aHTUMUKPOGHbLIM Npenapartam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

MoceB Ha 3010TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTbIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue H4yBCTBUTEIbHOCTN K aHTUMUKPOGHBLIM NpenapaTam

1078

2145

715

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

lepnec (repnec-Bupychl Yenoseka 1 1 2 TMnos, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 1 2 TMnos, onpegeneHune AHK B moye (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B CbIBOPOTKE KPOBU, TUNNpoBaHue (HSV-1, 2 DNA, 660
Serum, Typing)*
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe snutennanbHbIX KNeTOK KOHbIOHKTUBbI 275
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cockobe anutennanbHbIX KNeTOK KOHbHOHKTUBBI, 462
TunupoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tvnos, onpegenenne OHK B moue, TunuposaHue (HSV-1, 2 DNA, Urine, Typing)* 462
AHTUTeNa Knacca IgG K BMpycy npoctoro repneca 1 u 2 tunos (Anti-HSV-1, 2 1gG) 484
lepnecsupyc 1 n 2 TMnoB, onpegeneHune AHK B BEHO3HOW KpoBu, TunupoBaHue (HSV-1, 2 DNA, 660
Blood, Typing)*
lepnecsupyc 1 n 2 TMnoB, onpegeneHne AHK B cCMMHHOMO3roBO Xnakoctu, TunupoBaHue (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*
lepnecsupyc 1 1 2 TMnos, onpegeneHve AHK B Bbinote (HSV-1, 2 DNA, Exudate)* 275
lepneceupyc 1 1 2 TMNoB, onpeaeneHne AHK B cockobe anuTennasnbHbIX KIETOK POTOIIOTKM, 462

TmnuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTUTeNa Knacca IgM K Bupycy npocToro repneca 1 1 2 unos (Anti-HSV-1, 2 IgM) 506



lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe snuTennasnbHbIX KNETOK yPOreHUTaIbHOro

TpakTa, TunupoBaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)* 462
lepnecsupyc 1 1 2 TMNos., onpegeneHne AHK B cntoHe, TunupoBaHue (HSV-1, 2 DNA, Saliva, 462
Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B BbinoTe, TnupoBaHue (HSV-1, 2 DNA, Exudate, 462
Typing)*
lepneceupyc 1 1 2 Tnos, onpeaeneHne AHK B BeHO3HOI KpoBu (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 n 2 Tunos, onpegeneHne OHK B cntoHe (HSV-1, 2 DNA, Saliva)* 275
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe snutennanbHbIX KNeTok Koxxn (HSV-1, 2 275
DNA, Scrape of Skin Epithelial Cells)*
lepnecsupyc 1 1 2 TvnoB, onpegenenne OHK B cockobe anuTennanbHbIX KNETOK CAM3NCTOM HOCa, 462
TunuposaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepneceupyc 1 1 2 TMNoB, onpeaenenne AHK B cnMHHOMO3roBoii xungkoctn (HSV-1, 2 DNA, 275
Cerebrospinal Fluid)*
lepnecsupyc 1 1 2 Tnos, onpegenenne OHK B cekpete npoctartsl, aakynsaTe (HSV-1, 2 DNA,

; - 275
Prostatic Fluid, Semen)*
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cekpeTte npocTartsl, 3sKynsate, TunuposaHue (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTUTENa Knacca IgG K Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 1gG) 605
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cbiBOpoTKe KpoBu (HSV-1, 2 DNA, Serum)* 418
lepneceupyc 1 1 2 TMNOB, onpegeneHne JHK B cockobe anuTennanbHbIX KNETOK CIM3NCTON Hoca 275

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
AsugHocTb Anti-HSV IgG 770
lepnecsupyc 1 1 2 TMnoB, onpegenenne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTaslbHOro

TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 1 1 2 TMNos, onpegeneHne AHK B cockobe anutennanbHbIX KNEeTOK KOXMN, 462
TunuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTUTeNa Knacca IgG k Bupycy npocrtoro repneca 1 tmna (Anti-HSV-1 1gG) 748
lepneceupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK POTOrNOTKU 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENa K KOpoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakunHanbHble (AnBakKopoHa, Bektop) aHtTutena Kk SARS-CoV-2 (N-, S-6enku),
SARS-CoV-2-1gG-BekTop, kavecTBeHHbI TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHaBupyc SARS-CoV-2, onpeaeneHune PHK B Ma3ke CO CIM3NCTOM HOCOINIOTKM U POTOIIOTKN 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA, KOIMYECTBEHHbIE, K CnaikoBomMy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419
spike (S) protein (RBD), 1gG, quantitative).
KopoHaBupyc SARS-CoV-2, onpegenenne PHK B Ma3ke cO CIM3UCTO HOCOMNOTKU 1 POTOTNOTKN 1419
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTEeNa K SARS CoV-2 (S-6eskKy, Bkntoyas RBD), IgG, KONM4ecTBEHHbIM 1419

AHTMTENa K cnankoBoMmy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHune. OLeHKa
ummyHnteTa 4O n MOCNE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, IgG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTUTENa K KopoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), 1IgG, 3660TT (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 759

ABUAHOCTb aHTUTeN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
MwukonnasmeHHas MHMEKLMSA, MUKOMIa3Mo3

AHTuTeNa Knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550

Mwukonna3ma (Mycoplasma genitalium), onpegenexve JHK B cocko6e anutenmanbHbIX KNeTok 275

yporeHuTanbHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

Mwukonna3ma (Mycoplasma hominis), onpegeneHue JHK B cocko6e anutenmanbHbIX KNeTok 275

yporeHutansHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*

Mwukonnasma (Mycoplasma pneumoniae), onpegeneHve AHK B nna3me kposu (Mycoplasma 429

pneumoniae, DNA, Plasma)*

AHTUTeNa Knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671

Mwukonnasma (Mycoplasma pneumoniae), onpegeneHe AHK B cocko6e anuTenvasnbHbIX KNeToK 231

potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*

AHTUTENa Knacca IlgG kK Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550

AHTUTENa Knacca IgM Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462



Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve AHK B mokpote (Mycoplasma

pneumoniae, DNA, Sputum)* 649
Mwukonnasma (Mycoplasma hominis), onpegeneHve AHK B cekpete npocTarbl, 3aKynaTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTuTeNa Knacca IlgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 462
Mwukonnasma (Mycoplasma genitalium), onpegeneHvne [JHK B cekpeTe npocTartbl, 35KynaTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mwukonnasma (Mycoplasma pneumoniae), onpegenenve HK B cntoHe (Mycoplasma pneumoniae,
. 231
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegeneHne AHK B Moye (Mycoplasma hominis, DNA, 275
Urine)*
AHTuTeNa Knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 671
Mwukonnasma (Mycoplasma genitalium), onpegenenve JHK B moye (Mycoplasma genitalium, DNA, 275
Urine)*
HeopraHunyeckue BelecTsa
A09.05.127 MarHwuii (Mg) B cbiBOpOTKe KpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuuin o6wmii (Ca) (Calcium Total) 209
Kanuin/Hatpuin/Xnop B ceiBOpoTKe KpoBu (K+/Potassium, Na+/Sodium, CI-/Chloride, Serum) 275
KanbLmii noHn3upoBaHHbIii (Ca2+, cBO6OAHBIN Kanbuuii) (lonized Calcium, Free Calcium) 396
A09.05.033 docthop HeopraHuyeckuii (P) (Phosphorus (P)) 209
JlaTeHTHas (HeHaCbILLEHHas) XKene30CBsA3biBaroLWas CnocoObHOCTL CbiIBOPOTKM KpoBu (JIXXCC, HXXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 XXene3o (Fe) B cbiBOpOTKe KpoBu (lron (Fe), Serum) 209
Fmcrtonornyeckmne uccnefoBaHns ¢ OKpaLvBaHUEM reMaToKCUIMH-303UHOM

lacTpwuT, accoummpoBaHHslii ¢ Helicobacter pylori (ructonornyeckuii npodmns) (Helicobacter pylori

- - 4004
Associated Gastritis)*
OnpepeneHne myTauuii reHa PDGFRa 15070
MMmMmyHornctoxummyeckoe uccnegosanme (1 mapkep): ytounsowee VMX-uccnegosaHue ¢ 1694
ncnonib3oBaHueM 1 aHTuTena (Mapkepa)
OnpegeneHune akcnpeccun 6enka PD-L1 B TkaHu onyxonu metogom VX ¢ ncnonb3oBaHnem
aHtuten K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
OnpegenexHve myTaumii reHa cKIT 12760
KoHcynbTaums rotoBbIx rmctonormyeckux npenaparos (1 ctekno + 1 6nok) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpegpeneHve pacnpocTpaHeHHbIX MyTaumii reHoB BRCA1,BRCA2 npv pake MONOYHOM »enesbl v 8140
ANYHNKOB B BoncuiiHOM mMaTepuane
ImcTonornyeckoe uccrefoBaHne 6uonTatoBs Xenyaka (PAS-peakuus) 319
OnpegeneHuve nepecTtpoek reHa ROS1 8800
OnpegeneHve myTtaumii B 18,19.20, 21 ak3oHax reHa EGFR 10890
Onpegenexve mytaumii Bo 2,3,4 ak3oHe reHa NRAS 7700
OnpepeneHne MyTauumii B 15 3k3oHe reHa BRAF 5280
OnpepeneHne MmyTauumii Bo 2,3,4 ak3oHe reHa KRAS 7700
OnpegeneHne skcnpeccun 6enka PD-L1 B TKaHM onyxonv Metogom UIMX ¢ Mcnosib30BaHMeM
aHtuTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).
OnpegpeneHve MMKpocaTenIMTHON HecTabunbHocTM (MSI) 6820
OnpegeneHve runepakcnpeccun reHa HER2 (KONMAHOCTL reHa) 12760

OvddepeHumanibHas gmarHoCTUKa MenaHoMbl, UMMYHOTUCTOXMMUYeckoe (UIMX) nccnefosaHue,
oueHKa akcnpeccum S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BroncuiiHaa gnarHocTvMka AepMaTo30B - MOpPoNorMyeckoe nccnefoBaHne 6MONTaToOB B LiENsAX

LMarHocTKy 3aboneBaHnii KOXn (KpoMe HoBoo6pasoBaHuii) (Pathology of skin biopsyes)* 2233
'mctoxmmunyeckoe nccnegosaHve Helicobacter pylori (cnnsb) (Helicobacter pylori, Mucus,

. . 2112
Histochemical Study)*
OnpegeneHne nepectpoek reHa ALK 8800

MMcTonornyeckoe nccnefosaHie 6UONCUAHOIO MaTepuana u Marepuana, Noly4eHHoro nNpu
XMPYPruyeckmx BMeLlaTebCTBax (IHLOCKONMYECKOro MaTeprana; TKaHel XXeHCKO NoioBol 2420
CUCTEMbI; KOXM, MATKMX TKaHel; KDOBETBOPHOI 1 MMMGONAHON TKaHel; KOCTHO-XPALLEBOWN TKaHN)*



OnpegfeneHne skcnpeccun 6enka PD-L1 B TKaHM onyxonv Metogom UIMX ¢ Mcnosnb3oBaHneM

aHtTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
OnpegeneHne akcnpeccum PDLL 8140
JnhdhepeHumanbHas gnarHocTuka MmenaHoMbl, UMMyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oLeHKa akcnpeccuu S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)

OHKOMapKepbl
SCC (AHTWreH NI0CKOKNETOYHOM KapuuHoMbl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486
CA-19-9 (YrneBogaHbIli aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpaHuH A (Chromogranin A, CgA) 5247

PakoBO-3aMOpMOHaNbHbIN aHTUreH (POA, KapuuMHO3IMOpUOHanbHbIN aHTureH) (Carcinoembryonic

Antigen, CEA) 627
CA-242 (YrneBofHbIli aHTUreH 242, onyxonesblii Mapkep CA-242) (Carbohydrate Antigen CA-242,
924
Tumor Marker CA-242)
ROMAL Pacuet nHgekca 77
HenpoHcneymdmyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MNCA o6wwuii (MpocTatnyecknii cneuudnyecknii aHTureH obymii) (Prostate-Specific 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MOYeBOro ny3bips, UccnefgoBaHne pacTBOPUMbIX (PparMeHTOB LMTOKEPATMHOB 2046
8 n 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 3g0poBbs npocrartsl (MCA obwy,, MNCA c¢B., -2proPSA, phi) 3190
HE4 (Benok 4 anuanammmca vyenoseka) (Human Epididymis Protein 4, HE4) 1122
beTa-2-MuKporno6bynuH (?-2-mMukpornobynnH) B cbiBOPOTKe KpoBu (Beta-2-Microglobulin, BMG, 957
Serum)
A09.05.130 MNCA o6wuii (MpocTatnyecknin cneuudmnyecknii aHTureH obymii) (Prostate-Specific
- 484
Antigen Total, PSA Total)
ROMAZ2 PacueT nHgekca 77
Anbha-thetonpoTeunH (A®M) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBogHblIii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogHbIli aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 MNCA cBob6oaHbIi (MpocTatnyeckuii cneunuduyecknii aHTUreH cBo60OaHbIN)* 484
CA-72-4 (YrneBofHbIl aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LintokepatnHoBeiii hparmeHT (Cyfra 21-1, hparmeHT untokepatmHa 19) (Cytokeratin 19 Fragments, 946
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
beTta-2-MuKpornobynuH (?-2-MvkpornobynuH) B mode (Beta-2-Microglobulin, Urine) 957
Bbenok S100 (S100 Protein) 2739
TpuxomMoHMas (TpMxoMoHaaa)
TpuxomoHaga, onpegenexne AHK B moye (Trichomonas vaginalis, DNA, Urine)* 275
TpuxomoHaga, onpegeneHne AHK B cekpeTe npoctarthl, askynate (Trichomonas vaginalis, DNA,
. . 275
Prostatic Fluid, Semen)*
TpuxomMoHaga, onpegeneHne JHK B cockobe anutenmanbHbIX KNeTOK ypOreHUTanbHOro TpakTta 275
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTeNa Knacca IgG K Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) 671
MpouenypHble yenyru (Procedural services)
MonyyeHune cbiBOPOTKM 6e3 nocnegytoLlero uccnegosaHus (Blood serum derivation without further 320
examinations)**
B3aTne matepuana ans MLP gnarHoCcTku 350
B3aTne kpoBu 6e3 nocnenytowero uccnegosaHus (Blood sampling without further examinations)** 190
B3aTne cockoba BykkasbHOro anutenus y asyx yenosek (Buccal epithelium sampling, 2 persons) 180

B3AaTne LUMTONOrMYeckoro Mmatepmana, matepuana ans MNMUP anarHOCTUKKN, MUKPOBMONOrMYecKmx
uccnepoBaHuii (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3saTtne cnoHbl ana MUP gnarHoctmkm (Saliva sampling for PCR) 50
A11.12.009 B3sTne KPOBU 13 Nepudepuyeckoii BeHbl 200

Mpouepypa B3ATNA GBroMmaTepuana Ha aHTepoburo3s (Biomaterial sampling for the enterobiasis test) 77



B3aTne cockoba GyKKa/lbHOro anuTenus y Tpex Yenosek (Buccal epithelium sampling, 3 persons) 270
B3ATre KanunisipHOWM KpoBY (MMEKTCS OrpaHUYeHuns Mo B3ATUIO KanWIsSPHOW KPOBUY; YTOUHSINTE Y

afMUHUCTpaTopa MeguumnHekoro oguca) (capillary blood sampling) 190

B3aTue cockoba bykkanbHoro anutenus (Buccal epithelium sampling) 90
FEMATUT C

Bupyc renatuta C PHK, reHoTunupoBaHue 6 reHotunos (1a,1b,2,3a,4,5a,6) 2618
MVKpPO6MOLEHO3 YPOreHNTaNIbHOrO TPakTa

YCNOBHO-NATOrE€HHbIE MUKOMNNA3Mbl, MOHUTOPUHT 3((eKTUBHOCTM NeveHuns (Ureaplasma parvum) 396

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

MHBNO®/IOP ? ycnoBHO-NATOreHHbIE MUKONM/Ia3Mbl YenioBeKa (YporeHUTanbHbIA CKPUHWHT) 528

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

NHBO®TOP-KoMMEKCHOE mccnefoBaHne MMKPOQIOpbl YPOreHUTa/IbHOro TpakTa 3058

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepuanbHbIii BarmHo3 (Bacterial Vaginosis, BV) 1694

VccnepgoBaHne 6uoueHo3a yporeHutansHoro tpakta. @emodnop 8. (UROGENITAL TRACT 1628

MICROBIOCENOSIS (PCR Panel Femoflor 8))

BoisiBneHune Bo3byautenein UMMM (4 + KBM): onpegenerne AHK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, AHK yenoseka (ldentification of 1023

Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

Mo6unyHkyc, onpegenernve JHK B cockobe anutenvanbHbIX KNETOK yPOreHUTaIbHOro TpakTa 231

(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YCNOBHO-NATOreHHbIe MUKOMNIa3Mbl, MOHUTOPUHT 3thheKTUBHOCTU neveHusi (Mycoplasma hominis) 396

(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

MH6unognop CKpuH. CKPUHNHIOBOE MCCef0BaHNE MUKPOMIOPbI YPOreHUTANIbHOTO TpakTa 1870

YCNOBHO-NATOrE€HHbIE MUKONMIa3Mbl, MOHUTOPUHT 3ththeKTUBHOCTM NeveHuns (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BobisiBneHune Bo3byautenein UMMM (7 + KBM), cocko6 anuTenmanbHbIX KNeToK ypOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

VccnepgoBaHme 6uoleHo3a yporeHuTansHoro tpakra. ®emodop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MHBNODIOP-3KCIMEPT. PaclumpeHHoe nccnefoBaHe MUKPOMIOPbl ypOreHUTaslbHOro TpakTa. 2200
CKPVIHVHT MUKPOMDOpbI YPOreHUTaNLHOrO TpaKTa. demodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

brognop 1364
MH6rnodnop Makcu 4202

MWKPO3NeMEHTbI B HOTTAX

MbIwwbsK (As) B HOrTax (Arsenic (As), Nails) 1298
CauHel, (Pb) B HorTsix (Lead (Pb), Nails) 1298
CypbMa (Sb) B HorTax (Antimony (Sb), Nails) 1298
Xpom (Cr) B HOrTax (Chromium (Cr), Nails) 1298
0noB.o (Sn) B HorTsx (Tin (Sn), Nails) 1298
P1yTb (HQ) B HOrTax (Mercury (Hg), Nails) 1298
Xene3o (Fe) B HorTAx (Iron (Fe), Nails) 1298
Kagmwii (Cd) B HorTsax (Cadmium (Cd), Nails) 1298
FepmaHuin (Ge) B Hortax (Germanium (Ge), Nails) 1298
MonnégeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1298
®ocdop (P) B Hortsix (Phosphorus (P), Nails) 1298
Mpo6onoaroToska (HOrTN) 748
BaHagwii (V) B HorTsix (Vanadium (V), Nails) 1298
Bucmyt (Bi) B HOrTax (Bismuth (Bi), Nails) 1298
Kanbuwii (Ca) B HorTsax (Calcium (Ca), Nails) 1298
NaHTaH (La) B HOrTax (Lantanum (La), Nails) 1298

Megb (Cu) B HorTsix (Copper (Cu), Nails) 1298



AntoMuHuiA (Al) B HOrTsx (Aluminum (Al), Nails) 1298

305010 (Au) B HOorTax (Gold (Au), Nails) 1298
Fannwnii (Ga) B HorTsx (Gallium (Ga), Nails) 1298
CeneH (Se) B HoOrTsx (Selenium (Se), Nails) 1298
NnTwid (Li) B HOrTaAx (Lithium (Li), Nails) 1298
LIMHK (Zn) B HOrTsiX (Zinc (Zn), Nails) 1298
bop (B) B HOrtsAx (Boron (B), Nails) 1298
Bapwii (Ba) B HOrTsix (Barium (Ba), Nails) 1298
Mog, (1) B HorTax (lodine (1), Nails) 1298
Bepunnuii (Be) B Hortax (Beryllium (Be), Nails) 1298
Kanwii (K) B HOrTsax (Potassium (K), Nails) 1298
Ko6anbT (Co) B HOrTsix (Cobalt (Co), Nails) 1298
Bonbhpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1298
Tannwii (Tl) B HorTax (Thallium (TI), Nails) 1298
KpemHnii (Si) B HorTsx (Silica (Si), Nails) 1298
Hukenb (Ni) B HorTsax (Nickel (Ni), Nails) 1298
Marnwuii (Mg) B HorTsix (Magnesium (Mg), Nails) 1298
CtpoHuuii (Sr) B HOrTax (Strontium (Sr), Nails) 1298
Py6uanii (Rb) B HorTsix (Rubidium (Rb), Nails) 1298
Hatpwii (Na) B HorTsax (Sodium (Na), Nails) 1298
MapraHey, (Mn) B Hortax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HOrTAx (Silver (Ag), Nails) 1298
LinpkoHwia (Zr) B HOrTsix (Zirconium (Zr), Nails) 1298
MnatuHa (Pt) B HorTsix (Platinum (Pt), Nails) 1298

