MperickypaHT oT 12.06.2024r.

HanmeHoBaHue

Ycnyrn HaHomeauka
NyueBas gnarHocTuka
Bblgaya gy6nmkara 3akitodeHns (NpoTokon uccnegosaHma KT/MPT ¢ 3akitoueHneM Y CHAMKK)
A06.30.002.001 OnucaHune n nHtepnpetaunsa KT
ApX1BUPOBaHUE faHHbIX Ha Auck (MPT, KT, peHTreH, mammMorpadgus)
PeHTreHonneHka (MPT, KT, mammorpadus)
A06.30.002.002 OnucaHve n nHtepnpetauma MPT
A06.30.002 OnucaHve 1 HTepNpeTauns peHTreHorpauyecknx N306pakeHni
B01.039.001 Mpwuém (0cMOTp, KOHCYNbTaLMs) Bpaya-peHTreHonora nepBruYHbIi
B01.039.002 Mpném (0CcMOTp, KOHCY/bTaLWs) Bpaya-peHTreHo10ra NoBTOPHBIN
KomnbloTepHas Tomorpadus
lonoBa

A06.23.004 KomnbroTepHasi ToMorpagusi Yepena/rosioBHOro Mo3ra HaTBHOE MCCNeAoBaHme

A06.23.005.006 KomnbroTepHas ToMorpagus Yepena/rofioBHONO Mo3ra ¢ BHyTPUBEHHbBIM
KOHTPacT1pOBaHNeEM

A06.08.007 KomnbroTepHas ToMorpadusi npuaaToyHbIX Nasyx Hoca, roptaHn

A06.08.007.004 KomnbroTepHas TOMOrpadums NpuaaToYHbIX Nasyx Hoca ¢ BHYTPVMBEHHbIM
60/1H0CHBbIM KOHTPACTUPOBAHUEM

A06.25.003 KomnbroTepHasi ToMOrpagusi BACOUHO KOCTH

A06.25.003.002 KomnbroTepHas TOMOrpadums BUCOUYHOM KOCTU C BHYTPUBEHHbLIM 60/HOCHbLIM
KOHTPacT1pOBaHNeMm

A06.26.006 KomnbloTepHas ToMmorpagus rnasHuLbl

A06.26.006.001 KomnbloTepHas TOMorpagms rnasHubl ¢ BHYTPUBEHHbIM 60MHOCHBIM
KOHTpacTupoBaHnem

A06.23.004.007 KomnbroTepHas TOMOrpadus cocyoB ro/IOBHONO MO3ra C BHYTPVBEHHbIM
60/110CHBIM KOHPAaCcTUPOBAHNEM

A06.08.007.002 KomnbtoTepHas TOMOrpadus ropTaHn ¢ BHYTPUBEHHbLIM 60/HOCHBIM
KOHTpacTMpoBaHNeEM

A06.26.006.001 KomnbtoTepHas TOMOrpadus rnasHnLbl (C KOHTPaCTUPOBAHUEM)

Lles

KoMmnbloTepHas ToMorpadus aHrmorpagus aKCTpakpaHasbHbIX apTepuii ¢
KOHPAaCTUPOBAHMEM

A06.08.009.002 KomnbroTepHas TOMOrpadus Len ¢ BHYTPUBEHHBIM GOTHOCHBIM
KOHTpacTMpoBaHNEM

pyaHasa knetka

A06.09.005 KomnbroTepHasi ToMorpagusi opraHoB rpyAHO NonocTu

A06.09.005.002 KomnbtoTepHas ToMorpadus opraHoB rpyAHOM NONOCTY C BHYTPUBEHHLIM
60/H0CHBIM KOHTPACTUPOBAHNEM

A06.11.004 KomnbroTepHas ToMorpagus cpegocteHums

A06.11.004.001 KomnbtoTepHas ToMorpagus cpegocteHmnst ¢ BHYTPUBEHHBIM GOTFOCHLIM
KOHTpacTMpoBaHNeM

BptoLHas NofocTb, KofoHorpagus 1 Tas

A06.30.005 KomnbroTepHas Tomorpadums opraHoB GPHOLLHOM NOA0CTU
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A06.30.005.003 KomnbtoTepHas TOMOrpadus opraHoB GPHOLLHON MOMOCTU C BHYTPUBEHHbIM

8700

60/HOCHBLIM KOHTPACTUPOBAHUEM

3abpIoLLMHHOE NPOCTPAHCTBO
A06.28.009 KomnbroTepHas ToMorpagusi noYeK U HagnoyYeyHNKOB 3500
A06.28.009.001 KomnbroTepHas Tomorpadms Mo4YeK 1 BEPXHMX MOYEBLIBOAALLMX NYTEN C 8700
BHYTPUBEHHbLIM 60/IFOCHLIM KOHTPaCTMPOBaAHWEM
A06.30.007 KomnbtoTepHas ToMorpagust 3adproLLIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbloTepHas TOMorpadus 3a6proLLIMHHOIO NPOCTPaHCTBA C BHYTPUBEHHBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.30.005.001 KomnbtoTepHas TOMorpadus 6pHOLLIHON NOA0CTY 1 3a6PHOLIMHHOIO 8700
npocTpaHcTBa

KocTHO-MblIWeYHas cuctema (Mo3BOHOYHMK)
A06.03.021.001 KomnbtoTepHas TOMOrpadust BepxXHeli KOHEYHOCTH 2600
A06.03.021.002 KomnbroTepHas TOMorpadusa BepxHe KOHEYHOCTY C BHYTPUBEHHbBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.03.021.001 KomnbroTepHas ToOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 3600
CyCTaBOB, 2 OTAleNI0B KOHEYHOCTH, 2 OTAENOB MO3BOHOYHMKA) HATUBHOE UCCef0BaHne
A06.03.021.002 KomnbroTepHas TOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAesia KOHEYHOCTE, 2 OTAe/10B NO3BOHOYHUKA) C KOHTPACcTPOBaHNEM
A06.03.036.001 KomnbroTepHas TOMOrpagums HUXKXHEn KOHEYHOCTH 2600
A06.03.036.002 KomnbroTepHasi TOMOrpagusi HKHEMKOHEYHOCTU C BHYTPUBEHHbLIM 8700
60/0CHBLIM KOHTPACTUPOBaHUEM
A06.03.058 KomnbtoTepHas ToMorpadusi N03BOHOYHMKA (O4MH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpagus N0O3BOHOUYHUKA C BHYTPUBEHHbLIM GOOCHBLIM 8700
KOHTPacTUPOBaHWEM (OAVH OTAEN)
A06.03.062 KomnbloTepHas Tomorpagus Koctu 2600
A06.04.020 KomnbloTepHas ToMorpagmnsa BUCOYHO-HVKHEYENOCTHBIX CyCTaBoB 2600
A06.04.017 KomnbroTepHas ToMorpagus cyctasa 2600

Manbliii Ta3
KomnbloTepHas ToMorpagus opraHoB Masioro tasa HaTMBHOE UccnefoBaHue 2600
KomnbloTepHas ToMmorpagus opraHoB Majioro Tasa ¢ KOHTpacTMpoBaHUEM 8700

Cocyabl
A06.12.052 KomnbloTepHO-TOMOrpadmyeckas aHrmorpagus aopbl 8700
A06.12.053 KomnbloTepHO-TOMOrpagnyeckas aHrmorpapus CocyfoB HUXHUX KOHEYHOCTEN 8700
A06.12.050 KomnbloTepHO-TOMOrpacguyeckas aHrmorpacgus 0f4Hon aHaTOMUYecKol 061acTu 8700
A06.12.054 KomnbloTepHO-TOMOrpaguyeckas aHrmorpacus cocyioB BEPXHMX KOHEYHOCTEN 8700
A06.12.055 KomnbroTepHO-TOMOr padmyeckasn aHrnorpagus cocyioB Tasa 8700
A06.12.057 KoMmnbloTepHO-TOMOrpamyeckas aHrmorpagpus NérovHblx cocyaoB 8700
A06.12.058 KomnbroTepHO-TOMOrpadmyeckast aHrmorpagums 6paxmouedanbHbIX apTepuii 8700
A06.12.001.001 KomnbroTEpHO-TOMOTpaduryeckas aHrmorpadgus rpyaHol aoptbl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduryeckas aHrmorpagus 6proLwHol aopTbl 8700
A06.23.004.007 KomnbroTepHas Tomorpadums cocyfoB rofloBHOr0 MO3ra C BHYTPUBEHHbIM 8700
60/0CHBIM KOHTPACTUPOBAHUEM

Cepaue
A06.10.009 KomnbroTepHas ToMorpadus cepgua (C onpegeneHmemM KOpoHapHOro KasbLns) 3500
A06.10.006.001 KomnbroTepHO-TOMOTrpaduyeckas KopoHaporpagpums 12900
A06.10.006.001 KomnbroTepHas ToMorpadus 1esoro npeacepams v NéroyHblx BeH 12900

MarH1THO-pe30HaHcHas Tomorpadgus

[onosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT rosioBHOro mo3sra C KOHTpacTMpoBaHNEM 7100

A05.12.004 MP apTtepuorpagus (ogHa o6nacTb) 3100



A05.12.005 MP BeHorpatms (ogHa 06nacTb) 3100

MP aHruorpagus apTepmmn 1 BeHbl FOIOBHOTO MO3ra C KOHTPaCcTMPOBaHMEM 7100
MP aHruorpadua aptepuv ronoBHOro Mo3ra ¢ KOHTpacTMpoBaHMeM 7100
A05.22.002.001 MPT runogmsa ¢ KOHTPaCcTMPOBaHMEM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPacTMpoBaHem 7100
A05.08.001 MPT OKONMOHOCOBBIX Nasyx 3100
A05.26.008 MPT rnasHuupl 3100
A05.22.002 MPT runodusa 3100
A05.04.001 MPT BUCOYHO-HMXKHEYEIOCTHBIX CYCTaBOB 5000
A05.30.008 MPT kpaHvoBepTebpanbLHOro nepexoja 3100
A05.23.009.004 MarHUTHO-pe3oHaHCcHas andagy3ns ronoBHOIO Mo3sra 3100
A05.23.009.008 MarHUTHO-pe30oHaHCHas aHrorpapus UHTpakapHUaibHbIX COCY0B 3100
CnnHa
A05.04.001 MPT KpecTL0BO-MOAB34OLLIHOIO COY/IeHeHNs 3100
A05.30.008 MPT wwieun 3100
A05.03.002 MPT rpygHoro otgena 3100
A05.03.002 MPT nosicHM4yHoro otaena 3100
A05.03.002 MPT KonuMKoBOro otaena 3100
A05.03.002.001 MPT rpygHoro otgena ¢ KOHTpPacTMpoBaHuem 7100
A05.30.008.001 MPT Llen ¢ KOHTPacTUPOBaHNEM 7100
A05.03.002.001 MPT NOSICHMYHOIO OTAeNa C KOHTPacTMpoBaHVem 7100
A05.03.002.001 MPT KON4YMKOBOIo OTAge/1la C KOHTPaCcTUPOBaHNEM 7100
A05.23.009.010 MPT cnmMHHOro Mo3ra (oOguH oTaen) 3100
A05.23.009.011 MPT CNMHHOro MO3ra C KOHTpPacTMpoBaHMeM (OANH OTAenN) 7100
A05.23.009.013 MarH1THO-pe30oHaHCcHas Anddy3ns CNMHHOIro Mo3ra (OAnH OTAeN) 3100

A05.23.009.016 MarHMTHO-pe3oHaHcHasa ToMorpadus CMHHOrO Mo3ra (pasoBoKOTPacTHas

(opgwnH otgen) 7100
BHyTpeHHVe opraHbl
MPT ne4veHmn 1 XenyHbIX NPOTOKOB C KOHTpacTMpoBaHuem (MpuUMoBKCT) 14000
A05.30.005 MPT opraHoB 6PHOLLHON NOOCTH 4000
A05.30.007 MPT 3a6pHOLLUMHHOIO NPOCTPaHCTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLHOM MOMOCTU C BHYTPUBEHHbLIM KOHTPACTUPOBaHMEM 7100
A05.30.007.001 MPT 3a6pOLUMHHHOIO MPOCTPAHCTBA C BHYTPUBEHHLIM KOHTPACTUPOBaHNEM 7100
A05.22.001 MarHUTHO-pe3oHaHCcHas ToMorpahmsa Haano4Ye4yHKOB 4000
A05.22.001.001 MarHUTHO-pe3oHaHCcHasA ToMorpapmsa HafnoYe4YHUKOB C KOHTPaCcTMPOBaHMEM 7100
A05.14.002 MP xonaHruorpagus 7100
A05.15.001 MPT nomykenyaouHom >kenesbl 3500
A05.15.002 MP xonaHrnonaHkpeartorpagms 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHMTHO-pe30HaHCHas ToMorpagus NOYeK ¢ KOTPacTMpoBaHNeM 7100
Marbiii Ta3 My>CKOiA
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbLIM KOHTPAaCTMpPOBaHVEM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000
A05.21.001 MPT MOLLOHKM 4000
MPT Masnoro Tasa (My>CKOI)+MOLLOHKa HaTUBHOE UccnegoBaHne 7000

A05.21.001.001 MPT MOLUOHKW C KOHTPACTMPOBaHMEM 7100



Mariblii Ta3 >KeHCKWi
A05.30.004.001 MPT opraHoB Ma/10ro tasa C BHYTPMBEHHbLIM KOHTPaCcTUpOBaHeM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000

MPT aHopekTasibHOM 061acTn

A05.30.004 MPT AHOPEKTA/IbHOW (MEPVAHASIbHOIN) OBJIACTU (aHanbHbIli KaHar,
HapY>KHbIV U BHYTPEHHWI aHa/bHBIA CHUHKTEP, N1EeBATOP aHyca, Me30peKTabHas KneTtyarka, 4000
NMMOY3Nbl, NepUPUpPUIEcKme MAarkue TKaHm)

Cyctasbl
A05.04.001 MPI ofHoro CyETaBa (nne'-leBon,vnOKTesoi/’l, KUCTb, ly4e3anscTHbIN, 3500
Ta306epeHHbIN, KOEHHbIN, FOIEHOCTOMNHBIN, CTOMNa) HATUBHOE 1ccnefoBaHve
A05.30.011.002 MPT Kunctu 3500
A05.30.012.002 MPT cTonsl 3500
Msrkve TkaHu
A05.30.010 MPT MArkux TKaHei rosiosbl 4000
A05.01.002 MPT MArkux TKaHei 4000
A05.01.001 MPT MArKnx TKaHel ¢ KOHTpacTMpoBaHUEM 7100
A05.30.010.001 MPT MSrkux TKaHen ronosbl C BHYTPEHHUM KOHTPaCcTMPOBaHMEM 7100
A05.08.002 MarHUTHO-pe30oHaHCHasA ToOMorpagus ropTaHoOrNOTKM 4000
A05.08.004 MarHUTHO-pe30oHaHCcHasA ToMorpagumsa HOCOPOTOrTOTKN 4000
KOMI/IEKCbI UCC/IEAOBAHU
A05.03.002 MPT ronoBHOro mo3sra+aptepumn rofl0BHOr0 Mo3ra+ BeHbl F0/IOBHOITO Mo3ra 7000
HaTMBHOE UCCnefoBaHNe
MPT ronoBHoOro mosra+apTepuii rolOBHOTO MO3ra HaTMBHOE MCCef0BaHme 5000
MPT ronosHoro Mmo3sra+BeH roJloBHOro Mo3ra HaTUBHOE MCCNefoBaHNe 5000
MPT ronoBHOro mo3ra+ LUeiHbIl 0TAeN NO3BOHOYHUKA HATUBHOE MUCCeA0BaHme 5000
MPT KoMMneKc: WeliHOro oTAena NO3BOHOYHMKA + rPYAHOr0 OTAeNna No3BOHOYHUKA + 7000
MOSICHNYHOrO OTAeNa NO3BOHOUYHMKA
MPT ronoBHOro mo3ra+ aptTepuu ronoBHOr0 Mo3ra+LeiiHblii 0TAeN NO3BOHOYHMKA HATUBHOE 7000
nccnefoBaHne
MPT ronoBHoro mosra + nasyxu HaTMBHoe nuccnegosaHune 4500
MPT ronoBHOro mo3sra + op6uTbl HaTUBHOE UCCNef0oBaHNe 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHMKA + Ta306epeHHOro cycraBa 5000
A05.03.002 MPT nosicCHMYHOro oTAeNa NO3BOHOYHUKA + KOMYMKOBOrO OTAe/Na No3BOHOUYHNKA 4500
MPT apTepun ronoBHOro Mosra + aptTepun LWen HaTMBHOE UCCNef0oBaHNe 4500
MPT 6ptoLLHO NONOCTN + 3a6PHOLLUMHHONO NPOCTPaHCTBa 7000
MPT ronosHoro mosra + runogus HaTMBHOE uccnegoBaHme 4500
MPT LelHOro otaena NO3BOHOYHUKA + apTepum LWENHOro OTAeNa NO3BOHOUHMKA 4500
MP arnorpadus aptepuii ronoBHOro mosra + MP aHrnorpacgmsi BeH rofloBHOro Mo3ara 5000
PeHTreH
A06.30.008 ductynorpadus 1500
lonosa
A06.08.003 PeHTreHorpagus NpuaaToUHbIX Nasyx Hoca 1000
PeHTreHorpagmsa HOCOrnoTKu 1000
PeHTreHorpagms KocTei Hoca B 2 MPOeKLMsX 1000
A06.08.003.002 PeHTreHorpagus NTo6HOIM nasyxu 1000
A06.08.003.002 PeHTreHorpagus rainmMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpagusi Bcero yepena, B O4HOM nam 6onee npoekymsx 1000
A06.03.056 PeHTreHorpagus KocTei n1LeBoro ckeneta 1000

A06.04.001 PeHTreHorpagus BUCOHYHO-HKHEYETIOCTHOMO cycTaBa 1000



A06.26.001 PeHTreHorpagus rnasHuLbl
A06.07.008 PeHTreHorpacgus BepxHeli 4entocT B KOCOM NPOeKumMmn
A06.07.009 PeHTreHorpatus HWKHEl YentocTu B 60KOBOI NpoeKkuun
A06.25.002 PeHTreHorpadums BUCOUHO KOCTU
A06.25.002.001 PeHTreHorpagms cocueBUAHbIX OTPOCTKOB

LLleq

A06.03.010 PeHTreHorpagus LWeAHOro otaena No3BOHOYHMKA

PeHTreHorpadus WeiHOro oTAena No3BOHOUYHMKA B 3 NMPOEKLMAX (YHKLMOHaNbHbIMU
npo6amu (Npsamas 1 60KoBas)

IpyaHon otaen
A06.03.013 PeHTreHorpagus rpyaHoro otaena no3BOHOYHUKA
A06.03.019 PeHTreHorpagus Nno3BOHOUYHMKA C IYHKLMOHa/IbHBIMY Npo6amun
A06.03.014 PeHTreHorpagus rpyaHoro 1 NoSACHNYHOro otaena no3BOHOYHMKA
MosicHMLA 1 KPeCTLLOBO-KONYMKOBBI OTAen

A06.03.015 PeHTreHorpagus nosiCHUYHOro OTAena NO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOACHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOEKUMAX C PYHKLUNOHAbHBIMU
npo6amu

A06.03.017 PeHTreHorpagus Kpectya 1 Konumka
A06.03.016 PeHTreHorpagus NOSACHUYHOIO U KPEeCTLLOBOro OTAeNa NO3BOHOUYHMKA
A06.03.017.001 PeHTreHorpagus kpectua
A06.03.017.002 PeHTreHorpagust Konumka
Pykn
A06.04.013 PeHTreHorpapus akpoMmnanbHO-KIKUMYHOIO COYSIEHEHNS
PeHTreHorpagmsa KocTel npeanneyss B 2 MPOEKLMAX
A06.04.010 PeHTreHorpagms njaeyeBoro cyctasa
A06.03.028 PeHTreHorpagus naeyeBoi Koctu
A06.04.003 PeHTreHorpagus 1OKTEBOro cyctaBa
A06.03.029 PeHTreHorpaus OKTEBOM 1 Ny4eBO KOCTU
A06.04.004 PeHTreHorpagus ny4es3anscTHOro cycrasa
A06.03.026 PeHTreHorpagusa nonarku
A06.03.032 PeHTreHorpagus Knctu
PeHTreHorpadgus 2 KicTeii B NpsMOou NpoeKuun
A06.03.035 PeHTreHorpagms 1 nasbLa Kuctun
A06.03.021 PeHTreHorpadust BepxHeii KOHEYHOCTH
A06.03.030 PeHTreHorpagus 3anscrbs
A06.03.027 PeHTreHorpadus rofoBKy Nie4eBOn KOCTU
A06.03.031 PeHTreHorpaus nactm
A06.03.033 PeHTreHorpaus tanaHr nanbLes KMCTn
Horn
A06.04.005 PeHTreHorpagus KONeHHOro cycrasa
PeHTreHorpacus 2 KoneHHbIX CycTaBOB B MPSIMOW NPOeKummn (Ha 1 cHUMKE)
PeHTreHorpagus 2 Ta306epeHHbIX CycTaBOB B MOMOXEHUW Jlay3HLUTeRHA
A06.03.042 PeHTreHorpadus rofoBKy 1 LWelikn 6e4peHHOo KOocTn
PeHTreHorpagus KocTei roneHn B 2 NPOEKLMsAX
A06.04.012 PeHTreHorpadgus rofieHOCTOMNHOro cycrasa
A06.03.053 PeHTreHorpagus cTonbl B 2 NPOEKLAX

PeHTreHorpausa NATOYHON KOCTW B NPSMOI NPOeKunn
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A06.03.050 PeHTreHorpagusi NITO4HOM KOCTU

PeHTreHorpagmsa NATOYHbIX KOCTE B OOKOBOW NPOeKL MM

PeHTreHorpagus cTon Ha NPOAO/IbHOE MI0CKOCTONKE C (PU3NYECKON Harpy3Koii B 2
NPOEKLUsX

A06.03.036 PeHTreHorpadmsa HUKXHe KOHEYHOCTN
A06.03.048 PeHTreHorpagms noabbkKn
A06.03.054 PeHTreHorpapus thanaHr nanibLeB HOMM
A06.03.055 PeHTtreHorpagus 1 nanbla CTOMbl B O4HON NPOEKLUn
A06.04.011 PeHTreHorpagms Ta3obepeHHOro cyctasa
A06.03.043 PeHTreHorpagus 6efpeHHON KOCTn
A06.03.045 PeHTreHorpagus HagKkoneHHuKa
A06.03.046 PeHTreHorpacusa 6onbLUolA 6epLoBOl U Manoli 6epuoBoli KocTei
A06.03.049 PeHTreHorpagus npesnitocHbl
A06.03.051 PeHTreHorpadgus natCHbI U hanaHr NabLeB CTOMbI
A06.03.052 PeHTreHorpadus ctonsl B 1 Npoekummn
A06.03.053.001 PeHTreHorpacgus cTonbl ¢ (hyHKLMOHa/IbHOW Harpy3Ko
bptoLluHasa nonocTb
A06.30.004.001 O630pHasn peHTreHorpagmsa opraHoB GPHOLLHON NOA0CTH
PeHTreH nuesosa ¢ 6apuem
3a6pHOLLIMHHOE MPOCTPAHCTBO U HOTK
A06.28.001 PeHTreHorpaus noyek 1 MOYEBLIBOAALLMX MyTeEW
PeHTreHorpagus 2 cton B NpsMOi NpoeKLmm
A06.28.002 BHyTpuBEHHas yporpadus
pyaHasn knetka
PeHTreHorpagmsa opraHoB rpyaHoi knetku B 1 npoekumn (0630pHas)
PeHTreHorpacus opraHoB rpyAHON KNeTKM B 2 NPOEKLMM
A06.03.023 PeHTreHorpagus pebpa(ep)
A06.03.024 PeHTreHorpaus rpyauHol
A06.04.014 PeHTreHorpagus rpyanHHO-KIOUYNYHOIO COY/IEHEHNA
A06.03.022 PeHTreHorpagus Kaounybl
A06.09.007 PeHTreHorpadus nérkmx
Ta3
PeHTreHorpadus KpecTL0BO-N0AB30LWHOI0 COYIEeHEHNS
PeHTreHorpacgus KocTeil Tasa ¢ Ta3o6epeHHbIMY cycTaBaMm
PeHTreHorpagus Ta3o6epeHHOro cycrtasa B 1 npoekuum
PeHTreHorpagus Ta3o6epeHHOro cycraBa B 2 NPOEKLUMsX
Mammorpadus
A06.20.004 Mammorpadpus
A06.20.004 Mammorpadus 2 MONOYHbIX XXene3
Mammorpams ¢ TOMOCMHTE30M MOJIOYHBIX Xené3 (1 MOonoYHas Xenesa B 2-X NPOeKLUsX)
Mammorpagus ¢ TOMOCUHTE30M MOJSIOYHbIX XKeNE3 (2 MOMOYUHBIX XXene3 B 2-X MPOeKLUsX)
A06.20.004.002 Mpu1LENbHBIA peHTreHorpagus MOMOYHOM XKenesbl
A06.20.008 TOMOCUHTE3 MOJIOUHbIX XENE3
Hesponorus
[Mpuémbl

B01.023.001 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-HeBpOiora NepBuYHbIN
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B01.023.002 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpaya-HeBPOOra NOBTOPHbIM 1200

MaHunynaumn
A22.30.015 YpapHoBonHoBas Tepanus (1 ceaHc) 1000
Tepanusa
Mpunémbl
B01.047.001 Mpwuem (OCMOTP, KOHCYbTaLWs) Bpada-Tepanesta NepBuYHbIiA 1400
B01.047.002 Mpuem (0CMOTP, KOHCYNbTaLUs) Bpada-TepaneBTa MOBTOPHbINA 1200
MNeonatpus
Mpunémbl
B01.031.001 Meawnatp (NepBUYHaA KOHCYNbTaLMSA) 1400
B01.031.002 Meaumatp (NOBTOPHast KOHCYNbTaLWs) 1200
B01.031.001 Meawnatp (4BOIHM NepPBMYHAsA KOHCYNbTaLus) 2000
B01.031.002 Meawnatp (4BOVHM NOBTOPHAs KOHCYNbTaLus) 2200

B01.031.001 Mpwuem neamatpa AN8 NOMyYEHUS CripaBKy LLIKONa/AeTCKniA caf, (NpefocTaBnseTcs B

o 700
[eTckunin can/wukony nocne 601e3HU, AUTENIbHOTO OTCYTCTBUSA)
B01.031.001 CnpaBka B 6acceiiH (Mpu HaMumMmM aHaIM30B: COCKO6 Ha 3HTepo6Ko3, Kana Ha snua 800
relbMUHTOB)
B01.031.001 CnpaBka 0 BPEMEHHOI HETPYAO0CNOCOBHOCTM yHawmxcst fo 18 neT (Popma 095/y)
-[lOKyMEHT NoATBEPXKAAET (haKT 60ME3HN CTYAEHTa, yHallerocs TEXHUKyMa Uan WKosbl. CripaBKy 800
no opme 095/y BblgaeT nevawunii Bpau.
B01.031.001 CnipaBka 06 OTCYTCTBUN UH(EKLMOHHLIX 3a60/1eBaHW 800
B01.031.001 CaHaTOpHO-KypOpTHas kapTta geTam (hopma 076/y gns getei) 2000

B01.031.001 CnpaBka ans AeTckux narepeii n cekuuin (dopma 079/y) ??0TparkaeT hranyeckoe
cocTosiHVe pebeHka. UTo6bl ee MonyynTb, 3anvLLMTECh HA MPUEM K NeanaTtpy 1 He 3abygbTe 800
B3ATb CEPTUMMKAT O NPUBMBKAX, COCKOO Ha SHTEPOOMO3, aHAIM3 Kasa Ha aliLa reflbMUHTOB

Odptanibmosnorus
Mpunémbl
B01.029.001 Mpuem (oCcMOTP, KOHCYNbTaLUus) Bpada-ohTaibMo/iora nepBuYHbIiA 1400
B01.029.002 Mpuem (OCMOTP, KOHCYMbTaLuusl) Bpaya-oTasbMosiora MOBTOPHbIN 1200

MaHunynsauymn/o6enesoBaHmus
A02.26.015 OhtanbMOTOHOMETPUSA - Vi3MepeHre BHYTPUINasHOro faBneHns (LeHa 3a Kaxjoe

n3mMepeHune) 200
A12.26.016 ABTOpe(hpakTOMeTPUS C Y3KUM 3pavkoMm 250
A03.26.010 Onpep,eneﬂwe napameTpoOB KOHTAKTHOM Koppekuun (Noabop O4YKOB C 500
aBTOpedpakTomeTpueit)

A02.26.015 ToHoMeTpusa No MaknakoBy 250
A02.26.015 MepurmeTpuns (onpegeneHne noneii 3peHuns) 400
A02.26.015 NMHeBMOTOHOMETPMSA (LieHa 3a KaXK40e n3MepeHue) 250
A03.26.003 OcmoTp nepuepnn rNasHoOro AHa ¢ UCMo/b30BaHEM TPeX3epKaslbHOM NINH3bI 800
lFonbamaHa