FTOPMOHA/IbHBIE MCCTEOBAHNA
MeTabonnTbl 3CTPOreHOB 1 NPOrecTepoHa, 24-4 moua (Estrogens and progesterone metabolites,

24-h urine) 6710

MenaTtoHuH, nnasma (Melatonin, plasma) 2640

[JernapoannaHapoctepoH (HEKOHBLIOIMPOBaHHbIN) 1474
BMY-nHekumsa, nannniomaBnpycHas HpeKums (BUPYC NanuiniomMbl YeENOBEKA)

Bupyc nanuniiomsl YenoBeKa BbICOKOrO OHKOreHHOro pucka, CKpuUHuHI 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpesgeneHne AHK B cockobe anuTennasnbHbIX KNeTok 385

cnnsuctoli npsmoit knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanunnombl yenoseka, onpegenerHve AHK 4 tunos: 6, 11, 16, 18 + KBM B cockobe
anuTeNnanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Bupyc nanuniomsl YenoBeKka BbICOKOro OHKOreHHOro pucka, reHotunuposadne AHK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKObe anuTenasibHbIX KNeToK

yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nanuniiomsl YenoBeka BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeseneHne AHK B cockobe anuTennasnbHbIX KNeTok 385

yporeHutasibHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanninomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexve AHK 3 Tunos: 6, 11, 44 +
KBM B cocko6e anuTenuanbHbIX KNETOK cnmanctoli npsmoii knwkm (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, onpegeneHve JHK 16 u 18 tTunos +

KBM B cocko6e anuTenmasnbHbIX KNeTOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Bupyc nanninomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexve AHK 3 tmnos: 6, 11, 44 B

cocko6e anuTenuanbHbIX kKnetok potornoTkm (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))



OnddepeHuympoBaHHoe onpegeneHne AHK BMY (Bupyc nanunnomsl Yenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cocKkobe annTeiMasibHbIX KNeToK
yporeHutasibHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nanuniomsl YenoBeka HU3KOro OHKOTEHHOMo pucka, onpegenenue AHK 3 tunos: 6, 11, 44 +
KBM B cocko6e anuTenvanbHbIX KNeToK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuUHuHF 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anuTennanbHbIX KNeTOK
potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68) Screening )*

Bupyc nanunnomsl Yyenoseka, onpegenexHve AHK 21 tnna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cocko6e anuTenvanbHbIX KNeTOK YPOreHUTa/lbHOro Tpakra
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))

Bupyc nanninomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenune AHK B cockobe anuTennanbHbIX KNeTok
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanaos, kaHavpa

990

385

2695

385

KaHgupa, onpegeneHve OHK B BeinoTe (Candida albicans, DNA, Exudate)* 275

Kanangos, tunmposaHue (Candidiasis, Typing) 737

MoceB Ha gpoxokenofobHble rpubsl (pogos Candida, Cryptococcus) ¢ onpefeneHvem
YYyBCTBUTENBHOCTM K aHTUMUKOTUUECKMM npenapatam (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

KaHgnpos, ckpuHuHr (Candidiasis, Screening ) 396
KaHanga, onpegeneHne OHK B cekpeTe npoctarkl, askynate (Candida albicans, DNA, Prostatic Fluid,

Semen)* 275
KaHguaa, onpegeneHve OHK B cockobe anuTenmasnbHbIX KNeTOK CAN3UCTON MPAMOI KULLIKA 275
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
KaHguaa, onpegeneHve OHK B cockobe anuTenvanbHbIX KneTok potornoTkm (Candida albicans, 275
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 572
KaHannos, ckpuvHuHr 1 tunmpoBaHme (Candidiasis, Screening and Typing) 1012
AHTuTeNa Knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 781
Kanguga, onpegeneHvie AHK B moye (Candida albicans, DNA, Urine)* 275
KaHguaa, onpegeneHve OHK B cocko6e anuTenmanbHbIX KneTok koxku (Candida albicans, DNA,

! L 275
Scrape of Skin Epithelial Cells)*
KaHanpaa, onpegeneHne JHK B cocko6e anutenvanbHbIX KNeToK yporeHnTanbHoro Tpakta (Candida 275
albicans, DNA, Scrape of Urogenital Epithelial Cells)*
KaHguaa, onpegeneHve OHK B cntoHe (Candida albicans, DNA, Saliva)* 275

Mwukpo6uronormyeckue uccnefoBaHus: Hecneumpmyeckne BocnanntenbHble 3a601eBaHNS Pa3/INYHbIX TOKaM3aLmii

[ncbakTepros KnwevHrKa (MoanguLMPOBaHHbIA Meton) ¢ Ybd 1837

MoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX MyTe Ha MUKPOQIOpY, onpeaeneHne

YyBCTBUTENBHOCTM K pacLUMpeHHOMY CNeKTPy aHTMMUKPOOHLIX Npenapatos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces oTAeNAemMoro rna3 Ha MMKpPoOMIopy, onpefeneHne YyBcTBUTENBHOCTU K aHTUMUKPOGHbLIM

npenapatam 1 6aktepunodgaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

Moces OTAENAEMOrO a3 Ha MUKPOQIopy, onpeeneHne YyBCTBUTENBHOCTU K PaclUMpeHHOMY

CNeKTpy aHTMMNKPOOGHLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

[MoceB Ha NAaTOrEHHYIO 1 YCIIOBHO-MATOreHHY0 MUKPOMIOPY KULLEYHMKA C ONpejenieHnem

YyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM NpenapataM u 6aktepuodgaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

lMoceB Ha NATOrEHHYIO 1 YCNIOBHO-MATOreHHY0 MUKPOMIOPY KULLEYHNKA C ONpeaeneHnem

YyBCTBUTENBLHOCTM K aHTUMMKPOGHbLIM NpenapartamM (Stool Culture, Pathogenic Intestinal and 1518
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

Moces rpyAHOro MoJiIoKa Ha MUKPOMIOPY, ornpefeneHne 4yBcTBUTENIbHOCTM K aHTUMUKPOGHBLIM

npenapatam 1 6aktepuodgaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 1078
and Bacteriophage Efficiency Testing)*

AncbakTepnos KnweyHnkKa (MoanhrLUMpoBaHHbIA MeTo) 1727



MoceB OTAENAEMOrO YLlel Ha MUKPOIopy, onpeaeneHne HYyBCTBUTEIbHOCTU K pPaclUpeHHOMY
CNEeKTPY aHTUMUKPOOGHLIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Ttesting)*

MoceB OTAENSEMOrO a3 Ha MUKPOMhIOPY, onpejeneHre YyBCTBUTENIbHOCTU K aHTUMUKPOOHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces rpyAHOro MoJsioka Ha MUKPOMIOopPyY, onpeseneHne YyBCTBUTENBHOCTM K paclUMpeHHOMY
CNEeKTPY aHTMMUKPOOGHLIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

MoceB MyHKUMOHHOIO Mateprana Ha MUKPOg/Iopy, onpegeneHre YyBCTBUTENbHOCTA K
aHTUMUKPOGHbLIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

MoceB paHEBOro OTAENAEMOro U TKaHe Ha MUKPOQ/IOpY, OnpeaenieHne YyBCTBUTENbHOCTY K
aHTUMUKPOOGHLIM Npenapatam u 6akteprnodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB xenun Ha MUKPOdIopy, onpegeneHne YyBCTBUTENBHOCTM K aHTUMMKPOOBHbIM Mpenaparam
(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB Ha aHaspOBOHY0 MUKPOMIOPY, ONpeaeneHre YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenaparam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
lMoceB MOKPOTbI M TPAXeO6POHXMaA/bHBIX CMbIBOB HA MUKPOMIOPY, OnpejeneHne
YyBCTBUTENBHOCTU K aHTUMWUKPOOHbLIM NMpenaparam 1 MMKpockonuel maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

MoceB MOUN Ha MUKPOQ/IOPY, ONpefeneHne YyBCTBUTENBHOCTY K aHTUMUKPOOHbLIM Npenaparam v
6aktepunodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

A12.20.001 MuKpoCKonnyeckoe uccnefoBaHne BnarainHbIX Ma3koB

MoceB Ha ypeannasMbl, ONpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHLIM Npenaparam
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyAHOro MoJioka Ha MUKPOMIopy, onpeseneHne YyBCTBUTENIbHOCTM K aHTUMUKPOGHbIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB OTAEN9€MOr0 MOOBbLIX OPraHoOB Ha MUKPOQ/IOPY, ONpeseneHne YyBCTBUTENbHOCTU K
pacLuMpeHHOMY CNeKTpy aHTUMUKPOOGHLIX Npenapatos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHEBOTrO OTAENAEMOrO 1 TKaHek Ha MUKPOg/IopY, OnpeaenieHne YyBCTBUTENbHOCTY K
aHTMMNKPOGHBLIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

lMoceB Ha MUKON/a3Mbl, ONpeaeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM npenapaTtamM
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MUKPOQ/IOPY OTAENSEMOro NONOBLIX OPraHoB, onpeseneHne YyBCTBUTENbHOCTU K
aHTUMUKPOOGHLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB 0TAENAEMOrO YLIed Ha MUKPO(IOpY, ONpeAeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOGHbIM
npenapatam 1 6aktepunodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB MOUM Ha MUKPOMNIOPY, onNpeaeneHre YyBCTBUTENIbHOCTU K PaCLUMPEHHOMY CMEKTPY
aHTUMUKPOOGHbIX nNpenapatos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB OTAENAEMOrO BEPXHUX AbIxaTeNbHbIX MyTe Ha MUKPOQIOpy, onpeaeneHne
YyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM Npenapartam 1 6aktepuodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Moces oTAENAEMOrO YLIeid Ha MUKPOQIOPY, ONpeAeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOGOHBIM
npenapartam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
VccnefoBaHve Ha 6GUOLLEHO3 BNaranuila, onpegeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOOHBLIM 1
aHTVMMKOTMYECKUM NpenapataM (C MMKPOCKOMNWeR HaTMBHOTO npenapara, OKpaLleHHOoro rno
I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

MoceB paHEBOro OTAENAEMOro U TKaHel Ha MUKPOQ/IOpY, onpeenieHne YyBCTBUTENbHOCTY K
pacluMpeHHOMY CnekTpy aHTUMUKPOGHBIX npenapartos (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB enuun Ha MUKPOIOpyY, onpeaeneHne YyBCTBUTEIbHOCTU K PacLUMPEHHOMY CMEKTPY

aHTMMUKPOGHBIX Npenapartos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged

Testing)*
Moces rpygHoro monoka Ha myukpodgnopy (Breast Milk Culture. Bacteria Identification)

MoceB OTAENAEMOrO MOJ/IOBLIX OPraHOB Ha MUKPOQ/IOPY, ONpeeneHne YyBCTBUTENBHOCTU K
aHTUMUKPOOHLIM Npenapartam u bakteproaram (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

ApeHoBupyc (Adenovirus), agnapenHblii CUHAPOM, aHTUreHHbI TecT (Adenovirus. One Step Rapid
Immunochromotographic Assay)
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MoceB MouM Ha MUKPOMIOPY, ONpeeneHNe YyBCTBUTEIbLHOCTU K aHTUMUKPOGHLIM Npenapatam

(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 880
MoceB MOKPOTbI 1 TPaxe06POHXNAIbHBIX CMbIBOB Ha MUKPOQ/IOPY, onpegenexHve

YYBCTBUTENBHOCTU K PACLUIMPEHHOMY CNEeKTPY aHTUMMKPOGHbIX MPenapaTtos 1 MUKPOCKOMWeD 2387
Maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xenukobaktep nunopwu (Helicobacter pylori), aHTureHHblIii TecT (Helicobacter pylori. One Step Rapid 957

Immunochromotographic Assay)

MoceB 0TAENAEMOrO BEPXHUX AbIXaTe/bHbIX MyTeil Ha MUKPOQIopy, onpeaeneHne
YyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM Npenapartam (ogHa nokanmsaums) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB NyHKUNOHHOrO Mateprana Ha MUKpoMIopy, onpeseneHne 4yBCTBUTENIBHOCTM K

pacluMpeHHOMY CNekTpy aHTUMUKPOOGHLIX Npenapartos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

[MoceB Ha NAaTOreHHyo 1 YCIOBHO-NATOreHHY MUKPOQIopy kuweyHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
BuTamMuHbl
ButamuH B6 (nupugokcanbdocdar) 2398
ButamuH Bl (TMamuH) 2398
ButamuH B12 (unaHoko6anamuH, kobanamuH) (Cobalamin) 693
ButamuH E B cbiBOpOTKE (anba-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamuH B5 (MaHTOTEHOBas KUCNOTa) 2398
1,25-gurngpokensutamuH D3 (1,25-dihydroxivitamin D3) 2090
ButamuH B3 (HUKOTMHamMuUA) 2398
ButamuH 25(0H)D2 n 25(0H)D3, pa3gensHoe onpegeneHne (BOXXX - MC/MC) 6006
A09.05.080 d®onmesas kucnota (Folic Acid) 957
ButamuH A B cbiBOpOTKe (petuHon) (Vitamin A, Retinol, Serum) 2398
ButamunH K1 B cbiBOpOTKe ((hnnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
ButamuH B7, H (6noTuH) 2398
AKTMBHbIV BUTamunH B12 (FronotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
beTta-kapoTuH 2398
ButamuH B2 (pubothnaBuH) 2398
ButamuH C (ackop6uHOBas K1cnoTa) 2398
PetnHun nanbmutar 2398
AyTOMMMYHHbIE HEBPO/IOrMYeckme 3abonesaHns
AHTUTEeNa K LGI1 n CASPR2 (KOMMOHEHTbI KOMMJIEKca KanmeBbIX KaHanoB), IgG, cbiIBOPOTKa KPOBU 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)
AHTUHepOHanbHble aHTUTeNa, IgG, meTtoa Henpsamol ummyHogyopecueHuun (Neuronal 3311
antibodies, IgG, Indirect immunofluorescence (IIF))
AHTUTENA K aUueTUIXONMHOBOMY peuenTopy (AXP, AnarHoctmka MmacteHmm), CyMmapHoO 5731
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)
AHTUTENA K peLuientopam HeipoHoB Tnnos NMDA,CASPR, LGI, AMPAL, AMPA2, GABARL knacca 13607
IgG, pasgenbHo, onpegeneHne B CbIBOPOTKe
AHTUTEeNa Knacca IgG k ckeneTHbiM Mbiwyam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, IgG) 1221
AHTuTena k NMDA rnytamatHoMy peuenTopy, IgG, onpefeneHve B nuksope (aHTU-NMDAR 1gG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)
Mwuo3uTt-cneundunyHble aHTUTeNa knacca IgG (nanH-6n0t: Mi-2, Ku, PM-Scl 100/75; Jol PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTUTEeNa Knaccos IgG 1 IgM Kk raHrnnosmngam (nalii-énot: GM1;, GM2-GM3-GM4; GD1a, GD1b,

GD2-GD3, GTla, GT1b, GQ1b, cynbthatugst), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTUTENa K acAHK B cbIBOPOTKE KPOBU, NOATBEPXAAOLLMIA TECT C MCMNOMb30BaHMEM cybcTpaTa

Crithidia luciliae, IgG, meTogom Henpsimoii MMmyHodntoopecueHumm (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

AHTUTENA K MVenuHy 1gG, MeTog, Henpsimon MMyHodgoopecLeHunn (Anti-myelin antibody, 1gG,
IF)

AHTUTENA Knaccos IgA, IgG, IgM K akBanopuHy 4, cyMMapHO (aMarHoCTMKa HelipoonTUKOMUENNTA,
NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

1474



OnuroknoHanbHbIli IgG B MkBOpe (Lepe6pocnuHabHOM XMAKOCTH) U ChIBOPOTKE KPOBY

(Oligoclonal 1gG, Cerebrospinal Fluid (CSF), Serum) 4389
AHTUTENA K M_b_lu.lel-lHq—cne_u,mmmquKoﬁ TMPO3MHKMHAa3e (aHTM-MUuSK) B CbIBOPOTKE KPOBW, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTWTENa K peLentopam HepoHoB TnnoB NMDA,CASPR, LGI, AMPAL, AMPA2, GABARL knacca 13750
IgG, pa3fencHo, onpejeneHne B IMKBOPe

AHTUTENA K L_Gll 7] CASP_RZ (KOMMOHEHTHI KOM/IEKCa Ka/INeBbIX kaHanos), IgG, nMkeop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTeNa K GAD (rnytamataekap6okecunase), IgG, nuksop (Anti-GAD (glutamic acid decarboxylase), 2079

IgG, CSF)

AHTUHeNpOHasnbHble aHTUTena knacca IgG (naH-610T: Hu (ANNA1), Yo-1 (PCAL), CV2, Ma2, Ri
(ANNA2), ammumsnH) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNAL), Yo-1 (PCA1), CV2, Ma2, 5731
Ri (ANNA2), Amphiphysin))

AHTuTeNa knacca IgG NMDA (N-meTtun-D-acnaprar) rnyramaTHOMY peLenTtopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 4389
KOMMOHEHTbLI KoMMieMeHTa

CrcTemMa KOMMNeMEHTa: OLleHKa (PyHKLUMOHabHOM akTuBHOCTM (CH50) (Functionality Test of 1474

Complement (CH50))

MHrnémutop Cl-actepasbl (C1-Esterase Inhibitor, C1-INH) 2156

C4 KomnoHeHT cuctembl komniemeHta (Complement Component C4) 396

C3 KomnoHeHT cucteMbl KomnnemeHTta (Complement Component C3) 396
KpacHyxa

AHTUTENA Knacca IgG K aHTUreHam BUpyca KpacHyxu, BbisiBNIieMble METOLOM UMMYHOB/IOTTUHIA 5621

(Anti-Rubella IgG, Immunoblot )

AHTUTENa Knacca IgM K Bupycy kpacHyxm (Anti-Rubella IgM) 539

AsuaHocTb Anti-Rubella 1gG 1067

OnpegeneHne PHK (Rubella virus, RNA) B cbIBOPOTKe KpOBU 649

AHTUTENa Knacca IgG K Bupycy kpacHyxu (Anti-Rubella IgG) 396
lenatnt B BUpycHasa nHekums (Bupyc renatuta B, Hepatitis B Virus, HBV)

AHTUTENa knaccos IgM u IgG k HB-core aHTureHy Bupyca renartuta B, cymmapHo (Anti-HBc IgM, 517

IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))

HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIV aHTUIEH BMpYyca renatuta B,

«aBCTpa/IMIACKNIA» aHTUreH), KonndecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, 1452

Quantitative)

HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 561

AHTUTENa knacca IgM K HB-core aHTureHy Bupyca renatura B (Anti-HBc IgM Antibodies to Hepatitis 693

B Core Antigen; HBV Core Antibodies IgM)

Bupyc renatuta B, onpegeneHve OHK B cbiBOpOTKe KpoBY, KonnyectBeHHoe (HBV DNA, Serum, 3751

Quantitative)*

Bupyc renatuta B, onpegeneHve OHK B cbiBOpOTKe KpoBY, KayecTBeHHOe (HBV DNA, Serum, 418

Qualitative)*

AHTUTEeNa K HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsAb) 627

AHTUTEeNa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 517

HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbLIV aHTUIEH BMpYca renatunta B, 264

«aBCTPA/IMINCKNIA» aHTUTEH), Ka4ecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
Yrnesogpbl

[ MOKO30-TONEPaHTHbIV TECT C ONpefeneHNeM KO3kl 1 C-nenTuaa B BEHO3HOM KPOBU HaTOLLaK
1 nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 ViccnepoBaHWe YPOBHS NHOKO3bl B KPOBU 143
NaktaT (Lactate) 572
$pykTo3amMuH (Fructosamine) 891
A09.05.083 MNMuknpoBaHHsbIi remornobmH HbA1C (HbAL1C, Glycated Hemoglobin, GHB) 506

I MtoKO30TONIEPaHTHbIV TECT NPU 6epeMeHHOCTY (MepopabHbIA FHKO30TONEPaHTHBIN TecT, T,
OrTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 [NHOKO30-TONIEPAHTHbIV TECT C ONpeAenieHNEM IHOKO3bl B BEHO3HOI KPOBU HaTOLLAK U
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)

990

Cneundguueckme 6enku



A09.05.009 C-peakTnBHbIii 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTUCcTpenTonnsnH-0 (ACJ1-0, ACJTO0) (Antistreptolysin-O, ASO) 374

Anbhba-1-aHTuTpuncuH (A1AT), heHoTunuposaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) 2596

Hatpuitypetnueckoro ropmoHa (B-tuna) N-koHuesoli nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 deppuTunH (Ferritin) 506
Kap6orugpar -aepuuuntHblin TpaHcdheppuH ¢ anekTpogoperpammoit (Carbohydrate-Deficient

2816

Transferrin with results on an electrophoregram (CDT)) 3322
lencuguH 25 (6uoaktnsHbIl) (Hepcidin 25, bioactive) 6567
Mapkep cepfe4Hot HegocTaTouHOCTM ST2 pacTBOpUMbIiA (ST2, sST2, kapanomapkep) (Soluble ST2
(Heart Failure’s biomarker)) 2739
A09.05.008 TpaHctheppuH (CugepodunuH) (Transferrin) 484
Mwuorno6uH (Myoglobin) 572
Anbha-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTUTeNa Knacca lgG K rnasHomy 6§nKy Hapy>KHou|7| Mem6paHbI MOMP 7 AHTVIT_eJ'Ia Knacca IgG 579
Pgp3 (MembpaHoaccoLMMpoBaHHbI NnasmuaHblii 6enok) Chlamydia trachomatis
PesmatongHebiii haktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-I (Troponin-I) 627
BbICOKOUYBCTBUTE/bHLIN C-peakTVBHbI 6eNnok (KapAavo) 594
A09.05.077 Uepynonna3smuH (Ceruloplasmin) 649
FanTorno6uH (Haptoglobin) 638
Anbha-1-aHTuTpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, ALAT, AAT, Concentration) 1386
Kap6orugpar-gehunymnTHblin TpaHcteppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PacTtBOopuMbIe peLenTopbl TpaHcheppuHa (pTOP, Soluble Transferrin Receptor, sTfR) 1870
S03NHOMUNbHBIN KaTMOHHbIA 6enok (Eosinophil Cationic Protein, ECP) 869
Ypeannasmos (ypeansiasmbl)
Ypeannasma (Ureaplasma parvum), onpegenenune AHK B moye (Ureaplasma parvum, DNA, Urine)* 275
Ypeannasma (Ureaplasma parvum), onpegenenuve JHK B cekpete npocrartsl, 3akynsaTte (Ureaplasma 275
parvum, DNA, Prostatic Fluid, Semen)*
AHTUTeNa knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHve OHK B cocko6e
anuTeNnasbHbIX KNeTOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTeNa Knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671
Ypeannasma (Ureaplasma urealyticum + .Ureaplasma parvum), onpegenerHve AHK B CeKpeTe 275
npocrtarbl, askynate (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenexHve OHK B moue

(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)* 275
Ypeannasma (Ureaplasma parvum), onpegenenune AHK B cockobe 3MNUTENMABHBIX KNETOK 275
yporeHutanbHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegeneHne AHK B cekpeTe npocTarhl, 275

aakynate (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHne JHK B cockobe
anuTeNnabHbIX KNEeTOK yporeHmTanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHve AHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnvpatopHO-CcUHUMUTUANbHAA UHGEKLUS (PECNNPATOPHO-CUHLNTUASBHBIV BUPYC)
AHTUTENa Knacca IgG K pecnmpaTopHO-c1HUUTManbHOMY BUpycy (Anti-Respiratory Syncytial Virus
781
(RSV) IgG)
AHTUTENA Knacca IgM K pecnvpaTopHO-CcUHUMTHanbHOMY BUpYcy (Anti-Respiratory Syncytial Virus
781
(RSV) IgM)
O6pas XN13HW 1 reHeTUYeckre hakTopsbl
OnacHoCTb Npu Npreme opasbHbIX KOHTPaLenTnBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
3003
(Genes F2, F5))
OnacHOCTb NpW NpreMe opasibHbIX KOHTPALENTMBOB (reHbl F2, F5) (6e3 onncaHnsa pe3ynbTatos 2695

Bpadom-reHeTnkoMm) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))



HapyleHusa cnepmaToreHesa, 6 mapképos (Mrkpogeneumm nokyca AZF) (6e3 onucaHus
pe3ynbTaTtoB reHeTUKOM)

MogroToBska k onepauum (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes
MTHFR, MTRR, MTR, F2, F5))

MogroToBka k onepayum (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHusi pesynbTatoB
Bpayom-reHeTnkom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898
Description))

3916

8811

OnpegeneHne crneymduyecknx IgG: NuLLEBbIE alfiepreHsl

KpeseTku (F24), annepreH-cneumndunyeckue IgG (Shrimp, IgG, F24) 572

Puc (F9), annepren-cneunduueckme IgG (Rice, IgG, F9) 572

Cmech nNuLEeBbIX annepreHoB 1: anenbcuH, 6aHaH, 1610K0, nepcuk, IgG (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgG)*

Kusn (F84), annepreH-cneuunduyeckue 1gG (Kiwi Fruit, IgG, F84) 572

IpeyHeBas myka (F11), annepreH-cneymdudeckme IgG (Buckwheat, 1gG, F11) 572

Tpecka (F3), annepreH-cneuundmyeckue IgG (Codfish, 1gG, F3) 572

CmMmecb NULLEBbLIX annepreHos 3: CBUMHIHA, KyPUHOE MACO, FOBAANHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpegeneHne crneymuuecknx MMMyHornoobynnHos knacca G (IgG) K nuwieBbIM annepreHam (Basic

Food Profile, IgG) 15840
Kny6Huka (F44), annepreH-cneundudeckue 1gG (Strawberry, 1gG, F44) 572

OscsaHaa myka (F7), annepreH-crieuudguyeckue IgG (Oat, 19G, F7) 572

LLlokonag (F105), annepreH-cneundguyeckue IgG (Chocolate, 1gG, F105) 572

Cmecb nuweBbIx annepreHos (fx21) IgE, ImmunoCAP 1375
MweHnyHas myka (F4), annepreH-cneumdgudeckre IgG (Wheat, 1gG, F4) 572

beTa-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572

KopoBbe Monoko (F2), annepreH-cneunguyeckue 1gG (Milk, IgG, F2) 572

Tomarsbl (F25), annepreH-cneyuguyeckme IgG (Tomato, 1gG, F25) 572

Mpoco (F55), annepren-cneuudumyeckne IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, IgG, F210) 572

bapaHuHa, IgG (Lamb, I1gG, F88) 572

CeuHuHa (F26), annepreH-cneymdmdeckne IgG (Pork, IgG, F26) 572

Nnmon (F208), annepren-cneymdmyeckme IgG (Lemon, IgG, F208) 572

baHaH, IgG (Banana, IgG, F92) 572

AnuHbIin xxenTtok (F75), anneprex-cneundunyeckue IgG (Egg Yolk, 1gG, F75) 572

AvuHbIn 6enok (F1), annepreH-cneyugudeckre IgG (Egg White, 1gG, F1) 572

KypuHoe msaco (F83), annepreH-cneundguyeckue 1gG (Chicken Meat, IgG, F83) 572

KapTtotens (F35), annepreH-cneynguyeckne IgG (Potato, IgG, F35) 572

AnenbcuH, IgG (Orange, IgG, F33) 572

MpendgpyTt (F209), annepren-cneunduyeckue 1gG (Grapefruit, IgG, F209) 572

MaHro (F91), annepreH-cneymnguyeckme IgG (Mango, 1gG, F91) 572

Apaxuc, 1gG (Peanut, IgG, F13) 572

Cmech NuLLEBbIX alnepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1430
TbikBa (F225), annepreH-cneuundgmdeckume IgG (Pumpkin, 1gG, F225) 572

CoeBble 606bI (F14), annepreH-cneundguyeckue IgG (Soybean, IgG, F14) 572

MopkoBs (F31), annepreH-cneyuguyeckme IgG (Carrot, 1gG, F31) 572

rosaguHa (F27), annepren-cneundguyeckune IgG (Beef, IgG, F27) 572

Mekapckue apoxokn (F45), annepreH-cneundguyeckue 1gG (Baker’s Yeast, IgG, F45) 572

Kanycta kouaHHas (F216), annepreH-cneundguyeckue 1gG (Cabbage, IgG, F216) 572

MuBHble gpoxokn (F403), annepreH-cneuuguyeckme IgG (Brewer’s Yeast, 1gG, F403) 572

®yHayk (F17), annepreH-cneunguyeckne 1gG (Hazelnut, 1gG, F17) 572



KaszeuH (F78), annepreH-cneuunguueckne IgG (Casein, IgG, F78)) 572

Mepcuk (F95), annepreH-cneungudeckue IgG (Peach, IgG, FI5) 572

f6noko (F49), annepreH-cneyunguryeckume IgG (Apple, IgG, F49) 572
lepnec-Bupyc 4Yenoseka 6 Tmna

AHTuTeNa Knacca IgG Kk reprnecsupycy yenoseka 6 Tuna (Anti-HHV-6 1gG) 671

lepnecsupyc 6 Tnna, onpegenexHve AHK B cnoHe (HHV-6 DNA, Saliva)* 275
lepnecsupyc 6 TMna, onpegenexHme AHK B cockobe anutenmanbHbIX KNeTOK YPOreHUTabHOro

TpakTta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 6 Tvna, onpegenexHve AHK B cekpete npoctartsl, askynsate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
lepneceupyc 6 Tvna, onpeaeneHne AHK B cockobe anuTennanbHbIX KNeTOK CAM3UCTOM Hoca 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
leprieceupyc 6 TMna, onpegenexHve AHK B moye (HHV-6 DNA, Urine)* 275
l'epnecsupyc 6 Trna, onpegenenne AHK B cnimHHOMO3roBol xuakoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tvna, onpegeneHne AHK B BeinoTte (HHV-6 DNA, Exudate)* 275
lepnecsupyc 6 Tmna, onpegeneHne OHK B BeHo3HOI kpoBu (HHV-6 DNA, Blood)* 418
lepnecsupyc 6 Tvna, onpegeneHve AHK B cockobe anutennanbHbIX KNetok potornotku (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 Tvna, onpegeneHve AHK B cbiBopoTke kposu (HHV-6 DNA, Serum)* 418
XnamuguniiHasa MHGeKLMS, X1aMuanos (XxnaMmmanm)

Xnamngms (Chlamydia pneumoniae), onpegenenne AHK B cntoHe (Chlamydophila pneumoniae,

- 429
DNA, Saliva)*
Xnamngusa (Chlamydia trachomatis), onpegenerve HK B cekpeTe npoctarhl, 3akynate (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia trachomatis (Anti-cHSP60 IgG) 583
AHTuTeNa Knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnamupgus (Chlamydia pneumoniae), onpegenenve OHK B nna3me kposu (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTUTeNa knacca lgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgG ) 561
AHTUTeNa Knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamngusa (Chlamydia trachomatis), onpegeneHvne JHK B cockobe anuTtennabHbIX KNeToK 275
cnmsncToli npamoit knwkn (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamngusa (Chlamydia trachomatis), onpegenerHve JHK B cockobe anuTenmasbHbIX KNeToK 275
yporeHutasnbHoro Tpakra (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gG) 539

Xenukobaktep nunopw, onpegeneHve JHK B 6uontate cAnsncToi xenyaka n/nnm
fBeHaguartunepcTHol kKnwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamngusa (Chlamydia trachomatis), onpegeneHvne JHK B cockobe anuTennasbHbIX KNeToK

KOHBIOHKTMBLI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamupgus (Chlamydia pneumoniae), onpegenenve JHK B mokpoTte (Chlamydophila pneumoniae,
869

DNA, Sputum)*
AHTUTeNa knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamngusa (Chlamydia trachomatis), onpegeneHvne AHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamugumsa (Chlamydia trachomatis), onpegenenne AHK B cnuHHOMO3roBoii xuakocty (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamugmsa (Chlamydia trachomatis), onpegenenne AHK B BeinoTe (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamngms (Chlamydia trachomatis), onpegenexHve JHK B cuHoBUanbHo xuakoctn (Chlamydia

. . . 506
trachomatis, DNA, Synovial Fluid)*
Xnamngmsa (Chlamydia pneumoniae), onpegeneHue AHK B cockobe anutennanbHbIX KNeTok 429
potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamngusa (Chlamydia trachomatis), onpegenerHve JHK B cockobe anuTenmasbHbIX KNeToK 275
potornotkn (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*

Cudmnumc

bnegHas TpenoHema, onpegeneHne AHK B cekpeTe npoctarkl, askynate (Treponema pallidum, DNA, 275

Prostatic Fluid, Semen)*



BnegHas TpenoHema, onpegeneHne JHK B cockobe anuTennanbHbIX KNETOK YPoreHUTaslbHOro
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*

bnegHas TpenoHema, onpegeneHune AHK B mouye (Treponema pallidum, DNA, Urine)*

BnegHas TpenoHema, onpegeneHune AHK B cninHHOMO3roBoli xuakoctu (Treponema pallidum,
DNA, Cerebrospinal Fluid)*

BbnegHas TpenoHema, onpegeneHue AHK B cbiBopoTke KpoBK (Treponema pallidum, DNA, Serum)*

bnegHaa TpenoHema, onpegeneHne AHK B otgensemom (Treponema pallidum, DNA, Secretion)*
AHTUTENa knaccos IgM u IgG Kk Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM,
IgG, Total)

BnegHas TpenoHema, onpegeneHne [HK B cockobe anuTennanbHbIX KNeTok Koxu (Treponema
pallidum, DNA, Scrape of Skin Epithelial Cells)*

BnegHas TpenoHema, onpegeneHne HK B cockobe anuTennanbHbIX KNETOK POTOMIOTKA
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*

AHTUTENa knacca IgG Kk Treponema pallidum, BbisBNsieMble METOLOM UMMYHOOBNOTTUHTA
(Anti-Treponema pallidum IgG, Immunoblot )

BnegHas TpenoHema, onpegenervie IHK B cockobe anuTenunanbHbIX KNETOK KOHbHOHKTUBbI
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*

AHTUTENa knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM )

Cudmnmc RPR — aHTUKapamonuniunHoBblii TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin
Test)

AHTuTeNa knacca IgM k Treponema pallidum, BbisiBNsieMble METO4OM MMMYHOBIOTTUHTA
(Anti-Treponema pallidum IgM, Immunoblot )

OLEeHKa aHPOreHHoro cratyca

A09.05.078 TecTtocTepoH (Testosterone)

[JernpgpoanunaHgpoctepoH-cynbgat (43A-S04, Dehydroepiandrosterone sulfate, DHEA-S)
17-ketoctepongsbl (17-KC) B moue (17-Ketosteroids, Urine)

InobynuH, ceasbiBatoLwmii nonosble ropmoHsl (FCHAI) (Sex Hormone-Binding Globulin, SHBG)
AHppocTeHAnOoH (Androstenedione)

A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP)

A09.05.078.001 CBO60OAHbIN TecTOCTEPOH (Free Testosterone)

AHAPOCTEHANON FNHOKYPOHNS (AHAPOCTaHAmonN raokypoHua) (Androstanediol Glucuronide,
3?-Androstanediol Glucuronid, 3?-diol G)

AunrngpotectoctepoH (A T) (Dihydrotestosterone, DHT)

BroxvMunsa Moum (pa3oBasi IKCKpeLUsl)

Benok, pasosas MopLUms MOU (C KpeaTUHMHOM ¥ pacv4eTOM HOPMasM30BaHHOTO MO KPeaTUHWHY
nokasarens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
MarHuii, pazoBas NopLus MO4YK (C KpeaTUHUHOM M pac4yeToM MarHWiA/KpeaTMHNH OTHOLLEHWS)
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas K1McnoTa, pasosas NOPLUA MOYM, C KDEaTUHUHOM U pacyeToM HOPMa/IM30BaHHOro No
KpeaTUHWHY NoK-/1s

docdop, pazosas NopLms Moun (C KpeaTMHMHOM 1 pacyeToM HOPMaINM30BaHHOTO MO KpeaTyHUHY
nokasarens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio
calculation)

Okcanarbl, pa3osas nopLms Moun (C KpeaTMHUHOM ¥ pacyeToM HOPMa/IM30BaHHOroO No
KpeaTnHWHY nokasarens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio
calculation)

Anb6yMVH, pa3oBas NopLMs MOYY (C KpeaTUHMHOM U pacyeToM aibbyMuH/KpeaTHWH
oTHoweHusa) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation,
UACR)

Kanbuuii, pasoBas nopums Moum (C KpeaTMHMHOM 1 PacqeToOM KasibLii/KpeaTuHUH OTHOLLEeHWS)
(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)

KoHueHTpauus B mode (Urine Creatinine)

OnpegeneHne cneyngunyecknx IgE: annepreHbl XXUBOTHbIX

TapakaH, IgE (Cockroach, IgE, 16)
Cobaka, IgE (Dog Epithelium, IgE, E2)
OsBuga, anutenuii, IgE (Sheep Epithelium, IgE, E81)

BonHucTbI nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78)

275

275

275

407
275

418

275

275

1969

275

891

231

1969

385
385
2013
396
1100
539
957

1155

1430

286

583

308

319

1485

495

220

55

484
484
484
484



CMecb annepreHoB fOMaLLIHWX FPbI3yHOB: 3AMUTENINI MOPCKOV CBUHKW, 3NUTENNIA KPOMKA,
anuTeNnii Xomsika, Kpbica, Mbilb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBMHKa, anutenuii, IgE (Guinea Pig Epithelium, IgE, E6)
Kowwka, IgE (Cat Dander-Epithelium, IgE, E1)
Kypuua, nepo, IgE (Chicken Feathers, IgE, E85)
BNY-nHpekuunsa (BMpyc MMyHoZeduULmMTa YenoBeKa)
AHTUTENna K BUY 1 n 2 n antureH BUY 1 n 2 (HIV Ag/Ab Combo)
BWY-1, onpegenenne PHK B nnasme kposu (HIV RNA, Plasma)*
JlekapcTBEHHbIA MOHUTOPUHT
3Beponumyc (Everolimus)
LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune)
TepudnyHomug, nepnyHomng (metabonut) (Teriflunomide, Leflunomide metabolite)
NeBeTtupauetam (Levetiracetam, Keppra®)
Kap6amasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol)
MwuTtoTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma)

®eHnTonH (AndeHunH, AnnaHTuH) (Phenytoin)

Takponumyc (Agsarpad, MNporpad), Npotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTpnmkunH (Lamotrigine)
Banbnpoeas kucnota (JenakuH, Kousynekc) (Acidum Valproicum, Depakin, Convulexs)
A09.05.035.002 deHobapoutan (JltommHan) (Phenobarbitalum)

FoHopes (TOHOKOKK)
lFoHokoKK, onpegeneHne AHK B cekpete npocTartel, 3skynsaTe (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*
IOHOKOKK, onpegenerHve JHK B cockob6e anutennabHbIX KNETOK CIU3UCTON NPAMOI KULIKK
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
loHOKOKK, onpegeneHve AHK B cnHoBmanbHol xungkoctn (Neisseria gonorrhoeae, DNA, Synovial
Fluid)*
Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve YyBCTBUTENIbHOCTU K
aHTUMUKPOOGHbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)
FOHOKOKK, onpeaeneHne AHK B cockobe anutennanbHbIX KNeTOK KOHbIOHKTMBLI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*
loHOKOKK, onpegeneHve OHK B cockobe anuTennanbHbIX KNeTok potornoTtky (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*
FoHOKOKK, onpegeneHve AHK B modye (Neisseria gonorrhoeae, DNA, Urine)*