A03.26.002 oHMockonus 600
A19.26.002 YnpaxKHeHus ANa TPEHUPOBKY LMAMapHOL MbllwLbl rnasa (1 ceaHc) 350
A02.26.009 NccnepoBaHme LBETOOLLYLLIEHNSA 250
A19.26.002 YnpaxKHeHUs1 4nsi TPEHNPOBKN LINIMapHO Mblwwibl rnasa KYPC (10 ceaHcoB) 3200
A16.26.051 YpaneHne NHOPOLHOIO Tesna PorosuLbl 1400
A16.26.034 YpaneHve NHOPOLHOrO Tefla KOHbHOHKTUBbI 900
A16.26.008 CkotomeTpus (TecT AMcnepa-MapuHyeBa) 300

Xupyprus
Mpunémbl
B01.057.001 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-xvpypra nepBuyHbIii 1400

B01.057.002 Mpurem (OCMOTP, KOHCYNbTaLUs) Bpada-Xupypra noBTOPHbI 1200



B01.057.001 Mpwuem (0CMOTp, KOHCYNbTaLWA) Bpaya-xvpypra nepeuydHbIi (nepes
3HAOCKOMNYECKUM MCCNefoBaHNEM)

B01.057.002 Mpwrem (OCMOTP,KOHCY/NbTaLMA) Bpaya xvpypra noBTOPHbINA (MOcne onepauun)

MaHunynsaumn

A16.01.002 BckpbITve naHapuLums (B TOM YuCIe NapOHUXUIA)

A16.01.012 BekpbiTie 1 ApeHvpoBaHue hiermoHsbl (abeuecca) (rmgpageHnta B TOM Yncne)-2
KaTeropusi CI0XXHOCTN)

A16.01.011 BckpbiThe hypyHKyna (KapbyHkyna)

A16.01.027 YpaneHvie HOrTeBbIX NIaCTUHOK

A16.30.060 VicceueHwne rny6b0KOro nMraTypHoro ceuLa

A16.01.009 YwmBaHWe OTKPbITON paHbl (6€3 KOXHOM nepecajku)
A16.30.069 CHATME nocneonepauoHHbIX LWBOB (1uratyp)

A16.01.001 YpaneHvne nNoBepPXHOCTHO PAaCNONOXEHHOro MHOPOAHOrO Tena
A11.04.005 MNyHKUMA CUHOBMASILHOW CYMKM CycTaBa

A11.30.024 MyHKUMA MATKUX TKAHEWN

A16.01.012 BckpbiTve 1 apeHnpoBaHve gnermoHbl (abeuecca) (rmapageHuTa B Tom uncne)-1
KaTeropums CloXKHOCTK)

A16.01.008.001 HanoxeHne BTOPUYHbIX LLBOB

A16.01.004 Xnpypruyeckas 06paboTka paHbl UM MHMLMPOBAHHOM TKaHK (6e3 yLnmBaHus
paHbl)

A16.01.004 Xvnpyprudeckas o6paboTka paHbl UM MHPULMPOBAHHOW TKaHW (C yLUMBaHUEM paHbl)
A15.01.001 Hano>keHne NOBA3KN NPU HaPYLUEHUM LLe/TOCTHOCTU KOXKHbIX MOKPOBOB
A15.01.002 Hano>keHne NoBa3KM MPY THOVHbIX 3a601eBaHNAX KOXM U MOAKOXHOW KIeTUYaTKn
A11.01.001 Broncus Koxkn (3abop matepuana)

A16.30.076 BCKpbITUE reMaToMbl MATKUX TKaHel

A16.01.028 YpaneHve M0O30/M (CTEPXXHEBOA)

A16.01.016 YganeHue atepomsbl (0,5-1 cM, 1 anemeHT)

A16.01.016 YganeHue atepombl (1-3 cM, 1 aneMeHT)

A16.01.016 YpaneHue atepomsl (3-5 cM, 1 anemeHT)

A16.01.017 YganeHue o6poKayecTBEHHbIX HOBOOGpasoBaHuii koxku (0,5- 1cm, 1 anemMeHT)
A16.01.017 YganeHne o6poKayecTBEHHbIX HOBOOBOpPa3oBaHuiA kKOXu (1-3 cMm, 1 anemeHT)
A16.01.017 YpaneHue go6pokavyecTBeHHbIX HOBOOGPa30BaHUn KOXu (3-5 cm, 1 anemeHT)
A16.01.017 YpaneHue gobpokavyecTBeHHbIX HOBOOGPa30BaHin KOXu (CBbille 5 cm,1 anemeHT)

MepeBsizka YNCTbIX PaH

A16.01.018 YganeHue fo6poKayecTBEHHbIX HOBOOOPa30BaHMWIA NOAKOXHO-XXMPOBOI KneTyaTku
(nmnoma, mbpoma, rurpoma 0,5-1 cm-1 anemeHT)

A16.01.018 YganeHne o6pokavyecTBEHHbIX HOBOOOGPA30BaHWN MOAKOXKHO-XXMPOBOW KeTyaTku
(nunoma, prnbpoma, rurpoma OT 1-3 cMm-1 31eMeHT )

A11.01.001 Bruoncus Koxku (3abop Matepurana)
A16.01.003 Hekpsktomus
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHel OT 1 cM-3cM 1 anemeHT

A16.30.032 VicceueHne HOBOO6Pa3oBaHWS MSATKMX TKaHel oT 3cM -5 cM 1 anemeHT

A16.01.018 YnaneHue 4o6poKayecTBEHHbIX HOBOOOPa30BaHMWIA NOAKOXHO-XXMPOBOI KneTyaTku
(nmnoma, hmbpoma, rurpoma ot 3 cM -5 cM 1 anemeHT)

A16.01.003 HekpaKTOMUS (2 KaTeropum CroXXHOCTH)

A16.01.023 VicceueHune py6uoB Koxu (0T 0,5 -1cM 1 a5nemMeHT)
A16.01.023 VicceueHune pybu0B Koxu (0T 1 cM-3 CM 1 1 3/1EMEHT)
A16.01.023 VcceueHune pybuoB Koxu (0T 3 M -5 cM 1 anemeHT)
A16.01.030 VcceueHwne rpaHynaumm (1 kKateropum CnoXHoOCTH)

A16.01.030 VcceuveHune rpaHynaumm (2 Kateropmm CNoXXHOCTN)

800

800

1500

1900

1000
2600
1800
1500
500
1000
1000
1100

1300

2100

700

2000
400
1000
400
1400
2600
1300
1500
1900
1700
1900
2400
2900
500

1800

2100

400
2000
1300
1900

2500

2600
1500
1900
2400
2400
3100



A16.30.069 CHsITMe NocneonepaLOHHbIX LUBOB (MUraTtyp), METAIIMYECKMX CKOOOK

A16.30.014 3KcTMpnaLmsa CPeanHHbIX KACT U CBULLEN LLen

ABOMUHA/IbHAA XUpYprus

A16.30.007.001 ApeHnpoBaHne GPIOLLHOM NOMOCTU NOJ KOHTPOJEM YNbTPa3ByKOBOrO
nccnefosaHns

A16.30.043.002 TpaHcKaTeTepHOe fieyeHne abCLeccoB GPHOLLHON MOOCTM NOA KOHTPOEM
y/NbTPa3ByKOBOI0 UCCeA0BaHWs

A16.30.043.003 peHnpoBaHue GPHOLLIHOM NONOCTY 1 3a6PIOLLMHHOIO NPOCTPAHCTBA MO/,
KOHTPO/EM YNbTPa3BYKOBOrO UCCNEA0BaHUSA

A16.14.018.003 peHnpoBaHue KUCTbI, abcLiecca NeYeHn YpecKoXXHoe
A16.30.004.003 Onepauuma npy Manon 1 cpefHen nocneonepaLMoHHONM rpbbke (nerkas gopma)
Onepauusi Npy 60/bLUIOK NOcneonepaLiOHHON rpbiXe

A16.30.004.007 Onepavusi Npy rMraHTCKo NocieonepaLnoHHON rpbbke

A16.30.004.016 OnepaTMBHOE fieyeHne NOCNEONepPaLMOHHON rPbKM C UCNOIb30BaHNEM
ceTyaTbIX UMMNIaHTOB

A16.30.001.002 OnepaTMBHOE NeyeHne NaxoBO-6epEHHO FPbDKM C MCMOb30BaHNEM CeTYaThbIX
NUMMJIaHTOB

A16.30.002.002 OnepaTMBHOE Nie4eHme NYNOYHOW rPbKM C UCMOMb30BaHMEM CETHATbIX
NMMJIaHTOB

A16.30.001 OnepaTtnBHOE fle4EHME Nax0BOi (6eApPeHHOI) rPbKK (OTKPbITLIA MeTos)
A16.30.002 OnepaTtnBHOE fleYEHNE NMYMOYHON FPbDKM (OTKPLITbIA METOL)
A16.14.009.002 X0/eumCcTaIKTOMUA nanapockonmnyeckas

A16.19.018 YganeHne NMHOPOAHOrO TeNa NPSMON KULLKK 6e3 pa3pesa (aHOHNMHO)

A16.30.004.004 Onepauusi Npy Masloii 1 cpefHel NocneonepaLiOHHON rpbike (CNoXHas
opma)

A16.01.018 YganeHue o6poKavecTBEHHbIX HOBOOGPA30BaHUN MOAKOXKHO-XXNPOBOW KeTyaTku
(nunoma, nbpoma, rurpoma ot 5 cMm A0 10 cm -1 31eEMEHT )

A16.01.018 YpaneHue fo6poKayecTBEHHbIX HOBOOOPa30BaHWIA NOAKOXHO-XXMPOBOW KneTyaTku
(nmnoma, mbpoma, rurpoma ot 10 cm 1 6onee -1 anemeHT )

A16.30.032 VicceueHne HOBOOGPa3oBaHMsA MArKUX TKaHel (0T 5 cm 1 6onee- 1 3aneMeHT )
A16.30.032 VicceueHne HOBOOOpa3oBaHMs MArkux TkaHei (o1 10 cm 1 6onee - 1 3IeMeHT )
A16.30.006 Jlanapotomus

A16.30.006 SlanapoTomus

A16.18.022 Pa3obLeHne cpaLLeHunii Npy CnaeyHon HeENPOXoAMMOCTH

A16.18.022.001 Pa3o6LieHMe cpaLleHnii MpK cnaeyHo HeNPOXOANMOCTU C UCMO/b30BaHMEM
BUE03HL0CKOMMNYECKMX TEXHONOMNA

A16.22.002 Tnpeonasktommns
A16.22.001 l'eMnTNpEOnasKTOMuUSA
A16.01.006 VicceueHne nopaxkeHWs MOLKOXHO-XXUPOBOW KIETYATKN

A16.16.017.016 MNpofonbHas pe3eKkuns xenyaka nanapockonuyeckas

A16.30.001.001 OnepaTMBHOE fie4eHNe NaxoBO-6eJPEHHO FPbKU C UCMONb30BaHNEM
BWAE03HOCKOMNMNYECKNX TEXHONOTUIA

lepHUonnacTnka

A16.30.004.010 Slanapockonuyeckas nnacTMka nepegHein OProLWHON CTEHKN Npy rpbbkax 1
Kateropusa cnoXXHoCcTm

A16.30.004.010 /lanapockonuyeckas nnactnka nepefHei 6proLLHON CTEHKN NpK rpbbkax 2
KaTeropus CnoXKHoCTu

A16.30.004.010 JlanapocKonuyeckas naactuka nepegHen 6PoLWHON CTEHKN Npy rpbbkax 3
KaTeropusi CI0XKHOCTU

A16.30.004.001 MpbbKeceueHne NpU rpbbKe 6GeNoi NMHUM XUBOTa (nerkast oopma) 1 kateropums
[0 4x cm

A16.30.004.001 NpbbKeceueHne Npu rpbbKe 6enoi NMHMK XUBOTa (Nerkas hopma) 2 Kkateropums
6onee 4x cm

A16.30.004.011 OnepatMBHOE NeYeHre rpbikn NepeaHel 6PIOLLIHON CTEHKM C NCMONb30BaHVEM
ceTyatbIx UMMIaHToB (1 kateropus o 4x cm)

A16.30.004.011 OnepaTMBHOE fleUeHne rpbbKK NepeaHei GPIOLLIHO CTEHKU C UCMONb30BaHNEM
ceTyarbIX MMNIAHTOB (2 Kateropuu 6onee 4x cm)

A16.30.004.002 Mnactuka npu gnacrase NpsMbIX MbiLLLL, XXMBOTA (40 5 cM)

1000
29900

19000

14800

26000

11000
42300
56400
65000

55000

35000

35000

23100
20000
35000
25000

46000

9500

12000

9800
12800
34200
65000
28000

30000

120000
55000
143000
230000

55000

40000

55000

70000

22000

30000

37000

45000

25000



A16.30.004.002 MNnactrka npu gnactase NPsiMbIX MbILLL, XXMBOTa (60nee 5 cm) 31000
A16.30.005.002 Onepauusa Npu rpbbke NULLEBOAHOrO OTBEPCTMA Anadparmbl 36000

AHann3sbl

rMcTonornyeckoe nccnefoBaHne GUONCUIKHOrO MaTepuana n Marepuana, NoayYeHHOro npu
XMPYPruyeckmx BmeLlaTenbCTBax (3HLOCKOMNMYECKOro MaTepuana; TKaHel XXeHCKO NonoBoii

CUCTEMbI; KOXW, MATKWX TKaHel; KPOBETBOPHOWN 1 NMMMOUAHON TKaHe; KOCTHO-XPALLEBOWA 2420
TKaHN)
A08.30.046 MNaToN0ro-aHaTOMUYECKOE UCCNeA0BaHNe BUONCUAHOIO (ONepaLMoHHOrO) 2420
marepuana
Y3 B3pocibiM

¥3W cocypos
A04.12.005.003 Y3 akcTpakpaHuaibHbIX 6paxmoLledanbHbiX apTepuii (aptepun Lwen) 1500
Y3W-komnnekc nepef cteHTupoaHvem (Y34 BLIA + gonneporpadus aptepuii BEPXHUX 2400
KOHEeYHoCTel)
Y3N-komnnekc nepeg cteHTnpoBaHuem (Y34 BLIA + gonneporpagus apTepuii HXHKX 2800
KOHEeYHoCTel)
[JynnekcHoe ckaHnpoBaHue HIMNB 1 noAB3f0LWHbIX BEH 1500
A04.12.001.004 TpunneKcHOE CKaHMPOBaHWe apTepuii NOAB3A0LWHO-6ePEHHOIO CErMeHTa 800
A04.12.001.004 TpunaeKcHOE CKaHMPOBaHWe apTepuUii NOAKIHUNYHOIO CErMEHTa 800
A04.12.001.001 Y3W apTepuii HMXHKX KOHEYHOCTEN 1400
A04.12.002.002 Y3 BeH HMXHUX KOHEYHOCTe 1400
A04.12.002.001 Y3 apTepuii  BEH HUXKHNX KOHEYHOCTE 2000
A04.12.002 Y3 apTepuii n BEH BEPXHUX KOHEYHOCTE 1900
A04.12.002.003 Y3 BeH BEPXHWX KOHEYHOCTEN 1000
A04.12.001 Y3V apTepuii BEPXHUX KOHEYHOCTEN 1000
Y3 6paxvouetanbHbix apTepuii (apTepun LWen)+KoHCyNbTalms HeBpoora 2000
A04.12.014 Y3 cocynoB nopTasibHOWN CUCTEMBI 900
A04.12.001.006 Y31 cocyaoB ronoBHOro Mo3ra 6e3 cocyfoB Leun(TpaHCKpaHasbHbI gonnep) 1800
Y3 cocyoB rofloBHOro Mo3ra (TpaHCKpaHWasbHbI Aonnep)+akcTpakpaHuaibHbIX 2800
6paxunoLiedanbHbIx apTepuii
A04.12.022 Y3 BeH Ta3a 1400
A04.12.001.002 Y3 noyeyHbIx apTepuia 700
A04.12.003 Y3/ 6ptoLLIHOI aopThl 1100
A04.12.003.001 AynnekcHoe cCKaHMpOBaHWe GPIOLLHOW aopTbl U e BUCLLePasTbHbIX BETBEN 1400
A04.12.003 AynnekcHoe CKaHMpOBaHWe aopTbl 1100
A04.12.014 AynnekcHOe CKaHMPOBaHWe COCYA0B renaTtobuiInapHo 30HbI 900
A04.12.005.003 [lynnekcHoe ckaHMpoBaHue bpaxuouetanbHbIX apTePUii ¢ LIBETHbIM 2000
[ONNNEPOBCKUM KapTMPOBAHMEM KPOBOTOKA

Y3W wutoBmnaHO xenesbl
A04.22.001 YnbTpa3ByKOBOE UCCef0BaHNE WUTOBUAHOM Xenesbl U NapalMToBUAHbIX Xenes 600
Y3 WwmnTOBMAHOW Xenesbl ¢ PermoHapHbIMy MnMdoy3namm 800
A04.22.001.001 dnacTorpagus LLUTOBUAHOM >Kenesbl 1100
Y3W CNtOHHbIX XXKenes 800

Y3 opraHoB GpIOLLIHOI NONOCTH
A04.16.001 Y3/ 6GptoLLIHOI NONOCTY (MEYEHb, XKENUHbIN Ny3blipb, NOMKENYL0YHASA YKENe3a, 1100
ceneseHka)
Y3 6ptoLuHO NONOCTU(NEYEHb, XXENYHbINA My3bipb, NOMKENYAOYHAS XKefes3a, CeNe3eHKa, NoYKu, 2000
HafNnoYeYHNKMN, MOYEBOI NY3bIPb)
A04.06.001 Y3 ceneseHku 500
A04.15.001 Y3 nogykenyao4vHol »enesbl 600
A04.28.002.005 Y3 mo4ueBOro nysbips ¢ onpeaeneHneM OCTaTouHONn Moun 600

A04.14.001 Y3 neyveHun 800



A04.14.002 Y3W »enyHoro nysbips
A04.14.002.001 Y3 »en4Horo ny3bipsi ¢ hyHKUMe
A04.18.001 Y3 anneHamkca (CNENOn KALLKK)
¥Y3W opraHoB 3a6prOLLMHHOIO NPOCTpaHCcTBa
A04.28.002.001 Y3 no4ek 1 MOYEBOro My3bIps
A04.22.002 Y3 Hagno4yeuyHUKOoB
A04.28.001 Y3/ noyek 1 HagMoOYe"yHNKOB
A04.28.002.001 ¥3M noyek
A04.28.002.003 Y31 mouyeBOro ny3bips
Y3/ MOLLOHKH
A04.28.003 ¥Y3U opraHoB MOLLOHKMN
Y3 cepaua
A04.10.002 3xokapamorpadus ¢ 4ONNIepoBCKUM aHanM3oMm (y3u cepgua+aonnep)
Y3 o6wme
A04.01.001 Y31 MSArKMx TKaHel (0gHOW 30HbI)
A04.09.001 Y31 nneBpasibHbIX NOMOCTEN
A04.28.002.003 Y3 opraHoB Mafioro Tasa (My>CcKoe nccnegoBaHume)
A04.18.001 YnbTpa3ByKOBOE UCCnefoBaHME TONCTON KALLKKN
Y3W numcatnyeckmnx y3nos
A04.06.002 Y3 AumMmdaTnyeckmx y3n10B 3a6PLLNHHbIX
A04.06.002 Y3 numatnyeckmx y3nos HagnoyeuHbIxX
A04.06.002 Y3U numdaTnyecknx y3nos naxosbIx
A04.06.002 Y3U numMmdaTtnyeckmx y3nos NOLKIHUNYHbIX/HALKNHOUYNYHbIE
A04.06.002 Y3 numMdaTyeckux y3n108 NOAMbILLEYHbIX

A04.06.002 Y3 numMaTyeckunx y3nos Luen

A04.06.002 Y3U numdoy3anbl wew, Haa/nogknioYnyHble, NOAMbILWEYHbIE, 3a6PHOLLNHHbIE,
naxoBble

Y3 npeacraTtenbHOM »enesbl
A04.21.001 ¥Y3W npeacTaTenbHOM Xenesbl TpaHcabioMUHaNbHOe

Y3 npepctatensHOM xenesbl TpaHcpekTanbHoe (TPY3N)

Y3 npepactatenbHoM enesbl TpaHcpekTasibHoe (TPY3U)+Y3W MouyeBOro nysbips+ ocratouHas
Moya

A04.21.001.001 ¥Y3W npepacratensHOW Xenesbl TpaHCabA0OMMHaIbHOE + OLeHKa OCTaTO4HOWA
MOoumn

Y3 npeactaTtenibHOM »enesbl TpaHCPEKTa/IbHOE+O0LEHKA OCTaTOYHOW MOUM
Y3 MOIOYHBIX Xené3

A04.20.002 YnbTpa3ByKOBOE McCefoBaHe MOJIOYHbIX Xefes

Y3/ MONoUYHbIE XXenesbl C OCMOTPOM pPerMoHapHbIX 30H € anactorpadueit
Y3 6epeMeHHbIX N TMHEKONOTUst

A04.30.010 ¥YnbTpa3ByKoOBOe 1ccnefoBaHne opraHoB Masioro Tasa KOMI/EKCHOe

A04.30.001 YnbTpasByKOBOE 1UccegoBaHme nnoga (quarHoctTuka Ha paHHUX CpoKax
6epeMeHHOoCTI)

A04.30.001.001 YnbTpa3ByKOBOE UcCCnegoBaHme Naoga Npu cpoke 6epeMeHHOCTU A0
TpYHaaUaTu Hegenb (BHe CKPUHWUHTA)

A04.30.001.007 YnbTpa3ByKoBOe mccnefosaHue nnoga B Il Tpymectpe 6epeMeHHOCTH

A04.12.024.003 ¥YnbTpa3BykoBas gonnaeporpagus niofoBoro Kposotoka (JonnnepomeTtpus
6epeMeHHbIX II-11l TpumecTp)

A04.04.001 YnbTpa3ByKOBOe UcCnefoBaHme cyctaBa (IOHHOrO COUIEHEHUS)
A04.20.003 ¥nbTpa3ByKOBOE uccnefoBaHne GonnmkynoreHesa (nepBnyHoe)

A04.20.003 ¥YnbTpa3BykoBOe 1ccnefoBaHue honnamkynoreHesa (MOBTOPHOE)

500
700
800

800
500
800
700
500

800

1800

750
600
1100
800

800
800
800
800
800
800

2000

1000
1200

1400

1100

1300

1200
1200

1100

1200

1300

1800

1300

700
700
400



A04.20.001.004 YnbTpa3ByKOBOE UCCneaoBaHme WENKN MaTkm (¥Y3-LepBUKOMETPIS) 700
A04.30.001.002 ¥YnbTpa3ByKOBOe uUccnefoBaHue nnoga B pexkxume 4D (8o 26 Hepensb,

2500
onpegeneHune nosna, 3anucb Ha auck, lgotorpadus)
A04.30.001 YnbTpa3BykoBOe uUccnefoBaHue nnoga Bo |l Tpyumectpe 6epemMeHHOCTM 1500
A04.30.001.002 ¥YnbTpa3sykoBOe nccnefoBaHue nnoga s pexxume 3D 1700
A04.30.001.001 YnbTpa3ByKOBOE UCCNefoBaHMe Noga Npu cpoke 6epeMeHHOCTU A0 2000
TpYHaauaTu Hegenb (MHOronnoaHas 6epemMeHHOCTb BHE CKUPUHATa)
A04.12.024.003 YnbTpa3ssykoBas fonnaeporpagus niofoBoro KpoBOToka (MHOronnogHas 2400

6epeMeHHOCTb) (JonnnepomeTpus 6epemeHHbIx lI-Ill TpumecTp)

A04.30.001.006 YnbTpa3ByKOBOe CKPUHUHIOBOE UCCNefoBaHNe Npu cpoke 6epeMeHHOCTU
feBATHafLUartas - fBafLuarb nepsas Hefle/in Mo OLeHKe aHTeHaTa/lbHOro Pa3BUTUSA MNI0AOB C
LeNbio BbIABIEHNS XPOMOCOMHbIX aHOMa/INiA, MOPOKOB Pa3BUTUSA, PUCKOB 3a[lePXKKU pocTa 2500
nnoja, NpeXxxaeBpemMeHHbIX POAOB, NPEIKIAMICUN MPU MHOTOMIOLHON 6epeMeHHOCTH
(ckpuyHUHT 1)

A04.30.001.008 YnbTpa3ByKOBOE MccnefoBaHne NaogoB B Il TpumecTpe MHOroN10AHOM

2500
6epeMeHHOCTH
A04.30.001.002 ¥YnbTpa3ByKOBOE UCCNeaoBaHMe nNioga B pexxume 4D npu MHOronao4Hom 3500
6epeMeHHOCTH ([0 26 Hefenb, onpeaeneHne nona, 3anuck Ha AnUcK, 1 gotorpadus)
A04.30.001.002 YnbTpa3BykoBOE MccnefoBaHue naoga B pexxvme 3D npyv MHOTOMNI04HOM 2400
6epeMeHHoCTH
MyHKUMA nof KoHTponem Y3U
A11.06.001.001 MyHKUMA NUMDATUYECKOTO Yy3M1a Noj KOHTPONEM Y/bTPa3ByKOBOro 900
nccnefoBaHus
A11.20.010.003 MNyHKLMA HOBOOGPA30BaHUSI MOMIOYHOW YKene3bl NpuLebHas NyHKLUMOHHasA Noj 900
KOHTPO/NEM YNbTPa3ByKOBOroO MUCC/ef0BaHUA
A11.22.002.001 MyHKUMSA WUTOBUAHOM U NaPaLLUTOBUAHON Xene3bl Nofg KOHTPOoeM 900
YNbTPa3ByKOBOTO NCCefA0BaHUA
A11.30.024.001 MyHKUMA MATKUX TKAHEWN MO KOHTPOJIEM YNbTPa3ByKOBOTO MCCeAoBaHNA 900
Y3W cycTtaBoB
A04.04.001 YnbTpa3ByKOBOE UccnefoBaHne cyctasa (n1eveBoro) 1 cycras 900
A04.04.001 YnbTpa3ByKOBOE UccnefoBaHmne cyctaBa (TOKTeBOro) 1 cycras 700
A04.04.001 YnbTpa3ByKOBOE uUccnefoBaHune cycrasa (K1UCtu) 1 kuctb 800
A04.04.001 YnbTpa3ByKOBOe MUCCefoBaHWe cycTaBsa (flyvesansactHoro) 1 cycraB 800
A04.04.001 YnbTpa3ByKOBOe 1UcCejoBaHUE cycTaBa (KoneHHoro) lcycras 800
A04.04.001 YnbTpa3ByKOBOE UccnegoBaHme cyctasa (rofIeHOCTOMNHOro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOE Ucc/egoBaHme cyctasa (MabLesB KUCTK unn Tonbl) 1 nanew, 600
A04.04.002 YnbTpasByKOBOE UCCNeA0BaHNE CyXOXUANIA (aXninoBa CyXOoXUIms) 600
A04.12.022 [lynnekCHOe CKaHMpOBaHWe COoCyi0B Ma/loro Tasa 1400
¥Y3W HepBoB
A04.24.001 ¥YnbTpa3ByKOBOE 1UCC/efoBaHme neputepnyecknx HepBoB (04Ha aHaToMM4Yeckas 1100
obnacTb)
A04.24.001 YnbTpa3ByKoOBOe UccnegoBaHmne nepudepuyeckmx HEpBOB (0gHa aHaTOMMYecKas 3200
obnactb)
PYHKUMOHAIbHAA AUarHoCTMKa
B03.037.001 ®yHKLMOHANIbHOE TeCTUPOBaHNE NETNX 500
A05.10.006 PernctpaLms anekTpokapgnorpaMmmsl. PaclumgpoBka, onucaHue 1 MHTepnpertaums 500
3N1eKTPOKapANorpauyecKnx aHHbIX
A02.12.002.001 CyTo4HOEe MOHUTOPUpOBaHne A/l 1200
A05.10.008 XonTepoBCKOe MOHUTOPUPOBaHWE cepaeyHoro putMa (B TedeHne 24 4acos) 2000
3KI' + XonTtepoBckoe MoHUTOpUpoBaHue SKIT B TeyeHne 24 Yyacos 2200
B03.037.001 ®yHKUMOHaNbHOE TeCTUPOBaHMe Nerkux ( ¢ 6GPOHXONUTUKOM) 750
A05.23.001 SnekTpoaHuedanorpagus (33 1100
A12.10.001 3nekTpokapauorpadus ¢ Gr3nyeckKoi Harpy3koii 750
A05.30.001 Kapanotokorpadusa nnoga (KTr) 1200

SHAOKPUHOOrUS

Mpunémbl



B01.058.001 Mpurem (oCcMOTP, KOHCYbTaLus) Bpaya-aHAOKPUHOIOra NepBUYHbIIA 1400

B01.058.002 Mpuem (OCcMOTP, KOHCYNbTaLusi) Bpaya-aHA0KPUHOIOra MOBTOPHbIN 1200

MaHumynaumm

MHekonorus

Mpunémbl
B01.001.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-rmHeKosiora nepBuYHbIii 1500
B01.001.002 Mpurem (oCMOTP, KOHCY/bTaLus) Bpaya-rMHeKoora noBTOPHbIN 1300
B01.001.002 Mpuem (nocne onepawymm) Bpada-rmHeKonora noBTOPHbIN 800
B01.001.001 Mpwuem (0CMOTP, KOHCYNbTaLMs) Bpada-akyLlepa-rmHeKkonora neperyHsbli (No 1500
Bonpocam 6ecnnogms)

MaHunynaumm
A11.20.011 Broncus LWeWnkn MaTkn 1500
A11.20.014 BeepeHue BMC 1500
A11.20.008 Pa3genbHOe AMarHoCTMYeCKoe BbiCKabnnmBaHme nofocTy MaTku 1 LiepBUKanbHOIo 5400
KaHana
A11.20.008.001 Pa3genbHOE ANArHOCTMHECKOE BbICKab/IMBaHWE MOMOCTU MaTKn 2900
A11.20.002 Mony4yeHue LepBMKasIbHOrO Maska 450
A11.20.003 Broncus TKaHel MaTku 800
A03.20.001 Konbnockonus 1000
A11.20.015 YpaneHvie BHyTpMMAaTOUHOM cnvpanm 500
A16.20.036 Xvpypruyeckoe neyeHne 3a601eBaHN LWENKN MATKM C MCNOb30BaHNEM Pa3/INYHbIX 2100
3Heprui
A08.20.004 AcnpuaunoHHasa 6uoncus saHgoMeTpusa 3oH40M Malinens (6e3 ctoMmocTn 1400
rMCTONOrMYECKOro NN OHKOLMTONIOrMUYECKOrO UCCelOBaHs)
A11.20.015 YganeHve BHYTPMMATOYHOM cnvpanu 500
A14.20.002 BeegeHve, N3BeYeHNE aKyLLIEpPCKOro pasrpykaroLero noAaep>KMBatroLero KonbLa 900
(neccapws)
A16.20.036.001 dneKTpoanaTepMOKOHU3aLIMSA LEAKA MaTKK 7500
A11.20.005 MonyyeHwe Bnara/imwHOro maska 450

OnepatuBHOe feveHne/bonbLuvie rMHeKoNnornyeckne onepaummn
A16.20.038 Onepauum No noBogy 6ecnnoams Ha npugatkax MaTkm 39000
A16.20.017.001 YpaneHne napaoBapuaibHOW KUCTbI C UCMO/b30BaHUEM BUAEO3HA0CKOMMUYECKUX 34900
TexHonorui
A16.20.004.001 CanbnUHrakTOMMS C UCMOJIb30BAHNEM BUAEO3HLOCKOMUUYECKUX TEXHONOT NI 30900
A16.20.003.001 CanbnmMHro-o0popaKTOMMA C NCMO/Ib30BaHNEM BUAEO3HAOCKOMNYECKNX 36900
TEXHONorni
A16.20.041.001 CtepnnmsaLmsa MaTOUHbIX TPY6 € NCNOMb30BAHUEM BUAEOIHLOCKOMMYECKUX 29900
TexHonorui
A16.20.001.001 YganeHue KUCTbl AMYHUKA C UCMO/Ib30BaHNEM BUAE03HAOCKOMNUYECKNX 34900
TEXHONOrnii (0AHOCTOPOHHEE)
A16.20.001.001 YganeHve KUCTbl ANYHMKA C MCNOJIb30BaHMEM BULEOIHAOCKOMNYECKMX 37900
TEXHONOIMIA (4BYCTOPOHHEE)
A16.20.003.001 O0(hop3KTOMMS C UCNOJIb30BAHUEM BUAEO3HAOCKOMUYECKNX TEXHOMNOT NI 30900
A16.20.010.001 Cy6TOTasIbHaA rMCTEPIKTOMMS (@aMMyTaLmsa MaTKn) C MCMOb30BaHNEM 73900
BVAEO03HOCKOMUYECKNX TEXHONOT N
A16.20.010.001 Cy6TOTaIbHaA rMCTEPIKTOMMS (aMnyTaLmsa MaTKn) € UCMNONb30BAHMEM 75900
BVAE03HOCKOMUYECKUX TEXHONOTNIA 2 KaTeropusi CI0XKHOCTU
A16.20.010.003 Cy6TOTa/IbHasA TMCTEPIKTOMUS (aMMyTaLmsa MaTKM) ¢ NpuaaTkamu ¢ 74900
NCMOMb30BaHNEM BUAEO3IHAOCKONMNYECKMX TEXHONOMMIA 1 KaTeropus CoXHoOCTn
A16.20.010.003 Cy6TOTa/IbHas FTMCTEPIKTOMUSA (amnyTauma MaTku) ¢ npugatkamm ¢ 84900
UCMOMb30BaHNEM BUAEO3IHAOCKONMNYECKMX TEXHONIOMTMIA 2 KaTeropus CrI0XKHOCTA
A16.20.010 Cy6TOTaIbHasi TMCTEPIKTOMUS (aMMyTaLmsa MaTKM) nanapoTomMmyeckas 58900
A16.20.011.001 ToTanbHas rMcTEPIKTOMUA (TMPNALMsA MaTK1) C UCNO/b30BaHNEM 83900
BVAE03H0CKOMUYECKUX TEXHOOT A
A16.20.011.001 ToTanbHas rMCTEPIKTOMMUSA (IKCTUPNALMA MaTKK) C UCMO/Ib30BaHNEM 94900

BNAEO3HAOCKOMNYECKNX TEXHONOrni



A16.20.011.002 ToTa/lbHas rMCTEPIKTOMUSA (3KCTUPNAaLLMA MaTKM) ¢ NpuaaTkamu

76900
nanapoTtomMuyeckas
A16.20.011.002 ToTanbHasa rmcTepakTtoMumsa (IKCTUpNaLmsa MaTku) ¢ npugatkamm 87900
lanapoTtoMuyeckas 2 KaTeropus CNoXxXHOCTn
A16.20.063 IkcTMpnaums KynbTu LIENKN MaTKn 92900
A16.20.033 BeHTpohmKcaLms MaTkm 35900
A16.20.012 BnaranuiiHas aKcTMpnaums MaTku ¢ N1acTMKOW CTEHOK Bnaranmia 77900
A11.20.003 buorncusa Su4HUKOB 1100
A03.20.003 Jlanapockonus gnarHoctnyeckas 19000
A16.20.061.001 Pe3ekuusi AUHHMKA C UCMO/Ib30BAHNEM BUAEO3HAOCKOMUYECKUX TEXHONOTWiA (1 35000
KaTeropus CI0XKHOCTH)
A16.20.061.001 Pe3ekums AMYHMKA C MCNOMb30BaHNEM BUAEO3HAOCKOMNYECKUX TEXHONOTWIA (2 40500
KaTeropus CI0XKHOCTH)
A16.20.026.001 PacceyeHne 1 ncceyeHmne crnaek >XeHCK1x nonoBbIx OpPraHoB C UCMO/b30BaHNEM 23000
BVAE03H0CKOMUYECKNX TEXHONOT A

KoHcepBaTVBHO - NyiacTMyeckne onepauun
A16.20.035 MMOM3KTOMUS (3HYK/IeaLMss MMOMATO3HbIX Y3/10B) C UCMONb30BaHEM 58900
BMAE03HA0CKOMMYECKUX TEXHONOT NI (nanapoToMms)
A16.20.035.001 M1UOM3KTOMUS (3HYKeaLmnst MMOMAaTO3HbIX Y3/10B) C MCMO/Ib30BaHNEM 39900
BUAEO03HOCKOMMYECKUX TEXHONOTNA1-0l4 KaTeropmm CNOXXHOCTU (-1anapocKonusl)
A16.20.035.001 M1UOM3KTOMUSA (3HYK/IeaLumst MMOMAaTO3HbIX Y3/10B) C UCMNO/Ib30BaHNEM 61900
BUE03HA0CKONNYECKMX TEXHOMNOMNIA 2-0l4 KaTeropum C0XKHOCTM (- 1anapocKonms)
A16.20.028.002 Onepauuv Npu OnyLLEeHWN 3aHER CTEHKM Blaraiviia 20900
A16.20.028.003 Onepauuum Npu onyLLeHUN NepeaHen CTeHKM Braraiuwia 20900
A16.20.083 KonbnoneprHeoppadus 1 neBatoponiactuka 38900
A16.20.023 MNnactnkKa NPOMEXXHOCTN Moc/e 3nn3roToMun 31900
A16.20.065 PacceueHne neperopojku Bnaranuniia 21900
A16.20.063.018 Bbicokas amnyTauus WenKn MmaTku 21900
A03.20.003 l'ictepockonus 17000
A03.20.003.001 McTtepopeseKTockonusa 1 kateropuu CNoXKHOCTH 26900
A03.20.003.001 M'cTepOpe3eKTOCKONUA 2 Kateropuu CI0XKHOCTN 33900
A03.20.003.001 I'vctepope3eKToCcKONUA 3 KaTeropum CNoXHOCTH 39900
A16.20.006 Pe3ekums LWelikn MaTkm 42000
A16.20.007 MNnactmka WenKn maTkm 28900
A16.20.024 PeKOHCTPYKLMA Bharaama 63000
A16.20.028.005 MaHuecTepckas onepaums (1 kaTeropum cnoXHocTu) 49000
A16.20.028.005 MaHuecTepckas onepauus (2 Kateropum CnodxxXHoOCTH) 60000
Masble ruHeKoiorMyeckme onepauum

A16.20.066 PacceuveHne CUHeXMH Masibix NOMOBbLIX Ty6 4100
A11.20.018 MyHKUMA 3aHEro ceofa Bnaranvia (6e3 cToMMoCTU LIUTONOrMYECKOro 2900
nccnegoBaHus)
A16.20.059 YpaneHne MHOPOAHOrO Tena 13 Bnaraamila 1300
A16.20.059.001 YganeHve HOBOOGpa30BaHUs Bnaraauia 3900
A16.20.036 Xvpypruyeckoe neyeHne 3a601eBaHN LWENKN MATKM C MCMOIb30BaHNEM Pa3/INYHbIX 5900
3Heprui
A16.20.091.001 BckpbIThe abeLiecca 6apTONMHOBON Xenesbl 2800
A11.20.008.001 BbickabnvBaHMWe LIePBNKa/IbHOTO KaHala 1 MOI0CTM MaTku ¢ Groncuei 2000
A11.20.008.002 Pa3genbHOe AMarHOCTMYECKOe BbiCKabMBaHve LiepBMKaibHOro kaHana 2700
A11.20.008 Pa3genbHOe UarHoCTMyeckoe BbiCKab/MBaHWe nonocTy MaTkm U LiepBUKaibHOro 5400
KaHana
A11.20.008.001 Pa3genbHOE AMarHOCTUYECKOE BbiCKabMBaHME MOMOCTN MaTKN 2900

acTeTnyeckas rMHeEKoNorns

A16.20.098 Pe3eKuma Manblx NOA0BbIX ryb (1 Kateropms CoXKHOCTN) 27770



A16.20.098 Pe3ekums MasibIx MOMNOBbIX Iy6 (2 KaTeropms CNOXHOCTA Ma.NnosioBbIe

< 41000
ry6bl+KpanHas nioTb KAMTopa)
A16.20.083 KonbnoneprHeoppadus 1 neBatoponiactuka 46000
A16.20.029 Onepauuu Ha KnuTope 27770
A11.01.013 BBegeHMe UCKYCCTBEHHbIX HAMOHUTENEN B MSITKME TKaHW C Lie/lbH0 KOPPEeKLMn 10200
hopmbl
A11.01.013 BBefieHME UCKYCCTBEHHbIX HAMOMHUTENEN B MSATKUE TKAHW C LIENbH0 KOPPEKLMM 14900
thopmbl
A11.01.013 BBeaeHme NCKYCCTBEHHbIX HAMOHUTENEN B MSATKME TKaHW C LIeNIbH0 KOPPEKLMM 26900
thopmbl

AHannsbl

BbisiBneHune Bo3dyauteneii UMMM (7 + KBM), COCKO6 anuTeNrasnbHbIX KNETOK YPOreHUTa/lbHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

BbisiBneHne Bo3byautenein UMMM (4 + KBM): onpepeneHve AHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, IHK yenoseka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nannnnomMbl YenoBeka BbICOKOro OHKOreHHOro pucka, onpegeneHne HK 16 n 18 tmnos

+ KBM B cockobe anuTenuanbHbIX KNeTok yporeHutansHoro Tpakra (HPV DNA, Scrape of 385
Urogenital Epithelial Cells, 2 Types (16, 18))

Brpyc nanuinomel YesoBeka BbICOKOrO OHKOreHHOro pucka, reHotmnuposanve AHK 14 tmnos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cock0be anutenuanbHbIX KNeToK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OungdepeHumpoBaHHoe onpegeneHne AHK BMY (Bupyc nanunnomsl Yenoseka) 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenuanbHbIX KNeToK
yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

loHOKOKK, onpegeneHve HK B cockobe anuTennanbHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

MoceB Ha roHOKOKK (Neisseria gonorrhoeae, roHopes), onpefeneHne 4yBCTBUTENbHOCTU K
aHTMMNKPOGHbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BakTepuanbHbIil BarmHo3 (Bacterial Vaginosis, BV) 1694
Xnamuams (Chlamydia trachomatis), onpegenernve JHK B cockobe anutenvanbHbIX KNeToK 575
yporeHutansHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

A08.20.017.002 XXnakoctHas yutonorus. Lintonornyeckoe nccnegoBaHne 6rnomarepuana Leikm 1320
MaTKu (OKpalumBaHue o MNanaHukonay, TexHonorns ThinPrep®)

A08.20.004 LiuTonornyeckoe nccnegosaHue acnvpara 13 nosiocTy Matkum 660
r'mcTonornyeckoe uccnefoBaHne 6MONCUAHOIO MaTeprana 1 Marepuana, Noay4eHHOro nNpu

XMPYPrMYeCcKnx BMeLlaTenbCTBax (3HLOCKOMMUYECKOrO MaTepmana; TKaHen >XeHCKON MOI0BOW 2420
CUCTEMbI; KOXW, MATKNX TKaHel; KpOBETBOPHOI 1 NMM(ONAHOM TKaHe; KOCTHO-XPALLEBOWA

TKaHu)*

MHBMO®/IOP-KOMIMNEKCHOE MccefoBaHe MUKPOGIOPb! YPOreHUTalbHOro TpakTa 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTUochonunuaHelin cuHgpom (A®C), nabopatopHble Kputepumn (Antiphospholipid Syndrome, 3927

APS)

MoceB Ha MUKPOQIOPY OTAENSEMOro NONOBbIX OPraHoB, ONpefeneHne YyBCTBUTENbHOCTM K
aHTUMUKPOOGHLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

VcecnenoBaHve Ha 6UOLLEHO3 BnarasviLa, onpegeneHne 4yBcTBUTENBHOCTU K aHTUMUKPOOBHBLIM 1
aHTUMMKOTMYECKMM Mpenapatam (C MMKPOCKOMNUen HaTMBHOrO npenapara, OKpaweHHOro no
I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

LiTonornyeckoe mnccnefoBaHmne asnUTeNns LWEeK MaTkv ¢ ONncaHnem no TePMUHOMOTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 627
with Description on The Bethesda System, TBS)

VccnepoBaHme 6uolgHo3a yporeHnTanbHoro Tpakta. ®emodop 16. (UROGENITAL TRACT

1650

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MwuKpockonuyeckoe uccnefoBaHne Bara/imiiHbIX Ma3kos 495
LinTonornyeckoe uccnefoBaHve bromarepuana Leikv MaTky (OKpalumeaHve no ManaHvkonay,

. i . 1100
Pap-TecT) (Cytological Examination: Cervix, Pap-test)
KaHanpaos, ckpuHuHr n TunuposaHue (Candidiasis, Screening and Typing) 1012
CKPUHWUHT MUKpOMhopbl yporeHntanbHoro tpakta. ®emonop CkpuH. (UROGENITAL TRACT 2035

MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))



VccnepgoBaHne 6uougHo3a yporeHntanbHoro tpakra. ®emodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))

JleyeHne cTpeccoBOro Hegep>kaHUA Moun

A16.20.042.001 CnnHrosble onepauun Npu Hegep>xaHnm Mo4un 60750
Yponorus
Mpunémbl
B01.053.001 Mpurem (oCMOTP, KOHCYNbTaLUs) Bpada-yponora NepBUYHbIi 1400
B01.053.002 Mpurem (ocMOTP, KOHCYbTaLusl) Bpaya-yposora NnoBTOPHbIN 1200
B01.053.002 Mprem (0CMOTP,KOHCYNbTaLMA) Bpaya yponora noBTOPHbIW (nocne onepamm) 800
MaHunynaumn
A16.28.040 ByxunpoBaHue ypeTpsbl (1 ceaHc) 2100
Buageouucrtockonus 10000
A16.28.058 BnpasneHve napapmmosa 1000
A16.28.052.001 3ameHa HE(PPOCTOMMYECKOIO ApeHaxka 2400
A16.28.072.001 3ameHa LMCTOCTOMNYECKOTO gpeHaxa 2400
A11.28.008 NHCTUANALNA MOYEBOrO Ny3bIps 2000
A11.28.006.001 Ma3ok Ha hnopy yponorn4eckumi 500
A21.21.001 Maccax npeacratensHOW Xenesbl 550
A12.21.003 3a60p coka npeacrate/nibHOM Xenesbl 41 MUKPOCKOMMYECKOro UccnefoBaHuns 650
A15.21.001 MNepeBs3ka nocne yponornyeckoi onepauum (Meacectpa) 1000
A03.28.002 YpeTtpockonus 3500
A03.28.003 YpeTpounctockonus (C npumMeHeHneM rmoKoro ypeTpoLmcTockona) 6000
A03.28.001 Luncrockonus 5000
A16.28.077 TpaHcypeTpa/lbHOe 3HAOCKONMYecKoe yaaneHne CTeHT-KaTeTepa 5000
A11.28.012 YcTtaHOBKa, 3aMeHa, yaaneHne ypeTpaibHOro Karetepa 1000
A16.21.015 BckpbITve abcueccoB Hapy>XXHbIX MOM0BbIX OPraHoB 2300
A16.28.013.001 YganeHne NHOPOAHOrO Tena N3 ypeTpbl 1000
A06.28.007 Lnctorpagms 5000
A06.28.011 YpeTporpatumsa Bocxogsias 5000
Linpkymumano (obpesaHne KpaiiHei NnoTy NOMOBOro YsieHa) 10000
A16.28.077 YpaneHue KateTepa U3 BEPXHUX MOYEBLIBOAALLMX NyTEN 6000
Al11.28.012 YcTaHOBKa CTeHTa B MOYEBbIBOAALLMNE MYTU 2000
A11.28.007 KateTepu3auma MoO4YeBOro ny3bipa (HenatoH) 1000
A16.01.016 YpaneHne atepombl 10000
A11.28.008 NHCcTUANALMA ypeTpbl 2000
A22.28.001 AuncTaHLMOHHAA yPETEPONUTOTPUNCUSA 25000
A22.28.002 [ucTaHLMOHHaa HehponntoTpuncus 25000
A16.21.038 MNnacTuka y3ge4vkn KpanHeii nnotu 12900
Kapavonorusa
Mprémbl
B01.015.001 Mpuem (oCcMOTP, KOHCYNbTaLMs) Bpada-KapamMonora nepBUYHbIii 1400
B01.015.002 Mpwuem (0CMOTp, KOHCYbTaLWs) Bpaya-Kapanonora noBTOpPHbI 1200
Kocmetonorus
[Mpuémbl
B01.008.003 KocmeTonor (nprem nepBUYHbIi) 1400

B01.008.004 KocmeTonor (mpruem NOBTOPHbIN) 1200



NHbeKLMOHHaaA KOCMeTo/1orns

A11.02.002 botynuHoTepanus. Penatokc (1 eanHnLa) 260
A11.02.002 botynuHoTepanus. KceomuH (1 egnHuLa) 290
A11.01.003 Mna3monutnHr. 1 npobupka 2999
A11.01.003 Mna3monuT1Hr. 2 NpobupKn 4999
A11.01.003 PRP-Tepanus 1 npoueaypa (1 npobupka) 5000
A11.01.003 Me3oTepanua mesoline (418 CUAHUA KOXK) 2,5 M. 2500
A11.01.003 Me3oTtepanua mesoline (419 OCBETNEHUA KOXK) 2,5 M. 2500

MaHunynaumn
A16.01.024 fepmatonormyecknii nuanHr (PRX-t33) 3750
A16.01.024 MUHAaNbHbIA NUAMHT 2000
A16.01.024 CanvumnoBbIA NNINHT 2500
A14.01.008 Iy60Kas yncTKa nuua 3000
ATpaBmaTmnyeckas 4ncTka amga 2000

OTOPWHONAPVHIONOT S

Mprnémbl
B01.028.001 Mpwuem (0CMOTP, KOHCYNbTaLWs) Bpaya-oTOPUHONAPUHIONOra NePBUYHbIN 1500
B01.028.002 Mpuem (0CcMOTP, KOHCYNbTaLMs) Bpada-0TOPUHONAPUHION0ra NOBTOPHbIN 1300
B01.028.002 Mpwuem (nNocne onepauun) Bpaya-oTOPUHONAPUHIOOra NOBTOPHbIN 800

MaHunynsaumn
A11.01.014 HakoXHOe NpYMeEHeH1e NIeKapCTBEHHbIX Npenaparos 200
A12.25.001 ToHanbHasa ayamomeTpus 1300
A11.07.004 Broricus rnoTKK, AeCHbI N A3bluKa 2000
A11.08.001 bruoncums cnm3ncToii 060104KM ropTaHn 5000
A11.08.002 broncus cnn3ncToin 060/104KM NOMOCTU HOCa 3500
A11.25.006 Buoncma HOBOOGPa30BaHUS HAPYXHOTO yxa 3000
B3atue matepuana Ha nopy 200
A11.08.019 3HAONapuHreanbHOE BBEAEHME NIEKaPCTBEHHbIX NpenapaTros 600
A16.01.012 BckpbiTMe 1 ApeHnpoBaHne (hnermMmoHbl (abeuecca) 4000
A16.08.054 YganeHne HOBOOGpPa30BaHUSI FNOTKU 3000
A11.08.007 3ayLuHas HOBOKanHOBas 6/10kaga 1000
A03.25.003 VccnepoBaHne opraHa ciyxa ¢ NomoLlbio KamepToHa 300
A22.30.033 Koarynauumsa KposBoTo4allero cocya 2500
A21.25.002 Maccax 6apabaHHbIX MepenoHOK 250
A11.07.022 Annankaumsa nekapcTBeHHOro npernapara Ha cim3ncTyto 060/104Ky NONOCTH pTa 300
A16.01.004 Xupyprudeckas 06paboTka paHbl UM UHPULMPOBAHHOM TKaHW 1000
A15.01.002 HanoxkeHne NoBa3KM MpPu THOMHbIX 3a601eBaHNAX KOXM U MOAKOXHOW KIeTUYaTKn 1000
A16.08.006.001 lMNepenHsa TamnoHaga Hoca 2500
A11.08.021.001 NpombiBaHME OKOIOHOCOBLIX Nasyx U HOCa METOAOM BaKyyMHOTO NepemMeLLeHns 850
A16.08.016 MpombIBaHUE NakyH HEGHbIX MUHAAINH 750
A16.25.007 YpaneHue ywHoli cepsbl (1 yxo) 700
A11.08.004 MNMyHKLMA OKOIOHOCOBbLIX Na3syx 1500
A11.25.003.001 Tyanert yxa npu BocnannteibHbIX NpoLeccax 800

A16.01.017.001 YganeHvne [O6poKayecTBEHHbIX HOBOOOPAa30BaHWi KOXW METOL0M

3500
3MeKTpokoarynauum ot 1 o 3 cm.

A16.25.008 YganeHve NHOPOLHOrO Tena 13 C/lyxoBOro OTBEPCTUS 1500



A02.25.001 SHAOCKONUSA CNyXOBOro npoxoja (0TocKonums)
A03.08.004 PuHockonusa

A03.08.001 NapvHrockonusa (npsmMas)

B01.003.004.004 AHecTe3ns anmniMKaLunoHHas

B01.003.004.005 AHecTe3usi UH(UbTpauroHHas ( | kateropus)
B01.003.004.005 AHecTe3ust MH(UbTPaunoHHas ( Il kateropus)
B01.003.004.005 AHecTe3unst HpuabTpaunoHHas ( 11l kateropus)
3abop martepuana (noces)

3abop martepuana (Masok)

3abop matepuana (MNLP)

A11.08.020 AHEMM3aLUUSA CAN3UCTOI HOca (TyaNleT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BckpbITre napaToH3nnnspHoro abelecca

A16.08.009.001 YfaneHve noannosB HOCOBbIX XOA0B C UCMOJ/Ib30BaHWEM BUAEO03HAOCKOMNYECKNX
TexHosnoruii -1 ctopoHa: 1 kateropus

A16.08.009.001 YganeHue NnonunoB HOCOBLIX XOL4OB C UCMNO/b30BaHMEM BUAEO3HAOCKOMNYECKUX
TexHonoruii -1 cTopoHa: 2 kateropus

A16.08.009.001 YganeHve nonmnoB HOCOBbIX XOA40B C UCMO/Ib30BaHEM BUAE03HAOCKOMUYECKNX
TEXHOMOrMI -1 cTopoHa: 3 KaTeropusi

A16.08.010.001 NMoacnmnsnctas Ba30TOMUA HUXHUX HOCOBbLIX PaKOBUH: 1 Kateropus
A16.08.010.001 NMoacnmnsnctas Ba30TOMUA HUXHUX HOCOBbLIX PaKOBUH: 2 Kateropus
A16.08.010.001 MNogcnuanctas Ba3oTOMUA HUXXHUX HOCOBBIX PaKOBUH: 3 KaTeropus
A16.07.087 YBynonnactuka: 1 kateropus

A16.07.087 YBynonnactuka: 2 kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mwukpockonus JIOP oprHaHos

A16.08.013 Centonnactuka: 1 kareropum

A16.08.013 CenTonnactvka: 2 kareropus

A16.08.013 CenTonnactuka: 3 Kateropus

A16.08.001 TOH3MNN3KTOMUA 1 KATErOPUN CNOXHOCTU

A16.08.014 Penos3numsa KocTeli Hoca 1 Kateropus

A15.03.003 HanoxxeHvie rincoBoi NOBA3KM NPW nepenomMax KocTewn (runc)

A16.08.017.001 MainimopoTOoMMs C UCMO/b30BaHNEM BUAEO3HAOCKONMUYECKNX TEXHONMOMMIA 1
Kareropus

A16.08.017.001 MaMOpPOTOMMUS C UCMOMNb30BaHNEM BUAEO3IHAOCKOMNYECKMX TEXHOMNOTUIA 2
Kareropus

A16.08.017.001 ManmMopOTOMUS C UCMONb30BAHNEM BUAEO3IHAOCKONMNYECKMX TEXHOMNOMMIA 3
Kateropus

A16.08.035 YganeHrne HOBOOGpa3oBaHNi MOIOCTM HOca (3 KaTeropwms)
A16.08.002 AgeHounasktomma 1 kateropums

A16.08.002 ALeHOMA3KTOMUA 2 KaTeropums

A16.08.002 AgeHonaskTomus 3 Kateropus

A16.08.001 TOH3UNNIKTOMMUA 2 KATETOPUM CNOXHOCTU
A16.08.001 TOH3MNNIKTOMUA 3 KATETOPUU CMIOXKHOCTU
YpaneHne o6pa3oBaHns YLLIHOW PaKOBUHbI
A16.08.064 ToH3UNNOTOMUA 1 KATErOPUN CIIOXHOCTU
A16.08.064 TOH3U/INOTOMUA 2 KATEFOPUM CNOXHOCTU
A16.08.064 ToH3MUINOTOMUA 3 KATEFOPUM CNOXHOCTU
A16.08.014 Peno3unumsa KocTel Hoca 2 Kateropus