IOHOKOKK, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTa/IbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

NakTo6aktepun, naktobaumnsibl

NakTo6akTepun, onpegeneHne AHK B cockobe anuTenuanbHbIX KNETOK YPOreHUTaslbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpnamnos, I'ICEB,CI.OMeM6paHO3HbIl7I KONT

Pa3genbHoe onpeaeneHne TokcnHa A 1 TokcrHa B Clostridium difficile B kane, aHTUreHHbIR TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)

Moces Ha knoctpuamm (Clostridium difficile, nceBgomem6paHo3HbIii konuT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpalumaHue no ManaHvkonay ? Pap-tect

LinTonornyeckoe nccnefoBaHne buomarepuana CoCKO60B BY/bBbl 1 Blarainila, KpoMe LUEnKn
MaTku (okpalumBaHue no ManaHukonay, Pap-TecT)

LinTonornuyeckoe nccnegoBaHne bromarepuana ek MaTkm (OkpalwivsaHve no ManaHvkonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test)

OnpegeneHne cneymmnyecknx IgE: GbITOBbIe aniepreHsbl
JomawHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)

MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)

1045

484
484
484

319
14234

3630
1045
3630
3740
2882
3630
1276

1573

3740
891
2882

275

275

506

990

275

275

275

275

352

1320

1375

1100

1100

484
484
484



Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1) 484

MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 484
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 484
Knewy Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) 484

Cmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, Igg, M2) 484
OnpegeneHne cneymgpmnyecknx IgG: 6bITOBbIE anepreHsbl
Knew, Dermatophagoides farinae (D2), annepreH-cneunguyeckne IgG (Dermatophagoides farinae,

IgG, D2) 572
JomawHas neinb/Greer (H1), annepreH-cneundguyeckue 1gG (House Dust — Greer, 1gG, H1) 572
MneceHb Cladosporium herbarum (M2), annepren-cneyudmyeckme IgG (Cladosporium herbarum, 572

IgG, M2)

Cmech annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG)*

MneceHb Penicillium notatum (M1), annepreH-cneunguyeckue 1gG (Penicillium notatum, IgG, M1) 572
Knewy Dermatophagoides microceras (D3), annepreH-cneungudeckue IgG (Dermatophagoides 572
microceras, IgG, D3)

Knewy Dermatophagoides pteronyssinus (D1), annepren-cneumduyeckne IgG (Dermatophagoides 572
pteronyssinus, 1gG, D1)

MneceHb Alternaria tenuis (M6), annepreH-cneundguyeckue IgG (Alternaria tenuis, IgG, M6) 572

PenpopgyKtnsHoe 340poBbe
HapylueHusa cnepmaroreHesa: paclumpeHHas naHesns (AZF-pervoH) (6e3 onmcaHns pesynstatos
BpayoM-reHeTnkom) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without 10219
Description))
Xouy cTaTb MaMOii: OCNOXXHEHUSA 6epeMeHHOCTM (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)

(6e3 onucaHuAa pe3ynbTatoB BpayoM-reHeTnkom) (Want to Become a Mother: Pregnancy 17270
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
BpoxaeHHas runepnnasust HagnoyeyHUKoB, reH CYP21A2, u.m. (Gene CYP210HB, Freq. Mut.) 10769
CKNIOHHOCTb K TPOM603aM NMpu 6epeMeHHOCTU: MUHUMasbHas NaHesb (reHbl F2, F5) (Thrombotic

. R 3003
Tendency in Pregnancy: Minimum (Genes F2, F5))
leHeTuYeckme hakTopbl My>XCKOro 6ecnnogums (reHbl AR, CFTR; AZF-pernoH) (Genetic Factors of 18062
Male Infertility (Genes AR, CFTR; AZF-Region))
BO3HMKHOBEHWE N30/IMPOBaHHbLIX MOPOKOB pa3BuTuA y nnoga (reHsl MTHFR, MTRR, MTR) (Isolated 5808
Malformations in Fetus (Genes MTHFR, MTRR, MTR))
Xouy cTaTb MaMOii: OCNOXHEHUSA 6epeMeHHOCTM (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 19998
RHD))
MpunBbIYHOE HEBbIHALLNBAHNE GEPEMEHHOCTU, B T. Y. CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCTH:
paclmpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHusa pe3ynbTatos 2898

Bpayom-reHeTnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel

(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpoM6OoTUYeCKNe OCNOXKHEHNS NPU CTUMYNALUN OBYNSUmMK (reHbl F2, F5) (6e3 onucaHus

pe3ynbTatoB Bpadom-reHetnkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))

BO3HMKHOBEHWE U30/IMPOBaHHbIX NOPOKOB pa3BuTKA y nnoga (reHsl MTHFR, MTRR, MTR) (6e3

onuvcaHusa pesynbTatoB BpayoM-reHeTUKomMm) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecTo3bl M (heTonaueHTapHas HegocTatovHOCTh (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpomboTNYECKME OCNOXHEHNS MPU CTUMYNAauun oBynsaumm (reHsl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCT: MUHUMasbHas naHesb (reHbl F2, F5) (6e3 onncaHms
pe3ynbTatoB Bpadyom-reHetnkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

MpuBbLIYHOE HeBbIHALLVBaHWNE 6ePeMEHHOCTH, B T. Y. CK/IOHHOCTb K TPOM603am npu 6epemMeHHOCTH:

paclumpeHHas naHesnb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTo3bl 1 eTonnaleHTapHas HefocTatouHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onvcaHusa pesynbTatoB BpayoM-reHeTnKom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

11671

3003



HacnefcTBeHHbIe Clydan paka MOIOUYHOW Xenesbl u/unu sudHnkos BRCAL, BRCA2, CHEK2, NBS1

(Hereditary Breast and/or Ovarian Cancer ) 10285
OkpatunsaHve no PomaHoOBCKOMY-IMm3e

McecnepoBaHne MoKpoThl (Examination of Sputum) 825

MccnepoBaHue TpaHccyaToB, aKCCyAaToB, cekpeToB (Examination of Transudates, Exudates, 528

Secrets)

VcenefoBaHvs NPOMbIBHbIX BOA, 6poHX0B (VccnegosBaHue cMmbiBOB ¢ 6poHX0B) (Examination of 649

Bronchial Washouts)

ViccnenoBaHve nyHKTaToB KOXu (Examination of Punctates: Skin) 649

VccnepgoBaHme aHAockonmMyeckoro matepuana (Examination of Endoscopic Material) 649

A08.20.004 Lintonormnyeckoe uccnegosaHue acnupara 13 rnosioctTy Matku 660

MccnepgoBaHue aHAOCKONMYECKOro matepuana Ha Hanm4ume Helicobacter pylori (Examination of 781

Endoscopic Material: Presence of Helicobacter pylori)

LinTonornyeckoe nccnefoBaHne marepvana, nofy4eHHOro Npm XMpypruyeckmx BMeLLaTebCTeax 1

Apyrux cpouHbIx nccnegoBaHusx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

YXugkoctHasa yutonorus. Lintonornyeckoe nccnefoBaHve 6uomarepraa LWeikn MaTkm
(okpawwmaHwve no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe mccnefosBaHme anuTenns LWeliku MaTkv ¢ ONncaHnem no TePMUHO/OTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

LinTonornyeckoe mccnefoBaHne cockoba (Maska) CM3ncToi 060104KN NONOCTH HOca (04Ha

nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

1320

ViccnefoBaHuve BbleNEHNI N3 MOTOYHOW Xenesbl (Examination of Breast Discharge) 528
ViccnepoBaHme NyHKTATOB APYTMX OpraHoB M TKaHel (Examination of Punctates: Other Organs and 825
Tissues)
ViccnefoBaHve oTrneyarka ¢ BHyTpuMaTouHoin cnupanm (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
VccnepgoBaHme NyHKTATOB MOIOYHOW »kenesbl (Examination of Punctates: Breast) 649
VccnefoBaHve cOCKOBOB 1 OTNEYATKOB OMyXxoseli 1 onyxonenoaobHbIx o6pasoBaHuii (Examination

. ) : . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
WccnepoBaHne moum (Examination of Urine) 528

LinTonornyeckoe nccnefgoBaHne nyHKTata WUTOBUAHOWM Xenesbl C ONMcaHNeM no
TEPMUHONOrMYeckol knaccugukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

MccnepgoBaHne COCKOOGOB M OTAEYATKOB C NOBEPXHOCTU KOXWN N CNN3UCTbIX (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 429
MccnepoBaHme COCKOOOB LLENKN MaTKM U LiepBUKabHOro KaHana (Examination of Scrapings: Cervix 627
and Cervical Canal )
Kopb
AHTUTENa Knacca IgM k Bupycy kopu (Anti-Measles IgM) 781
AHTUTeNa Knacca IgG K Bmpycy kopu (Anti-Measles 1gG) 880
KneweBoli aHUehanmT, BUPYC KNeLeBoro aHueganmra
AHTUTeNa Knacca IgG K Bupycy knewesoro aHuetanuta (Anti-Tick-borne Encephalitis Virus (TBEV) 528

I9G)

JTabopaTtopHoe uccnegoBaHune Knewa ans sbisieneHmsa PHK/OHK Bo36yanteneii MHGMeKUWA,
nepeaaroLLMXca VKCO40BLIMU Knewamu: K/TELLIEBOW SHLIE®ASINT, BOPPE/IMO3 (BOJE3Hb
NIAMMA), AHAM/IA3MO3, 3P/IXMO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTENa Knacca IgM K Bupycy kneweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 671
HacnepctBeHHble 601e3HN 06MeHa BELLECTB Y HOBOPOXAEHHbLIX/CKPUHUHT «[1aTOUKa»

B3XXX-MC-MC opraHuyeckmx kncnor (cykumHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949
YacTtas mytauus B reHe HADHA (HefoCTaTOUHOCTb A/TMHHOLLENOYEYHOA

3-rugpokcnaumn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511
Dehydrogenase (LCHAD) Deficiency))

CKpPUHUHT HOBOPOXAeHHbIX «[MATOYKA» (Newborn Screening "HEEL")* 5489
OnpegeneHne akTMBHOCTM BUOTUHMAA3bI (HELOCTaTOYHOCTL 6UOTUHMAA3LI) (Biotin-Dependent 5511

Carboxylases Activity (Biotinidase Deficiency))



Yacrtaa myTtaums B reHe GCDH (rnytapoBas aunaypusa tun 1) (GCDH (Glutaryl-CoA Dehydrogenase)
Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHan13 cnekTpa opraHNYecKnx KUCIoT MoYM METOLOM ra3oBOW Xxpomatorpapum ¢
Macc-cnektpometpueli (MX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

5611

YacTnuHbIli aHanm3 reHa ASS (untpynnuHemums) (ASS Gene, Freq. Mut. (Citrullinemia)) 10483
MonHbIli aHanu3 reHa GCDH (rnytaposas auuaypus Tmn 1) (GCDH (Glutaryl-CoA Dehydrogenase) 44440
Gene (Glutaric Aciduria, Type 1))

YacTtas mytauus B reHe ACADM (HefocTaToOUHOCTb CPeAHELLENOYeYHO M AernaporeHasbl XXUPHbIX

kucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))

YacTtble myTaumm B reHe FAH (TuposunHemus tvn 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174
YacTtas mytauus B reHe BTD (HegocTtatouHocTb 6rotnHMaasel) (BTD (Biotinidase Deficiency) Gene, 5511
Freg. Mut.)

MonHbii aHann3 reHa FAH (TnposnHemus tnn 1) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbIli aHann3 reHa OTC (HeOCTaTOYHOCTb OPHUTUMHTPaHcKapb6amunasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
3wepnxmos (K1LwevHas nanoyka, swepuxums, Escherichia coli)

MoceB Ha knLwe4vHyto nasoyky (Escherichia coli O157:H7, awepuxmnos), onpegeneHune

YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam n 6akrepuodaram (Escherichia coli 0157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuLeyHyto nanoyky (Escherichia coli O157:H7, awepuxnos), onpegeneHune

YyBCTBUTENILHOCTM K aHTUMUKPOOHbLIM npenapatam (Escherichia coli O157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

VccnepoBaHme Ha KuLeyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos), gmapenHoiii

CUHAPOM, aHTUreHHsbIN TecT (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic 1023
Assay)

MLp
Bupyc nmmyHogedmumnta Yenoseka tuna 1, kadyectseHHoe onpegeneHve PHK (Human

immunodeficiency virus, quality, RNA) B CbIBOPOTKE KPOBU 27
Mapsosupyc B19, onpegenexHve AHK 363
Pesyc-thaktop nnoga. BeisieneHve reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 6105
mother's blood)

MapsoBupyc B19, onpegeneHve JHK 363
Mapeosupyc B19, onpesenerHne JHK 363

AHTWUTEHHbIE TECThbI
NernoHenna, BbIBNEHWE aHTUreHa B Mo4e, MMMyHoxpomatorpagus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)

PecnupatopHO-CMHUMTUaAbHBIA BUPYC (PC-UHMDEKLMS), BbISBIIEHWNE aHTUTEHa,
nmmyHoxpomarorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

Xnamuanu, BbISIBNEHWE aHTUreHa B Ma3Kax yporeH1TanbHOro TpakTta, MMMyHoxpomarorpagums

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122
FOH_op_eﬂ, BbISB/IEHNE aHTUTEH, nmmyHoxpomatorpadus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)

Kamnunobaktep, guapeiHbili CMHAPOM, BbISIB/IEHWE aHTUreHa B Kasie, UMMyHOXpoMaTorpadms 1144

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)

HOPOBWPYC (Norwalk virus) - anapeiHblin CUHAPOM, BbiiBfIeHWe HOpoBMpYyca reHorpynn | u Il B

kane, ummyHoxpomartorpagus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

MHEBMOKOKK, BbISIBfIEHVE aHTUTEHA B MOYe, MMMyHOXpoMaTorpagums (Streptococcus pneumoniae,

L - : . 1584
One step rapid immunochromotographic assay, antigen, urinae)
SHTEepOBUPYC, BbISIBNIEHNE aHTUTeHa B Kane, MMyHoxpomartorpagus (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)

AyTOMMMYHHbIE 3a60/1eBaHNSA KOXN

AHTUTeNa Knacca lgG K gecmornenny-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2376
AHTuTeNa Knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTUTeNa Knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTUTeNa Knacca IgG k gecmocomam anungepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376

and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTENa K 6a3asibHO MeMbpaHe Koxn, IgG (Basement membrane zone antibodies, IgG) 2222



AHTUTeNa Knacca lgG k gecmornenny-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376

XenvkobakTepHas MH(eKLUUS (XxennkobakTep)

AHTUTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTUTeNa knacca lgG k Helicobacter pylori, BbisiBNseMble METO4OM MMMYHOOGNOTTUHIA
. - . 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTUTena knacca IgA k Helicobacter pylori, BbisBnsemble METOLOM MMMYHOBGNOTTUHIA
i i i 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTUTeNa knacca lgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypeasHblii gbixatenbHblii TecT (??C-YAT, 13C-Urea Breath test, UBT). BbisiBneHue 2398
nHpekunn Helicobacter pylori
AHTUTENa knacca IgM K Helicobacter pylori (Anti-Helicobacter pylori IgM) 770
Ty6epkynes (MMkobakTepun Ty6epkynesa)
Mwukobaktepumn Tybepkynesa, onpegeneHve OHK B mokpoTe (Mycobacterium tuberculosis, DNA, 649
Sputum)*
Mwukobaktepuun Tybepkynesa, onpegeneHve OHK B cMHoBManbHOM xumakoctn (Mycobacterium 506
tuberculosis, DNA, Synovial Fluid)*
Mwukob6akTepun Tyb6epkynesa, onpegenexHne JHK B cnmHHOMO3roBoi xugkoctn (Mycobacterium 275
tuberculosis, DNA, Cerebrospinal Fluid)*
Mukobaktepun Ty6epkynesa, onpegeneHue OHK B Beinote (Mycobacterium tuberculosis, DNA, 275
Exudate)*
Mwukob6aktepumn Tybepkynesa, onpegeneHve OHK B cekpeTe npocTathl, askynsaTe (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTUTENa Knaccos IgM, IgA, 1IgG Kk Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium
) 1793
tuberculosis IgM, IgA, 1gG, Total)
Mwukobaktepuun Tybepkynesa, onpegenerHve AHK B moye (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mwukobaktepumn Ty6epkynesa, onpegeneHne AHK B cbiBopoTke Kposu (Mycobacterium tuberculosis, 429
DNA, Serum)*
Mwukob6aktepumn Tybepkynesa, onpegeneHne HK B MeHcTpyanbHo kposu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KomnneKcHble MIMMYHOIOTUYECKMEe NCCef0BaHNs
Linpkynupytowme nmmyHHble komnnekcesl (LWK) obuyme (Circulating Immune Complexes (CIC) 1188
Total)
daroumTapHas akTMBHOCTb nelikountos (Phagocytic Activity of Leucocytes) 1100
Crnoco6HoCTL MMMMOLMTOB K akTnsaumu (Lymphocyte Activation Ability) 3795
CD4+ T-numdouunTbl, % 1 abcontoTHoe KonmyecTBo (T-xennepsbl, CD4+ T-cells, Percent and 1507
Absolute)
AKTMBMpPOBaHHble numdounTtsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdoumnTbl, % 1 abcontoTHoe KonmyecTBo (CD19+ numdouuntsl, B-cells, Percent and Absolute) 1507
deHoTMNMPOBaHWeE NMMAOLMTOB (OCHOBHbIE cybnonynauuun) — CD3, CD4, CD8, CD19, CD16, CD56 3795
(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
MmmyHorno6bynuHbl G (nogknacesl 1gG1, 1gG2, 1gG3, IgG4) 13761
BeTpsiHas ocna (OnoscbIBatoLLMi nnLLait)
AHTUTENa Knacca IgM K BUpycy BETPSIHOW OCMbl 1 onosiceiBatoLero nuwas (Anti-Varicella-Zoster 858
Virus IgM, Anti-VZV IgM)
Bupyc Varicella-Zoster, onpegenexve AHK B cbiBopoTke Kposu (Varicella ZosterVirus, DNA, serum) 396
AHTUTENA Knacca IgG K BUpYycy BETPSIHOW Ocrbl 1 onosickiBatoLero nuwas (Anti-Varicella-Zoster 781
Virus IgG, Anti-VZV IgG)
Bupyc Varicella-Zoster, onpegenenne OHK B cockobe anuTennanbHbIX KINETOK CIU3NCTOM 396
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)
Bupyc Varicella-Zoster, onpegenerve OHK B cntoHe (VaricellaZosterVirus, DNA, saliva) 396
[n3eHTepusa 6akTepuanbHas, LUMrennes, Wurenbl
lMoceB Ha NAaTOreHHYIO KMLLEYHYIO (Dnopy, onpeaeneHne YyBCTBUTENIBHOCTM K aHTUMUKPOOHbIM
npenapatam 1 6aktepunodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
PMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 484
[MoceB Ha natoreHHyto KuweyHyto gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 858

Identification)
PIMTrA c Shigella sonnei (Shigella sonnei, IHA) 484



[MoceB Ha NaTtoreHHyo KULLIEeYHyo q3f|0py, onpepneneHne 4yBCTBUTENbHOCTA K aHTVIMMKpO6HI>IM

npenapartam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067
Susceptibility Testing)
PIMTrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

VIMMYHOrMCTOXMMUYECKNE NccnefoBaHns

HER2/neu akcnpeccus, HER2-cTatyc, MMMYHOTMCTOXMMUYECKOE nccnefosaHue, UMX (brnomartepuarn,
(hMKCUPOBaHHbI B NapaguHoBom 610ke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npefcraTenbHO Xenesbl — KOMMIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCIEA0BaHMNE C OLLEHKOM

aKcnpeccun: anbha-metnnayunn-KoA-pauemassl (P504S, AMACR), LMTOKepaTUHOB BbICOKOTO

MonekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(34?E12), p63)*

VimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: anarHocTuka MMM onpoandepaTBHbIX

3ab60neBaHwnii (6uomMatepumar, 3aKNKYEHHbIN B napaduHoBbIA 610kK) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccusi, UIMMyHOTMCTOXMMUYECKOE UCCNef0BaHMe: OLEeHKa NpoaudepaTyBHON
aKTMBHOCTM No akcnpeccum Ki-67 (6uomatepuran, PUKCMpoBaHHbI B (hopMasIMHOBOM Gydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, 5599
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VIMMYHOIMCTOXMMUYECKAsA ANarHOCTMKA XPOHUYECKOrO 3HAOMETPUTA — BbISB/IEHNE

nnasmatnyeckmx knetok (CD138) (buomatepuan, hUKCMpoBaHHbI B napaguHoBom 6110ke) (Chronic 5500

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Paraffin Block))

MmmyHoructoxmmmyeckoe (UMX) nccnegosaHue: gUarHoctuka numMgonponugepaTuBHbIX

3ab60neBaHwnii (6uomatepuas, MKCMPOBaHHbLIM B hopmMannHoBoMm bydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeuenTopbl K 3CTPOreHam 1 NporectTepoHy, MMMYHOTMCTOXMMUYECKOE UccnefoBaHve

(6uomartepuan, hukcMpoBaHHbIV B napadrHoBoM 6510ke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMYECKOE MCCNef0BaHNe Mapkepa paHHeli AMarHoCTUKM AUCTNa3nm C BbICOKOM
CTEMNeHbHo pucka o3nokavecTeneHus: p16INK4a (buomartepuman, (pMKCMPOBaHHbIV B MapatHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

MmmyHoructoxmmmyeckoe (UMX) nuccnegosaHune: AUarHOCTMKa rmcToreHesa MetacTtasoB npu
HeyCTaHOB/IEHHOM NEPBUYHOM o4are (CMEKTP MapKepOB A5 BbISBEHUS TKAHEBO
npuHagneXxxHoctn) (bromarepuan, 3akto4YeHHbIN B napagnHoBbIi 6/10K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeuenTopbl K 3CTPOreHam 1 NporectTepoHy, MMMYHOTMCTOXMMUYECKOe uccnefosaHve (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npepfcraTenbHOM yenesbl — KOMMNIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCIEA0BAHME C OLIEHKOM
aKcnpeccuu: anba-metunaunn-KoA-pauemassl (P504S, AMACR), LMTOKepaTUHOB BbICOKOIO
MonekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(34?E12), p63)

VIMMYHOIMCTOXMMUYECKOE UCCNef0BaHNe MapKepa paHHel AMarHoCTUKN AUCTNa3nKM C BbICOKOM
CTEMEeHbIO pucKa 03/10KavecTBneHns: pl6INK4a (briomatepuan, (MKC1pOBaHHbIN B (POPMaTMHOBOM
6ydepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

OnpegeneHne HER2 ctaTtyca onyxonn MeTofoM MMMYHO(lyOpeCcLEHTHON rmbpuansanmm in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE UCCelOBaHNE: OLeHKa NPonngepaTMBHOA
aKTMBHOCTM No akcnpeccum Ki-67 (6uomatepuran, PUKcMpoBaHHbI B napaguHoBom 6110ke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKAs ANAarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISBIEHUE
nnasmatmyecknx knetok (CD138) (buomatepuan, hUKcMpoBaHHbIV B (hopMainHOBOM Gydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOTMCTOXMMUYECKOe nccnegoBaHme, IMX (bnomarepuan
(hMKCUPOBaHHbIN B hopmannHosom bydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

MmmyHoructoxmmmyeckoe (UMX) nuccnegosaHune: AUarHOCTMKa rmcToreHesa MetactasoB npu

HeyCTaHOB/IEHHOM NEPBUYHOM o4are (CMEKTP MapKepoB A5 BbISBEHUS TKAHEBO

NpUHagneXxxHocTn) (bruomartepuan, (MKCUPOBaHHGLIY B hopMaiMHOBOM Bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

4873

27808

7051

4873

32626

5599

5500

OueHKa yHKUNN LLIMTOBUAHOM XXenesbl

A09.05.065 ViccnepoBaHme ypOBHS TMPEOTPONHOro ropmoHa (TTl) B KpoBu 363



A09.05.064 TMPOKCKH 06LWmiA (T4 obwwii, TeTpaliogTMPOHMH 06wwmit) (Total Thyroxine, TT4) 385

A09.05.061 TpuiiogTMPOHMH cBO60AHbIN (T3 cBOBOAHBIN) (Free Triiodthyronine, FT3) 385

AHTUTENA K MMKPOCOMa/IbHOM (hpakuumn TmpeountoB (AT K MUKPOCOMaIbHOMY aHTUTEHY
Tupeouuntos, AT-MAT, AMAT, TMpeonaHble aHTUMUKPOCOMasbHble aHTuTena) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 VccnepoBaHue YpoBHS CBOGOAHOIO TMPOKCMHA (CT4) CbIBOPOTKM KPOBMU 385
AHTUTENA K TUpeonHon nepokcugase (AT-TMNO, MMKpocomasbHble aHTUTeNa) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOADb, Anti-TPO)

A12.06.046.001 AHTuTeNna K peuentopam TTI (AT K penentopam TUPEOTPONHOro ropMoHa B
CbIBOPOTKe KpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRADs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENa K TMpeornobynuHy (AT-TT) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

429

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 484
A09.05.117 TupeornobynuH (Tr) (Thyroglobulin, TG) 693
TNPOKCMHCBA3bIBAIOLLAsA CMOCOOGHOCTL (MOr/IOLLEeHNE TUPEOUHbIX TOPMOHOB; MHAEKC CBA3bIBAHUA
TUPOKCUHA; NHAEKC cBO6OAHOro TMpoKcunHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioagTMPOHKH 06LwKnii (T3 06Lwwmid) (Total Triiodthyronine, TT3) 385
MpoayKTbl An8 cepTUNKATOB
KopoHaBupyc SARS-CoV-2, onpegeneHune PHK B Ma3ke cO CIM3UCTOM HOCOTOTKM U POTOMNOTKN 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOMMYHbIE UCCNEeA0BaHNA MOYBbI
MouBa: kKOMMNEKCHaa arpoxummnyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: kKoMMeKcHas TOKcMKonormyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OLeHKa (hyHKLMY runogumsa
A09.05.066 ComaToTpOnHbI ropMoH (comatoTponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 AgpeHOKOPTUKOTPOMHBIA ropMoH (AKTT, kopTukoTponuH) (Adrenocorticotropic
682
Hormone, ACTH)
ComatomeauH C (MHcynnHonoao6HbIl thaktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 JTtoTenHm3npyoLLmii ropmoH (/1) (Luteinizing Hormone, LH) 385
MakponponaktuH (Macroprolactin)* 1188
A09.05.087 MponaxTuH (Prolactin) 385
A09.05.132 donnmkynoctumynmpytowmii ropmoH (PCr) (Follicle Stimulating Hormone, FSH) 385
AYTOUMMYHHbIE NMOPaXKEHUSA NEYEHN
AHTUTeNa Knacca IgG K acuanornMkonpoTeMHOBOMY peLentopy (aHTU-ASGPR) (Autoantibodies 1705
Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)
AHTUTENa Knaccos IgA, 1gG, IgM K MUTOXOHAPUAM (AHTUMUTOXOHAPWANbHbIE aHTUTeNa, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, IgG, IgM, Total)
MaHenb aHTUTEN Knacca IgG npu ayTOUMMYHHbIX 3a60/1eBaHMAX neyveHn (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), uMmMyHO610T (Autoimmune Disease 3652
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
AHTWTENA K MUKpPOCOMaM MNeyeHu 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, IgG+IgM+ IgA)
AHTuTeNa knaccos IgA, 1gG, IgM K rnagkoi myckynatype, cyMMmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG, IgM, Total)
AyTOVMMYHHbIE 3HAOKPVMHOMATUM: caxapHblid anabeT 1-ro tmna
AHTUTeNa Knacca IgG K nHcynuHy (Insulin Autoantibodies, IAA, IgG) 671
AHTUTEeNa K Tpo3uHdocdaTtase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, I1A-2 Ab,
. . 1705
Tyrosine Phosphatase Antibodies)
AHTUTENA Knacca IgG K 6eTa-kneTkam nogxenyao4vHoii xxenessl (Anti-Islet Cell Antibodies, Islet Cell 1518

Autoantibodies, ICA)

AHTWTENA K aHTUIreHam K/1eTOK NoapKenyno4Hoii xxenesbl GAD/IA-2, cymmapHO (Anti-GAD/IA2

Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

AHTUTeNa Knacca IgG Kk rnytamatgekap6okcmnase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, IgG)

VepcuHum (nepcrHnos, ncesgoTtybepkynes)

1749



MoceB kana Ha nepcuHum (Yersinia enterocolitica, epcnHMO3, onpeaeneHne YyBCTBUTENLHOCTM K
aHTUMUKPOOHBIM npenapartam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PIMTrA c Yersinia enterocolitica cepotrna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTUTENa Knacca IgG K aHTUreHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgG) 539
AHTUTeNa Knacca IgA K aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PIMrA c Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3, IHA) 484
PMTA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cuctema cBepTbiBaHNA KPOBU

PaclumpeHHoe nccnefoBaHne reHoB cucTembl remoctasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

TpombouuTapHbIin peuentop grbpuHoreHa (reH ITGB3) (6e3 onucaHnsa pesynbTaTtoB

Bpadom-reHeTnkom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description)) 1386
Tpom603bl: paclumpeHHaa naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onncaHuns pesynbTaTtoB

Bpayvom-reHeTnkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

Ineparperaums TpoM60oLUMTOB, NonnmMopdnam reHa ITGA2 ¢. 759 C>T Hyperaggregation of 3036
platelets, gene polymorphism ITGA2 ¢.759 C>T

TpomM603bl: COKpaLLeHHast naHenb (reHbl F2, F5) (6e3 onucaHus pesynbTaToB BpauoOM-reHeTMKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

rmnepromouucterHemust (reHsl MTHFR, MTRR, MTR) (6e3 onvcaHnsa pe3ynbTatoB 5203

Bpayom-reHetnkom) (Hypernomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

lvneparperayumsa TPOMO0LMTOB, NOANMOPGN3M reHa ITGA2 ¢.759 C>T (6e3 onucaHna pesynbTaToB

BpayoM-reHeTnKomM) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

Tpom603bl: coKpallleHHas naHesb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
rmnepromouucterHemust (reHsl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5808
MTRR, MTR))
TpomM603bl: paclumpeHHas naHens (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe nccnefoBaHne reHoB cucTeMbl remoctasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus pe3ynbTatoB BpadoMm-reHeTnkom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Jlnctepunos, nuctepnun
JNnctepun, onpegenenne JHK B cMHHOMO3roBoOW xunakoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
Nuctepun, onpegenedne JHK B moue (Listeria monocytogenes, DNA, Urine)* 253
Nuctepun, onpegenerne JHK B cockobe anuTenmanbHbIX KNETOK CAN3NCTOM Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

MoceB Ha nucTepum (Listeria monocytogenes) ¢ onpegeneHnemM YyBCTBUTENIbHOCTY K
aHTUMUKPOOGHBLIM Npenapatam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenenne JHK B nna3me kposwu (Listeria monocytogenes, DNA, Plasma)* 231
Nnctepun, onpegenenne JHK B cockobe anuTennanbHbIX KNETOK poTornoTku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
Nuctepun, onpepenenve AHK B cnHoBManbHOM xmakocTu (Listeria monocytogenes, DNA, Synovial 506
Fluid)*

OnpegpeneHve cneuunduyecknx IgE: annepreHbl NblibLbl PACTEHWI
CmMecb annepreHoB TpaBbl: KOIOCOK AYLUWCTbIN, POXb MHOTO/ETHAS, TUMO(EEBKA, POXb
KyNbTMBMPOBaHHas, 6yxapHuK wepctuctoli, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tononb, IgE (Cottonwood, IgE, T14) 484
MonbIHb ropekas, IgE (Wormwood, IgE, W5) 484
TumodpeeBka, nbinbua, IgE (Timothy Grass, IgE, G6) 484

CmMecb annepreHoB COpPHOW TpaBbl: aMBp03ns MOJLIHHOANCTHAS, MOJbIHb 0GLIKHOBEHHaS,
NoAOPOXHMK, Mapb 6enas, yepTononox pycckuid, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bbepesa, nbinbug, IgE (Birch, IgE, T3) 484

MonblHb 06bIKHOBEHHas, NbinbLa, IgE (Mugwort, IgE, W6) 484



Cmech annepreHoB flepeBbeB: 0/1bXa, NeLnHa 06bIKHOBEHHas, UBa, 6epesa, ay6, IgE (TP9 (T2, T4,
T12, 73, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

CmMecb annepreHoB TpaBbl: exka cbopHasl, OBCAHHMLA TyroBasi, POXXb MHOTONETHSS, TUMOMEEBKA,
MSATIMK NyroBoi, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

1045

Mapkepbl MeTaboM3Ma KOCTHOW TKaHM

25-OH ButamuH D 06wwmii (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
JesokcunupuguHonud (ANKA) B moye (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbuuH (KoctHblli Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737

N-TepMUHanbHbI NponenTua npokonnareHa 1 o6wmii (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-KOHLeBble TenonenTnabl KonnareHa | tuna (6eta-CrossLaps, C-tepMmuHanbHebiii Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1496

OnuromepHbIi MaTpUKCHBIA 6enok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695

CTpenToKOKKOBasA NHGeKL s (CTPenTOKOKKN rpynn A u B)

MoceB Ha 6eTa-reMonMTUYECKNiA CTPENTOKOKK rpynmbl B (Streptococcus group B, Streptococcus
agalactiae), onpeaeneHune 4yBCTBUTENLHOCTM K aHTUMUKPOGHbLIM Npenapartam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha 6eTa-reMoMTUYECKNiA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 759
CTpenToKOKK rpynns! B, _aHTl/lreHan?l TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)

CTpenTOKOKK rpynnbl A, aHTUIeHHbI TecT (0TAenseMoe poTornoTtku) (Streptococcus Group A. One 057

Step Rapid Immunochromotographic Assay)

MoceB Ha GeTa-reMoIMTUYECKNIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus
pyogenes), onpegeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM npenapatam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CtpenTokokk, onpegenenne JHK B cntoHe (Streptococcus spp., DNA, Saliva)* 429
MoceB Ha 6eTa-remonnTUYECKMIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus 682
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CtpenTokokk, onpegeneHne AHK B nnasme kposwu (Streptococcus spp., DNA, Plasma)* 649
CrtpenTtokokk, onpegeneHue JHK B cockobe anutenmanbHbIX KNeTok poTornoTku (Streptococcus 429
spp., DNA, Scrape of Faucial Epithelial Cells)*
CtpenToKoKK, onpegeneHne AHK B mokpoTe (Streptococcus spp., DNA, Sputum)* 869
BroreHHble amuHbI
A09.28.034.001 MeTaHe(hp1HbI (hpakLMOHMPOBaHHbIe (CBOGOAHbLIE Y KOHBIOTUPOBAaHHbIE), 2486
24-yacoas mova (Metanephrines fractionated, free and conjugated , 24-h urine)
MeTabonuTbl KaTexonaMMHOB U CEPOTOHMHA, CYyTOYHaa MoYa: BaHUAWIMUHAanesas kucnora (BMK),
romoBaHunnHoBas kucnota (MBK), 5-rugpokcunHaonykcycHas kucnota (5-F'MyK)(Catecholamines 2486
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepOoTOHVH B CbIBOPOTKE KpoBWU (Serotonin, Serum) 2299
KatexonamuHbl (agpeHanuH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KarexonamuHbl (agpeHanuH, HopagpeHanuH, fodamnH) B nnasme Kposu — KATEM/T 2299
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
fmcTamuH B Nnasme Kposu (Histamine, Plasma) 2662
MeTaHedprHbI (PaKLMOHNPOBaHHbIE, pa3oBas Moya (CBOOOHbIE + KOHBIOTMPOBAaHHbIE) 2013
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHsbl (agpeHanuH, HopagpeHanvH, fothamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OonucTopxo3 (kowaybs AByycTka, Opisthorchis felineus)
AHTUTeNa Knacca IgG K aHTUreHam onucropxuca (Anti-Opisthorchis felineus 1gG) 869
Nam6n1o3,namo6nmm
Nambnun (Giardia liamblia), aynapeliHblii cMHAPOM, aHTUreHHBIN TecT (Giardia liamblia. One Step 057
Rapid Immunochromotographic Assay)
AHTUTENA Knaccos IgM, 1gG, IgA K aHTUreHam nsm6aumii, cymmapHo (Anti-Giardia lamblia IgM, IgG, 627
IgA, Total)
Broxmmmns moum (CyTOUHaa aKCKpeLms)
A09.28.027 AMMnasa B MO4e CyTOUHOW UN NOPLMOHHOM 3a u3MepeHHoe BpeMs (Anbda-ammnnasa, 253

Anactasa moun) (Amylase, 24-Hour or Timed Urine)



Kanbymii (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 220

Kanwii (K), Hatpuii (Na), cytouHas mouya (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpo6a Pebepra (KnupeHc 3HAOreHHOrO KpeaTMHUHA, CKOPOCTb K/TyGOUKOBOW (hribTpauun) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 Intoko3a, cytouHas moya (Glucose, 24-Hour urine) 165
A09.28.009 MoueBuHa, cyTouHasa moya (Urea, 24-Hour urine) 165
A09.28.010 MoueBas kucnorta, cytodHas moda (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wumin 6enok, cytouHass moya (Protein Total, 24-Hour urine) 143
MarHuii, cyTouHas moua (cyTouHast akckpeuus), (Magnesium, 24 h urine excretion) 330
MeTaHedprHbI (HPaKLMOHNPOBaHHbIE CBOOOHbIE, CYTOUHAsA MOYa 2079
Okcanartbl, cyTouHass moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 AnbbymuH, cyTouHas moya (Albumin, 24-Hour urine) 352
A09.28.006 KpeaTtnHuH, cytouHast Mmoya (Creatinine, 24-Hour urine) 165
docop (P), cytouHass moua (Phosphorus (P), 24-Hour urine) 220
VIMMyHOrno6ynnHbl 06Lume
A09.05.054.002 MimmyHorno6ynuHel knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 VimmyHOrnobynuHel knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 immyHornobynuHel knacca G (Immunoglobulin G, IgG) 275
A09.05.054.001 immyHorno6ynuHbl knacca E (06wwmii IgE, MmyHOrno6ynmnH E o6Lymii) 429
(Immunoglobulin E Total, IgE Total)
Backynutbl 1 MopaXKeHusi Mo4YeK
AHTUTeNa Knacca IgG K 6a3anbHON MmembpaHe Knyb6oukoB noyek (aHTM-b6MK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AHTUTENA Knacca IgG Kk untonnasme Hetpodmnos (AHUA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, IgG)
AHTUTeNa Knacca IgG K npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AHTUTENa Knaccos IgG, IgA, IgM K peuentopy ocgonunasbl A2 (PLA2R), cymmapHO 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA, IgM, Total)
MaHenb aHTUTEN K aHTUTeHaM aHTUHERTPOMUILHBIX aHTUTEN (NaHenb aHTureHos AHLIA), 19G 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG, Panel)
AHTUTeNa Knacca IgG k C1q aktopy komnnemeHta (Anti-Complement 1q Antibodies, Anti-C1q, 1232
I9G)
AHTUTENa Knaccos IgG, IgA, IgM K kneTkam cocyguctoro sHgotenuns (HUVEC), cymmapHO 1705
(Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total)
AHTuTeNa Knacca IgG k muenonepokcugase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1232
OPYTVIE MHOEKLIMIN
AHTUTENa K Bupycy nonvomunenuta 1-ro un 3-ro Tmnos (Anti-Poliovirus serotypes 1, 3, IgG) 1595

AHTWTENA K reModnbHOM nanouyke tmna b, IgG (AHTTena knacca IgG K
nonvpunbosunpuéutondgocdary) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tTuna b 1991
(HiB), anti-PRP Haemophilus influenzae b IgG)