A16.08.014 Peno3uuusa KocTeih Hoca 3 KaTeropusi

1200
1500
1400
300
500
700
900
200
200
200
700
600
1000

10000

20000

30000

10000
15000
20000
12000
15000
20000
1000
18000
24000
29000
35500
10000
3500

30000

37000

42000

35000
32000
38000
42500
37500
42500
5000
18500
23500
28500
15000
25000



A11.25.006 Bnoncms HOBOOGPAa30BaHUST HAPYYXKHOTO yxa 3000

A17.30.021 3nekTpokoarynaums 6000
A11.08.022 KaTteTepusauma NpuaaToyHbIx nasyx Hoca 2500
A11.07.022 Annankaumsa nekapcTBEeHHOro npenapara Ha cAM3ncTyto 060104Ky NOAOCTU pTa 300
A15.01.002 HanoxxeHune NoBsi3KM NPU FHOHbLIX 3a601€BaHUAX KOXW 1 NMOAKOXHOW KneTyaTku 1000
A16.08.006.001 lNepegHaa TamnoHaga Hoca 2500
A12.25.006 ViccnepoBaHme QyHKLUMIA CyXoBOI TPyObI 300
A11.25.003.001 NpombiBaHME HafbapabaHHOro NPOCTPaHCTBA CPELHErO yxa 800
A16.01.017.001 YpaneHne fO06pOKaYeCcTBEHHbIX HOBOOGPA30BaHMIA KOXW METOA0M 3300
anekTpokoarynsauum 1o 1 cm
A16.08.007 YpaneHne MHOPOAHOrO Tena rnoTK1 Uam roptaHn 2500
A16.08.011 YganeHne MHOPOAHOrO Tena Hoca 2100
A16.25.011 MupuHrotomms 2000
A16.08.035 YganeHne HoBooGpa3oBaHWii NoiocTh Hoca (1 kateropus) 15000
A16.08.035 YganeHne HOBOOGpa3oBaHNiA NMOJIOCTM HOca (2 KaTeropus) 25000
A16.08.008.004 Nnactrka KoOH4YMKa Hoca (1 kateropus) 15000
A15.03.003 HanoxxeHwve riurncoBoi NOBA3KM NPU NepenoMax KocTei (CrvHT) 5000
A16.27.003.001 CcheHOMAOTOMUSA C UCMONb30BAHMEM BUAEOIHAOCKONNYECKMX TeXHonormii (1 38000
Kareropum)
A16.27.003.001 CcheHOMAOTOMUS C UCMONB30BAHMEM BUAEO3IHAOCKOMNYECKMX TEXHONOTUIA (2 45000
Kateropum)
A16.27.003.001 CcheHOMAOTOMUS C UCMONb30BAHMEM BUAEOIHAOCKONMUYECKMX TEXHONOTUIA (3 50000
KaTeropum)
A16.25.042 YganeHne HOBOO6GPaA30BaHWUIA HAPY>XHOTO ClyXOBOro Npoxoga (1 kareropus) 3000
A16.25.042 YpaneHne HOBOO6PaA30BaHWUIA HAPY>XHOTO C/lyXOBOr0 NPOXofa (2 Kareropus) 5000
A16.25.042 YpaneHne HOBOOGpPa30BaHWii HAPYXKHOTO C/TlyXOBOr0 Npoxoja (3 kateropus) 7000
A16.08.008.004 Nnactnka kOHYMKa Hoca (2 KaTeropusi) 35000
A11.08.003.001 Broncus cnnsncTolii 060104KN HOCOT/TOTKM MOJ, KOHTPO/IEM 3HAOCKOMNYECKOro 5000
nccnefoBaHms
A16.08.023 MpombiBaHVe BEPXHEYeNHCTHOM Nasyxu Hoca 800
A16.03.034.002 Penos3nuums KocTeli Hoca 3aKpbiTas 10000
A16.25.020 LLyHTMpOBaHWe n gpeHnpoBaHne 6apabaHHO NONOCTU 1000

AHannsbl
PyvHouwuTOrpamma 781
rMcTonornyeckoe nccnefoBaHne GMONCUIKHOrO MaTepuana n Marepuana, NoayYeHHOro npu
XMPYPruUecknx BMeLLaTenbCTBax (3H,EI,OCKOI'II/ILI§‘CKOFO matepuana; TKarleﬁ YKEeHCKOl nonosf)ﬁ 2420
CUCTEMbI; KOXW, MSIFKMX TKaHel; KpOBETBOPHOW 1 NMM(ONAHOL TKaHE; KOCTHO-XPSALLEBO
TKaHu)

Y3WU petam

¥3WU cocypoB
A04.12.014 Y3W cocyaoB NOpTa/ibHOM CUCTEMBI AETAM 900
Y3W akcTpakpaHuaibHbIX 6paxuoLiedhanbHbIX apTepuii (apTepuu LWen) AeTM 1300
A04.12.003.001 (Y34r) Y3 6ptoLlHOM aopThl 1 ee BETBel AeTAM 900
A04.12.002.002 Y3 BeEH HMXXHUX KOHEYHOCTEN AeTam 1100
A04.12.002.001 Y31 apTepuii 1 BeH HMXXHNX KOHEYHOCTEN AeTAM 2000
A04.12.002 Y3 apTepuii n BEH BEPXHUX KOHEYHOCTEN feTaM 1800
A04.12.002.003 Y3 BeH BEPXHUX KOHEYHOCTEN AETAM 1000
A04.12.001 Y3W apTepuii BEPXHUX KOHEYHOCTEN AETAM 1000
A04.12.001.001 Y3 apTepuii HMXXHUX KOHEYHOCTEN AeTAM 1100

A04.12.001.002 Y3 noyeyHbIX apTepuii feTam 600



Y3 cocyaoB ronoBHOro Mo3ra (TpaHCKapHUanbHbI gonnep) AeTam

A04.12.014 flynnekcHOe CKaHMPOBaHWe COCYA0B renatobmnninapHoi 30Hbl
Y3W WwmToBMAHON Xenesbl

A04.22.001 Y3 WMTOBMAHOI Xenesbl AeTSM

Y3 WMTOBUAHOW YKenesbl ¢ pErMoHapHbIMU IMMGOY31amMn SeTAM

Y3 WwmTOBUAHOW XXenesbl ¢ anactorpaguen feTam

Y3 opraHoB GpIOLLIHOI NONOCTH

A04.16.001 Y3/ 6ptoLLIHOI NONOCTY (MEYEHD, XKENYHbIN Ny3blpb, NOMKENYL0UHAA XKeNesa,
cefneseHka) JeTam

Y3 6ploLLHOl MONOCTY KOMMIEKCHOE (MEeYEHb, XXENUHBbI My3blpb, MOMKENYA0UHAS XKENEe3a,
ceneseHKa, NoYKM, HafMOYEUYHUKM, MOYEBOI My3bipb) AETAM

A04.14.001 Y3V neveHn getam

A04.14.002 ¥Y3W >ken4Horo nysbips 4eTAM

A04.14.002.001 ¥Y3W xen4Horo ny3blpsi ¢ hyHKUMelR JeTam

A04.06.001 Y3W ceneseHkn getam

A04.15.001 Y3 nomkenyao4vHOM Xenesbl geTam

A04.18.001 ¥3M anneHaukca fetam
Y3/ opraHoB 3a6pHOLUMHHOIO MPOCTpaHCcTBa

A04.28.002.001 Y3 noyek 1 MOYEBOTrO My3bIpsA AETAM

A04.22.002 Y3 HagnoyeuyHVKOB AeTaMm

A04.28.001 Y3 noyek 1 HafMOYEeUYHVKOB AeTAMm

A04.28.002.001 Y3/ noyek getam

A04.28.002.005 Y3 moueBOro nysbips ¢ ornpeaeneHneM OCTaTOUuHON MOUN JeTIM

A04.28.002.003 Y3 moueBOro ny3bips 6e3 onpeaeneHns oCTaTouHOM MOUN JeTAM
Y3/ MOLLOHKH

A04.28.003 Y3 opraHoB MOLLIOHKW JETAM
Y3W cepaua

A04.10.002 3xokapamorpadusa ¢ 4oNnNaepoBCKUM aHannsoMm (Y3W cepaua+gonnep) Aetam
Y3 obwme

A04.01.001 Y3 msrkmx TkaHen (OAHOM 30HbI) AETAM

A04.09.001 Y3 nneBpabHbIX NOAOCTEN AeTAM

A04.06.003 Y31 BUIOYKOBOI XXenesbl AeTam

A04.18.001 YnbTpa3ByKOBOE UCCnefoBaHMe TONCTON KALLKKN
Y3W numcatnyeckmnx y3nos

A04.06.002 Y3 numdaTUUECKMX Y3/10B 3aOPIOLMHHbIX AETAM

A04.06.002 Y3 numpaTtnyeckmx y3noB HafnoyYeyHbIX 4eTam

A04.06.002 Y3U numdaTtnyecknx y3noB NaxoBblx 4ETAM

A04.06.002 Y3U numdaTtnyeckmx y3nos NogKI0UNYHbIX/HALKIOUNYHbIE AETAM

A04.06.002 Y3 numgaTMyeckux y3n108 NOAMbILLEYHbIX AeTAM

A04.06.002 Y3 nuMaTyeckux y3nos Len AeTaM

A04.06.002 Y3W numdoy3anbl wew, Haa/nogkniovmnyHble, NOAMbILWEYHbIE, 3a6PHOLLNHHbIE,
naxosble AeTAM

Y3 opraHoB Masioro tasa
A04.21.001 Y3 npeacTatenibHOM >ene3bl TpaHcabA0MUHaTbHOE AETAM
A04.20.001 Y3 opraHoB Masioro Tasa (reHuTaneit) y ageBouek

Y3 MONOYHbIX Xenes

A04.20.002 Y31 MONOYHBIX Xefe3 ¢ OCMOTPOM PermoHapHbIX MM(OY3/10B (4eBOUKN)

1500
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700
800

1100

1800

700
500
650
500
500
500

800
400
700
600
600
500

700
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750
600
600
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800
800
600
600
600
600

1900

700
850

850



A04.20.002.001 Y3 MOIOYHBIX Xefle3 C OCMOTPOM PermoHapHbIX MMMMGOY310B ¢ anacTorpadmeii

(aeBoYKM) 950
A04.20.002 Y3 rpyfHbIx Xenes (Manbumkm) 700
¥Y3W ronosebl
A04.23.001 HeVIpOCOHOFFlaCbVIFI (Y3WV ronoBHOro mMo3sra) ¢ OLeHKOM KpOBOTOKa 900
(HCr+TpaHcKpaHuanbHbI Aonnep) AeTam
A04.23.001 HelipocoHorpadus (Y3 ronoBHOro mo3sra) 6e3 oueHkn KpoBoToka (HCI) getam 700
A04.03.001 Y3 kocTeli yepena geTam go 1 roga fetam 700
A04.07.002 Y3 cNtOHHbIX Xenes3 feTam 600
A04.08.001 Y3 na3yx Hoca (geTam go 4-5 ner) 500
¥Y3W KocTeit n cyctasos
A04.04.001.001 Y3 Tazo6efpeHHbIX CycTaBOB (TOMLKO AeTu Ao 1 roaa) 600
A04.03.001 Y3W kntounw, getam 600
A04.04.001 Y3W ofHOrO COYNEHEHMS (TPYANHO-KIKOYMYHOTO/KNHOUYNYHOT0-aKpOMUAIbHOrO) 450
Jetam
3HAockonus
B01.059.001 Mpurem (OCcMOTp, KOHCYMbTauus) Bpaya-3HAOCKONMCTa NEPBUYHbII 1400
B01.059.002 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-3aHA0CKOMNMUCTa NOBTOPHbIN 1200
A03.08.004.002 3HAOCKONUYeCKas 3HA0HAa3a/IbHasA PEBU3NA OKOJIOHOCOBLIX Nasyx 6900
A16.30.074 KnunupoBsaHne KpoBOTOYAaLLLEro 3HAOCKOMNYECKOE cocyaa 4400
B01.059.001 Mpwuem (0cMOTp, KOHCYIbTaLWs) Bpaya-3HA0CKONMCTa NepBUYHBIN (Mepes onepawmeil) 800
dunbporacTpogyogeHockonus (Prac)
A03.16.001 330haroractpogyoseHockonus (®rac) 2300
A11.16.002 Xennun-tect npu ®rAC (PrnbporacTpoayofeHOCKOoNs) 900
TecT Ha XnnokobGaktepu aHTuUTena knacca IgA k Helicobacter pylori) 850
A26.19.098 AHTUreHHBI TecT Ha Helicobacter pylori (kan) 870
A11.16.002 Onpe,qemveHme OHK Xnnokob6aktepu nuaopu B 6uontare CIM3NCTON »enyaka u/vnm 1040
LBEHAALIATANEPCTHON KMLLKK
AHTuTena K Helicobacter pylori 1gG (BectepH-610T) 3220
A11.16.002 Bruoncus xenyaka ¢ MOMOLLbIO 3HAOCKONMK (3abop MaTepuana) 400
A03.16.001.005 ®J1C (330haroracTpofyoLeHOCKONUA TpaHCHa3a/lbHas) 2900
3abop Matepuana gns natoMopoI0rMyeckoro nccnefoBaHus 2000
A11.16.001 buoncumsa nuLLEeBoa € MOMOLLHO 3HAOCKONWK (3a60p MaTepuana) 400
A11.16.003 Broncusa gseHaaLaTUNEPCTHOM KULWKM C MOMOLLbHO 3HAOCKONMK (3a60p MaTepuana) 400
A03.16.001.001 330¢haroracTpoyoAeHOCKONUSA C 3/IEKTPOKOArysLmein KpoBoTouvallero cocyaa 4900
A03.16.001.004 330c¢paroractTpoyoleHOCKOMNNA ¢ BBEAEHNEM NeKapCTBEHHbBIX Mpenaparos 2400
A11.16.010 YcTtaHOBKa Ha3oractTpajbHOro 3oHaa 1100
A16.12.020.002 OctaHOBKa KPOBOTEYEHUSA 3HAOCKOMUYECKAs C UCMOIb30BaHNEM 4900
TepMOKoarynsuum
A16.16.041.001 SHAOCKOMNYECKOEe yaaieHne NonmnoBs 13 NuLWeBoia 6500
A16.16.041.003 SHAOCKOMNYECKOE yaasieHNne NHOPOAHLIX TeN NULLEBOAa 5000
A16.16.048 3HOOCKOMMYeCcKoe yaaneHe NHOPOAHbIX TeN U3 Xenyaka 5000
A03.08.003 330c¢parockonus 1100
A16.16.052 3HAOCKOMMYECKOE 31EKTPOXMPYPrMyYeckoe yaaneHne HoBoo6pa3oBaHuMs Xenyaka 6700
(yaaneHue nonuna o 1 cm)
A16.16.052 3HOOCKOMNYECKOE 3/IEKTPOXMPYPr1UYecKoe yaaneHne HoBOOOPa3oBaHUs Xenyaka 7900
(yaaneHue nonuna ot 1 fo 2 cm)
A16.16.052 SHOOCKOMNYECKOE 3/IEKTPOXMPYPruYeckoe yaaseHe HoBOOOPa3oBaHUSA Kenyaka 9900
(yoaneHue nonvna (o1 2 o 5 cm)
A11.16.002 brorncwus xxenyfka ¢ NOMOLLbIO 3HAOCKONMM (C OLIEHKO MO Knaccugukalmm 7000

OLGA/OLGIM)
KonoHockonus



A03.18.001.001 BnaeokonoHockonus
A03.19.002 PekTopomaHOCKoNuUs

A11.18.001 Broncusa 060404HOM KULLKM 3HAOCKONUYeckas (3abop mMateprana)

A11.19.001 Broncus cMrMOBUAHOW KULLKK C MOMOLLIbHO BUAEO3HAOCKOMMYECKMX TEXHONOMNA
(3abop matepuana)

A11.19.002 Broncus NpsMOi KULLIKK C NMOMOLLbHO BUAEO3HLOCKOMMYECKNX TEXHOMOMNIA (3a6op
mMarepuana)

A16.18.019.001 YganeHue nonuna TONCTON KULLKM 3HAOCKONMYecKoe (go 1 cm)
A16.18.019.001 YpaneHune nonuna TONACTON KULLKM 3HAOCKONMYeckoe (0T 1 ¢m fo 2-x cMm)
A16.18.019.001 YganeHue nonuna TOACTON KULLIKK 3HAOCKoMNu4Yeckoe (6onee 2-x cm)
A03.18.002 SHAOCKONUYeCKas pe3eKLms CN3UCTOM TONCTOM KULLKN
A03.19.004 Pektocnrmoungockonms

BpoHxockonus
A03.09.001 bpoHxockonus

A03.08.001.001 BugeonapuHrockonus (®JiC)

A11.07.016.001 Buoncma poTornoTku Noj KOHTPOeM 3HAOCKOMMYECKOrO UccnefoBaHus (3abop
mMarepuana)

A11.08.003.001 Bromncusi cnn3ncToil 060104KN HOCOTNOTKM NOA KOHTPOIEM 3HAOCKOMUYECKOro
nccnefoBaHusi(3abop Matepuana)

A11.08.008.001 Broncus cnn3nCTOl rOPTaHOMIOTKN MO KOHTPOJIEM 3HAO0CKOMMUYECKOro
nuccnefoBaHUs(3abop Matepuana)

A11.08.012.001 Broncus TKaHel Tpaxen Nog KOHTPOIEM TPaxeoCKOMMYecKoro
uccnefoBaHuUs(3abop matepuana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHXOCKOMMs

A03.16.002 YctaHOBKa Ha30MHTECTUHA/ILHOIO 30HA4A

A03.30.006.001 Y3KocneKTpasibHOe 3HLOCKOMNYECKOe MCC/iefoBaHne ropTaHu, Tpaxen u
6pOHXO0B

A11.09.008 Buoncus Tpaxen, 6pOHX0B NpU GPOHXOCKONUN
A11.09.006 SHAOTpaxeanbHOE BBEAEHUE NTeKapCTBEHHbIX Npenaparos
JeTckas aHAOKPUHONorns
Mpunémbl
[eTckuin 3HAOKPMHONOT (NpYemM NepBUYHbIi)
[leTckunin 3HAOKPMHONOT (NPYeM NOBTOPHbINA)
OHkonorus
Mpunémbl
B01.027.001 Mpwuem (0cMOTp, KOHCYNbTaLMs) Bpaya-0HKO/0ra NepBUYHbIiA
B01.027.002 Mpurem (oCMOTP, KOHCYNbTaLUs) Bpayda-OHKOM0ra NOBTOPHbIN
[cuxoTtepanns
Mprémbl
McuxotepaneBT (60 MUHYT ceaHc)
KomnieKcHble MporpaMmbl
Mporpamma Check-Up ana my>kumH go 45 net
Mporpamma Check-Up ans xeHwuH go 40 net
Mporpamma Check-Up ana my>xumnH ctapiue 45 net
Mporpamma Check-Up ans »keHWwwmH ctaple 40 net
Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALIE" naumeHTbl fo 40 net

Mporpamma Check-Up (Yek-An) "30OPOBOE CEPALIE" naumeHTbl nocne 40 net
Komnnekc nccnefoBanuii "340POBbIN XKENYAOK" (TacTpockonus; TecT Ha XenMKoGakTep NUIopH;
Mpurém NpouniLHOro cneynanncTa)

Komnnekc "Yponorusa gna my>xkumH" (MepBuUHbIi npuém yponora+Y3W npeactatencHol xenesbl
TpaHcabaoMMHaNbHOE)

2600
1800
400

400

400

6900
8100
10900
11900
3100

2900
2600

400

400

400

400

2900
3300
500

2900

400
3000

1400
1200

1400
1200

2100

12300
14500
17100
18700
8600
10700

2990

1600



MPT ronoBHoro mo3sra + MPT apTepuii ronoBHoro mosra + MPT LweliHOro otgena N03BOHOYHNKA +

7500
KOHCY/bTaLuMsa HeBpoora
[[acTpoaHTeponorus

Mpunémbl
B01.004.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-racTpo3HTEPO/Iora NepPBUYHbI 1400
B01.004.002 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpava-racTpo3HTEpPOsiora NOBTOPHbIN 1200

MpouenypHbI KabnHeT

Ycnyru
A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHbIX NPenapaTos 400
(kanenbHoe)
A11.12.003 BHYTpPUBEHHOE BBE/EHME TEKAPCTBEHHbIX NPenapaTos (CTpyiHoe) (1 go3a 6e3 250
CTOMMOCTU Npenapara)
A11.01.002 MNoakoxXHOe BBeAEHME NTeKapCTBEHHbIX NpPenaparos 170
A11.02.002 BHyTpuMbILLEYHOE BBEEHME NEKAPCTBEHHbIX NpenapaTos (1 fo3a 6e3 cTonMocTn 200
npenapara)
A11.16.010 YcTraHOBKa Ha3oractpajibHOro 3oHa 1100

Ycnyru ¢ npenaparamu
HenpepbiBHOE BBeAEHUNE NeKapCTBEHHbIX NpenapaToB (kanenbHoe) uedTpuakcoH 2 rp. (1 gosa) 200
HenpenpepbiBHOE BBeAEHWE NTEKAPCTBEHHbIX Npenaparos (KanensHoe) [lekcametasoH 4mr (1 100
[1033)
HenpenpepbiBHOE BBeEHVE NEKAPCTBEHHbIX NpenapaToB (kanenbHoe) Cynbar marHms 5mn (1 100
[103a)
HenpepbiBHOE BBeAEeHUE NeKapCTBEHHbIX NpenapaToB (kanenbHoe) NpeaHn3010H 30mr/1 mn (1 50
[103a)
HenpepbiBHOE BBeAeHNe NeKapCTBEHHbIX NpenapaToB (kanefbHoe) neBodnokcaLmH 5 mr/mn 450
100 mn (1 posa)
HenpepbiBHOE BBeAeHUE NeKapCTBEHHbIX NpenapaToB MeTtoknonpamug 5mr/mn (1 fo3sa) 50
HenpepbiBHOE BBeAeHNe NnekapCTBeHHbIX NpenapaToB KetonpogeH 50mr/mn (1 fo3a) 50
HenpepbiBHOE BBeeHNe NekapCTBEHHbIX NpenapaTos (kanenbHoe) uutodnasnH 10mn (1 fo3a) 230
HenpepbIBHOE BBeAEeHUE NIeKapCTBEHHbIX NpenapaToB (kanefbHoe) uepebponnsvH 5 mn (1 fo3a) 300
HenpepbiBHOE BBeAeHME NIeKapCTBEHHBIX Npenaparos LedTpuakcoH 2 rp. (1 fosa) 200
HenpepbiBHOE BBeeHNe NeKapCTBEHHbIX NpenapaToB (kanesibHoe) NeHTOKCUUAnH 5mn (1 120
[03a)
HenpepbiBHOE BBeAeHUE NeKapCTBEHHbIX CPEACTB ApoTaBepuH 2.0 (1 fo3a) 30
HenpepbiBHOE BBeAeHNe NeKapCTBEHHbIX CPELCTB HUKOTUHOBas kucnota 1.0 (1 fo3a) 15
HenpepbiBHOE BBeAeHNe NekapCTBEHHbIX NpenapaTos peamb6epuH 1,5% 200 mn (1 fosa) 200
HenpepblBHOE BBeAEeHME NeKapCTBEHHbIX NpenapaTtoB BUHNOLETUH 2 MA (1 4o3a) 25
HenpepbiBHOE BBeAeHME NeKapCTBEHHBIX NpenapaTtosB Mekcngon 5 mn (1 go3sa) 150
HenpepbIBHOE BBEAEHUE NeKaPCTBEHHbIX NpenapaToB (Kane/bHoe) TMOKTOBas kucnota (1 fo3a) 100
HenpepbiBHOE BBeAEHUE NeKapCTBEHHbIX NpenapaToB ®epuHxxekT 50mr/mn 2 mn (1 gosa) 1115
HenpepbiBHOE BBeAeHUe fekapCTBEHHbIX NpenapaTtoB Mentpan 400 mr (1 fo3a) 450
HenpepbiBHOE BBeAeHUe NeKapCTBEHHbIX NpenapaTtoB TnamuH 50 mr (1 fo3a) 5
HenpepbiBHOE BBeeHNe NekapCTBEHHbIX NpenapaTtos MupuagokcuH 50 mr (1 fo3sa) 5
HenpepbIBHOE BHYTPMBEHHOE NTIEKAPCTBEHHbIX NpenapartoB AcKop6uHoBas kucnota 5% (1 gosa) 5
HenpepbiBHOE BBefeHME NeKkapCcTBEHHbIX Npenapatos AKToeernH 40 mr/mn 5 mn (1 go3sa) 160
HenpepbiBHOE BBeAeHME NlekapCcTBEHHbIX Npenapartos LiepakcoH 1000 mr/4 mn (1 go3a) 130
HenpepbiBHOE BBeAEHUE NeKapCTBEHHbIX NpenapaToB Mekcngon 2 mn (1 go3a) 65
HenpepbiBHOE BBeAEeHUE NeKapCTBEHHbIX NpenapaTtoB Kcedokam 8 mr (1 go3a) 390
HenpepbiBHOE BHYTPUMbILLEYHOE BBEAEHME NIEKAPCTBEHHbIX NpenapaTos pymasioH 1 mn (1 fosa) 260

Jetckaa gepmortononorus

Mpuémbl



[JeTcknii gepmatonor (NepBUYHBIA NpUeMm) 1400

[etckuin nepmartonor (MOBTOPHbIA Npuem) 1200
JepmoToBeHeponorus
Mpunémbl
B01.008.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpaya-AepMaTOBEHEPO/IOra NePBUYHbIN 1400
B01.008.002 Mpwuem (0cMOTp, KOHCYNbTauWs) Bpaya-AepMaToBEHEPOora MOBTOPHbIIA 1200

[HeBHoOI1 cTaLyoHap

B01.023.003 ExkefjHEBHbI/A OCMOTP BPa4OM-HEBPO/IOrOM C HabNHAEHNEM U YXOL0M CPEAHETO U

MnajLero MeNLMHCKOrO NepcoHana B oTAeneHmm ctaumoHapa (npebbiBaHue B cTalmoHape 40 1200
3-X Yacos)

B01.058.006 ExkegHEBHbIi OCMOTP BPa4OM-3HAOKPWUHOMOIOM C Hab/Il0AeHNEM U YXO40M CpeAHero

1 MAagwero MeaMUMHCKOro NepcoHana B oTaeneHumn ctaumoHapa (npebbiBaHme B cTalMoHape 40 1200
3-X yacos)

B01.047.009 ExxefjHEBHbIA OCMOTP BPa4oM-TepPaneBTOM C Hab/0AEHNEM U YXOLOM CPEAHEro U

MnajLero MeNLMHCKOrO NepcoHana B oTAeneHmm ctaumoHapa (npebbiBaHue B cTalmoHape 40 1200
3-X Yacos)

B01.001.007 ExkegHEBHbIi OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M

CpPEeLHEro 1 Mnagwero MeguuMHCKoOro nepcoHana B OTAeNneHnn ctaunoHapa(npebsiBaHme B 1200
[HEBHOM CTalMoOHape A0 3X YacoB)

B01.057.005 ExkefjHEBHbI/i OCMOTP BPA4OM-XUPYPromM ¢ HabMAeHNEM U YXO40M CPeHEro U

MnajLero MeNLMHCKOrO NepcoHana B oTaeneHmmn ctaumoHapa(npeboiBaHne B JHEBHOM 1200
cTaumoHape 40 3X YacoB)

AHecTesunonorus
OcmoTpbI
B01.003.001 OcmOTp (KOHCY/NbTauus) Bpa4oM-aHecTe31o10roM-peaHumMaToioroM NepBUYHBbIi 1300
B01.003.002 OcMOTp (KOHCYNbTaLmMs) Bpa4OM-aHECTE3MO0/IOrOM-PeaHMaTo10romM NOBTOPHbI 950
MaHunynsauum

B01.003.004.009 ToTanbHas BHyTpMBeHHas aHecTe3ns (40 30 MUHYT) 5500
B01.003.004.009 ToTanbHas BHyTpUBEHHasA aHecTe3uns (1ol vaca) 10000
B01.003.004.012 NHransaumoHHaa aHecte3uns ¢ ucnosb3osaHnem CesopaHa 30 MUHYT 6500
B01.003.004.012 NHransaumMoHHaa aHectesuns ¢ ucnosb3osaHnem CesopaHa 1 vac 12000
B01.003.004.007 CnuHanbHasa aHecte3us (8o 1 yaca) 12000
B01.003.004.007 CnnHanbHaa aHecTe3uns (40 2X 4acoB) 13000
B01.003.004.008 CnunHasnbHO-3nuaypasibHas aHectesns 1 yac 11900
B01.003.004.008 CnnHanbHO-3anuAaypaibHas aHecTe3ns [0 2-X 4acoB 16000
B01.003.004.010 Kom61HMpPOBaHHbI aHAOTpaxeanbHblil HApKO3 (40 1 yaca) 13000
B01.003.004.010 KOoMOGUHMpPOBaHHbI 3HAOTPaxeanbHblil HAPKO3 ([0 2X YacoB) 15000
B01.003.004.009 ToTaslbHas BHYTPUBEHHAA aHecTe3uns (L02-X 4acoB) 13500
B01.003.004.006 anuaypanbHas aHecte3uns (40 30MUHYT) 8000
B01.003.004.006 InuaypansHaa aHectesms (4o 1 vaca) 12000
B01.003.004.006 anugypanbHas aHecTesuns (40 2X YacoB) 13000
B01.003.004.008 CrnivHaibHO-3anuaypanibHas aHectesns (0o 30 MUHYT) 7000
B01.003.004.010 KOM6UHMPOBaHHbI 3HAOTPaxeanbHbli HAPKO3 (40 30 MUHYT) 7000
B01.003.004.012 KOMOUHMPOBaHHbI MHranALMOHHbIA HAPKO3 (80 30 MUHYT) 6000
B01.003.004.012 KOMGUHMPOBaHHbIA MHTaNALMOHHbIV HapKo3 (8o 1 Yaca) 12000
B01.003.004.012 KOMOGUHMPOBaHHbIA MHraNALMOHHbIN HapKO3 (0 2X YacoB) 13000
B01.003.004.011 CoueTtaHHas aHecTe3uns (40 30 MUHYT) 6000
B01.003.004.011 CoyeTtaHHas aHecTe3ms (4o 1 vaca) 11000
B01.003.004.011 CoyeTtaHHas aHecTe3uns (40 2X 4acoB.) 15000
B01.003.004.009.001 BHyTpmBeHHasn aHanresus (40 30 MUHYT) 4500

B01.003.004.009.001 BHyTpmBeHHas aHanresus (4o 1 vaca) 7000



B01.003.004.009.001 BHyTpnBEHHAasA aHanre3us (40 2-X 4acoB) 8000
B01.003.004.009.001 BHyTpMBEHHan aHanre3ns (CBbILe 2-X 4acoB) 10000
B01.003.004.009.001 BHyTprBeHHaa aHanre3uns (npu ®racC) 3700
B01.003.004.009.001 BHyTpuBeHHas aHanresus (Mpy KOJIOHOCKONUK) 4900
B01.003.004.009.001 BHyTpunBeHHas aHanresus (npy ®raC+konoHockonmm) 7100
B01.003.004.007 CnnHanbHasn aHecTe3nsa (30 MUHYT) 5500
A16.09.011 VckyccTBeHHass BeHTUNALMSA nerkux (1 vac) 1000
A16.09.011 VckyccTBeHHas BEHTUNALMSA Nlerkmx (4o 12 vacos) 7000
B01.003.004.001 MecTHas aHecTe3us 1000
B01.003.004.009 ToTanbHast BHyTPUBEHHAsA aHeCTe3uns (40 3-X YacoB) 15000
B01.003.004.009 ToTaslbHas BHYTPMBEHHAA aHecTe3uns (CBbiLle 3-X YacoB) 20000
B01.003.004.007 CnvHanbHasa aHecTe3uns (40 3-X YacoB) 15000
B01.003.004.007 CnnHanbHasa aHecTe3us (CBbILLe 3-X 4acoB) 20000
B01.003.004.006 InuaypanbHas aHecTesms (40 3-x HacoB) 15000
B01.003.004.006 anuaypanbHas aHecTesuns (CBblle 3-X 4acoB) 20000
B01.003.004.008 CnvHanbHO-3anuaypaibHas aHecTe3uns (40 3-X 4acoB) 15000
B01.003.004.008 CrnnHanbHO-3annaypaibHas aHecTe3uns (CBbilwe 3-X 4acoB) 20000
B01.003.004.010 KoM61HMPOBaHHbIV 3HAOTPaxeabHbI HAPKO3 (40 3-X YacoB.) 17000
B01.003.004.010 KOMGUHMPOBaHHbIA 3HAOTPaxeasbHbI HAPKO3 (CBbILLE 3-X YACOB) 22000
B01.003.004.012 KOMGUHMPOBAaHHbIA MHIaNALMOHHbI HApKO3 (40 3-X Yacos) 16000
B01.003.004.012 KOMGUHMPOBaHHbIA MHraNALMOHHbI HAPKO3 (CBbILLE 3-X YacoB) 21000
B01.003.004.011 CoyeTtaHHas aHecTe3uns (40 3-X 4acoB) 16000
B01.003.004.011 CoyeTaHHas aHecTe3us (CBbILe 3-X 4acoB) 21000

CraumoHap KpyriocyTO4HbIi
B01.003.003 CyTouHOe HabnAeHne BpayoM-aHecTe3no10roM-peaHnMaToiorom 5000

CyTouHOe npebbiBaHMe CONPOBOXKAAIOLLENO B KPYrOCYTOHYHOM CTaumoHape 3000

B01.001.007 ExkegHEBHbIi OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M
cpeaHero 1 MafLero MeULUHCKOro NnepcoHana B OTAeNeHnumn ctaumoHapa(npebbisaHve B 1500
[HEBHOM CTaLMoHape)

B01.001.007 ExkefjHEBHbIA OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HA6/IHOAEHNEM U YXOA40M

CpefHero 1 Mnagwero MeguumMHCKoro nepcoHana B oTaeNeHnn ctaumoHapa 5000
B01.057.005 ExkefiHEBHbIi OCMOTP BPa4OM-XMPYProm ¢ HabnAeHNEM U YXO40M CPefHEro U 5000
MnajLwero MeNLMHCKOTO NepcoHana B OTAeNeHnmn craumoHapa

B01.028.003 ExkegHEBHbIi OCMOTP BPa4OM-0TOPUHONAPUHIO/IOrOM C HABGMIOAEHVEM U YXO40M 5000
CpefiHero 1 MnagLero MegnuuMHCKoro nepcoHana B oTaeNleHnn ctaumoHapa

B01.047.009 ExkegHEBHbIi OCMOTP BpayoM-TepaneBTOM C HabAeHNEM U YXO40M CPefHEro n 5000
MnajLero MeauLMHCKOro nepcoHana B OTAeneHmm ctaumoHapa

B02.001.001 MpoLieaypbl CECTPUHCKOrO yx0aa Npw NOArOTOBKE NaLUEHTKN K TMHEKONOMMYECKOA 1100
ornepauuu

B02.003.001 \I"Ipou,e,qypbl CECTPMHCKOro yxoa 3a nauMeHTOM, Haxo4AaLWNMCA B OTAeNIeHUn 2500
WHTEHCVBHOW Tepanun N peaHumMaumnm

B02.003.002 Mpoueaypbl CECTPMHCKOrO yxoAa 3a NauueHTOM, HaxoAAaLWMMCs Ha MCKYCCTBEHHOM 2500
BEHTUNALNN IETKNX

B02.003.004 Mpoueaypbl CECTPMHCKOro yxoa 3a NauneHTOM B KPUTUYECKOM COCTOAHUMN 3000
B02.003.005 Mpoueaypbl CECTPMHCKOrO yxoa 3a NauneHToM B KOMaTO3HOM COCTOAHUM 3000
B02.004.001 l'lpou.e,qypubl CECTPUHCKOrO0 yXofa Npu UcCnefoBaHUM CEKPETOPHOM yHKLMN XKenyKa 1900
1 ABeHaALaTUNEPCTHOWN KULLKN

B02.007.001 lNpoveaypbl CECTPUHCKOrO yxoa 3a nauneHToM CTapyeckoro Bo3pacra 3000
B02.008.001 lNMpoueaypbl CECTPMHCKOIO yxoa 3a NauneHToM, CTpagaroLmm 3000
[lepMaToBEHEPONOrMHYECKUMN 3a601E€BAHNAMU

B02.015.002 MNpoveaypbl CECTPUHCKOrO yxoa 3a NauneHToM ¢ cepaeyHo-cocyanctbim 3000
3abonesaHneM

B02.018.001 lMpoLieaypbl CECTPMHCKOrO yxoAa npw NoAroToBke nauneHTa K 1200

Koson pOKTO/'IOFI/I‘-IeCKOﬁ onepaunn



B02.018.001 lNpoLeaypbl CECTPUHCKOrO yxoda 3a naunmeHToOM ¢ OTOPUHOMAPUHTONOTMYECKUMN
3abonesaHNAMN

B02.029.001 Mpoueaypbl CECTPUHCKOrO yxoa 3a NauneHToM ¢ opTasibMONOrnyecKnmm
3a601eBaHUAMU

B02.057.001 lNpoueaypbl CECTPUHCKOrO yxoa npuv NoAroToBKe nauyMeHTa K onepawun

B02.070.001 lMpoueaypbl CECTPMHCKOrO yXoAa 3a NauneHToM, CTPafatoLmMM XpOHUYECKUM
60/1€eBbIM CUHAPOMOM

B03.003.006 MOHMTOPUHI OCHOBHbIX MapaMeTpOoB >KU3HEeAEeATENbHOCTU NaLMeHTa BO BPeEMs
NpoBefeHNs aHecTe3nm

Kononpokronorus
Mprémbl
B01.018.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpaya-Ko/oNpoKTO/iora NepBrYHbIii
B01.018.002 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-Ko/1onpoKTo1ora NoBTOPHbIi
MaHunynauum
A16.19.003.001 VicceueHne aHaNbHOM TPELWWHDI (PaAMOBOMHOBLIM MeTOA0M, 1 ea,)

A16.19.013.002 JInrmpoBaHve reMopponLaIbHbI3X Y3108 (BHYTPEHHWE Y3/bl) 1 y3en

A11.30.005 30HAMpOBaHVE CBULLEBOrO X0Aa (MpW CBULLEAX NPAMOI KALLKW 1 NepuaHabHOM
obnactn) 1 kateropun

A11.30.005 30HAMpOBaHMe CBMLLEBOTO xo4a (Mpuy cBMLAX NPSIMOIA KALIKW 1 NepuaHanbHOM
o6nactu) 2 katreropuu

A16.19.018 YaaneHvie MHOPOAHOTO Tefa NPsSMON KULLKKN 6e3 pa3pesa

A16.19.033 NcceveHre HOBOOGPA30BaHU NepuraHanbHON 061acT U aHallbHOro KaHana
(pagmoBonHOBbLIM MeTofOM 1 ef,)

A16.19.024 BckpbIThe abeLiecca anMTennanbHOro KOn4mMKoBOro xoaa
A16.19.034 BckpbiTMe napanpoktuTa
A03.19.002 PekTopomaHoCKoNus
A03.19.001 AHockonus
A16.19.040 byxxMpoBaH1e aHaNbHOro OTBEPCTUSA
Maccax aHabHOro KaHana
MepeBA3Ka paHbl NepraHanbHOW 06nacTu/aHanbHOro KaHana
A16.19.017 YpaneHvne nonuna aHaIbHOro KaHana
A16.19.017 YpaneHue noavna Npsmoit KULLIKK
A16.01.017 YganeHue KOHAWIOM NepraHanbHOM 30HbI 1 KaTeropum CnoXKHOCTH
A16.01.017 YpganeHue KOHAWIOM NepraHanbHOM 30HbI 2 KaTeEropumn CNOXKHOCTH
A16.01.017 YaaneHve KOHANIOM NepuaHaibHOM 30HbI 3 KATErOpPMKM CIOXHOCTU
A16.19.044 TpoM6B3IKTOMMSA MpU TPOMBO3€e HapyXXHOro reMoppongansHoro y3na (1 ysen)
A14.19.002 MNocTaHOBKa OYMCTUTENIbHOM KU3MbI
A16.19.034 BCKpbITME OCTPOro rHOMHOrO NapanpoKTuTa - 1 KaTeropms CNoXXHOCTA
A16.19.034 BCKpbITME OCTPOro rHOMHOIO NapanpoKTUTa - 2 KaTeropus CNOXXHOCTA
A16.19.034 BCKpbITME OCTPOro rHOMHOIO NapanpoKTuTa - 3 Kateropus CNOXXHOCTU
A15.19.001 HanoxxeHvie NOBA3KM NPV onepaumax Ha NPAMON KULLIKe

OnepaTnBHOE NevyeHne
A16.19.003.001 VcceueHne XPOHUYECKOM aHaIbHOM TPeLLVMHbI ( 1 KaTeropum CloXXHOCTK)
A16.19.003.001 VcceueHne XpOHMYECKOW aHanbHOW TPEeLUHbI ( 2 KaTErOpUKU CI0XKHOCTH)
A16.19.041 VicceueHne remoppounfasibHbIX 6aXpOMOK 1 KaTeropum CloXHOCTH

A16.19.041 VicceueHne reMoppongasibHbIX 6aXPOMOK 2 KaTeropmm CnoXKHOCTH

A16.19.033 VicceueHne HOBOOHpa3oBaHWiA NepuaHabHOM 06/1acTu 1 aHa/IbHOrO KaHana
(pagnoBOMHOBLIM METOI0M) 1 KaTeropum CrIoXHOCTU

A16.19.033 VicceueHne HOBOOGpPa3oBaHWii NepraHaibHON 06/1aCTV M aHa/IbHOTO KaHana
(pagnoBONHOBLIM METOLOM) 2 KaTeropum CNOXHOCTU

A16.19.024 VicceveHne 3KX (anuTenranbsHOro KOMYMKOBOro xo4a) 1 kateropmm cnoXHocCTr

A16.19.024 VcceueHne IKX (aNUTeNmManbHOro KONYMKOBOTO X04a) 2 KaTeropun CNoXHOCTA
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1200
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21000
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A16.19.024 VicceyeHne IKX (anmTenmasibHOro KOMYMKOBOro Xo4a) 3 Kateropum C/ioXHOCTH 29000

A16.19.013 YpaneHve reMopponfaibHbIX Y3/10B 1 KaTeropum cioXXHOCTU 28500
A16.19.013 YganeHve reMoppoufa/ibHbIX Y3/10B 2 KATErOpum CI0XHOCTU 33900
A16.19.013 YpaneHvne reMoppouLaibHbIX Y3/10B 3 KATEropuin CI0XKHOCTU 52100
A16.19.010 VcceueHwne cByLLa NPAMOIA KMLLKK 1 KaTeropum CoXHOCTU 22100
A16.19.010 NcceyeHue cBMLLA MPAMOI KULLKU 2 KaTEFOPUUN CNIOXKHOCTH 26100
A16.19.010 VicceueHune cBMLLLA NPSIMOI KALWKKN 3 KATEropmmn CNOXKHOCTH 39100
A16.19.013 YpaneHue remoppounganbHbIX Y3108 (Mo JIOHro) 65000
A16.19.013 YganeHue reMoppounganbHbixX Y3108 (Mo JIOHro ¢ nepvHaHanbHOW NacTUKOo) 81000

MeanumHCcKne crnpaBku

CnpaBKy BOAWTE/ISIM TPAHCTIOPTHBIX CPEACTB

MeanLMHCKOe OCBMAETEIbCTBOBAHNE HA HAIMYME MeAULMHCKNX NPOTUBOMOKa3aHni K
ynpas/ieHNIO TPaHCMOPTHLIM CpeAcTBOM Kateropun "A" nnm "M", nogkareropum "Al" nnmn "B1" ¢ 1300
MOTOLMK/IETHOM NOCALKOW MAN pyneM MOTOLMKIETHOrO T1na

MeanLMHCKOe OCBMAETENbCTBOBAHME HA HANMYMe MeANLUHCKUX NPOTUBOMOKa3aHWi K
ynpas/ieHMIo TPaHCNOPTHLIM CPELCTBOM Kateropun "A" nnn "M", nogkareropum "Al" nnn "B1" ¢
MOTOLIMK/IETHOM MOCafKOW NN pyseM MOTOLMKIETHOrO Tina (4ONONHUTENBHO OCMOTP
BPa4OM-HEBPO/IOrOM MO HanpasBieHNo Bpaya-TepanesTa)

MeguunHckoe OcBMAETENbCTBOBAHME HA HAMUYNE MEAMLIMHCKNX MPOTMBOMOKA3aHWNIA K
ynpaBneHMIo TPaHCNOPTHbLIM CpeAcTBOM kateropuu "B" unm "BE", nogkateropun "B1" (kpome 1300
TPaHCMOPTHOrO CpeacTBa C MOTOLMKIETHOW NOCaAKol Unmn pyneM MOTOLIMKIETHOIO TMNa)
MeanLMHCKOe OCBMAETEbCTBOBAHNE Ha HAMYMe MeJMLMHCKNX NPOTMBOMOKa3aHni K
ynpasneHNIo TPaHCMOPTHbLIM CpeAcTBOM Kateropum "B" nnm "BE", nogkareropumn "B1" (kpome

1700

TPaHCMNOPTHOIO CPEACTBA C MOTOLMKNETHON NOCAAKON MW pyfeM MOTOLMKIETHOrO TUNa) 1700
(BONonHUTENEHO OCMOTP BPayYOM-HEBPOIOrOM MO Harpas/eHUo Bpaya-TepanesTa)
TpaBmatonorus
Mprémbl
B01.050.001 Mpuem (ocMOTP, KOHCYNbTaLUs) Bpada-TpaBMartosiora-optoneia nepsuYHbIi 1400
B01.050.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-TpaBMaTto/iora-opTorneaa noBTOPHbIIA 1200
MaHunynsaumn

A11.04.003 AuarHocTn4yeckas acrnvpawms cycrasa 1100
A11.04.004 BHyTpUCcycTaBHOE BBEEHME NleKapCTBEHHbIX MpenapaTos 1200
A15.02.001 Hano>keHne NoBasky Npu 3a60neBaHUSX MbILLILL 500

A15.03.001 HanoxxeHvie NOBA3KM NpY Nepenomax KocTewn 500

A15.03.003 HanoxxeHne rmncoBoii NOBS3KU NpU NepenomMax KocTen 700

A15.03.003.002 HanoxxeHne LMpPKYNSpHOL r1MncoBOi NOBA3KK 600

A15.03.007 HanoxxeHue WKNHbI MpU Nepesiomax KocTe 600

A15.03.009 HanoxxeHre NOBA3KM Mpu onepawLmsax Ha KOCTsX 700

A15.03.010 CHsITME TMNCOBO NOBA3KM (JTOHrETbI) 500

A15.03.010.001 CHSITME UMPKYNSAPHOM MMNCcOBOI NOBA3KN 600

A15.04.001 Hano>xeHne NOBA3KKM Mpu BbiBMxax (NOABbIBMXaX) CycTaBOB 700

A16.02.007 OcBO6OXAEHNE MbILLLbI U3 PYOLOB 1 cpaLleHnin (MMoIun3) 29900
A16.02.008 OcBOOOXAEHNE CYXOXMNNA U3 PYOLIOB 1 CpaLleHWnii (TEHONN3) 29900
A16.02.009 BoccTaHOB/IEHME MbILLLLI U CYyXOXUNNA 26000
A16.03.034 Peno3uuus OTIOMKOB KOCTel nNpu nepenomax 2600
A16.04.003 YganeHue cBO60AHOrO AN MHOPOAHOIO Tena cycTaBa 23000
A16.04.018 BrnipaBneHve BbiBMXa CycTaBa 3100
A16.30.032 VicceueHne HOBOOGPa3OBaHMs MATKUX TKaHEN 1300
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TKaHew 1500
A16.30.032 NcceyveHre HOBOOOPA30BaHUS MATKUX TKaHeN 1900

A16.30.032 VicceueHne HOBOOOPa3oBaHUA MArKMX TKaHei 2400



A16.01.001 YpganeHvne NnoBepxXHOCTHO PacroNOXXeHHOro MHOPOAHOTOo Tena 600

[vetonorua

Mprémbl
B01.013.001 Mpwuem (OCMOTp, KOHCYNbTaLWs) Bpaya-AMeTonora nepBuYHbIi (40 60 MUHYT) 2000
B01.013.002 Mpwuem (0CcMOTp, KOHCYMbTaLWs) Bpaya-AMeToora NoBTOPHbINA (40 60 MUHYT) 1900

B01.013.002 Mpwuem (0CMOTP, KOHCYNbTaLWs) Bpaya-AMeTonora nepBuYHbIiA (C onpegeneHue
NPOLEHTHOrO COOTHOLLEHMWS BOAbl, MbILLEYHOI Y XXMPOBOW TKaHW C MOMOLLbIO 2500
6uovmMnegaHcmeTpa (40 60 MUHYT)

MaHunynaumn
A05.30.014 OnpeaeneHne NPOLEHTHONO COOTHOLLIEHWNS BOAbI, MbILLEYHOI 1 YKMPOBOW TKaHW C 900
nomMoulsto 6ronmnegaHcmMeTpa
BesneHne HopmManbHOW 6epeMeHHOCTH
MpenBapuTensHOe 06cejoBaHME Ha PaHHUX CPOKax 6epeMeHHOCTH 18411
BeaeHve HopManbHOM 6epeMeHHOCTU Ao 24 Hepenb 13092
BeaeHne HopManbHOM 6epeMeHHOCTM ¢ 25 Hegenn 40 POAOoB 33715
BepneHve HopmanbHon 6epemeHHocTy I-11l atan 61957
Mpuém (0CcMOTp, KOHCYNbTaLMs) apya-rMHeTKa NepBUYHBbIN (TOMIbKO B COCT. MporpamMmebl "BegeHne 1400
HOpMasibHOM 6epeMeHHOCTN™)
CBo6ogHas beTtra/cy6beamHmLa XOPMOHNYECKOro roHagoTponuHa (betta XIM) (TONbKO B COCT. 1400
nporpammsbl "BegeHre HOpManbHOW 6epemMeHHOCT")
Mna3meHHbI npoTenH (PAPP-A) (TONIbKO B COCT. MporpaMmbl "BefeHne HopmaibHOM 1400
6epemeHHOCTU")
3a6op KpoBwu 13 BeHbl B BK/AL (TofbKo B COCT. NporpaMmsbl "BefieHne HOpMasibHOl 200
6epemeHHOCTA™)
CKPVHUHT | (TONBKO B COCT. NporpaMmsl "BefieHne HopmasibHOl 6epeMeHHOCT') 2200
CKpUWHUHT |l (TONbKO B COCT. MporpamMmsl "BefeHne HOpMaibHOW 6epeMeHHOCT™) 1500
JynnekcHoe cCKaHMpoBaHMe cepLia 1 cocyaoB Mnioga (ToNbKO B COCT. Nporpammel "BefeHne 1000
HOpMasibHOl 6epeMeHHoCTN™)
CKPUHUHT Il (ToNbKO B COCT. Nporpammsl "BefieHne HopMasnbHO 6epeMeHHOCT™) 2000
ToBapbl HaHOMeavKa
Mepyatkn natekcHole 150
Na6opatopHble uccnenosaHns (AHan3bl)
AYTOUMMYHHbIE NMOPaXKEHWUSA XENYAOHHO-KMLLIEYHOTO TpakTa. Liennakus.
JunarHoctuka ayToMMMyHHOTO naHkpearuTa u gpyrmux lgG4-accoummpoBaHHbIX 3a60/1eBaHi 1837
(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)
AHTUTENA Knacca IgA K 3HLOMU3NIO (AHTU3HAOMU3NAHBbIE aHTUTeNa, ASMA) (Anti-Endomysial 1430
Antibodies, Anti-EMA, IgA)
AHTUTeNa Knacca IgG k caxapomuieTam (gnarHoctuka 6onesHn KpoHa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, IgG )
AHTUTEeNa Knaccos IgA un IgG K 60KanoBUAHbLIM KneTkam KulievHrka, cymmapHo (Anti-Intestinal 1199
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)
AHTUTENa Knacca IgA K caxapomuueTtam (gnarHoctnka 6onesHn KpoHa) (Anti-Saccharomyces 1232

Cerevisiae Antibodies, ASCA, IgA )

AHTUTENA K aUMHAPHbIM KNeTkaM Nomkenyf04HON xenesbl, IgG n IgA cymmapHo (aHTuTena K

3K30KPWMHHOI YacTu nomkenyno4uHoli xenessbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)

AHTUTeNa Knacca IgG K geamnmpoBaHHbIM nentugam ravagmHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, IgG) 781
AHTUTENa K 3HTepouuntam, knacca lgG 2189
AHTMTeNa Knacca IgA K TKaHeBOI TpaHcrntoTamuHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgA)

AHTUTENa Knacca lgG K TKaHeBOl TpaHcrntoTammHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgG)

AHTUTeNa Knaccos IgA u IgG K peTukynuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, 1276
Total)

AHTUTeNa knacca IgA kK untonnasme Helitpogunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1232
Antibodies, ANCA, IgA)

AHTUTeNa Knacca IgG K BHyTpeHHeMy haktopy Kactna (Anti-Intrinsic Factor, IFADb, Intrinsic Factor 1650

Antibodies, IgG)



AHTUTENA KnaccoB IgA 1 1gG K 3HAOMM3NIO (aHTUIHAOMU3UIAHBIE aHTUTENA, ADMA), CyMMapHO

(Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total) 1276
AHTUTENa Knaccos IgA, 1gG, IgM k napueTtanbHbIM Knetkam xenyaka (AMNKXK), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)
AHTUTeNa knaccoB IgG u IgA K GP2 aHTUreHy LieHTpOoaUMHapHbIX KNEeTOK MOAKeNyL04HO Xenesbl

. 1980
(Anti-GP2)
AHTUTENA Knacca IgA K feaMmamnpoBaHHbIM nentugam rnvaguHa (Anti-Deaminated Gliadin Peptide,

. 781
Anti-DGP, IgA)

HacnefcTBeHHble MOHOrEHHbIE 3a60/1EBaHNS 1 COCTOSHUSA

CvHppowm Bepta-Xora-Abto6a (BXM). Mouck mytauwnii B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacneactBeHHasi MOTOPHO-CEHCOpPHas Helponatus (6onesHb Lapko-Mapu-Tyta) Tin |l. Mounck
yacTbIx MyTauwuii B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
leHTUHITOHONOAO6HOE 3a6oneBaHue, TN 4 TBP, U.Mm. 3410
Cungpom APMNA, ATNL, u.m. 3410
ApTporpunos amctasnbHbIi (cuHgpom ®pumeHa-LlengoHa). Mouvck YacTbix MyTaumii B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacneactBeHHasi MOTOPHO-CEHCOPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MyTaLmii LublraHCKoro npoucxoxgeHms B reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnvHougepebennapHas atakcus. Monck YacTtbix MyTaumii B reHe ATXNS, u. m. (Spinocerebellar

Ataxia, Gene ATXNS, Freg. Mut.) 5148
CvHAPOM HEKOMMAKTHOrO N1eBOro xenygouka (HMJDK, cuHgpom HM JDK, ry6yatslii Mruokapg,). 25707
Mownck myTtaumii B reHe TAZ, M. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

MeBanoHoBas auuaypws. Mouck myTtaumii B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHaunbynoakpanibHas gucnnaasust ¢ IMnoguctpotmeit. NMouck MyTaunin B 3k3oHax 8, 9 reHa LMNA, 7161
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnvHanbHaa amunotpodusa Tunsl 1, 11, 111, IV (c onpegeneHnem vmcna konuin SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, Il, lll, IV (copy Number Variation SMNZ2))

CuHgpom 3ckobapa. Mouck myTaunii B reHe CHRNG, M. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CvHgpowm Cunbsepa. Mouck myTauumii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CeMeiiHblii remogarouuTapHbiii NMMgornctmoymTos. Monck mytauumii B reHe STX11, m. (Familial 14267
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Jedpumunt anba-1-aHTUTPUNCKMHa, SERPINAL, u.m. 2035
CnvHanbHaa ammnoTtpodus Tunsl 1, 11, 111, 1IV. TTomck myTtauuin B reHe SMN1, M. (TONbKO NpW HanMumnm

opHoli konuu reHa) (Spinal Muscular Atrophy, SMA, Type |, 11, 111, IV, Gene SMN1, Mut. (Only 34254
Presence One Gene Copy) )

CuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3, 51348
Mut.)

CvHapowm Mannuctepa. Mowuck myTauumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.) 29975
OkynotapuHreanbHas MblleyHas guctpodus. Monck yacTbix MyTaunii B reHe RABPNL, u. m. 5148
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

bonesHb MepctmaHHa-LUTpeyccnepa-LUeliHkepa. Mouck mytaunin B reHe PRNP, m. 14916
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CvHapowm Bnoxa-Cynbubeprepa (cemeiiHas hopMa Hegep>KaHus NUrmeHTa). Monck YacTbix

MyTauuii B reHe IKBKG, u. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene 5148
IKBKG, Freq. Mut.)

HelipoceHcopHas HeCMHAPOManbHas TYrOyxoCThb, NMOJHbIA aHan3 reHa GJB2 11264
MyTaunn nekapctBeHHoM pe3ncteHTHOCTM NS3, NS5A n NS5B pernoHoB reHoMa Bupyca renatmra 12837
C (pansa reHotuna 3)

Cungpom Npucuennu. Mownck myTtaumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.) 21428
HacnefcTBeHHbIi aHTMOHEBPOTMYECKNIA OTek. Mouck myTauumii B reHe CINH, m. (Hereditary 29975
Angioedema Type |, Gene CINH, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpPHas HelponaTusa (6onesHb Lapko-Mapu-TyTa) Tin |. Monck 17523
MyTauuii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CviHppowm Koctensno. Mouck myTtaumii B reHe HRAS, M. (Costello Syndrome, Gene HRAS, Mut.) 7161
XoHgpoaucnnasus metadmaapHas, Tun Mak-Ketocuka. NMounck mytaunii B reHe RMRP, M. 7161
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Meproanyeckas 6onesHb. Mounck MmyTauuii B reHe MEFV, m. (Familial Mediterranean Fever, FMF, 41525
Gene MEFV, Mut.)

CvHapowm LliBaxmaHa-[aviMmoHga. Mounck YacTbix MyTaLmii B reHe SBDS1, u. m. 7161

(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)



XopropeTtnHonartusa bupawora, tunuposaHne HLA-A29

dnbpoaucnnasmns occupuumpyoLas nporpeccupytolias. NMouck myTtaunii 6e3 «ropsymx» y4acTkoB
reHa ACVR1, 6e3 «ropsad.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CvHgpowm BaapaeH6ypra-Laxa. Mowvck myTaumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)
CuHgpom KokkeliHa. Mowuck myTauuii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

[nacTtpotmyeckas avcnnasus. NMouck mytauumii B reHe SLC26A2, M. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktunus tun B1. Mouck mytaunin B reHe ROR2, M. (Brachydactyly Type B1, Gene ROR2, Mut.)

CuHgpom [peiira (cemeriHblli runeptenopusm). Monck mytaumii B reHe GLI3, M. (Greig Syndrome,
Gene GLI3, Mut.)

[eHTUHITOHOMOA06HbIEe 3a60/1eBaHUSA, KOMIMIEKCHASA AUArHOCTUKA, Y.M.