Boppennos (6onesHb Jlaiima)

AHTuTeNna Knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG) 627
Boppenuu, onpegenerne JHK B cnmHHOMO3roBow »kuakoctu (Borrelia burgdorferi, DNA,

Cerebrospinal Fluid)* 506
Boppenuu, onpegenexne AHK B cHoBUanbHOM uakocTu (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*

AHTUTeNa Knacca IgM k Borrelia burgdorferi, BbisiBnsiemble metofom BectepH-6nota (Anti-Borrelia 1980

burgdorferi IgM, Western Blot (WB))
AHTuTeNa knacca IgG k Borrelia burgdorferi, BbiiBnsieMble METO40M MMMYHO6/10TTUHTA 2999
(Anti-Borrelia burgdorferi IgG, Immunoblot )

AHTUTeNa Knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627
McuxoakTMBHbIE BELLECTBA B MOYE

Bap6uTypaTtbl B Mo4ye (Barbiturates, Urine)* 1232



HapKOTMKM 1 NCUXOTPOIMHbIE BeLLEeCTBa ? CKPUHMHT (KOMMJIEKCHbIM aHa/IM3 MOYM Ha onuaThl,
amdeTaMunH, MeTaMeTamMnH, KOKanH, KaHHabuHouapl 1 ux metabonutel) (Drugs and Psychotropic

Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids, 3410
Cannabinoid Metabolites, Urine)
KaHHabuHongpl (MapuxyaHa) B Mode (Cannabinoids (Marijuana), Urine)* 1232
JraHon (ankoronb) B Mmove (Ethanol (Alcohol) Urine)* 1232
«BpeaHble NPUBbLIYKL» (AHAIN3 MOUYM HA HUKOTUH, MCUXOTPOMHbIE N HAPKOTUYECKUE BeLLeCTBa,
NCUX0aKTMBHbIE NNeKapCTBEHHbIE NpenapaTbl (HUKOTUH; MCUXOTPOIHbIE N HAPKOTUYECKME BELLLECTBa,
. L . 3608
NcuxoakTMBHbIE NekapcTBeHHble Npenaparbl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants
and Psychotropic Substances, Urine)*
Onunatbl (MopturH/reponH) B mode (Opiates (Morphine/Heroin), Urine)* 1232
anwreiHa-bapp BMpycHas nHgekumsa (BMpyc dnwreliHa-bapp)
Bupyc SnwreiiHa-bapp, onpegenerHve OHK B BbinoTte (EBV DNA, Exudate)* 275
Bupyc dnwreiiHa-bapp, onpegenerve AHK B cnuHHOMO3roBoii >kmakocTy (EBV DNA, Cerebrospinal 275
Fluid)*
AHTMTeNa knacca IgG K KancMaHoMy aHTUreHy Bupyca dnwTteiiHa-bapp (Anti-EBV Viral Capsid
. 759
Antigens (VCA) IgG )
AHTUTENa Knacca IgG K paHHeMy aHTUreHy Bupyca dnwreliHa-bapp (Anti-EBV Early Antigen (EA) 627
I9G)
AHTUTENA Knacca IgG K agepHOMY aHTUreHy Bupyca dnwteiHa-bapp (Anti-EBV Nuclear Antigen
528
(EBNA) IgG )
Bupyc SnwreliHa-bapp, onpegenerve JHK B BeHO3HOM Kposu (EBV DNA, Blood)* 418
Bupyc OnwreiiHa-bapp, onpeaeneHne AHK B cntoHe (EBV DNA, Saliva)* 275
Bupyc SnwreiHa-bapp, onpegeneHne OHK B cekpeTe npocTathl, 3skynsATe (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc SnwreliHa-bapp, onpegenerHve OHK B cockobe anutenuanbHbIX KNETOK CN3UCTON Hoca 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc dnwreliHa-bapp, onpeaenerne AHK B cockobe anutenuanbHbIX KNETOK YPOreHUTaIbHOro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENA Knacca IgM K KancugHoMy aHTUreHy Bupyca dnwreliHa-bapp (Anti-EBV Viral Capsid
h 528
Antigens (VCA) IgM )
Bupyc nwreiHa-bapp, onpeaeneHne AHK B cockobe anutennanbHbIX KNeToK poTornotku (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc SnwreliHa-bapp, konnuectBeHHoe onpegeneHne OHK B cbiBopoTke Kposu (EBV DNA, 407
Serum)*
Bupyc SnwreliHa-bapp, onpegenernne AHK B moue (EBV DNA, Urine)* 275
Bupyc SnwreiHa-bapp, kauecTBeHHOe onpegeneHune OHK B cbiBopoTke KpoBu (EBV DNA, Serum)* 418
OnpegeneHve cneuunduyeckrx IgE: KOMMIEKCHbIE annepronaHenu
MaHenb pa3Hble annepreHol 2 2024
MaHenb negnatpuyeckasn, IgE (Pediatric Panel, IgE) 4037
MaHesnb pa3Hble anneprexsl 1 2024
MaHenb pecnupaTtopHble annepreHsl, IgE (Respiratory Panel, IgE) 4037
MaHenb pasHble annepreHsl, IgE (Panel Different Allergens, IgE) 4037
Anneprouvn ImmunoCAP ISAC, 112 anneprokomMnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030
allergic components)
Anneprounn ALEX2, 300 anneprokoOMMnOHEHTOB 1 06wwuii IgE 29689
HapyweHuna obmeHa BeluecTs
O6MeH honmeBoii kucnoTsl (reHbl MTHFR, MTRR, MTR) (6e3 onvcaHns pe3ynbTatoB 5203
BpayoM-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: peyenTtop ButamuHa D (reH VDR) (6e3 onvcaHus pe3ynbTatoB BPavyoOM-reHeTUKOM) 1386
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))
NakTasHasa HegocTaTouHOCTL (reH MCM6) (Adult Lactase Deficiency (Gene MCMG6) 1441
HacnefcteeHHbIli remoxpomartos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 2860
OcTteonopos: peyentop ButammHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1529

VDR))
CuHgpom Xunbbepa (reH UGT1AL) (Gilbert's Syndrome (Gene UGT1A1)) 4994

OcTteonopos: cokpatleHHasa naHesb (reHbl CALCR, COL1AL) (6e3 onvcaHusi pe3ynbTaTos

Bpayom-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description)) 3993



O6meH onunesoli kucnoTsl (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,

MTRR, MTR)) 5808
OcTteonopo3s: cokpalleHHas naHenb (reHbl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes 4455
CALCR, COL1A1))

OcTteonopos: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (6e3 onucaHusi pesynbTaTtoB 5203

BpayoM-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))

HacnefctBeHHas NpeapacnonoXXeHHOCTb K caxapHoOMy AnabeTy 1-ro Tmna no Tpem fiokycam reHoB

cuctembl HLA 1l knacca (reHsl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 6864
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

Octeonopo3s: nonHas naHesnb (reHsl CALCR, COL1A1L, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDRY))

Ycnyru Bpava-reHeTmka

5808

OnucaHune pe3ynbTaToB reHeTUYECKOro TecTa 2 Kateropun cnoxxHoct (NeNe 118IM1/63, 121IM/B3,

123IM/B3, 131rM/63, 141IM/B3, 115I/B63, 1241 T1/B3, 154 T1/63) (Genetic Test Results: Description 1155
of the 2-nd Category Complexity)

OnucaHue pe3ynbTaTtoB reHeTuyeckoro Tecta 1 kateropum cnoxxHoct (NeNe 720163, 761163,
7014B3, 125IT1/B3, 720763) (Genetic Test Results: Description of the 1-st Category Complexity)
OnuncaHue pesynbTaToB reHeTUYecKoro tecta 3 kareropum cnoxxHocty (NeNe 122I1/63, 129IM/B3,
120rn/e3, 137rr/63, 138IM/63, 153rT1/63, 110IM/63, 114T1/B3, 140IT1/B3, 766163, 725853, 2310
134rn/B3, 135IM/B3, 136IT1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnucaHue pe3ynbTaToB reHeTUYecKoro Tecta 4 kateropun cnoxxHoct (NeNe 1441T1/63, 143IM/B3,

583

139rM/B3, 145IM1/B3, 108IT1/B3, 19IT/B3) (Genetic Test Results: Description of the 4-th Category 5203
Complexity)
WNHTepthepoHOBSIli cTaTyc (4 nokasatesnsi) ¢ onpefenieHNEM YyBCTBUTENILHOCTU K UMMYHOMOZYySTopam

M3onpuHo3uH (Isoprinosine) 539
MmmyHoMakce (Immunomax) 539
MmmyHan (Immunal) 539
TumoreH (Thymogen) 539
MaHasup (Panavir) 539
TakTnsuH (Tactivinum) 539
VimyHoaH (Imunofan) 539
MonnokcugoHuii (Polyoxidonium) 539
lanasur (Galavit) 539
MmyHopuke (Imunorix) 539
Nukonung (Licopid) 539

Tokconna3mos (Tokcornnasma)

AHTUTENa knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 396
AHTUTENa knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 539
Tokconnasma, onpegfeneHve OHK B cbiBopoTke Kposu (Toxoplasma gondii, DNA, Serum)* 418
TOKCOI‘II‘Ia:s‘.MB., onpegenexve [OHK B cnuHHOMO3roBow »umakocth (Toxoplasma gondii, DNA, 275
Cerebrospinal Fluid)*

AsungHocTb Anti-Toxopl gondii IgG 1045
Tokconnasma, onpegeneHve AHK B Bbinote (Toxoplasma gondii, DNA, Exudate)* 275

CoCKO6 anuTeNnanbHbIX KNETOK POTOINOTKM
MHeBMOKOKK, onpegeneHue [HK B cocko6e anuTenmabHbIX KNeTok poTornoTku (Streptococcus 495

pneumoniae)
MapakokntoLw

MoceB oTAeNsieMoro poToraoTku Ha 6opaetennsl (Bordetella pertussis/parapertussis,
kokntow/napakokniow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria 1584
Identification)

3CTPOreHb! U MPOreCTUHbI
Actpagmon (32) (Estradiol, E2) 385
MporectepoH (Progesterone) 385
OLeHKa (hyHKLMM KOpbl HAANOYEYHUKOB

A09.05.135 KopTtuson (TmgpokopTnsoH) (Cortisol, Hydrocortisone) 385



A09.28.035 CBOGOAHbIV KOPTU30/, cyToUuHasi mModa (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbgocTtepoH (Aldosterone)
A09.05.121 PeHuH (PeHUH nna3mMbl KpoBK, Npsimoe onpegeneHue) (Direct Renin, Plasma)
KopTtuson, cntoHa (Cortisol, Saliva)
OueHKa (yHKLMM NoYeK
A09.05.230 LiuctatuH C (Cystatin C)
A09.05.017 NccnepoBaHne YpOBHA MOYEBUHbLI B KPOBU
A09.05.018 MoueBas kucnota (Uric Acid)
A09.05.020 VccnepoBaHne YPOBHSA KpeaTMHMHA B KPOBU
Apyrne
MuX-nccnepgosarne pl6INK4a un Ki-67
MnaueHTapHsbIi haktop pocTa (PLGF)
HecTepongHble perynsitopHble (hakTopbl MOJIOBbIX XKenes

MHrméwmH B (Inhibin B)

AHTMMIONNEPOB ropMoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnyeckuii 6eta-1-rnukonpoteunH (TBl) (Trophoblastic beta-1-Globulin, TBG)
AHTUOCHOAMNNAHBIA CUHAPOM
AHTuTeNa Knacca IgG k aHHekcnHy V (Annexin V Antibodies, aAnV, 1gG)

AHTUTeNa Knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTUTEeNa Knaccos IgG, IgA, IgM k 6eTa-2-raMkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTuTEna knaccos IgM u IgG k octhonnnmaam (Anti-Phospholipid Antibodies, APA, IgM, IgG)

AHTUTENA K 6eTa2rnnkonpoTtenHy IgA

AHTUTENa Knaccos IgG 1 IgM K ocgatngnncepmH-npoTPoMOGMHOBOMY KOMIMIEKCY, CYMMapHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM, Total)

AHTUTeNa Knaccos IgA, IgM, IgG K kapanonununny, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, 1gG,
aCL, Screening)

AHTUTENa knaccos IgG 1 IgM Kk octatnguncepmHy (Anti-Phosphatidylserine, 1gG, IgM)

AHTWTeNa K 6eTa2rnmkonpoTtenHy IgM

MaHenb aHTUdOochoNMNUAHbIX aHTuTen, IgG, IgM MeToaoM AOT-MMMYHOAHaIM3, KAaYeCTBEHHBIN TecT
B cbiBOPOTKe Kposwu (Anti-Phospholipid Antibodies Panel)

AHTUTENa Knacca IgA K kapgnonunuHy (Anticardiolipin IgA, aCL IgA)

AHTUTENA K 6eTa2rnnkonpoTtenHy IgG

AHTUTeNa Knacca IgG k kapamonununy (Anticardiolipin IgG, aCL 1gG)

AHTUTeNa Knacca IgM K kapamnonununny (Anticardiolipin IgM, aCL IgM)
Nvinngpl, NMNONPOTENHBI, aNOANMNOMNPOTEVHBI

XenuHble kucnotbl (Bile Acids)

AnonunonpotenH Al (AnonpoTtenH Al, ano Al) (Apolipoprotein Al, Apo Al)

XonectepuH-/INOHM (XonectepyH IMNONPOTEMHOB O4YeHb HU3KOW naoTHOcTK, JINTOHI, VLDL
Cholesterol)

AnonunonpoTtenH B (AnonpoTtenH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpurnnuepugpl (Tr) (Triglycerides)

A09.05.004 ViccnepoBaHMe YPOBHS X0necTeprHa IMNONPOTENHOB BbICOKOM NAIOTHOCTA B KPOBU
NnnonportewnH (a), /M (a) (Lipoprotein (a), Lp (a))

A09.05.028 ViccnepoBaHme YPOBHS X0necTeprHa IMNONPOTENHOB HU3KOM NIOTHOCTU B KPOBU
A09.05.026 XonectepuH o6wmin (XonectepuH) (Cholesterol Total)

XonectepuH JIMHM (npamoi metoa) Cholesterol LDL (direct)

NHTephepoHOBLIN cTaTyc (4 Nokasatens) ¢ onpeAeseHNeM HyBCTBUTENLHOCTU K MHAYKTOPaM UHTephepoHa

759

858
913
616

748
165
165
165

6050
3960

1232

1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199
902
1188

2651
572

407

429
209
220
869
165
209
253



Heosup (Neovir) 539

AMUKCHH (Amixin) 539
LinknodepoH (Cycloferonum) 539
Karouen (Kagocel) 539

MOHWTOPUHT GePeMEHHOCTH, GUOXMMUYECKME MapKepbl COCTOSHNSA naoga
AccoummpoBaHHbIl ¢ 6epeMeHHOCTLIO NpoTenH-A nna3msl (Pregnancy-Associated Plasma

Protein-A, PAPP-A) 693
A09.05.090 XoproHUYecKnii roHaoTPONUH Yenoseka (XY, 6eta-Xry, ?-Xr4) (Human Chorionic

) 385
Gonadotropin, HCG)
CB060HbIN ?-X'Y (cBOBOAHAs ?-Cyb6beanHMLA XOPUOHMYECKOTO rOHaA0TPONMHA YenoBeka) (Free

C . 539
Human Chorionic Gonadotropin, Free HCG)
PRISCA2 pacuet 99
PactBopumas fms-nogo6Hast TMPO3nHKMHa3a-1 (sFt-1) 3377
CB0o60HbIN acTpuon (Estriol Free, E3) 484
PRISCAL pacuer 132
MnaueHTapHbIli nakToreH (XopuoHnyveckunii comatomammoTtponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693
Somatomammotropin, hCS)

OG6LLEKNNHUYECKNE UCCNeJOBaHNSA KPOBU

CO3 (ckopocTb ocepaHus aputpountos) (Erythrocyte Sedimentation Rate, ESR) 143

NelikounTapHasn hopmyna (auddepeHLMpoBaHHbIV NOACYET NEKOLMTOB, NelikoLMTorpaMmMa) ¢
06s13aTeNIbHON «pyYHOIi» MMKpOcKonuei Maska KpoBu (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NelikounTtapHas Gopmyna (anddepeHLMpPOoBaHHbI NOACHET NEKOLMTOB, NeNKOLMTOrpaMmMa) C

MWKPOCKOMUEN Maska KpOBM MPU HAIMUYUM NaToIornyecknx casnros (Leucocyte Formula 209
(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of
Pathologic Changes)*

Tpom6oLnTbI, MMKPOCKONUS (NOACYET B OKpalleHHOM Maske no metogy ®oHuo) (Platelets,

Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))* 275
O6wwuin aHanus kposu (OAK) (6e3 nelikouutapHoii opmynsl n CO3) (General Blood Analysis, 209
without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsbl (Reticulocytes) 264
OcMoTrYeckas pe3mcTeHTHOCTb 3PUTPOLIMTOB 1980

NHTepdepoHOBLIi cTaTyc (4 nokasaTens) ¢ onpegeneHnem YyBCTBUTEIbHOCTM K Npenaparam MHTepdepoHa

NHrapoH (Ingaron) 539
PeatepoH (Reaferonum) 539

KokntoLu

AnddepeHumpoBaHHoe BobisiBneHne JHK Bordetella species: Bordetella pertussis (Bo36yautenb

Kokntowa) n Bordetella bronchiseptica (Bo36ygnTtenb 6pOHX0CENTUKO3a) B COCKOOE aNUTENNabHbIX

KNETOK CM3NCTONM poTOrnoTku u/unu Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTeNna knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 891

AHTuTeNna knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BNOXNMUA

Owmera-3 nHgekc (Omega-3 Index) 4774

MpokanbunTOHUH (Procalcitonin) 3003

XunpHble kucnotel, npodunb: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
ViIMMyHoremaronoruns

ANNOMMMYHHbIE aHTUTENa, BKoYas aHTuTena Kk Rh-aHtureHy (Anti Rh) 517

A12.05.005 Npynna kposu (Blood Group, ABO) 253

Rh (C, E, c, e) Kell-peHoTnnuposaHue (Rh C (E, ¢, e) Kell-Phenotyping) 660

A12.05.006 Pesyc-npuHagnexHocTs (pesyc-taktop) (Rh-factor, Rh) 253



BbICOKOTEXHONOTNYHbIE UCCNEA0BAHUS BObI
Boga: nonHas 1 komnnekcHas oueHka kadectsa (Water: Complete and Comprehensive Quality

Assessment)* 19998
Boga: nogo3peHue Ha 3arps3HeHne NpomMbILwieHHbIMKU oTxogamm (Water: Suspicion Industrial Waste 14190
Contamination)*
Bogfa: nogo3peHmne Ha 3arpa3HeHne NpoLyKTaMmm cropaHms 1 BbiIbpocamu OT asToMarmctpanei 10483
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*
Boga: nogo3peHune Ha 3arpssHeHne 6biToBbiIMY oTxodamu (Water: Suspicion Household Waste 8943
Contamination)*
Bopa: cokpalleHHas oueHka kadectsa (Water: Abridged Quality Assessment)* 9669
Boga: nogo3peHmne Ha N3BbbITOYHOE NPUMEHEHNE peareHToB 11 BogoouncTkm (Water: Suspicion 5159
Excessive Use of Chemicals for Water Treatment)*
TpuxuHennes (TpuxuHenna, Trichinella spiralis)
AHTUTeNa Knacca IgG k aHTUreHam TpuxmHenn (Anti-Trichinella IgG) 517
CKPVIHMHIOBbIE UCCNeA0BaHUS BOAbI
Boga: oueHka kayectsa no 20 napametpam (Water: Quality Assessment 20 Parameters)* 4103
OnpepeneHne KOHUeHTpauumii gns 6 pagnoHyknnaos (Determination of Concentration 6
8 . 24673
Radionuclides)*
Pagvonormyeckune nccnefoBaHns NPob NMTLEBON BOAbl — 6a30BbIli TECT Ha 06LLYHO ?- 1 6787
?-akTMBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Bopa: oueHka kavectBa no 30 napametpam (Water: Quality Assessment 30 Parameters)* 7766
OnpegeneHne KoHUeHTpaumii gna 4 pagnonyknmgos (Determination of Concentration 4
; . 16434
Radionuclides)*
bonesHu cepaua n cocynos
ApTepuanbHas runepteH3us, nonHas naHens (reHsl ACE, AGT, NOS3) (Arterial Hypertension: Full 4554

Panel (Genes ACE, AGT, NOS3))

ApTepuanbHas runepTeH3uns, nonHasa naHens (reHol ACE, AGT, NOS3) (6e3 onucaHus pesynbTtatoB

Bpadom-reHeTnkom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))

ApTepuanbHas rmnepTeH3uns, CBA3aHHas ¢ HapyLEeHNAMW B PEHUHAHTMOTEH3MHOBOM cucTeME (FeHbl
ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuranbHas rmnepTeHsuns, CBA3aHHas ¢ HapyLLEHWSIMU B PEHUHAHTMOTEH3MHOBOM cucTeME (TeHbI
ACE, AGT) (6e3 onucaHus pesynbtatoB BpadoM-reHeTukom) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuranbHas rmnepTeHs3uns, CBA3aHHas ¢ HapyLeHnsMM B paboTe aHgoTennanbHon NO-crHTasbl

(reH NOS3) (6e3 onucaHnsa pesynbTatoB BpavyoM-reHeTnkom) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnegoBaHve NOYe4YHOro KaMHs

3036

AHanM3 XMMUYECKOTO COCTaBa MOYEBbIX (MOYeUHbIX) KaMHeli METO0M MHAPaKpacHoiA

cnekTpomeTpum (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872

AHaNM3 XMMNYECKOro coctaBa MOYEBbIX (MOYEUHbIX) KAMHE METOLOM PEHTIEHOCTPYKTYPHOrO

aHanmsa (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872

analysis)
BonesHn LeHTpabHO HEPBHOW CUCTEMBI

MpeapacnonoXeHHOCTb K aTepocKneposy u 6onesHn Anbureiimepa (Alzheimer's Disease) 2860
OLeHKa COCTOSIHUS MHKPETOPHO U CEKPETOPHO (hYHKLMW XKeNyA0HHO-KALLEYHOrO TpakTa

CtumynaymoHHas npoba — FacTpuH-17 (cTMMynnpoBaHHBIi) (Gastrin-17 Stimulation Test,

) 1210

Gastrin-17, G-17)

MencuHoreH | (Pepsinogen 1) 968

A09.05.057 racTpuH (Gastrin) 682

lactponaHens (GastroPanel) 4576

MencuHoreH Il (Pepsinogen ) 968
lenatnt G BUpYycHas nHgekums (BMpyc renatuta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegenerve PHK B ceiBopoTke kposu (HGV RNA, Serum)* 660
HevHBa3MBHas oLeHKa (hbpo3a NeveHn

dunbpoTecT (FibroTest) 11946

dnépoMakc (FibroMax) 15268

dunbépoTecT (FibroTest) 13420



CreaToCKpuH (SteatoScreen)
dnbpoMakc (FibroMax)
NASH-FibroTest
NASH-FibroTest (pacuyeTHbIiA)

LinToreHeTnyeckue nccnesoBaHus

VccnepoBaHue kapuotuna (KoMYecTBeHHbIEe 1 CTPYKTYPHbIE aHOMa/IUM XPOMOCOM) C
06s13aTeNbHOI BblAauei KapruorpaMmmbl

ViccnefoBaHune Kaprotuna (KoM4ecTBeHHbIe U CTPYKTYPHblE aHOMasln Xxpomocom) (Karyotype)
Kapuotun nnoga (abopTHbIi matepuran)

OcTpble KULeYHble UHDEKLMN

OcTpble kuweyHble UHeKumm, MLIP-CKPUHUHT BOCbMY BGaKTepuasibHbIX U BUPYCHBIX BO3GYauTENei
OCTPbIX KMLWEeYHbIX MH(eKuuii B kane (Acute Intestinal Infections, PCR, Fecal)

3HTepoBupycel, onpegeneHue PHK B kane (Enterovirus, RNA, Fecal)

OcTpble KuiieyHble Hdekuun, MNLIP-ckprHUHT TPEX BUPYCHbIX BO3OyauTtenei, kan (Acute Intestinal
Infections, PCR, Fecal)

PapmakoreHeTka

beTta-agpeHobnokartopsl. leH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6)

MHrnéutopsl Al®, cnysactatnH, 6nokatopsl peuentopos ATl MporHo3uposaHue
He(hpoNPOTEKTMBHOTO 3hthekTa MHIM6UTOPOB AMNd Npn HegnabeTnyecknx 3aboneBaHusXx.
leHeTUYeckme MapKepbl IPPEKTUBHOCTM aTeHON0Ma NPU apTepUanbHON TMNepTeH3nn ¢
rmnepTpoduen NeBoro xenyao4ka v Tepanum giyBactaTMHOM Npu neMnyeckoi 601e3Hu
cepaua. OnpegeneHve HaNMUUSA NOIMMOPHU3MOB reHa aHrMOTEH3MH-MPeBpaLLatoLLero pepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers.

MeToTpekcar. _[eHeTu4eckue MapKepbl NOBbILLEHHOIO pUCKa PasBnTUA NOBOYHBIX peakLumin npu
npueme MeToTpekcata Ha POHe neyeHns peBMaTongHoOro apTpuTta. MeToTpekcar: HapyLueHne
mMeTabonunsma ponMeBoii KucnoTel. OnpegeneHne HaMuna NOANMOPEHU3MOB reHOB (hePMEHTOB
peakuuii honatHoro uukna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTuT anMaeMmyeckuii

AHTUTENa Knacca lgG K BMpycy anngeMmmdeckoro napotuta (Anti-Mumps IgG)

AHTUTENa Knacca IgM K Bupycy anngemmyeckoro napotura (Anti-Mumps IgM)
Mna3ma kposu (34TA)

IMHeBMOKOKK, onpegeneHne AHK B nna3me Kposwu (Streptococcus pneumoniae, DNA)
KanbLmii-perynupytoLme ropMoHsl

KanbumToHuH (Calcitonin)

A09.05.058 MapatupeongHolii ropmoH (MapatropMoH, napatupuH, M) (Parathyroid Hormone,
PTH)

IXMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)
AHTUTeNa knacca IgG k aHTUreHam axnMHoKokka (Anti-Echinococcus 1gG)
[vn3eHTepusa amebHasn, amebuas
AHTUTeNa Knacca IgG K aHTUreHam auseHTepuiiHon ame6bsbl (Anti-Entamoeba histolytica IgG)
lenatut D BUpycHaa nHgekums (Bupyc renatuta D, Hepatitis D Virus, HDV)
AHTUTEeNa Knaccos IgM 1 1gG Kk Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHune PHK B cbiBopoTKe KpoBu (HDV RNA, Serum)*
AHTUTeNa Knacca IgM Kk Bupycy renaturta D (Anti-HDV IgM)

Acneprunines

MneceHb Aspergillus fumigatus (M3), annepreH-cneundguyeckne 1gG (Aspergillus fumigatus, 1gG,
M3)

BakTepougHas tnopa

Baktepounabl, onpegeneHvie JHK B cOCKOGE anUTeIMabHbIX KNETOK YPOTreHUTaNIbHOTO TpaKTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

lenatnt A BMpYycHasa nHQekuma (BMpyc renatuta A, Hepatitis A Virus, HAV)

AHTUTeNa Knacca IgG k Bupycy renatuta A (Anti-HAV IgG)
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858
660
858
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231
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Bupyc renatuta A, onpegeneHve PHK B cbiBopoTke Kposu (HAV RNA, Serum)*
AHTUTENa knacca IgM K Bupycy renatuta A (Anti-HAV IgM)

lFapgHepennes (rapgHepenna)

lapaHepenna, onpegeneHne AHK B cockobe anuTenmabHbIX KNETOK YPOreHUTaslbHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapgHepenna, onpegenerHne OHK B cekpeTe npoctarhbl, 3skynsate (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

lrapaHepenna, onpegenexHve AHK B moue (Gardnerella vaginalis, DNA, Urine)*

AyTOMMMYHHblEe 3a60/1€BaHUNSA NIETKUX 1 CepaLa

AKTMBHOCTb aHIMOTEH3NH-NpeBpaLlatoero epmeHTa (AN®) cbiIBOPOTKM KPOBU (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HIM) B cbiBOpOTKe KpoBu (Neopterin, Serum)

AHTUTENa Knacca IgG K cepfieyHoli Myckynatype (M1oKapay), aHTUMMoKapanaibHble aHTUTena
(Anti-Heart Antibodies, 1gG)

OLieHKa 3HAOKPUHHO (DYHKLIMW NOMKeNyf04HOl >Kene3sbl
HOMA-G pacueT nHgekca (Npu BbINOHEHWM TNFOKO3bI U3 CEPO MPOBUPKK)
HOMA-IR pacueT nHgekca
A09.05.056.001 MpouHcynuH (Proinsulin)
C-nentug (C-Peptide)
A09.05.056 MHcynuH (Insulin)

Kamnnnob6akrepunos, kamnunobakrep

MoceB kana Ha kamnunnobaktep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial
Identification)

PoTaBupycHas nHgekLmsa (poTaBupyc)

PotaBupyc (Rotavirus), AvapeiHblii CUHAPOM, aHTUIeHHBIN TecT (Rotavirus Direct Detection by Latex
Agglutination)

lemaTonormMyeckme uccnegoBaHus
AnekTpogopes remornobuHa. Femorno6uHonaTum

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegeneHne AHK B cockobe anuTenuanbHbIX KNeTok koxun (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwuko3bl (Nnapa3untapHble rprbbl — AepMaTohunTbl)

MapasntapHble rpubsbl, MMKPOCKONNYecKoe nccnegoBaHme npo6b Horteli (Fungal Infections of Nails)

MapasutapHble rpubbl, MUKPOCKOMMYECKOe nccnegosaHve npob koxu (Fungal Infections of Skin)
MNMMYHHbIE TPOMGOLMTONEHNM

AHTUTENA Knacca K IgG Tpom6oumTam, Henpsamoii TecT (Platelet Antibodies IgG, Indirect)
CanbMoHennbl (Tud 6prowHoi, napatud, canbmoHennes, Salmonella spp.)

PIMrA c Salmonella gr.A (Salmonella gr.A, IHA)

PIMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTena kK Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA)

AHTUTena K Salmonella typhi, PMTA (Salmonella typhi Antibodies, IHA)

PIMrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PIMrA ¢ Salmonella gr.D (Salmonella gr.D, IHA)

PMrA ¢ Salmonella gr.C (Salmonella gr.C, IHA)
CTpoHrnnongos

AHTUTENa Knacca IgG K aHTUreHam cTpoHrunongosa (Anti-Strongyloides stercoralis IgG)
PVKKeTCrno3, TG CbIMHOM (PUKKETCUN)

PMrA ¢ cbiNHOTU(IO3HBIM ANArHOCTMKYMOM pUKKeTcuia MpoBadeka (Rickettsia prowazekii, IHA)
MUrMeHTbI

A09.05.021 VccnepoBaHue ypoBHS 06Lero 6unmpybrHa B Kposu
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A09.05.022 ViccnepoBaHme YPOBHS CBOGOLHOIO 1 CBA3aHHOIO GUnnpybmnHa B KPOBU
AHM3aKNL03

AHTWTENA K aHTUreHam Hemartog poga Anisakis 1I9G
Ondtepus (gutepuriiHas nanoyka)

AHTUTENa Knacca IgG kK gudtepuitHomy aHatokcrHy (Anti-Diphtheria Toxoid 1gG)

Moces Ha gudteputo (Corynebacterium diphtheriae Culture)
VIMMYHHbIe (hakTopbl 6ecnnogms

AHTUTENa aHTUCNepmasibHble B cnepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTUTENA aHTUCNEePMasibHble B CbIBOPOTKE KPoBM (Anti-Spermatozoa Antibodies, ASA, Serum)
l'enatut E BUpYycHaa nHgekumsa (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTuTeNa Knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTuTeNa Knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
OnpegneneHve cneumguyeckux |gG: annepreHbl XXMBOTHbIX

Cobaka, anutenuii (E2), annepreH-crneyungunyeckme IgG (Dog Epithelium, 1gG, E2)

Kowka, anutenuin (E1), annepreH-cneymdmyeckme IgG (Cat Dander-Epithelium, IgG, E1)
MOKpOTa, CMbIBbI, NaBaXXHast XXWAKOCTb

MHeBMOKOKK, onpegeneHne JHK B mokporTe (Streptococcus pneumoniae, DNA)
AleHOBUPYCHAasA MH(EKLMA

AHTuTeNna Knacca lgG k ageHosupycy (Anti-Adenovirus IgG)

AHTUTEeNa Knacca IgA K ageHosupycy (Anti-Adenovirus IgA)
CnioHa

MHeBMOKOKK, onpegeneHve AHK B cntoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3 (ToKcokapa, Toxocara canis)

AHTUTeNa Knacca IgG K aHTUreHam ToKcokap (Anti-Toxocara 1gG)

AHIPO®IOP

AHAponop, nccnegoBaHne MUKPOQIOPbl YPOreHNTaIbHOTO TPakTa My>X4YMH B COCKO6e
anuTeNManbHbIX KNETOK yporeHntanbHoro tpakta (Androflor®REAL-TIME PCR Detection Kit, the
study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)
AHapognop CKpuWH, nccnefoBaHme MUKPOGIOPb! yPOreHNTaIbHOrO TPakTa My>XUMH B COCKObe
anuTeNnanbHbIX KNeToK yporeHuTansHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,
the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

bonesHu xenyao4HoO-KULWEYHOTO TpakTa

bonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AYTOMMMYHHbIE 3HAOKPUHOMNATMN; MOPaXKeHVe HaAMOYEUYHMKOB, ayTOMMMYHHas NMaTo/Iorvs roHag,

AHTUTENa Knaccos IgA, IgM, 1gG K TKaHu AnYHKKa (aHTMOBapuasibHble aHTUTeNa), CyMMapHoO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AHTUTENa Knaccos IgA, IgM, IgG K cTeponanpoayumnpyowmnm KnetTkam HagrnoveyHmka (ACMK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, 1gG,
Total)

AHTUTEeNa Knaccos IgA, IgM, 1gG K cTeponanpoayLMpYOLWMM KNeTkaM ndka, CyMMapHO
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAD,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

Cuctema LeTOKCMKaL N KCEHOBNOTNKOB M KaHLLepPOreHOB
Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHIrNT, MEHUHIOKOKK

lMoceB Ha MEHWHIOKOKKW, OnpefeneHne 4yBCTBUTENIbHOCTM K aHTUMMKPOOHbLIM npenaparam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTMOKCUAHTHBIN cTaTyc
AHTUOKCUIAHTHBIN cTaTyc (O6Lmii aHTMoKengaHTHeIM ctaTyc) (Total Antioxidant Status, TAS )

OnpegeneHve cneymnguryecknx IgE: npoteccroHanbHbIe annepreHsbl
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Natekc, IgE (Latex, 1gG, K82)
Ackapngos

AHTuTeNa Knacca IgG k aHTureHam ackapug (Anti-Ascaris lumbricoides 1gG)
Jemogekos (knew, aemogekc, Demodex folliculorum, Demodex brevis)

VcecnepgoBaHue Ha Hannume Knewa aemogekc (Demodex folliculorum, Demodex brevis)

KoHcynbTaums rotoBbIx npenaparos

KoHcynbTalums rotToBbIX LMTONOMMYeckMx npenaparos (ogHo cTekno) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3s

AHTUTENA K aHTUreHam Kutarickoin fByyctkm Clonorchis sinensis 1gG
l'epnec-BMpYyc YenoBeKa 8 Tuna

AHTUTeNa Knacca IgG Kk repriecsupycy yenoseka 8 Tuna (Anti-HHV-8 1gG)

Ycnyrn no nonyydeHuto pesynbtata 06cnef0BaHums

Bblgava pesynbTatoB Ha aHrMIACKOM 5i3blKe (MepeBof, Pe3ynbTaToB Ha aHTINACKNIA
a3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsauusa sputponoasa
SpuTponoatuH (Erythropoetin)

[OPMOHBI XXMPOBO TKaHW
NenTtuH (Leptin)

Kpuntocnopvanos, BogsHUCTas Auapes (KpMnTocnopuanum napeym)

Kpuntocnopuamm napsym (Cryptosporidium parvum), guapeliHbiii CUHAPOM, aHTUTeHHBIR TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-NMMDOTPONHLIA BUPYC
AHTUTeNa Knacca IgG k T-numMoTponHoMy BUpYCY Yenoseka Tuna 1 u 2 tunos (Anti-HTLV-1, 2 IgG

)

VHTephepoHOBBIii cTatyc
VccnepoBaHne nHtepdepoHoBoro cratyca (Study of Interferon Status)
KomnieKcHble nccnefoBaHms

OueHka aHgporeHHoro craryca (Assessment of Androgen Status)

YKEHCKNI rOpMOHabHBIN NPOhUIbL: ANCHYHKLMSA AUYHUKOB, HapYLLEHNS MEHCTPYaNlbHOTO LiMKa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

YKEHCKMI ropMOHa/IbHBIN NMPOnab: ANCHYHKLMSA SUMHUKOB, HapyLLEHNS MEHCTPYaNlbHOTO LKA
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

ButamuH D 1 MuHepanbHbIi 06MeH (MepekpecTok)
BereTtapuaHupbl

MoparoToBka K 6epeMeHHOCTU: OLEHKa BUTaMUHHOIO cTaTyca
XXunpopacTtBoprMble BUTAMUHbI

Mpodunb BeraHbl «MUHUMaNbHbIV»

Mpodunb BeraHbl «6a3oBbIiix»

Mpodunb BeraHbl «PaclUMPEHHbIA»

YKnpo- 1 BoAopacTBOpMMble BUTAMUHBI

OP3, OPBW (HacmopK, Kallesnb, 601b B ropse) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTeNa knaccoBs IgA u IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

VcenenoBaHve koMnnekcHoe «Ceke B 60MbLLIOM ropoje: 6 MH(eKLMi (aHanmM3 KpoBn)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

VccnenoBaHve koMniekcHoe «Ceke B 60/bLLOM ropoje: 6 HGeKLmMii (aHanm3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

bonu B cycTaBax: pacwumpeHHoe ob6cnegoBaHue (Joint Pain: Extended Survey)

Ecnu B nnaHax pe6eHok

Xouy cTatb MaMoWi: KOMMIeKCHoe 06cnefoBaHMe Npy NnaHMpoBaHUKM 6epemeHHocTM (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)
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VIP-o6¢cnegoBaHue anst my>kunH (VIP-Survey for Men)

VIP-o6cnepoBaHue ans xeHwuH (VIP-Survey for Women)

OueHka UMMYHHOrO OTBeTa K AeTCKuM MHdekumam (Pediatric Infections: Immune Response)
AHTuTeNa Knaccos IgM 1 1gG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, 1gG)
TORCH-uHekuun (ToORCH-Infections)

BepemeHHoOCTb: | TpuMecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13 Weeks) )

BWY, cudmnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C)

VccnepoBaHue komniekcHoe «Ceke B 60/bLLIOM ropoge: 8 Hgekunii + Masok Ha MUKpogiopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemeHHocTb: Il TpumecTp (o1 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

VccnepoBaHne komnnekcHoe «Ceke B 60/bLLIOM ropoge: 14 nHgekumii + Masok Ha MUKpodiopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MoarotoBka kK 6epeMeHHOCTU: 6a30BbIiA

lemocTasnorpamma (Koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
O6cneaoBaHMe NeveHu: pacwmpeHHoe (Survey of Liver: Extended )

lrocnutannsauus B TepaneBTMHECKNIA cTaumoHap (Hospitalization in Therapeutic Hospital)

locnutannsaums B Xmpypruyeckuin ctaumoHap (Hospitalization in Surgical Hospital)

locnuTannsaums B XMPYpPruyeckuii ctaumoHap: paclumpeHHoe obenegoBaHne (Hospitalization in
Surgical Hospital: Extended Survey)

«Mos 3g0poBas HAHsA» (My Healthy Nurse)