HacneactBeHHast MOTOPHO-CEHCOpPHas HeponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MmyTaumii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHapom Kpy3oHa. Monck MyTaumii B 3k3oHax 7 u 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CvHgpowm Ocrnepa-PaHato-Bebepa (HacnefcTBeHHasa reMmopparmyeckas TeneaHrnakrasms). Movck
MyTauuii B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyaaTMBHas BUTPEOXOPEOpPETUHANIbHAs AncTpodus. Monck mytaumii B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nvnopnctpodus cemeiiHas yactnyuHas. Mowvck mytauuin reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHApPOM HOrTei-HagKoNeHHMKa (OcTeoHUXoaucnNasms). Monck mytauuii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHu4yeckas guctoHust. Monck mytaumii B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

bonesHb BunbcoHa-KoHoBaoBa. Mounck YacTtbix MyTauuin B reHe ATP7B, u. m. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonuHeiiponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CvHapom AnbcTpoMa. Monck MyTaLmii B «ropsiumx» ydacTkax reHa ALMS1, «ropsy.» y4. M. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CvHgpom Tpuyepa-KonnnHsa-®paHyeckeTtn (MaHAMOYno-aumanbHbli 4n3ocTo3). Mouck MyTauuia
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

Jputpokepatogepmus. Monck mytaumii B reHe GIB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

bonesHb ®abpu, GLA, m.

[vcTanbHas cnvHanbHas aMmmoTpodrs BPOXKAeHHas Henporpeccupyowas. Movck mytauuin B
«ropsA4vYnX» yyacTkax reHa TRPV4, «ropsid.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

JethnumnT KapHUTMHA CUCTEMHBIV NEPBUYHBLINA. Monck myTaumii B reHe SLC22A5, M. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

ATtakcusi dpugpeiixa. Mownck YacTbix MyTaumii B reHe FXN, 4. M. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpom BoysHa-KoHpaan (BKC, uepebporenatopeHasbHbiii CUHAPOM). [MOMCK MyTauuii B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpogus 3puTensHOro Hepsa JSlebepa. Monck YacTbix MyTaumii B MuToxoHapuanbHo OAHK, 3 4. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CvHapom BbepHcTaaa (CMHAPOM Kypyasbix Bonoc). Monck mytaumii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CvHapowm CeTpe-YoT3eHa. Mounck myTtauuii B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpPHas Helponatus (6onesHb Lapko-Mapu-Tyta) Tin |l. Mounck
myTauuii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBpgoaxoHaponnasus. Mouck YacTtbix MmyTaumii B reHe COMP, 4. M. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTnueckuin cnHapom. Mownck myTtaumin B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponnasus. MNMonck YacTteix MyTauuii B reHe FGFR3, u. M. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMeiiHblii X01040BOW ayToBOCManuTeNbHbI cnHapoM NLRP3 m. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacneactBeHHast MOTOPHO-CEHCOpPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
mMyTauuii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
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CnoHAnnoKocTabHbIM AM30cTO3. Mouck myTaumii B reHe DLL3, m. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHodTuns. Mownck mytaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MbiweyHas guctpogms Amepu-Apeiidyca. Mounck mytaumiin B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHApokanbLuumHO3. Mounck mytauuin B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

Hann3am MULIBRAY. Mownck myTaumii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpochus 3puTensHoOro Hepsa Jlebepa. Mouck YacTbix MyTauuii B MUTOXoHApransHo AHK, 12 . m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

CnnHouepebennspHas atakcus. Mounck YacTbix MyTauuii B reHe ATXN7, 4. M. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

[vcTanbHas cnvHanbHas aMmmoTpovsa BPOXKAeHHas ¢ napanmyom guadparmbl. Monck mytaLmi B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHasa gereHepaums cetyaTku. Mouck mytaumin B reHe RP2, M. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CviHapowm 3nepca-AaHno, Tmn VI. Mouck YacTbix MyTauuii B reHe PLOD, u. m. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CuHgpom Aapckora-CkoTTa (thauunoreHuTanbHas gucnnasuns). Monck mytaumii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnvHanbHO-6ynbbapHas ammnoTpodumsa KeHHean. Monck yactbix MyTaumii B reHe AR, u. m. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

CemeiiHasi runepxonectepnHemMmsi, reH PCSK9
CvHgpom MapTtuHa-benn (CUHAPOM NTOMKOU X XpOMOCOMbI)

CYHAPOM TOMKOI X-XpOMOCOMbI € TpeMopom/atakcueid, FMR1, v.m.
CuHgpom Mannuctepa-Xonna. Mouck mytaunii B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CuHgpom AHTAn-bukcnepa. Mouck mytaumii B ak3oHe 9 reHa FGFR2, M. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

Cungpom Mgalidhdepa. Mouck mytaumin B 3k3oHax 7, 9 reHa FGFR2 n ak30He 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MoneKynapHbIA CKPUHWHT Ha MUKpoZeneun/ MUKPOAYNINKaL MM XpOMOCOM

CeMmeliHblil remodharouuTapHbIin TMMGOrncTMoLmMTo3. Nonck Yacteix MyTaumii B reHe UNC13D, u. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AYTOMMMYHHBbIV Mg onponungepatnBHbIA cMHAPOM. MNMounck mytaumii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CemeliHbl MeaynnspHbIi pak WIUTOBUAHOW Xenesbl. [onck MmyTaLmii B 3k30Hax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CvHppowm LLBaxmaHa-[aimoHga. Mounck myTtauuii B reHe SBDS, M. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CvHapom AHgepceHa. Mownck myTaumii B reHe KCNJ2, m. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AburoTpodus cetyatku, Tun ®paHyeckeTTn (bonesHb LWTaprapara 1-ro tmna). Mounck YacTbix
MyTaumii B reHe ABCA4, 4. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopowngepemus. Mounck myTtauuii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnvHougepebennspHble atakeun, pefkme opMbl, Y.M.
CvHapowm Yokepa-Bap6ypr (CYB). Mouck myTauuii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CuHgpom KpysoHa ¢ YepHbIM akaHTO30M. Mouck MyTauuii B 3k3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemms. Mouvck mytauuin B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

rnodochareMUYECKNA BUTaMUH D-pe3nCTEHTHbI paxuT (NoYeYHblli hocaTHbIn gnabert). Mourck
myTaumii B reHe PHEX, M. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adhasnsa nepeuyHas nporpeccupytowas. NMouck mytaumii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CvHapom Makneoga. Mounck myTtaumii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CviHApOM TecTuKynsipHoi hemmnHmsauun (CT®, cnHapom Moppuca). NMouck myTaunii B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

3KTOoAEpMa/ibHas aHrMapoTuyeckas aucnnasums. Nouck mytaunin B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoyeyHas agucnnasus. NMouck mytauumii B reHe UPK3A, M. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)
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deHnnKeToHypus. Mounck vacTbix MyTauuii B reHe PAH, u. M. (Phenylketonuria, PKU, Gene PAH, Freq.
Mut.)

ATpOMs 3pUTENIBHOTO HepBa C IMyXOTON. MOMCK MyTaLuii B «rops4vmx» yyacTkax reHa OPAL,
«rops4.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HeliTponeHus. Mouck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeiiHasi runepxonectepnHemus, reH APOB100

Bpo>kaeHHast HeUyBCTBUTE/BHOCTb K 60/ ¢ aHrMapo3oMm. MNMouck myTtaumii B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

AnugunsapHas gucnnasusi, MHOXKecTBeHHas. Mounck yacTbix MyTaumii B reHe COMP, u. M. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOW LIEHTPa/IbHOM rnnoBeHTUnsALmmn (CBLT). Mouvck YacTbix MyTaLmii B reHe
PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)
OcHoOBHble HacneAcTBeEHHbIe 3ab6oneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHmueckas gucTpogus. Mounck YacTbix MyTauuin B reHe DMPK, 4. m. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHasi MOTOPHO-CEHCOpPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MyTauuii B reHe GJB1, M. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

IxTno3 namennapHsbiii. MOUCK Bcex N3BECTHbIX MyTaumii B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[JvctanbHas moTopHasa Heliponartusa Tvun V. Mouck mytaumii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CvHapom Moyat-BunbcoH. Mownck myTaumin B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTMBHOCTb hocthopmnbosmnnnupodoctar cmHTeTasbl. Mlonck mytaumii B reHe PRPS1, M.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)
CvHapowm MepmaHcku-Tyanaka (Anb6MHU3M rNa3o-KOXHbIV C remopparn4yeckmm auare3om u
nUrMmeHTaLmeli peTuKyno-aHAoTeNnanbHbIX KNeTok). Mouck Yactbix MyTauuin B reHe HPS1, y. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MbiweyHas guctpodus roweHHa/bekkepa. Monck geneunii n gynavkaumi B reHe gucTpomnHa
CviHgpom Knunnensi-®eiins (CMHAPOM KOPOTKOM wen). Monck myTaumii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHuomeTtagmsapHas gucnnasus. Monck MyTtaumii B «ropsiumnx» yvactkax reHa ANKH, «ropsy.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

SpUTpoaeEpPMUA BPOXKAEHHAsA UXTUO3Has (Hebynne3Has). Mouck mytaumin B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb Kpeiitudenbara-iko6a. Mouck mytauuii B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MwukpodTansM ¢ KatapakToii. Mouck myTtauuii B reHe CRYBA4, M. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTOXOHAPWa/bHbIE 3a601€BaHMS, KOMIMIEKCHAas AMarHOCTUKa: MUTOXOHApuanbHaa JHK, u.m.
CemeiiHas nepuogunyeckas nmxopagka. Movick mytaumii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CuHgpom Xy6epa (CX). AHanums uncna konuii reHa NPHP1 (Joubert Syndrome,

Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MeTtremornobuHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.)

Xopesi TeHTUHIToHa. Monck YacTbix MyTauumii B reHe 1715, 4. m. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CvHgpom CumncoHa-lonabu-bemens. Mounck myTtaunii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTtunrnytakoHoBasi aumaypust. Monck myTtaumii B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
Ill, Gene OPA3, Mut.)

X-cuenneHHbl nnmdonponngepaTnBHbIA CMHAPOM (60ne3Hb JyHKaHa, cuHapoMm Myptunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuognyeckast 60ne3Hb. MonCK YacTbix MyTaumii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHusa getepMmunHauumn nona. NMouck mytauuii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

AKTOfEpPManbHas rmapoTmyeckas amcnnasus. Novck mytaumii B reHe GJB6, m. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cuenneHHbli MOTOPHbIM HUcTarM. Mounck myTauuii B reHe FRMD7, M. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HesapalleHne pogHUYKoB. MNMouck myTaunii B reHe ALX4, M. (Parietal Foramina, PFM, Gene ALX4,
Mut.)
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CvHapowm BuckoTtTa-Ongpuda (CBO). Mouck myTtaunii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MelweyHas auctpogus Amepu-Apelidyca. Monck MyTaunii B reHe aMepriHa Npu X-cLenieHHom
thopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AKpoZepmaTnT aHTeponaTnveckuia. NMouck mytaumii B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacnefcteBeHHasn HeliponaTus ¢ NOABEPXXEHHOCTLIO Napanuyy OT caasfieHuns. Mouck myTauuin B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTeoneTpo3 peLeccrBHbI (MpamopHasa 601e3Hb KocTelt). Mouck yactbix MyTauuii B reHe TCIRGL,
4. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

InokanneMmnyeckunii NnepuoagnYvecknii napanmy. NMouck mytaunii B ak3oHax 12, 18 n 19 reHa
SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

MIXTno3 BynbrapHsbiii. Momck YacTbix MyTaumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CeMeiiHasi runepxonectepuHemMus, reH LDLR

Mnep-IgD cuHgpom. Mounck myTtaunii B reHe CD40LG, M. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

ANbOVHN3M rNa3oKoXHbIA TMN 1A. Mouck myTauwmii B reHe TYR, M. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MbiweyHas gncTpotms BpoXxaeHHas. Monck YacTbix MyTauumii B reHe FKRP, u. M. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

bonesHb LTtaprapara. Mouck vacTtbix MyTaunin B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CrnoHannosnuausapHas gucnnasms (C3M). Mouck mytaumii B reHe TRAPPC2, m.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOpaKC NEPBUYHbIV CMIOHTaHHbIN. Monck MyTaumii B reHe FLCN, M. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHppowm HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)
CuHgpom BaappaeH6ypra. Mouck myTaunii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MbllweyHas AUCTpOdUs NOACHOKOHEYHOCTHas. Nonck myTaumii B reHe FKRP, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHogm3ocTo3. Mounck myTauuii B reHe CTSK, M. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

®eHnnkeToHypus. Mouck myTtaunii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CuHgpom Cmuta-Slemnu-Onuua (C/10C). Mowuck mytaumii B reHe DHCR7, M. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucungos. Mownck yacTbix MyTauuii B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MNapKMHCOHa, KOMMEKCHaA ANarHOCTMKa, Y.M.

CuHgpom UAOACKIT, reH NOTCH3

MblweyHas guctpodusa AroweHHa-bekkepa. JlaloHm3aums X-xpomMocoMmsbl y geBoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MwukpodTanbM N301MpPOBaHHBIN. Mouck MyTauwnii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnvHougepebennapHble atakcuu, Yactble (hOPMbl, Y.M.

CkanynonepoHeanbHasa Muonatums. lMouvck mytauuii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CemeliHblil remodarountapHblil iMMGorncTMoLmTos. Nonck mytauumii B rede PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®daranbHas cemeliHas MHCOMHUSA. Mowuck myTaumii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [oncK MyTaLmii B reHe EXT1, m. (Multiple Exostoses, Gene EXT1, Mut.)
BbonesHb YHheppuxta-JlyHa6opra. Monck vacteix MyTauuii B reHe CSTB, u. m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dnbpoancnnasnsa occnpuumpyoLas nporpeccvpytowias. Mouck MyTtaunii B «ropsaumnx» yqacTkax

reHa ACVR1, «ropsiu.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTUHITOHONOAO6HOEe 3a6oneBaHue, TN 2, JPH3, u.m.

X-CUenneHHbIn TSHKenbli KOMOMHUPOBaHHbIN UMMYHOAeULUNT. Monck MyTauuii B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MceBgokcaHTOMa anactnyeckas. Monck yacTtbix MyTaumii B reHe ABCC6, 4. M. (Pseudoxanthoma
Elasticum, Gene ABCCS6, Freq. Mut.)

MeTtremorno6unemums, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)
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MepBuYHasa nerovHas runepteH3us. NMouck Mytaumii B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

ATtakcus dpugpeixa. Mowvck myTtaumin B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mounck myTtaumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)
JpuUTpoaepMUS BPOXKAEHHAsA NXTMO3Has (Hebynne3Has). Mouck mytaumii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)
MnepTtpoduueckasn kapanommonarus. NMomnck mytaumii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

InaykoMa OBEHWU/IbHasi OTKPbITOYrofbHas (CMHApoM Purepa). Mouck myTtauwmii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numdegema. Mouck myTaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
Tpomb6ouunToneHns BpoxaeHHas!. Mouck mytaumii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblLeyHas AMCTPOhUS NOACHOKOHEUYHOCTHasA. Monck myTauuii B reHe SGCB, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoyeyHas agucnnasus. NMomnck mytaumm B ak3oHax 10, 11, 13, 14, 15 reHa RET, M. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponnasuns nporpeccupytowas. Mowvck mytauuii B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBoi1 ammnoTpoguyeckmii cknepos (BAC), SOD1, m.

TopcuoHHasa guctoHus, Tmn 1, TOR1A (DYT1), u.m.
CvHApPOM NOAKONEHHOTO NTepurnyma. Mowck mytaumii B reHe IRF6, m. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb JflepmuTT-Ayknoc. NMouck mytauumii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas aucTpodus BpoxxaeHHas. Mouck mytauuii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CuHgpom baHasiH-Paiinu-PyBanb6aka. Monck mytaumii B reHe PTEN, M. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

SpUTPOLMTO3 peLeccrBHbIN (CeMeiiHas HacneACTBeHHas nonnuutemus). Monck MyTauuii B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Heliponatus ¢ napannyamu ot caasnexuns, PMP22, neneunn n gynnamkauum (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHunometadmsapHas gucnnasus. Monck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHuyeckas rpaHyiemMmato3Has 60ne3Hb. Monck myTtayuii B reHe CYBB, M. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepus XatunHcoHa-Tungoppa. Nounck mytaunii B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CvHapowm Kpurnepa-Haiisipa (CKH, cemeiiHas xentyxa). Monck myTtaumii B reHe UGTL, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CuHgpom PetTa. Mouck mytaunin B reHe MECP2, M. (Retts Syndrome, Gene MECP2, Mut.)

BonesHb bexueta, TMNMpoBaHue HLA B51

HapyweHunsa getepMmnHaummn nona. AHanm3 Hanmumsa reHa SRY, M. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblLeyHas AMCTpotus NOSCHOKOHEYHOCTHas. Nonck myTaumii B reHe SGCA, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHas MOTOPHO-CEHCOPHaA HeliponaTus (6onesHs LWapko-Mapu-Tyta) Tvn Il. Mownck
myTaumii B reHe NEFL, M. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AyTOMMMYHHbI TuMdonponndepaTuBHbIA CUHAPOM. MONCK MyTauuiA B «FOPAYNX» y4acTkax reHa
TNFRSF6, «rops4.» y4. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

rmnep-IgD cMHApOoM. Mouck MyTauuin B «ropsiumx» yyactkax reHa MVK, «ropsid.» yy. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MblweyHas guctpodms, Tmn Pykyama. Mouck mytauwnii B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CvHapowm ESC (cuHgpom FonbamaHa-daBpa). NMouck mytaumii B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CuHgpom BaH gep Byga. Mouck myTaunia B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PetnHowwmsmc. Mounck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMeliHblii remodharoyutapHsblii iumcorncTnoumTos. NMouck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpos peLeccrBHbI (MpamopHas 60ne3Hb KocTeit). Mouck myTtaunii B reHe TCIRGL, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)
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BonesHb YHheppuxTa-JlyHa6opra. Mouck myTtaumii B reHe CSTB, M. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cLenneHHbIn numdonponngepaTBHbI cCMHAPOM (6one3Hb [lyHkaHa, CUHAPOM IMypTuabO).
Mownck myTtaumii B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb BecTa. MNMonck BCcex N3BECTHbIX MyTaLmii B reHe BESTL, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHnocrHocTo3. Mownck myTtaumii B reHe TWISTL, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHnocrHocTo3. Monck myTtaumii B reHe MSX2, m. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CrnoHrnogopmHas aHuehanonatns ¢ HelMpPoNCUXNYeCKMY NPOSBAEHNAMN. MonCK MyTaLuuii B reHe
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

MxTnos 6ynnesHblid. Mounck myTtauuii B reHe KRT2, M. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CuHapom KapneHTepa (akpouehanonoancnHaaktuamsa BToporo Tmna). Movck myTtauunii B reHe
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

CvHppowm [xekcoHa-Beiicca. Monck myTaumii B 3k30He 9 reHa FGFR2 1 3k30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MceBagoKcaHTOMa anacTuyeckas. Movck myTtauuii B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)
Cnactuyeckasn napanneruns Wtpromnens, Tun 4, SPAST (SPG4), u.m.

CviHgpom Xunnena-finHaay (Lepebpo-peTMHO-BUCLEPa/bHBIA aHrMoMaTo3s). Mouck MyTaunii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

Mcopwas, TunuposaHne HLA-Cw6

MoneKynsapHO-reHeTUYecKas AMarHoCT1ka paka npeacTate/lbHOM Xenesbl

CuHgpom Anepa (akpouetanocuHaaktuams). Monck YacTbix MyTaumii B reHe FGFR2, u. M. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHasi runepxonectepuHeMusi (KOMMIEKCHasA AMarHocTuka - reHsl LDLR, APOB, PCSK9)

AnuursapHan gucnnasus, MHOXecTBeHHas. Monck myTtaumii B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CvHgpowm Apra. Mounck myTtauuii B reHe PRPS1, M. (Art's Syndrome, Gene PRPS1, Mut.)
dpuUTpOoAEPMUS BPOXKAEHHAA XTUO3HasA (HeGynnesHas). Monck myTaumii B reHe ALOXE3, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CvHAPOM KpaHuodaLmanbHOW ANCMOPHMN-TYrOyXOCTU-YNIbHAPHOW AeBuaummn Knctei. NMonck
myTaumii B reHe PAX3, m. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)
MblweyHas guctpodus Imepun-Apelidyca. Mouck mytaunii B reHe LMNA, m. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

OpUTPOLIMTO3 PELLECCMBHBbIN (CeMeliHas HacneACcTBeHHas NonmumTeMus). NMoncK YacTbix MyTauuii B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CvHapom Kepatuta-mxtnosa-tyroyxoctu (KAA-cuHapom). Monck myTauumii B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Nvnopnctpodus cemerHas YacTnyHas. MonckK MyTauuii B «ropsumx yyactkax» reHa LMNA,
«ropsy.» yd. m. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
CviHppowm BapTa. Mowuck myTauumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)
Llepe6pookynoaymockeneTHblin cuHapoM. MNMouck myTaunin B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CvHapom Xunnena-finHaay (Lepebpo-peTMHO-BUCLEPA/IbHBIN aHrMoMaTos). OnpegeneHue uncna
konuii reda VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [onck MyTaumii B reHe EXT2, m. (Multiple Exostoses, Gene EXT2, Mut.)
MblleyHas AUCTPOGUS NOACHOKOHEYHOCTHASA. Monck YacTbix MyTaumii B reHax CAPN3, FKRP,
ANOS5, SGCA

Inaykoma BpoXaeHHas. Mouck mytaumii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

Hopmokannemuydeckuii nepuogmyeckuin napanud. Movck mytaumii B 3k3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxkeHus neyeHwn, reHol ATP7B, PNPLA3, SERPINAL, u.m.

MonnpakTnnus. Mownck myTtaumii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)

Mnep-IgM cungpom. Mownck mytauuin B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBuryHasa rmnepTpodmyeckas octeoapTponatua (maxugepmonepmocTos). Mouck MyTauuii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)
MwuoToHusa TomceHa-bekkepa. Mounck YacTbix MyTauuii B reHe CLCN1, 4. m. (Myotonia Congenita,
Gene CLCN1, Freq. Mut.)
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BokoBOW amnoTpoduUecknii cknepos, Coorf72, u.m. 4620
[NomMepyoLMTO3 NOYEK rmnoniacTmyeckoro tuna. NMounck mytauwnii B reHe HNF1B, M. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHasi MOTOPHO-CEHCOPHas HelponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
yacTbIX MyTauuii B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type 10285
1B, Gene GDAP1, Freq. Mut.)

CvHgpom KothtmHa-/oypu (CKJT). Mounck myTtauuii B reHe RPS6KA3, M. (Coffin-Lowry Syndrome,

38522

Gene RPS6KA3, Mut.) 94083
Monugaxktnnus. Mownck mytaumii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.) 9999
HeaniKoronbHbIN XMPOBOIA renartos, reH. PNPLA3, u.m. 3190
CuHgpom TAR. Mounck myTtaumii B reHe RBM8A, M. (Thrombocytopenia-Absent Radius Syndrome, 25707
TAR-Syndrome, Gene RBM8A, Mut.)
BonesHb KoyaeHa. Mouck myTtauuii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.) 38522
MuoToHndeckas guctpodus, Tun 2, CNBP (ZNF9), u.m. 3080
XoHapogamcnnasnsa ToveyHass KoHpagu-XtoHepmaHa. Monck myTaumii B reHe EBP, M. 17160
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)
CeMmeliHbli remodaroyutapHbiin TMMGOrncTMoLmTos. Nonck mytauumii B reHe STXBP2, m. (Familial 51348
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)
Pabgomunonns (MmornobuHypwusi). NMouck mytaunin B reHe LPIN1, m. (Myoglobinuria Acute Recurrent 94083
Autosomal Recessive, Gene LPIN1, Mut.)
leneoumanyeckas gucnnasms. Mownck mytaumnin B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1, 76989
Gene ADAMTSL2, Mut.)
BonesHb MannepeopgeHa-LLnatya. Monck YacTbix MyTauumii B reHe PANK2, u. m. 7161
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)
Sputpokepatogepmus. Monck mytaumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.) 9999
ATenocteoreHes (gucnnasus ge na LWanens). Mouck myTtauwii B reHe SLC26A2, m. (Atelosteogenesis 25707
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)
AHemus [alimoHga-bnekgeHa. Mouck myTaunin B reHe RPS19, m. (Diamond-Blackfan Anemia 1, 21428
DBAL, Gene RPS19, Mut.)
HedpoTnueckuin cnHapom. Mownck myTtaumin B reHe NPHS2, m. (Nephrotic Syndrome Type 1, 34954
NPHS1, Gene NPHS2, Mut.)
Fremocunus. Mounck MyTaumii B reHe haktopa IX npu remogunum B, M. (Hemophilia B, Gene Factor
IX. Mut.) 29975
TpuxopuHoganaHreanbHbl cMHApPoM. Monck myTaumii B reHe TRPS1, m. (Trichorhinophalangeal 42801
Syndrome, TRPS, Gene TRPS1, Mut.)
CnnHanbHas aMMoTpotus ¢ Napannyom avagparmbl. Movck myTtauuii B reHe IGHMBP2, m. (Spinal 64163
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)
rmnoxoHaponnasus. Mownck yacTbix MyTaumii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3, 12056
Freg. Mut.)
MyTauumn nekapcTBeHHo pe3ncteHTHocTM NS3, NS5A n NS5B pernoHoB reHomMa Brpyca renatmra 12837
C (onqa reHotunos la, 1b)
IrMnepKanMemMmnyeckunii nepnognyecknii napanmy. Momck mytaumii B ak3oHax 13 n 24 reHa SCN4A, 15697
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
HelpoceHcopHas HeCMHAPOMasIbHas TYroyXoCTb, MOMCK YacTbIX MyTauui B reHe GJB2 1 KpyMnHbIX 6820
feneunin B nokyce DFNB1

OHKosnornyeckme 3aboneBaHns
Mytauun B reHe MET 12331
HacnefcTBeHHbIe cilydan paka MOIOUYHOW Xenesbl /unm SudHMKoB (reHbl BRCAL, BRCA2) 4785
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))
Mytaunn B reHe POLE 8327
OnpegfeneHve TpaHcnokaumm 1p/19q 11165
VccnepgoBaHne XpoMOCcOM B aBOPTUBHOM MaTepuane, CKpUHUHT 10010
CVHAPOM MHOXECTBEHHOU 3HAOKPUHHON Heonnasum 2B tnna (reH RET) (Multiple Endocrine 5148
Neoplasia Type 2B (Gene RET))
HacnegfctBeHHble cnyyan BRCA-accouMmMpoBaHHOTO paka y My>XXUMH: pak rpygHON,
nomkenyaoyHoOM, NpeacTatesibHOM Xenes, pak siudek (reHsl BRCAL, BRCA2) (6e3 onucaHus 4290
pe3ynbTatoB Bpadom-reHeTMkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
CeMeiiHbIii MeaynnspHbIA pak LWUTOBUAHOM Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 21406
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))
CVHAPOM MHOXECTBEHHO 3HAOKPUHHOM Heonnasum 2A Tuna (3k30Hbl 10, 11 reHa RET) (Multiple 9999

Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
MyTaunn B reHe IDH2 11682



MccnepgoBaHme XpoMoCcoM B abOPTUBHOM MaTepuase, pacluMpeHHoe 23199

KonnuectBeHHOE onpeaeneHne COOTHOLLEHUS HOPMa/lbHOTO M MyTaHTHOTO anneneii 617V/617F B
14 3k30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)
HacnepactBeHHble cnyvan BRCA-acCcoUMMpPOBaHHOIO paka y My>KUMH: pak rpyaHo,
nokenyao4vHOM, NpeacTatesibHOM Xenes, pak andek (reHsl BRCAL, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCAL, BRCA2))

8800

OnpegeneHve metunuposaHus reHa MGMT 11682
MyTauwnsa PIK3CA 11682
OnpegeneHne abepauuin C228T 1 C250T B reHe TERT 8327
HacneacTBeHHbIe Cy4van paka MOJIOYHO enesbl N/nnu sndHukoB (reHsl BRCAL, BRCA2) (6e3

onmncaHuAa pesynbTatoB BpavyoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCA1, BRCA2) (without Description))

Mytauun B reHe IDH1 11682

PepMeHTHI

A09.05.039 NaktatgerngporeHasa (14, L-nakrat, HAO+Okcnaopeaykrasa) (Lactate

Dehydrogenase, LDH) 165
G6PD 3puTpOLNTOB, aKTUBHOCTb 3278
A09.05.042 AnaHnHamuHoTpaHchepasa (ANAT, AT, rNyTaMUMHO-NMPOBUHOrpafHasa TpaHcaMmHasa, 165
I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbtha-amunasa (?-amunasa, guacrasa) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbtha-amunasza NnaHkpeatnyeckas (P-n3opepmeHT amunasel) (Pancreatic ?-Amylase) 275
XonuHactepasa (S-MceBgoxonmHacTepasa, XonuHactepasa ll, S-X3, aunnxonmHrugponasa) 253
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 doccpatasa wenoyHas (LLP) (Alkaline Phosphatase, ALP) 165
A09.05.173 Nnnasa (Tpuaunnranueponaumnrnaponasa) (Lipase) 319
docartasza kucnas (K®) (Acid Phosphatase, ACP) 220
ramma-raytammntpaHcnenTtugasa (MT, rayramuntpaHcnentugasa) (Gamma-Glutamyl Transferase, 165
GGT)
A09.05.043 KpeatnHknHasa (KpeatnHgochokuHasa, KK, KPK) (Creatine Kinase, CK, Creatine

; 264
Phosphokinase, CPK)
A09.05.041 AcnapTtatammnHoTpaHcgepasa (ACAT, ACT, rnyTaMMHO-LLaBe1eBOYKCyCcHas
TpaHcaMuHa3a, I T) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)
KpeatuHkumHaza-MB (KpeatnHpochokunHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, 341
Creatine Phosphokinase-MB, CPK-MB.)

HLA-TMNnpoBaHue n pesyc-taktop

TunuposaHue reHoB cucteMbl HLA Il knacca (reHbl DRB1, DQA1L, DQBL1) (System Human Leukocyte 5841
Antigen (HLA) Class I, Typing (Genes DRB1, DQA1, DQBL1))
OnpegfeneHve reHoTuNa pesyc-akropa (6e3 onvcaHnsa pesynbTaTtoB BpayOM-reHeTUKOM) 9768
(Genotype of RH factor Definition (without Description))
OnpegeneHvie nosa nnoga. BoisiBneHne Y-xpomocomsl nnoga B Kposu matepu (Y-chromosome of

: \ 4510
the fetus in the mother's blood)
OnpepeneHne pesyc-thaktopa (Rh factor Definition) 6820

OueHKa CBePTbIBAIOLLEN CUCTEMbI KPOBY
Mna3muHoreH (Plasminogen) 660
dakTop VIII (aHTUremodunbHelii rnobynunH A) (Antihemophilic Globulin A, FVIII) 1133
A09.05.051.001 D-agnmep (D-Dimer) 1133
A09.05.050 dunbpmrHoreH (Fibrinogen, FG) 231
A12.05.039 AKTMBMPOBaHHOE YacTM4HOe (MapuymanbHoe) TpoMbonnacTMHoBoe Bpems (AUTB 165
(AMNTB), kehannH-kaonmHoBoe BpeMms) (Activated Partial Thromboplastin Time, APTT)
dakTop IX, aKTMBHOCTb, % (thakTop Kpmctmaca, aHTUreMounbHbIl haktop «Bx») Factor IX, Activity,%
. : . e 484

(Christmas Factor, anti-hemophilic globulin “B”)
A12.05.027 NpoTpombuH (NpoTpombrHoBoe Bpems, NMB), MHO (MexayHapogHoe
HOpMannM3oBaHHOe OTHoLeHKe) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpomburHoBoe BpeMms (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonyaHo4HbI aHTMKOarynsHT (BA) (Lupus Anticoagulant, LA ) 803

MpoTteunH C, % akTnBHOCTU (Protein C, % Activity) 1969



AHTU-Xa akTBHOCTb, ME/Mn (TenapuH, KoHUeHTpauus, ME/mn), Anti-Xa activity, [U/ml (Heparin

concentration, 1U/ml) 1837
dakTop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTTPOMOUH I, % akTvBHOCTU (AT Ill, Antithrombin Il, % Activity) 363
MpoTtenH S cBo6GOAHbIN (Protein S, Free) 2442
Benkn n aMMHOKMCNOTbI

CBOGO/HblE Nerkve Lenn MMMyHOrnobynMHoB kanna u nsméga B moye (Urine immunoglobulin free 1474
light chains (FLC) kappa and lambda)
M-rpaiMeHT, CKPUHUHT. DNeKTPOoope3 CbIBOPOTKN KPOBU, UMMYHOMMKCALMS C MONMBAIEHTHO
aHTUCbIBOPOTKOM, KONnUecTBeHHas oueHka M-6enka (6e3 tunuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
Benok beHc-[xoHca B MoYye: MMMYyHO(UKCALMS, KONIMYECTBEHHOE OnpefeneHne, TMNMpoBaHue
kanna, naméaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )
A09.05.014 benkosble ppakuum (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpagueHT, TMNMpoBaHue. 3NeKTPohope3 CbIBOPOTKN KPOBU, UMMYHOMUKCALMA C NaHe b
aHTMCbIBOPOTOK (pa3aenbHo K 1gG, IgA, IgM, kanna, nam64a), KonnmyecTBeHHas oueHka M-6enka 4389
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CBO6OAHbIE Nerkve Lenv MMMYHOr106ynnHoB kanna n naméaa B nnksope (Cerebrospinal Fluid

- - . . 1738
Concentration of Immunoglobulin Free Light Chains)
CB0O6O/HbIE Nerkve Lenu NMMMyHOr106yNMHOB Karnna u 1sM64a CbIBOPOTKM C pacHeToM MHaekca 2156
kanna/naméga
Benok beHc-[koHca B MoYe, CKPUHUHT C NPUMEHEHNEM UMMYHO(UKCALIMM U KOIMYECTBEHHOE

. . S e 2068
onpefenexue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 Anb6ymuH (Albumin) 231
A09.05.010 O6wuii 6enok (Protein Total) 165
A09.05.214 F'omouuctenH (Homocysteine) 1419
AnekTpogopes 6enKoB Moun, onpegeneHve Tuna npotenHypun (Urine Protein Electrophoresis) 1650
AnneprokoMnoHeHTbl ImmunoCAP

Kanycta 6enokovaHHas (f216) IgE, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CsuHunHa (f26) IgE, ImmunoCAP 693
TapakaH pbbxuii (npycak) (i6) IgE, ImmunoCAP 693
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImnmunoCAP) 792
KapTtogens (f35) IgE, ImmunoCAP 693
KoHanbbymuH siliya, nGal d3 (f323) IgE, ImmunoCAP 913
Cmech annepreHoB gomatuHei nbinuv (Hollister-Stier) (hx2) IgE, ImmunoCAP 1375
Candida albicans (m5) IgE, ImmunoCAP 693
An nuenbl MmegoHOCHOM (i) IgE, ImmunoCAP 693
A4 ocbl 06bIKHOBEHHOIA (i3) IgE, ImmunoCAP 693
XnoprekenguH (c8) IgE, ImmunoCAP 693
Mepcuk (f95) IgE, ImmunoCAP 693
Aumens (f6) IgE, ImmunoCAP 792
Opoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 693
Osomykoug, nGal d1 (f233) IgE, ImmunoCAP 913
Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP 2013
OBua, anutenuii (€81) IgE, ImmunoCAP 693

Knewy, fomatuHel noiny / D. pteronyssinus (d1) IgE, ImmunoCAP 693



bepesa 6opogaByatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP

Kpab (f23) IgE, ImmunoCAP

OBanbbyMuH, anbbymMnH AnYHBbINR, NnGal d2 (f232) IgE, ImmunoCAP

BeTa-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
Anbha-naktans6ymuH (nBos d4) (f76) IgE, ImmunoCAP
baHaH (f92) IgE, ImmunoCAP

Manro (f91) IgE, ImmunoCAP

Mopckas CBUHKa, anutenuii (e6) IgE, ImmunoCAP
Tpuntasa, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyraii, nepo (e213) IgE, ImmunoCAP

AnuHbIN xxenTtok (f75) IgE, ImmunoCAP

Kowka, nepxoTb (el) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

JdomawwHas nbiib (Hollister —Stier) (h2) IgE, ImmunoCAP
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Cobaka, rCan f 1 (€101) IgE, ImmunoCAP

Msco kypuupl (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP
dopmanbgerng / popmanut (k80) IgE, ImmunoCAP
Mopkoss (f31) IgE, ImmunoCAP

Coesble 606blI (f14) IgE, ImmunoCAP

JomatiHas neinb (Greer Labs.) (h1) IgE, ImmunoCAP
Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
OpnyBaH4YMK 06bIKHOBEHHBbIN (W8) IgE, ImmunoCAP
Cmecb annepreHoB nneceHn (mx2) Ige, ImmunoCAP
Kpesetka (f24) IgE, ImmunoCAP

Tponomno3nH KpeBeTok, rPen al(f351) IgE, ImmunoCAP
MpelindpyT (f209) IgE, IMmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko koposbe (f2) IgE, ImmunoCAP

Mpoco noceBHoe (riweHo) (f55) IgE, ImmunoCAP
AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHas, NArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MwuagnH nweHuubl, rTri a 19 (f416) IgE, ImmunoCAP
Cmecb nuLueBbIx annepreHos (fx15) IgE, ImmunoCAP
Cobaka, nepxoTb (e5) IgE, ImmunoCAP

Cwmecb annepreHos msca (fx73) IgE, ImmunoCAP

Cmech geTckmx nuulesbix annepreHos (fx5) IgE, ImmunoCAP
MoaconHeuHuk (W204) Ige, ImmunoCAP

A6noko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP

2013
693
913
913
913
693
693
693

3025

2013
693
693
693

2013
693

2013

2013
693
693
693

2013
693
693
693
693
693
693
792

1375
693

2013
693
693
693
693
693
693

2013

2013

1375
693

1375

1375
792
693
693



Momugop (f25) IgE, ImmunoCAP

Kapn, napsanbbymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP

An wepLwHs (i75) IgE, ImmunoCAP

Cmech MblnbLbl paHHeLBeTYLLMX yroBbix Tpas (gx1) IgE, ImmunoCAP
Bbepesa 6opogasyatas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP

lpeumnxa (f11), IgE, ImmunoCAP

CTathMnoKOKKOBBI 3HTEPOTOKCUH A (m80) IgE, ImmunoCAP

Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapuH (f302) IgE, ImmunoCAP

KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB nnecHeBblx rpubkos (mx1) IgE, ImmunoCAP
MeHnuunnuH V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) Ige, ImmunoCAP

Cmecb annepreHos nblnblbl gepeBbeB (tx9) IgE, ImmunoCAP

lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MwuHgans (f20) IgE, ImmunoCAP

Iprbbl (WamnuHboHbI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)
Knew, gomatuHeli noinm / D. farina (d2) IgE, ImmunoCAP

bapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayk (f17) IgE, ImmunoCAP

MweHwnua (f4) IgE, ImmunoCAP

JNumoH (f208) IgE, ImmunoCAP

Bblunii CbIBOPOTOUHBIN anbbyMuH, nBos d6 BSA (e204) IgE, ImmunoCAP
BbaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
Kodgpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yain nuctosoii (f222) IgE, ImmunoCAP

Cmechb annepreHoB Nbliblbl COPHbIX Tpas (Wx1) IgE, ImmunoCAP
CmopopguHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP

Kowka, rFel d1 (e94) IgE, ImmunoCAP

rosaguHa (f27) IgE, ImmunoCAP

Kusu (f84) IgE, ImmunoCAP

Nnzoumm aiua, nGal d4 (k208) IgE, ImmunoCAP

AM6pO3Ms BbicoKasi, MonbIHOANCTHasA, nAmb al (w230) IgE, ImmunoCAP
MonbiHb 06bIKHOBEHHast (W6) IgE, ImmunoCAP

Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP)
MenvumnnunH G (cl) IgE, ImmunoCAP

TumodheeBka nyrosas (g6) IgE, ImmunoCAP

bepesa (t3) IgE, IMmmunoCAP

KolLka, CbIBOPOTOYHBIN ans6ymuH, riel d2 (e220) IgE, ImmunoCAP
CTathMNOKOKKOBBI 3HTEPOTOKCUH B (M81) IgE, ImmunoCAP

Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP)
BuwwHsa (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP)
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O6wwit Ig E ImmunoCAP 759

CtadmnoKOKKOBbI 9HTEPOTOKCUH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2013
AnyHbIi 6enok (f1) IgE, ImmunoCAP 693
Osgec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbpepeli (f85) IgE, ImmunoCAP 693
3emnsiHuka, KnybHuka (f44) IgE, ImmunoCAP 693
TeikBa (f225) IgE, ImmunoCAP 693
An ocbl NATHMCTOM (i2) IgE, ImmunoCAP 693
Monoko ko3sbe (f300) IgE, ImmunoCAP 792
Tpecka atnaHtTuueckas (f3) IgE, ImmunoCAP 693
Kypwvua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, CbIBOPOTOUHbIN anbbymuH, nCan 3 (€221) IgE, ImmunoCAP 2013
Pomatuka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTOVI,quIVI apTpuT, NopaXkeHnda CyCctaBoB

MonekynsapHo-reHeTu4deckoe uccnegosaHue HLA-B27 (Molecular Genetic Testing HLA-B27) 1705
AHTWTENA K UUKANYECKOMY LUTpyAIMHupoBaHHoMy nentugy (ALLLM) (Anti-Cyclic Citrullinated

. - 1452
Peptide, anti-CCP)
AHTUTENa Knacca IgG K kepaTuHy (AHTUKepaTMHOBble aHTUTena, AKA, AHTUQUNarrpHoBble 2044
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)
PeBmatongHeblii haktop, IgA (P® IgA; Rheumatoid Factor, RF, IgA) 1232
KpucTtannibl B Ma3ke CUHOBUASIbHOM XXMAKOCTM (MOHOYpaT Hatpus, nupodocdat kanbuums) (Synovial 1705

Fluid Smear, Crystals)

AHTUTENa Knacca IgG K MoguundnpoBaHHOMY LIUTPYTMHUPOBAHHOMY BUMEHTUHY (aHTU-MLB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1518
Antibodies, Anti-Sa Antibodies, IgG)

LinTomeranosrpycHas nHpekums (Lmtomeranosmpyc, LIMB)
Lintomeranosupyc, onpegeneHve OHK B cocko6e anuTenmanbHbIX KNeTOK cAm3uctoii Hoca (CMV

DNA, Scrape of Nasal Epithelial Cells)* 275
Lintomeranosupyc, onpegenexHve OHK B cocko6e anuTenmanbHbIX KNeTok potornoTkn (CMV DNA,
. - . 275

Scrape of Faucial Epithelial Cells)*
Lintomeranosupyc, onpegeneHve AHK B BeHo3HOW kpoBu (CMV DNA, Blood)* 418
Lintomeranosupyc, onpegenexve AHK B Bbinote (CMV DNA, Exudate)* 275
Lintomeranosupyc,kavectseHHoe onpegeneHve OHK B cbiBopoTke kposu (CMV DNA, Serum)* 418
AHTUTENa Knacca IgM K untomeranosupycy (Anti-CMV IgM) 539
Lintomeranosupyc, onpegeneHve HK B cekpete npoctarbl, 3akynare (CMV DNA, Prostatic Fluid, 275
Semen)*
Lintomeranosupyc, onpegenexHve JHK B cockobe anutenvanbHbIxX KneTok Koxxm (CMV DNA, Scrape

. . . 275
of Skin Epithelial Cells)*
Lintomeranosupyc, onpegenerne AHK B moye (CMV DNA, Urine)* 275
Lintomeranosupyc, onpegeneHve AHK B cocko6e anuTenmanbHbIX KNeTOK YPOreHUTalbHOro Tpakra 275
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lintomeranosupyc, onpegeneHve AHK B cntoHe (CMV DNA, Saliva)* 275
LinTomeranosupyc, konmyectseHHoe onpegeneHne AHK (Cytomegalovirus, DNA) B CbIBOPOTKe 407
KpPOBU
AsugHocTb Anti-CMV IgG 1144

AHTUTeNa Knacca IgG K uutomeranosupycy (Anti-CMV IgG) 396



Lintomeranosupyc, onpegeneHve AHK B cocko6e anuTenmanbHbIX KNeTOK KOHbIOHKTUBLI (CMV

DNA, Scrape of Conjunctiva Epithelial Cells )*

LinTomeranosupyc, onpegenexHne JHK B cnnHHoOMO3roBoi xugkoctn (CMV DNA, Cerebrospinal

Fluid)*
MUKpPO3neMeHTbI B MOYe
Megpb, Mouya, pasosas nopuus (Copper, random urine; Cu)
Kagmuii (Cd) B Mmoue (Cadmium (Cd), Urine)
Kob6anbT (Co) B Moue (Cobalt (Co), Urine)
Tannwii (Tl) B moue (Thallium (TI), Urine)
Mog, (1) B moue (lodine (1), Urine)
MapraHey, (Mn) B mo4e (Manganese (Mn), Urine)
Xeneso (Fe) B moue (Iron (Fe), Urine)
PtyTb (Hg) B Moue (Mercury (Hg), Urine)
AntoMuHuiA (Al) B Moye (Aluminum (Al), Urine)
Mpo6onoaroToBka (CyTo4Hasi Mo4va)
LInHk (Zn) B Moue (Zinc (Zn), Urine)
Megb (Cu) B cyTouHon moue (Copper (Cu), 24-Hours Urine)
Hukenb (Ni) B moue (Nickel (Ni), Urine)
CeneH ( Se) B moue (Selenium ( Se), Urine)
Mpo6onoaroToBka (Moya)
CsuHel, (Pb) B moue (Lead (Pb), Urine)
MbIwbsK (As) B Moue (Arsenic (As), Urine)

CTONnGHSK

AHTUTeNa knacca IgG K cTonbHAYHOMY aHaTOKCMHY (Anti-Tetanus toxoid 1gG)

MWKpPO3neMeHTbl B KPOBM (CbIBOPOTKA KPOBU, LiefIbHast KPOBb)
Hukenb (Ni) B cbiBopoTKe Kposwu (Nickel (Ni), Serum)
PtyTb (Hg) B BEHO3HOI kpoBu (Mercury (Hg), Blood)
Mpo6onoaroToBka (CbIBOPOTKA KPOBU)
MbILWbAK (AS) B CbIBOPOTKE KpoBM (Arsenic (As), Serum)
Kagmuii (Cd) B cbiBOpoTKe KpoBu (Cadmium (Cd), Serum )
Ko6anbT (Co) B cbiBOpOTKE KpoBM (Cobalt (Co), Serum)
Hukenb (Ni) B BeHo3HoI kposu (Nickel (Ni), Blood)
LIHK (Zn) B BEHO3HOI1 KpOBWU (Zinc (Zn), Blood)
Mog, B cuisopoTke (lodine, serum)
3onoTto (Au) B cbiBOpOTKe KpoBu (Gold (Au), Serum)
Megb (Cu) B cbiBOpOTKE KpoBu (Copper (Cu), Serum )
Mpo6onoarotoBka (KPOBb LiefbHas)
Megpb (Cu) B BeHO3HOI KpoBu (Copper (Cu), Blood)
CeuHel, (Pb) B BeHO3HOI1 KpoBu (Lead (Pb), Blood)
MapraHel, (Mn) B BeHO3HOI kpoBu (Manganese (Mn), Blood)
LIHK (Zn) B CbIBOPOTKE KPOBW (Zinc (Zn), Serum)
INnTnii (Li) B cbiBOpOTKE KpoBwM (Lithium (Li), serum)
Kagmwii (Cd) B BeHO3HOI kpoBu (Cadmium (Cd), Blood)
CeneH (Se) B cbiBOpPOTKe Kposw (Selenium (Se), Serum)

CeneH (Se) B BeHO3HOW KpoBu (Selenium (Se), Blood)

MapraHey, (Mn) B cbiBOPOTKe KpoBu (Manganese (Mn), Serum)

Kob6ansT (Co) B BeHO3HOW KpoBu (Cobalt (Co), Blood)
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TpuiioATMPOHMH peBepPCUBHBIN (T3 peBepcuBHbIiA, Reverse Triiodthyronine). 6567

Tannwii (Tl) B ceiBOpOTKE KpoBY (Thallium (T1), Serum) 275

Mpo6onoaroToBka (Mnasma KpoBu (renapuiH)) 748

Monn6geH (Mo) B cbiBopoTke kposu (Molybdenum (Mo), Serum) 275
OHKOIEMATO/10I N4

AHanv_|3 nepecTpoex ATM reHa (FISH, konuu.) (Analysis of ATM gene rearrangements (FISH, 10835

quantitative))

AHaJ_1V|3_MyTau,M|‘/’| B reHe MPL, MMLIP, kayecTBeHHbI (Analysis of MPL gene mutations, PCR, 4829

qualitative)

AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napaduHOBbIX cpe3ax (TMcToFISH, konny.)

(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 14927

quantitative))

AHanuns XMMEPHOrO rexa MLL/AF4 -t(4;11) (MUP, ka4.) (Analysis of chimeric gene MLL/AF4 -t(4;11) 2486

(PCR, qualitative))

AHanus nepectpoek reHa BCL- 6 (der(3)(q_27))_ (FISH, konuu.) (Analysis of BCL- 6 gene 10835

rearrangements (der(3)(g27) (FISH, quantitative))

AHann3 moHocomuu, geneumm 13 XPOMOCOMbI — (del(13), -13) (FIS_H, .KOI'IVI'-I.) (Analysis of 10835

chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanus geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835

AHanns TPaHcnoKaLum t(2;5)(p23;q35).Ha I.'lapa(*)VIHOBb.IX cpesax (I’VICTQFI.SH, konuuy.) (Analysis of 14927

translocation t(2;5)(p23;q35) on paraffin slides (FISH Histology, quantitative))

AHanms Bcex cneumguyeckix abeppauuii Ha napajprHoOBbIX cpesax (T1cToFISH, konny.) (Analysis of 14927

all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanus TpaHcnoKaLm t(11;14)(q13;q32)_Ha I.'Iapa(*)MHOBb.IX cpesax (rMCT_oFI_SH, konuy.) (Analysis of 14927

translocation t(11;14)(g13;932) on paraffin slides (FISH Histology, quantitative))

AHanus TpaHcnokaum t(11;14)(g13;932) (FISH, konuny.) (Analysis of translocation t(11;14)(q13;932) 10835

(FISH,quantitative))

AHanns XVMIMEPHOTO rexa PML/RAR? -t(15;17) (NUP, ka4.) (Analysis of chimeric gene PML/RAR? 2486

-t(15;17) (PCR, qualitative))

AHanns XMMEPHOrO rexa CBF?/MYH1- i_nv(_16),t(16;16) (MUP, ka4) (Analysis of chimeric gene 2486

CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanV_|3 Tprcommn 12 xpomocombl (+12) (FISH, konuny.) (Analysis of chromosome 12 trisomy (FISH, 10835

quantitative))

KauecTBeHHas oLgHKa Ham4ums coMaTtnyeckom MyTaumnn \(617F B 14 3k30He reHa JAK2 (Qualitative 1947

assessment of presence of gene JAK2 617F somatic mutation)

AHanns TpaHcnokauum t(11;18)(g21;g921) (FISH, konny.) (Analysis of translocation t(11;18)(q21;921) 10835

(FISH, quantitative))

KapnoTtnn oHkoremartonorundeckuii (Karyotype, Hematologic Disorders, Peripheral Blood) 7722

AHanus geneummn TP53 reHa (FISH, konuu.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835

AHanus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konnu.) (Analysis of translocation t(14;16) 10835

(IGH/MAFB) (FISH,quantitative))

AHanms xmumepHoro reHa BCR/ABL - t(9;22), onpegeneHne tuna TpaHckpunta BCR/ABL rena - MLP,

kauectB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript 2486
type, PCR, qualitative)

AHanus geneummn 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative)) 10835
AHaJw_la XMMEPHOTO reHa BCR-ABL (FISH, konnu.) (Analysis of chimeric gene BCR-ABL, FISH, 10835
quantitative)

AHanus nepectpoek BCL2 reHa Ha napamHOBbIX cpe3ax (TncToFISH, konuny.) (Analysis of BCL2 gene

rearrangements on paraffin slides (FISH Histology, quantitative)) 14927
AHan1{|3 nepecTpoeK reHa PDGFR?(FISH, konuny.) (Analysis of gene rearrangements PDGFR? (FISH, 10835
quantitative))

AHanv_|3 nepecTpoex reHa FGFR1 (FISH, konmnu.) (Analysis of gene rearrangements FGFR1 (FISH, 10835
quantitative))

AHanus xmumepHoro reHa E2A/PBX1 - t(1;19) (MNUP, ka4.) (Analysis of chimeric gene E2A/PBX1 - 2486

t(1;19) (PCR, qualitative))
AHanu3 myTtaumin B reHe BRAF (V60OE) (MLUP, kau) 8569
AHanms nepectpoek 5 xpomocombl (FISH, konny.) (Analysis of chromosome 5 rearrangements (FISH,

o 10835
quantitative))
AHanus TpaHcnokaumm t(4;14)(p16:g32) (FISH, konny.) (Analysis of translocation t(4;14)(p16,q32) 10835
(FISH, quantitative))
AHanun3 TpaHciokauum t_(14;_16) (IGH/MAFB) (FISH, konnu.) (Analysis of translocation t(14;16) 10835
(IGH/MAFB) (FISH,quantitative))
AHann3 oTHocuTeNbHOWM akcnpeccun reHa BCR/ABL -konmuectBeHHas RQ MLP (MLP B peanbHoOM 4829

BpemeHun, konuy.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)



LinToreHeTuyeckunii aHanmM3 KNeTok KOCTHOro Mo3ra (kapuotun) (Cytogenetic analysis of bone

7722
marrow (karyotype))
AHanu3 xmumepHoro reHa FIP1L1/PDGFR?(FISH, konny.) (Analysis of chimeric gene FIP1L1/PDGFR?
(FISH, quantitative)) 10835
AHan1{|3 nepecTpoek MLL reHa (FISH, konunu.) (Analysis of MLL gene rearrangements (FISH, 10835
quantitative))
AHanv_ls nepecTpoex 7 xpomocomsl (FISH, konuy) (Analysis of chromosome 7 rearrangements (FISH, 10835
quantitative))
AHann3 moHocomuu, geneumm 13 XPOMOCOMbI — (del(13), -13) (FIS_H, .KOI'II/ILI.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHaJ_W|3_MyTau.M|7| B 12 3k30He JAK2 reHa (MLP, ka4.) (Analysis of JAK2 Exon 12 mutations (PCR 4829
qualitative))
AHanns nepectpoek BCL2 reHa t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konnuy.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, 10835
quantitative))
WccnepgosaHue MYTaLYMOHHOTO cTaTyca BC_R—AB_L reHa (MeToq NPAMOrO CEKBEHNPOBAHNS MO 9636
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
AHanu3 nepectpoek 1 xpomocomsl (FISH, konny.) 14267
AHanus nepectpoek 3q (FISH, konunu.) (Analysis of 3q rearrangements (FISH, quantitative)) 10835
AHaIN3 XMMepPHOro reHa RUNXl/RU.NX.lTl -1(8;21) ( MUP, kau.) (Analysis of chimeric gene 2486
RUNX1/RUNXIT1 -t(8;21) (PCR, qualitative))
AHanus geneummn 20q (FISH, konny.) (Analysis of 20q deletion (FISH, quantitative)) 10835
AHanu3 nepectpoek MYC reHa ( t(8;14)(g24;032)-t(2;8)(p11,924), t(8 ;22)(q24,;q11)) (FISH, konunu.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;q24), t(8 ;22)(q24;,q11) (FISH, 10835
quantitative))
AHanus mytauuii, geneunia, nHcepumii B reHe CALR (MLP, kau.) (Analysis of CALR gene mutations,
deletions, insertions, PCR, qualitative) 4829
AHanv_la nepecTpoex IGH reHa (FISH, konuu.) (Analysis of IGH gene rearrangements (FISH, 10835
quantitative))
AHaJw_ls TpaHcnokauum t(2;5)(p23;g35) (FISH, konnu.) (Analysis of translocation t(2;5)(p23;935) (FISH, 10835
quantitative))

OnpegpeneHvie 6MONOrMYECKOro POACTBa B CEMbE: OTLLOBCTBA M MaTePUHCTBA

JocTtaBka pesynbrarta vccneaoBaHns Mo ONpPeAeneHmio 61onornyeckoro poAcTea B 3arnevyaraHHOM 1320
KOHBepTe B MeAULIMHCKUIA oturc
JonofHNTeNbHBIN y4acTHUK uccnegoBaHns (pebeHok nam mate unm otew) (Additional research 6303

participant (child or mother or father))

CpoyHOe ycTaHOBMEHME BUONOrMYECKOro poACcTBa 4719 O4HOMo 13 poauTeneit npyu 6eccrnopHoOMm

poactee gpyroro (3 ven.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpoyHOe ycTaHOBIEHME GMONOTMYECKOro POACTBA A1 OAHOIO U3 poauTeneil Npu oTcyTCTBUN

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHoB/eHVe 6MONOrMYECcKoro poAcTBa AN O4HOTO U3 POAUTENEN NPK OTCYTCTBUM JPYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHOB/EHME 6MONOrMYECcKOro poacTBa A5 O4HOTO U3 POAUTENE Npu 6eccnopHOM POACTBE
apyroro (3 yen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

17787

ViccnegoBaHua kana

Konporpamma (Koprogramma, Stool) 374
303MHOU/bHBIA HEMPOTOKCKH B CTyNe 4059
30HYNVH theKa/bHbIl 6127
KanbnpoTtekTunH thekanbHblii (Fecal Calprotectin) 2618
JKenyHble KUCNoThI B CTyNe 3542
Anbha-1-aHTUTPUNCKH B Kane (Alpha-1-Antitrypsin, Feces) 1727
CreaToKpwuT cTyNa 1463
ViccnefoBaHve Kana Ha CKpbITYH KpoBb. KauecTBEeHHbIN MeToz 253
AHanus Kana Ha anua rensMuHTOB (siiua rnnctoB) (PRO Stool, Helminth Eggs) 308
XUMOTPUMCUH B CTYy/ie, aKTUBHOCTb 1980

CKpbITasi KPOBb B Kasie (KOMIOPEKTa/IbHbIE KPOBOTEUEHUS), KOSIMYECTBEHHbI UMMYHOXUMUYECKNA

meTog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold) 715

3Anactasa 1 (31), naHKkpeaTnyeckas anactasza 1 (Elastase 1, E1) 2772



Cofep>xaHue yrnesofoB B Kane (pefyunpytollne Bellectsa B Kane) (Stool Sugars, Reducing