OueHka pucka paka an4HukoB no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka arnnTennanbHOro paka AMYHUKOB) (/15 XXeHWUH [0 MeHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OLeHKa pucka paka anyHnkos rno anroputMmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyerta pucka anuTeMasibHOro paka AMYHMKOB) (415 YKeHLLMH nocne meHonays3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MONOYHOW >kene3bl — KOMMNAEKCHbIA UMMYHOTMCTOXMMUYECKNIA Npodub (Bromatepman,
(hMKCUPOBaHHbIN B hopmanimHoBoM Bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MOIOYHO Xenesbl — KOMMNEKCHbIA MMMYHOrMCTOXUMUYECKWI Npotunb (Buomatepuan,
(hMKCMpOBaHHbI B NapadmHoBoM 6/10ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTMCTOXVIMUYECKNI CKPUHUHT paka LUenKn MaTkv — nccnefoBaHune AByx Mapkepos A5
paHHen AMarHoCTUKM AUCnnasnm ¢ BbICOKOM CTENEHbIO pUcKa 03n10kayvecTBneHuns: p1l6INK4a +
Ki-67 (6uomatepuan, prkcMpoBaHHbI B napagmHoBoM 6510ke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

VIMMYHOTMCTOXVIMUYECKNI CKPUHUHT paka LUenKn MaTkun — nccnefoBaHune Byx Mapkepos N5
paHHen AMarHoCTUKM AUCNNasnm ¢ BbICOKOM CTENEHbIO pUcKa 03n10kadvecTBneHuns: p1l6INK4a +
Ki-67 (6uomartepuvan, prKcMpoBaHHbIl B hopmannHoBoM Gycdepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTabonn3Ma KOCTHOM TKaHW 1 pUcKa OCTeONnopo3a: paclupeHHoe o06cnefoBaHme
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHatanbHbIi CKPUHUHT Tprcomuii: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening |; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbIi CKPUHUHT Tprucomumii: || Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 'emocTa3sunorpamma (koarynorpamma), CKpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpo6nembl HeBbIHALLMBaHWS: ayTOMMMYHHbI npodunb (Miscarriage: Autoimmune Profile)
MmmyHonornyeckoe o6cnegosaHue pacwmpeHHoe (Immunological Survey Extended)
O6cnefoBaHMe neveHn: CKPUHKUHT (Survey of Liver: Screening)

B03.016.004 Buoxmmusi KpoBU: 6a30BbIA NPOPUIIb

Supersport ba3oBblii

Broxmmmns KpoBM: MUHUMaNbHbIA Npodnnb (Serum Biochemistry: Minimum)

Supersport OnTUManbHbIA

Broxmmmnsi KpoBM: pacluMpeHHbIn npoguab (Serum Biochemistry: Extended Profile)
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300pOoB Thbl — 340p0OBa CTpaHa: exxerogHoe npogunakTnyeckoe obecnegosaHue (8o 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExkerogHoe npogunaktnyeckoe obenegosaHue (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepepn gvetoit: fononHuTensHoe obenefoBaHme (Survey Before Diet: Additional )
Supersport MNMpoaBUHYTLIN

benkosas guerta

O6cnegoBaHMe NoYek: paclwmpeHHoe (Survey of Kidneys: Extended )

KoHTpornb anabeta: pacumpeHHbiii (Diabetes Control: Extended)

TOKCMYHbIE MMKPO3nieMeHTbI B Boniocax (Toxic Trace Elements, Hair)

TOKCUYHbIE N 3cCeHLMabHble MUKPO3neMeHTbl B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BonblUO CKPMHUWHT 3/1IEMEHTHOrO cocTasa Bonoc (Elemental Composition of Hair: Screening )

3cceHunabHble (PKM3HEHHO HEOBXOAUMbIE) U TOKCUYHbIE MUKPO3ieMeHTbl B MoYe (Essential Vital
Elements, Toxic Trace Elements, Urine)

TOKCU4YHbIE MUKPO3eMeHTbl B HOITAX (Toxic Trace Elements, Nails)

TOKCUYHBIE 1 3CCEHLMaNbHble MUKPO3neMeHTbl B HOrTax (Toxic Trace Elements, Essential Vital
Elements, Nails)

BOnbLLUOM CKPUHUHT 3/1eMEHTHOTO cocTasa HorTeld (Elemental Composition of Nails: Screening )
MaHenb KpynHokneTouHas nnmgpoma

MaHenb /IuMpoma 13 KNeTOK MaHTUIAHOW 30HbI

MaHenb NlInmhoma bepknta

MaHenb PonnmnkynsapHas nnmpoma

MaHenb AndhysHas B-kKpynHokieTouHas nnmpoma

MaHens MANT-anMmgoma

AHanusbl Ans getckoro caga u wkonbl (Testing for Kindergarten and School)

3n0poBblii pebeHok: ansa aeteli ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnepoBaHune noyek: ckpuHUHT (Survey of Kidneys: Screening)

Moparpa

MaHesnb VIcTnHHaa nonvuyutemms

MaHenb MepBUYHBbI MMeNnohnbpo3

MaHenb 3cceHumanbHas TpombounTeMmS

MaHenb XpoHuyeckuin myuenonelikos (Panel Chronic myelogenous leukemia, CML)

MaHens M’MNepao3vHOMUILHLIN CUHAPOM

MaHenb OcTpble NMMAO6IACTHbIE NEAKO3bI

NabopartopHasa gnarHocTrka runepaHaporeHemMnm

OueHKa ropmMOHasIbHOTO cTartyca Npu HapyLeHU MEHCTPYasIbHOro LuK/a

CKPUHUHT 60/1€3HEN coeanHUTENbHOM TKaHu (AT K SHA, aHTUHYKNeapHbIi hakTop (AH®))
JnddepeHunanbHas guarHoctuka CKB 1 agpyrux peBmatnyeckmx 3abonesaHunin (AT K
HYK/Ie0COMaM, aHTVHYK/1eapHbIiA haktop (AHD))

JvarHoctuka rpaHynemMaTo3HbIX BaCKy/IMTOB (aHTUHYKeapHbIl thaktop (AH®), AT K uMTonnasme
HeliTpodmnnos (AHLLA/pANCA, cANCA), IgG)

[narHoctnka BTOpMUYHOro aHTugochonmnuaHoro cuHapoma (AH®, AT kK kapanonunury, 1gG, IgM)

JvarHoctuka ayTouMMyHHOTO NOPaXXeHWs NoYeK (aHTUHYKNeapHbI dakTop (AH®), AT K
6a3asibHOI MeMbpaHe ky6ouKoB noyek, AT K Lutonnasme HeiiTpogunos (AHLIA/pANCA, cANCA),
IgG)

CucteMHasn KpacHas BonyaHka, obcnefioBaHue (AT K HykneocoMam, AT K kapamonununy, 1gG; AT K
KapamonunuHy, IgM; aHTUHYKeapHbIl haktop (AH®))

AHTUOChONMNUAHBIM CMHAPOM, Pa3BEPHYTOE Ceposiornyeckoe nccnegosarHne (AH®; AT kK
Kapgnonunuuy, 1gG, IgM; AT Kk 6eTa-2-rnnkonpoTenHy 1)

Bbonu B cycTtaBax: ckpuHUHT (Arthralgia: screening test)
CKPVIHWHI ayTOUMMYHHOIO NopaxkeHus neyveHn (Autoimmune Liver Disease: Screening)

ApTpuTbI NpU peBMaTnyeckux 3abonesaHusix (Rheumatic arthritises)
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AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOe onpegeneHune) u IgG
(konnyecTBeHHOoe onpepeneHue) (Anti-SARS-CoV-2, IgM/IgG)

Mpotunb «AmarHoctrka 6ynnesHbix gepmaTo3oB (AT K gecmocoMam anugepmuca, AT K 6a3anbHON
MembpaHe Koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM u I1gG (Abbott)

AHTUTENa K KOpoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOe onpegeneHue) u IgG
(konnyecTBeHHOe onpepgeneHue) (Anti-SARS-CoV-2, IgM/IgG)

LLinToBuaHas xenesa: paclumpeHHoe obcnegoBaHue (Thyroid Gland: Extended Survey)
LLinToBuaHas xenesa: paclumpeHHoe obcnegosaHue (Thyroid Gland: Extended Survey)
LLinToBuaHas >xxenesa: ckpuHuHr (Thyroid Gland: Screening)

[nabeTt: ayToMmmyHHble Mapkepbl (Diabetes: Autoimmune Markers)

PeBmatongHebiii apTput (Rheumatoid arthritis).

AHTUTENa Knaccos IgM un IgG kK Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 1gG)

[wnarHoctuka 6bicTponporpeccupytowero rnomepynoHedputa (AT K 6a3ansHOn MembpaHe
KN1y604KOoB noyek, AT K uutonnasme Heiitpogunos (AHLLA/pANCA, cANCA), IgG)

CepopamarHocTtrka ayToMuMMYHHOTO racTpuTa 1 NEPHULMO3HOM aHeMun (AT K napueTaibHbIM
KneTkam xenyaka; AT K BHyTpeHHeMy thakTopy Kactna)

Mpogmnb «CucteMHas KpacHas BosvaHka (CKB), MOHUTOPUHI akTMBHOCTU (aHTU-Ac-AHK 1gG, C3,
C4 KomnoHeHTbl KomnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakms, ceponormyecknin CKpUHUHF (AT K 3HAOMU3MIO, IgA; AT K fleaMAMPOBaHHbIM NenTuiam
rnvagviHa, IgG; IgA o6u.)

[narHoctuka uenvakun: HerlepeHocuMOCTb 6efika 3nakoB (rntoTeHa) (Coeliac Disease: Gluten
Intolerance )

AT K kapguonunuxy, IgG, IgM

AHTUdochonnnuaHeln cuHapom (APC), nabopatopHslie kputepun (Antiphospholipid Syndrome,
APS)

CepogunarHoctrka 6onesHn KpoHa v Hecneuudumnyeckoro sisseHHoro konuta (HAK) (AHLIA/pANCA,
cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

BocnanutenbHble Mnokapauonatum (AT K mutoxoHapusam (AMA), AT K cepAeyHO MycKynatype)

Llennakusi, ceponoruyeckas guarHoctuka (AT K aHgOMU3MIO, IgA; AT K TKaHEBOW TpaHCrIyTamMmmnHase,
IgA, IgG; IgA o6u.)

AHTVTENA K CTePOMANPOAYLIMPYIOLLMM KNeTkaM PenpoayKTMBHbIX TkaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nuLeBble NpoayKTbl (Food Allergy)

JinnngHbii npodnnb: paclumMpeHHbI He Hatouak (Lipid Profile: Extended )
NnnngHbii npodnnb: pacwumpeHHbii (Lipid Profile: Extended )

MaHensb "Actma/puHnT getn” IgE, ImmunoCAP

MaHenb "Ok3ema" IgE, ImmunoCAP

ApTepuanbHas rmnepTeH3ns, cBsi3aHHas ¢ HapPYLUEHUAMW B paboTe aHAOTeNManbHON NO-cuHTa3bl
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHuUT B3pocble” IgE, ImmunoCAP

ViccnenoaHve komMnnekcHoe «Cekc B 60nbLIoM ropoge: 12 nHpekunin + KBM (yporeHuTanbHbIii
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPUHVHT paka LUenKkn MaTkm

MporpaMMa CKpUHMHIa paka Leliku maTku — onpegenexdme AHK BMNY n yutonormyeckoe
nccnegoBaHne cockoba ek MaTkn 1 LEepBMKaIbHOTO KaHasia MeTOL0M XWUAKOCTHOW
uurtonorum*

HelipoTponHble BUTaMUHbI
BogopacTBopuMble BUTaMUHBI

MutaHre, NckNoYatoLLLee KpacHoe MACo
[JnarHoctuka aHemuii (Diagnosis of Anemia)

[JvnarHoctuka aHemuii (Diagnosis of Anemia)

Mpodunaktnka 3aboneBaHnii cepaLa 1 cocyaoB 1M UX OCNOXHeHWI (Preventing Heart and Blood
Vessel Diseases )

MnaHMpoBaHNe 6epeMeHHOCTU: ANarHOCTUKa YPOreHUTasbHbIX MHGekumin (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))
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KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepep anetoii: MMHMManbHOe o6cnefoBaHme (Survey Before Diet: Minimum )

Mpo6nemsbl Beca (NepBUYHOe 06Cef0BaHNE 340POBbA NaUNEHTOB C HapyLleHUamu Beca) (Weight
Problems: Primary Survey)

Kpacota 3g0poBoii koxu (Healthy skin beauty)

ExxerofHas NpopunakTMka: MUHUMa/IbHbIA CKPUHWHT

OLeHKa UHCYIMHOPE3MCTEHTHOCTU: 1H0KO03a (HaTOLaK), MHCYNH (HaTOLWakK), pacyeT UHAeKca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc nccnegosaHuii "Mpob6nemsl Beca: MeTabONNYECKNI CUHAPOM (CKPUHUHIOBOE
nepBMYHOE BbISB/IEHME) "BKtOYaeT 1abopaTopHble UCCNeA0BaHUS: TPUTMLEPUABI, XONECTEPUH
o6wuin, xonectepuH JIMBIM, xonectepuH JIMHI, rAKo3a; yenyrm no gyHKLMOHaIbHOW ANarHocTuke
1 aHTPOMOMETPUN: N3MEPEHME apTEPUANbLHOTO JaBNEHMS, U3MEPEHUE OKPY>KHOCTH Tanun (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[narHoctuka octeonoposa (Diagnosis of Osteoporosis)

OHKOpUCK >XeHckuii: Wwelika matkm (Women's Oncorisk: Cervix )
ANNepruna Ha >XMBOTHbIX, Mblb, NneceHb (Allergy to Animals, Dust, Mold)
MoarotoBka K 6epPeMEHHOCTU: CKPbITbIN JehULAT XXenesa

CunbHble BOMIOCKI, Kperkune HOrtu, 6apxatHas Koxa (Strong hair and nails, velvet skin)

MUVKpO3nemMeHTbl B CbIBOPOTKE KPOBMW 1 BEHO3HOM KpoBK: CKpUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprusa Ha nneceHb (Mold Allergy)
Anneprusa Ha pacteHus (Plant Allergy )

MimmyHonorndeckoe o6cnegoBaHue ckpuHuHrosoe (Immunological Survey, Screening)

My>kckoe 6ecnnogme (reHbl AR, CFTR; AZF-pervoH; kapmotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe 6ecnnogne n ocnoxxHeHne 6epemeHHoCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapuotnn) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA IlI; Karyotype))

TOKCWYHbIE MUKPO3EMEHTbI (TShKenble MeTasbl) B BEHO3HOW KpoBu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka KamHeo6pa3oBaHWs - IMTOreHHbIE CybCTaHLMM MOUK, CyTOUYHasA MoYa (KasibLmii,
MarHuii, pocop, okcanatbl, MOYEeBasi KUCNOTa, KPEATUHUH CYTOUYHON MOYM C pacHETOM CYTOUHOW
3KCKpeuunn)

OueHka pucka KaMHe06pa3oBaHKs - UTOreHHbIE CyGCTaHLMM MOYK, Pa3oBasi MoOpLMS MOUK
(kanbuuin, marHuii, hocop, okcanatbl, MOYEBas KNCM0Ta, KPeaTMHUH Pa3oBoli MopLMy MoYu, ¢
pac4eToM HOPMa/IM30BaHHbIX MO KPeaTUHWHY nokasartenei)

OLeHKa CKopoCcTy Ky60oUKOBOi thinbTpauumn y AeTeid no gopmyre LBapua, kpeaTuHUH

Kny6oukoBas dmnbTpauus, pacyet no gpopmyne CKD-EPI — kpeaTuHUH (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6wWMii (KMMHNYECKWNIT) aHa/IM3 KPOBM Pa3BepPHYThIN

BepemeHHocTb: Il TpumecTp (14-28 Hepenu) (Pregnancy: Second Trimester (14-28 Weeks))

KnuHuyeckunii aHanms KpoBu: obLwmii aHanns, neikoopmyna, CO3 (c 06513aTe/IbHO «pyYHO»
MUKpockonuei maska Kposw) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHbIe 3cceHumanbHble PKU3HEHHO HEOBXOAUMbIE) MUKPO3/IEMEHTbI B CbIBOPOTKE KPOBU
(Essential Vital Elements, Essential Trace Elements, Serum)

HapyLeHus cnepmaToreHesa, 6 Mmapképos (MukpogeneLmm nokyca AZF) (Spermatogenesis
disorders (6 AZF))

HapyLeHus cnepmaToreHesa: paclumpeHHas naHenb (AZF-pernoH) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe nccnefosaHvie /11 UCMONb30BaHNA B JMAarHOCTUKE PacCcesHHOro CKieposa:
onpegeneHne oNnrokIoHanLHOro 1gG (MKBOP, CbIBOPOTKA) 1 CBOOOAHLIX NErKnX Lienei
UMMYHOIT06YNIMHOB (INKBOP)

HacnepgcteeHHas npeapacnonoXeHHOCTb K Levakum rno Iokycam reHos cuctemsl HLA |l knacca
(DQA1, DQB1)

OnpegeneHve reHoTuna pesyc-akropa (RH factor Genotype)

MuKpockonusi 1 NOceB Ha NapasntapHble rpubbl (koxka) (Parasitic Fungi, Microscopy and Culture
(skin))
MwuKpocKkonusa 1 NoceB Ha Napa3uTapHble rprbsbl (Hortn) (Parasitic Fungi, Microscopy and Culture
(nails))
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MencuHoreHsbl | 1 Il ¢ pacyeTom cooTHoweHus (MencuHoreH I/MencuHoreH Il) (Pepsinogen
I/Pepsinogen I, PG1/PG2)

Mapkepbl pucka npeaknamncum: sFit-1, PIGF, cooTHoweHue sFIt-1/PIGF 6468

2002

MoceB Ha MMKOMNAa3My 1 ypeannasmbl, OrnpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOGHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOPUCK MY)KCKOIA: NpefcTatensHast xenesa (Male oncologic risk: prostate) 957
A09.05.120.001 AnbaocTepoH-peHnHoBOe cooTHoLweHme (Aldosterone-Renin Ratio, ARR) 1408
KoMnoHeHTbl cuctembl koMmnnemeHTta C3, C4 (Complement components C3, C4) 792
MaHenb "CTannoKOKKOBbIE 3HTEPOTOKCUHBI", IgE, ImmunoCAP 2332
B03.016.005 J/iunuaHblii npodunb: ckpuHuHr (Lipid Profile: Screening) 770
Tpomb6ouunTapHbIi peuenTtop gpubpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
JinnngHbiA npodnnb: CKPMHUHT He HaTtouak (Lipid Profile: Screening) 770
Kny6oukoBas mnbTpauus, pacyet no gpopmyne CKD-EPI — yuctatnH C (Estimated Glomerular 792
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

[JvarHoctuka nepBmMYHbIX UIMMYHOAEPULINTOB
Wceneposanve TREC n KREC ana gnarHOCTUKM UMMYHOLE(ULMTOB 5313

MpodocmoTpbl

Bogonasebl
Meprognyecknii MeAULMHCKNI OCMOTP PaboTHUKOB NO npukady M3 P® Ne 29H o1 28.01.2021 r. . 10500
191
Meproanyecknii MeAULIMHCKNI OCMOTP BOAoMa3a no npukasy M3 P® Ne 29H ot 28.01.2021 r. 15000
(nepBuyHbIiA) N. 5.1; n.5.2; n. 19.1
Meproanyecknii MeAULIMHCKNIA OCMOTP BoAoMasa no npukasy M3 P® Ne 29H ot 28.01.2021 r. 12070
(moBTOpPHbIN, BO3pacT oT 40neT) n. 5.1; n.5.2; n. 19.1
Mepuoanyecknini MeguLMHCKNIA OCMOTP BoAosasa no npukasy M3 P® Ne 29H ot 28.01.2021 1. 11570
(noBTOpPHbIN, BO3pacT Ao 40 neT) n. 5.1; n.5.2; n. 19.1

[poune
Mepuognyecknin/npeasaputenbHbIA MeaULVUHCKNA OCMOTP 2000
Mepuognyeckunin MeguLMHCKNA OCMOTP 4800

Mepuognyecknin MeguLMHCKNA OCMOTP 6800