Substances, Fecal) 616
AHanus Kana Ha npocteiwwue (PRO Stool) 308
ViccnefnoBaHve Ha 3HTepo6mo3 (siua ocTpul), Wwnatenb (Enterobiasis, Spatula) 286
OctaTto4yHas ocmMonsapHocCTL cTyna (Stool osmotic gap) 1265
LIMTOKNHBI
NHTepneliknH-10 (U1-10) (Interleukin 10, IL-10) 2035
NHTepneliknH-6 (U1-6) (Interleukin 6, IL-6) 2035
dakTOp Hekpo3sa onyxonm-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
WHTepneliknH-1? (U1-1?) (Interleukin 1 Beta, IL-1) 2035
WHTepnelikuH-8 (U/1-8) (Interleukin 8, IL-8) 2035
OnpegneneHue crnewuuguryecknx IgE: nULLEBbIe annepreHsbl
MaHenb nuweBble annepreHsl, IgE (Food Allergy Panel, IgE) 4037
Cenbpaepel, IgE (Celery, IgE, F85) 484
Koposbe mMonoko, Ige (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 484
Orypeu, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
IpeingpyrT, IgE (Grapefruit, IgE, F209) 484
Beta-naktorno6ynuH, IgE (Beta Lactoglobulin, IgE, F77) 484
AnuHbIN XenTok, IgE (Egg Yolk, IgE, F75) 484
OBcaHumua nyrosas (g4) Ige, ImmunoCAP 792
KpeseTku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
Kny6Huka, IgE (Strawberry, IgE, F44) 484
f6noko, IgE (Apple, IgE, F49) 484
CBUWHUHa, IgE (Pork, IgE, F26) 484
bapaHuHa, IgE (Lamb, IgE, F88) 484
Tomarthl, IgE (Tomato, IgE, F25) 484
Mekapckue apoxoku, IgE (Baker's Yeast, IgE, F45) 484
KapTogens, IgE (Potato, IgE, F35) 484
Mok, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484
CMmecb nuLLeBbIX aniepreHos 3. CBUMHWHA, KYPUHOE MACO, FOBAANHA, 6apaHuHa, IgE (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
MaHenb annepreHos "lMuwieBble 2" 19195
KasewuH, IgE (Casein, IgE, F78) 484
Kunew, IgE (Kiwi Fruit, IgE, F84) 484
Kanycta kovaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHnyHasa Myka, IgE (Wheat, IgE, F4) 484
Cmech nuuieBbIx annepreHoB 1: anenbcuH, 6aHaH, 16710ko, nepcuk, IgE (FP15 (F33, F49, F92, FI5),
Food Panel: Orange, Banana, Apple, Peach, IgE)* 1045
MopkosBs, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
BaHaH, IgE (Banana, IgE, F92) 484

CoeBble 606bl, IgE (Soybean, IgE, F14) 484



LLlokonag, IgE (Chocolate, IgE, F105) 484
AvuHblin 6enok, IgE (Egg White, IgE, F1) 484
Cmech NuLLeBbIX annepreHoB 2: KMBUW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)* 1045
TeikBa, IgE (Pumpkin, IgE, F225) 484
®yHayk, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
Nowagk, nepxotb (e3) IgE, ImmunoCAP 792
Apb6y3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxb (f5) IgE, ImmunoCAP 792
FrossignHa, IgE (Beef, IgE, F27) 484
OBcsHas MykKa, IgE (Oat, IgE, F7) 484
MaHenb annepreHos "Tuwesble 1" 19195
IpeyHeBas Myka, IgE (Buckwheat, IgE, F11) 484
MuBHble fpoxokK, IQE (Brewer’s Yeast, IgE, F403) 572
Kpabwbl, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
MatHro, IgE (Mango, IgE, F91) 484
MMKpPO3neMeHTbI B BOSIOCAX
Kanbuwii (Ca) B Bonocax (Calcium (Ca), Hair) 1298
Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1298
LinpkoHwuii (Zr) B Bonocax (Zirconium (Zr), Hair) 1298
Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepunnwii (Be) B Bonocax (Beryllium (Be), Hair) 1298
CeuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1298
MonunbgaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298
AntomuHunii (Al) B Bonocax (Aluminum (Al), Hair) 1298
PtyTb (Hg) B BONocax (Mercury (Hg), Hair) 1298
MapraHel, (Mn) B Bonocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1298
BaHagwii (V) B Bonocax (Vanadium (V), Hair) 1298
KpemHuii (Si) B Bonocax (Silica (Si) , Hair) 1298
Pybuanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298
BucmyT (Bi) B BONnocax (Bismuth (Bi), Hair) 1298
®ocdop (P) B Bonocax (Phosphorus (P), Hair) 1298
Mpo6onoaroToBka (BONOCHI) 748
Megb (Cu) B Bonocax (Copper (Cu), Hair) 1298
Cypbma (Sb) B Bosiocax (Antimony (Sb), Hair) 1298
Mog, (1) B Bonocax (lodine (1), Hair) 1298
Bapwuii (Ba) B Boniocax (Barium (Ba), Hair) 1298
Bop (B) B BOnocax (Boron (B), Hair) 1298
NaHTaH (La) B Boocax (Lantanum 9La), Hair) 1298
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1298
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1298
Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1298

CtpoHuumii (Sr) B BOnocax (Strontium (Sr), Hair) 1298



Bonbthpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1298

Hatpuiin (Na) B Bonocax (Sodium (Na), Hair) 1298
MnatuHa (Pt) B BONocax (Platinum (Pt), Hair) 1298
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair) 1298
Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1298
Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 1298
Kanuit (K) B Bonocax (Potassium (K), Hair) 1298
Hwukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1298
LInHK (Zn) B Bonocax (Zinc (Zn), Hair) 1298
Onogo (Sn) B Bonocax (Tin (Sn), Hair) 1298
INvTnii (Li) B BONocax (Lithium (Li), Hair) 1298
3onoTto (Au) B Bonocax (Gold (Au), Hair) 1298
Tannwii (Tl) B Bonocax (Thallium (TI), Hair) 1298
lannuii (Ga) B Bonocax (Gallium (Ga), Hair) 1298

CucteMHble 3ab6oneBaHus COE,EI,VIHVITeﬂbHOVI TKaHU

AHTUTEeNa Knacca IgG K aKcTparmpyeMoMy HykneapHomy aHTureHy (3HA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTUHYKNeapHbIX aHTUTEN NPU CKNepoaepMUn (pasgesibHoe onucaHue aHTUTen K
aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155, gmnbpunnspud, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), nmmyH06n10T (Scleroderma (Systemic Sclerosis) Antibody Panel: 4411
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, mbpunnapun, NOR9O0, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52, Immunoblotting)

AHTUALepHble aHTUTENa (AFA, aHTUHYKNeapHble aHTUTena), CKpuHUHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTVHYKneapHsbIii thaktop, HEp-2 cy6etpat (AH®, TUTPbI, aHTUHYK/IeapHbIe aHTUTela MeTO40M
HenpsmMon nMmyHohtoopecLeHUMn Ha npenapatax HEp-2-kneTtok) (Antinuclear Antibodies, ANA, 1265
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 ka), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTUreHy),

1232

517

nMMyHo6710T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, 3509
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
AHTUTeNa Knacca IgG K HykneocomaMm (aHTUsiAepHbIe aHTUTeNna), ckpuHUHr (Anti-Nuclear 1232
Antibodies, ANA, IgG, Screening)
AT K NPOTPOMOWHY, CKPUHWHT 1089
AHTUTENa Knacca IgG K gsycnupanbHoi HatnBHoi AHK (aHTu-acAHK 1gG, aHTn-AHK) 627
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)
AHTUTENa K numdoumtam, knacca IgG 1727
KnnHnueckune TecTbl
B03.016.014 ViccnepgosaHne moun no metofy HeunnopeHko (Nechiporenko’s Urine Test) 253
Kanbumii Moum, KauecTBeHHbI TecT (Npoba Cynkosumya) (Sulkowitch Urine Calcium Test) 143
B03.016.006 AHanM3 Mo4m 06K (AHaNM3 Mo4m 06LLMIA ¢ MMKpOcKonueid ocaaka) (Complete 253
Urinalysis, Microscopic Examination)
lenatnt C BUpycHas nHhekums (Bupyc renatmta C, Hepatitis C Virus, HCV)

Bupyc renatuta C, konn4vectseHHoe onpegeneHne PHK Bupyca n reHotunuposaHue (tunol 1, 2, 3) 4048
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))
NHTepneliknH-28B (M1J1-28B), reHOTMNMPOBaHMe (MCCnegoBaHne reHeETUUECKUX MapKepoB,
onpegensiowmx 3PGHeKTMBHOCTb NEYEHNA XPOHUYECKOro renatuta C MHTepepoHOM 1 292
pu6asupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))
Bupyc renatuta C (CITO), onpegeneHne PHK B nnasme Kposwu, konnvecteeHHoe (HCV RNA, Plasma,

S 23034
Quantitative)*
Bupyc renaruta C (BI'C), yneTpayysctButesnisHoe onpegeneHme PHK BI'C (Hepatitis C Virus (HCV) 3355
RNA, Ultrasensitive PCR)
AHTUTeNa knaccos IgM 1 1gG K Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396
AHTuTeNa Knacca IgG k aHTUreHam Bupyca renatuta C, BbisiBfisieMble METOAOM UMMYHOBNOTTUHIA 5621
(Anti-HCV 1gG, Immunoblot)
Bupyc renatuta C, onpegeneHune PHK B cbiBOpOTKe KpoBu, kKayectBeHHOe (HCV RNA, Serum, 693

Qualitative)*



Bupyc renatuta C, onpegeneHune PHK B cbiBOpOTKe KpoBu MeTofoM lMNLP, konuyecteeHHoe (HCV
RNA, Serum, Quantitative, PCR)*

Bupyc renatuta C, onpegeneHune PHK B nnasme, reHoTMnNMpoBaHue ¢ cyb6tunamu (Trnbl 1 (Cy6TuUnbI
law 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*

Bupyc renatuta C, onpegenenune PHK B nna3me kpoBu, konnyectseHHoe (HCV RNA, Plasma,
Quantitative)*

CrathmnokKoKKoBast MHheKUus (CTamnIoOKOKK 3010TUCTLIN, Staphylococcus aureus)

3454

11517

MoceB Ha 3010TUCTBIN CTAMNIOKOKK (METULUINH-PE3NCTEHTHBIA 30/I0TUCTbIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpefeneHne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbLIM npenaparam
n 6aktepuodcharam (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTbIN CTaMNOKOKK (METULMNINH-PE3UCTEHTHbIV 30/10TUCTLIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne YyBCTBUTEIbHOCTU K PacLUMPEHHOMY CMEKTPY
aHTMMMNKPOOGHBLIX NpenapaToB (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30/10TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTbI CTathMNOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria |dentification)

MoceB Ha 3010TUCTBIN CTatMNOKOKK (Staphylococcus aureus, onpefeneHne 4yBCTBUTENBHOCTM K

aHTMMUKPOOGHBLIM Npenapatam n 6aktepuodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 3010TUCTLIN cTaMNOKOKK (Staphylococcus aureus), onpegeneHne YyBCTBUTENBHOCTU K

pacLuMpeHHOMY CNeKTpy aHTUMUKPOOGHLIX NpenapatoB (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTBIN CTatMNOKOKK (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 3010TUCTBIN CTatMNIOKOKK (Staphylococcus aureus), onpefeneHne YyBCTBUTENBHOCTY K
aHTMMUKPOGHbLIM Npenapatam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

MoceB Ha 3010TUCTbIN CTaMNOKOKK (METULMNINH-PE3NCTEHTHbIV 30/10TUCTLIM CTathUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue 4yBCTBUTENIbHOCTN K aHTUMUKPOGHBLIM Nnpenaparam

1078

2145

715

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

lepnec (repnec-Bupychl Yenoseka 1 1 2 TMnos, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B moye (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B CbIBOPOTKe KPOBU, TUNMpoBaHue (HSV-1, 2 DNA, 660
Serum, Typing)*
lepneceupyc 1 1 2 TMNoB, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK KOHbIOHKTUBbI 275
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B cockobe anutennanbHbIX KNETOK KOHBIOHKTUBBI, 462
TmnuposaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
lepnecsupyc 1 1 2 Tvnos, onpegenenne AHK B moye, TunuposaHue (HSV-1, 2 DNA, Urine, Typing)* 462
AHTUTENa Knacca IgG Kk Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 IgG) 484
lepnecsupyc 1 1 2 TMnoB, onpegeneHne AHK B BeHO3HOI KpoBy, TUNupoBaHme (HSV-1, 2 DNA, 660
Blood, Typing)*
lepneceupyc 1 1 2 TMNOB, onpeaeneHne AHK B CMMHHOMO3rOBO XUAKOCTW, TUNuMpoBaHue (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*
lepnecsupyc 1 1 2 TMnos, onpegeneHve AHK B Bbinote (HSV-1, 2 DNA, Exudate)* 275
lepnecsupyc 1 1 2 TMnos, onpegaeneHne AHK B cockobe snuTennasbHbIX KNETOK POTOIIOTKM, 462
TunuposaHmne (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTUTENa Knacca IgM K Bupycy npoctoro repneca 1 1 2 tunos (Anti-HSV-1, 2 IgM) 506
lepnecsupyc 1 1 2 TMNoB., onpegeneHne AHK B cockobe snuTennanbHbIX KNETOK yPOreHUTaIbHOro 462
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cntoHe, TunmposaHue (HSV-1, 2 DNA, Saliva, 462
Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B BbinoTe, TunupoBaHue (HSV-1, 2 DNA, Exudate, 462
Typing)*
lepneceupyc 1 1 2 TMNos, onpeaenenne AHK B BeHo3HOI kpoBu (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cntoHe (HSV-1, 2 DNA, Saliva)* 275
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B cockobe snuTennanbHbIX KNeTok Koxxn (HSV-1, 2 275
DNA, Scrape of Skin Epithelial Cells)*
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B cockobe anuTennanbHbIX KNETOK CIM3NCTON HOCa, 462

TmnuposaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*



lepnecsupyc 1 n 2 TYnoB, onpegenenne AHK B cnimHHOMO3roBol xugkoctn (HSV-1, 2 DNA,

Cerebrospinal Fluid)* 275
lepnecsupyc 1 1 2 TMNoB, onpegeneHne AHK B cekpete npocrarsl, askynate (HSV-1, 2 DNA,

) . 275
Prostatic Fluid, Semen)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cekpeTe npocrartsl, 3skynate, tmnnposaHme (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTUTeNa Knacca IgG K BMpycy npocrtoro repneca 2 tuna (Anti-HSV-2 IgG) 605
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B ceiBopoTke KpoBu (HSV-1, 2 DNA, Serum)* 418
lepnecsupyc 1 1 2 TnoB, onpegenenne AHK B cockobe anuTenmnanbHbIX KNETOK CIM3UCTO Hoca 275

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
ABuaHocTb Anti-HSV 1gG 770
lepneceupyc 1 1 2 TMNOB, onpeaeneHne JHK B cockobe anuTennanbHbIX KINETOK YPOreHUTa/IbHOro

TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 1 1 2 TMNos, onpeaeneHne JHK B cockobe anutennasnbHbIX KNETOK KOXMN, 462
TnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTUTeNa Knacca IgG K Bmpycy npocrtoro repneca 1 tuna (Anti-HSV-1 IgG) 748
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe snuTenmnanbHbIX KNeTOK POTOrNOTKU 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakuMHanbHble (ANBakKopoHa, Bektop) aHTutena k SARS-CoV-2 (N-, S-6enku),
SARS-CoV-2-1gG-BekTop, kavectBeHHbIn TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHaBupyc SARS-CoV-2, onpegeneHne PHK B Ma3ke cO CIM3UCTO HOCOMNOTKU 1 POTOTNOTKN 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENa, KONNYeCTBEHHbIE, K criaikoBoMmy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419
spike (S) protein (RBD), IgG, quantitative).
KopoHaBupyc SARS-CoV-2, onpeaeneHune PHK B Ma3ke CO CIM3NCTON HOCOIIOTKM U POTOINOTKN 1419
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTMTEeNa K SARS CoV-2 (S-6enkKy, Bkntoyas RBD), IgG, KonnyecTBeHHbI 1419

AHTUTENA K cnaiikoBoMy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHune. OueHka
nmmyHuteTa A0 1 MOC/IE BakuuHaumm (anti-SARS-CoV-2 S (spike) protein antibody, I1gG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTUTEeNa K KopoHaBupycy SARS-CoV-2 (HykneokancuaHomy 6enky), IgG, 3660TT (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 759
ABugHocTb aHTUTEN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
MwukonnasmeHHas NHMEKLMS, MUKOMIa3Mo3
AHTUTENa Knacca IgM Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550
Mwukonnasma (Mycoplasma genitalium), onpegeneHve JHK B cockobe snuTennanbHbIX KNeToK 275
yporeHutanbHoOro Tpakrta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma hominis), onpegeneHne JHK B cocko6e anutenmabHbIX KNeToK 275
yporeHutanbHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma pneumoniae), onpegeneHve OHK B nnasme kposu (Mycoplasma 429
pneumoniae, DNA, Plasma)*
AHTUTeNa Knacca IgA Kk Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve OHK B cocko6e anuTenvanbHbIX KNeToK 231
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTMTeNa Knacca IlgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTuTeNa Knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mwukonnasma (Mycoplasma pneumoniae), onpegenexve JHK B mokpote (Mycoplasma
; 649

pneumoniae, DNA, Sputum)*
Mwukonnasma (Mycoplasma hominis), onpegeneHne AHK B cekpete npocTathl, 3sKynsTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knacca lgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 462
Mwukonnasma (Mycoplasma genitalium), onpegeneHvne JHK B cekpeTe npoctartbl, 39Kynate 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mukonnasma (Mycoplasma pneumoniae), onpegenexve JHK B cntoHe (Mycoplasma pneumoniae,

. 231
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegeneHne AHK B moye (Mycoplasma hominis, DNA, 275

Urine)*

AHTUTENa Knacca IgA Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 671



Mukonnasma (Mycoplasma genitalium), onpegenervne JHK B moye (Mycoplasma genitalium, DNA,

Urine)* 275
HeopraHunyeckue BeLyecTsa
A09.05.127 MarHwuii (Mg) B cbiBOpOTKe kpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuuii 06wwmii (Ca) (Calcium Total) 209
Kanwii/Hatpwuii/Xnop B cbiBopoTke KpoBu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 275
Kanbumii noHn3npoBaHHbIi (Ca2+, cBO60AHbIN Kanbunii) (lonized Calcium, Free Calcium) 396
A09.05.033 docthop HeopraHudeckuii (P) (Phosphorus (P)) 209
NateHTHas (HeHacbILLeHHas) Xene3ocBsA3bliBatoLas cnocobHOCTL CbiIBOPOTKM KpoBu (JIXKCC, HXKCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 Xeneso (Fe) B cbiBopoTke KpoBu (Iron (Fe), Serum) 209
Fmctonornyeckmne uccnefoBaHUs C OKpalIMBaHUEM reMaToKCUINH-303UHOM

lacTpuT, accoummnpoBaHHbIii ¢ Helicobacter pylori (ructonornyeckuin npoguns) (Helicobacter pylori

. . 4004
Associated Gastritis)*
OnpegeneHne mytaunin reHa PDGFRa 15070
MimmyHormuctoxmmmyeckoe uccnegosanue (1 mapkep): ytouHsiollee IMX-uccnegosaHme ¢ 1694
ncnosb3oBaHWeM 1 aHTuTena (Mapkepa)
OnpegeneHune akcnpeccun 6enka PD-L1 B TKaHM onyxonv Metogom UIMX ¢ ucnonb3oBaHneM
aHTuTen K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
OnpegpeneHne MyTauumii reHa cKIT 12760
KoHcynbTaums rotoBbIx ructonornveckmnx npenapatos (1 ctekno + 1 6510k) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpepeneHne pacnpocTpaHeHHbIx MyTaumii reHoB BRCA1,BRCA2 npw pake MONOYHOM Xenesbl 8140
ANYHUKOB B BUOMNCUITHOM MaTepuane
lmcTtonornyeckoe uccnefoBaHne 6MonTaToBs Xenyaka (PAS-peakums) 319
OnpegeneHne nepectpoek reHa ROS1 8800
OnpegpeneHne myTauumii B 18,19.20, 21 3k30Hax reHa EGFR 10890
OnpegeneHne mytaunii Bo 2,3,4 3k30He reHa NRAS 7700
OnpegeneHne mytaunin B 15 a3k3oHe reHa BRAF 5280
OnpegeneHne mytaumii Bo 2,3,4 3k30He reHa KRAS 7700
OnpegeneHne akcnpeccun 6enka PD-L1 B TKaHM onyxonv Metogom UIMX ¢ Mcnonb3oBaHneM
aHTuTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).
OnpepeneHne MMKpocaTenIMTHON HecTabunbHocTh (MSI) 6820
OnpegeneHne runepakcnpeccun reHa HER2 (KONUIMHOCTL reHa) 12760

AndhdhepeHumanbHas gnarHocTuka MesaHoMbl, UMMYyHormctoxuMmmyeckoe (MMX) nccnegosaHue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BrioncuiiHaa gnarHocTvKa AepMaTto30B - MOP(OIOrMYecKoe 1ccieaoBaHne GUONTaToB B LIeSX

AMarHoCTMKM 3aboneBaHnin KOXK (KpoMe HOBOOGpa3oBaHuii) (Pathology of skin biopsyes)* 2233
mctoxnmmnyeckoe nccnegoaHne Helicobacter pylori (cnnsb) (Helicobacter pylori, Mucus,

. . 2112
Histochemical Study)*
OnpegeneHvie nepecrtpoek reHa ALK 8800

rMcTonornyeckoe muccnenoBaHne 6MONCUAHOrO MaTepuana U Marepuana, Nosly4eHHoro npu
XVPYPrUYecKnx BMeLLIaTenbCTBax (3HAOCKOMMYUECKOTO MaTepuana; TKaHel XeHCKO NonoBoi 2420
CUCTEMbI; KOXXM, MATKUX TKaHE; KPOBETBOPHOW 1 NMMGONAHON TKaHE!; KOCTHO-XPSLWEBOMN TKaHW)*

OnpegeneHne skcnpeccun 6enka PD-L1 B TKaHM onyxonv MeTogom UIMX ¢ Mcnosib3oBaHMeM

aHTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
OnpegeneHune akcnpeccum PDL1 8140
JnddepeHumanbHas gnarHocTuka MenaHoMbl, UMMYyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oueHka akcnpeccumn S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)

OHKOMapKepsl
SCC (AHTWreH NIOCKOKNETOYHOM KapuuHoMbl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486

CA-19-9 (YrneBogHbli aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682



XpomorpaHuH A (Chromogranin A, CgA) 5247
PakoBO-3M6pMOHaNbHBIN aHTUreH (PIA, KapUuUHO3MOpPUOHaNbHbIN aHTureH) (Carcinoembryonic

Antigen, CEA) 627
CA-242 (YrneBogHblli aHTUreH 242, onyxonesblii Mapkep CA-242) (Carbohydrate Antigen CA-242,
924
Tumor Marker CA-242)
ROMA1 Pacuet nHgekca 77
HeipoHcneymdmnyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MCA o6wwumii (Mpoctatuyecknii cneuuduyecknii aHtureH obnin) (Prostate-Specific 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MOYeBOro My3blps, UCCNeOBaHNe PacTBOPMMbIX (PParMeHTOB LIUTOKEPATUHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 380poBbs npoctartsl (MCA o6y, MNCA c¢B., -2proPSA, phi) 3190
HE4 (benok 4 anuananmmca vyenoseka) (Human Epididymis Protein 4, HE4) 1122
BeTa-2-MukpornobynuH (?-2-mnkpornobynuH) B CbiIBOPOTKe KpoBu (Beta-2-Microglobulin, BMG, 957
Serum)
A09.05.130 MCA o6wwmii (MpocTtatuyeckuii cneuyuduyecknii aHtureH obwmin) (Prostate-Specific
: 484
Antigen Total, PSA Total)
ROMAZ2 Pacuet nHgekca 77
Anbha-thetonpoTeunH (AdDM) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBogaHblli aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogaHblli aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 MNCA cBob6oaHbI (MpocTatuyecknii cneuuuyeckmii aHTUreH cBOOOAHBIN)* 484
CA-72-4 (YrneBofHbI aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LinTokepatuHoBsbIii hparmeHT (Cyfra 21-1, hparmeHT yutokepatnHa 19) (Cytokeratin 19 Fragments, 946
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
BeTa-2-MuKpornobynuH (?-2-mmkpornobynuH) B Moye (Beta-2-Microglobulin, Urine) 957
Benok S100 (S100 Protein) 2739
TpuxomMoHMas (TpUxoMoHaaa)
TpuxomoHaga, onpegeneHue AHK B mouye (Trichomonas vaginalis, DNA, Urine)* 275
TpuxomoHaga, onpegeneHune JHK B cekpete npocrartsl, askynste (Trichomonas vaginalis, DNA,
. . 275
Prostatic Fluid, Semen)*
TprxomoHaga, onpegeneHvie JHK B cocko6e anutenaibHbIX KNETOK YypOreHNTanbHOro Tpakta 275
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENa Kknacca IgG K Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG) 671
MpouepypHble ycnyrn (Procedural services)
MonyyeHune cbIBOPOTKM 6e3 nocneaytoLlero uccnegosanus (Blood serum derivation without further 320
examinations)**
B3atve matepuana ana MNMUP gnarHoctnkm 350
B3atue KpoBu 6e3 nocnegytowero nccnegosaHms (Blood sampling without further examinations)** 190
B3aTne cockoba GyKKa/lbHOro anuTenus y aByx yenoek (Buccal epithelium sampling, 2 persons) 180

B3ATre uMTONOrnYeckoro matepuana, matepmana ansa MNUP gmarHocTnky, MMKpOGUOIOrMyYecKmx
nccnegoBaHuin (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3atue cntoHbl ans MLUP anarHoctuku (Saliva sampling for PCR) 50

A11.12.009 B3sATrE KpOBU N3 NEPUDEPUYECKON BEHDI 200

Mpoueaypa B3sTUA GomaTepuana Ha aHTepo6bro3s (Biomaterial sampling for the enterobiasis test) 77

B3aTne cockoba GyKKa/lbHOro anuTenus y Tpex Yenosek (Buccal epithelium sampling, 3 persons) 270

B3ATre KanunnsipHoOW KpoBu (MvetkoTcs OrpaHNYeHns No B3ATUIO KanunaspHoli KPpoBU; YTOUHANTE y 190

afAMUHUCTpaTopa MeguumnHekoro oguca) (capillary blood sampling)

B3aTue cockoba bykkanbHoro anutenus (Buccal epithelium sampling) 90
FEMATUT C

Bupyc renatuta C PHK, reHoTMnnpoBaHue 6 reHoTnnos (1a,1b,2,3a,4,5a,6) 2618
MuKpO6MOLIEHO3 YPOreHNTaIbHOTO TpakTa

YCNOBHO-NATOrEHHbIE MUKOMIa3Mbl, MOHUTOPUHT 3(hheKTUBHOCTM NneveHuns (Ureaplasma parvum) 396

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)



MHBNO®J/IOP ? ycnoBHO-NATOreHHbIE MUKONM/Ia3Mbl YenioBeKa (YPoreHUTabHbI CKPUHWHT)

(INBIOFLOR ? Mycoplasma, Urogenital Screening) 528
MNHBMNOP/IOP-KOMMNEKCHOE MccefoBaHe MUKPOGIOPb! YPOreHUTallbHOro TpakTa 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepuanbHbIii BarmHo3 (Bacterial Vaginosis, BV) 1694
VccnepgoBaHme 6uougHo3a yporeHuTanbHoro Tpakta. @emodop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))

BbisiBneHne Bo3byautenein UMMM (4 + KBM): onpegenernve AHK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, HK yenoseka (Identification of 1023
Sexually Transmitted Infections (STl) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

Mo6wnnyHkyc, onpegenernve JHK B cockobe anutenvanbHbIX KNeTOK yporeHUTalbHOro TpakTa 231
(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YCNOBHO-NATOrEHHbIE MUKOMNAa3Mbl, MOHUTOPUHT 3ddeKTUBHOCTM leveHmns (Mycoplasma hominis) 396
(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

MH6unognop CkpuH. CKPUHNHIOBOE MCCef0BaHNE MUKPOMIOPbI YPOTreHUTAIbHOTO TpakTa 1870
YCNOBHO-NATOrEHHbIE MUKOMNIAa3Mbl, MOHUTOPUHT 3ththeKTUBHOCTM NeveHuns (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BobisiBneHune Bo36yauteneii UMMM (7 + KBM), COCKO6 anuTennasnbHbIX KNeTOK YPOreHUTa/lbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

VccnepgoBaHme 6uougHo3a yporeHutanbHoro Tpakra. ®emodrop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
MHBNO®/IOP-3KCIIEPT. PaclumpeHHoe nccieloBaHe MUKPOIOPbI yPOreHNTaIbHOro TpakTa. 2200
CKPVHWUHI MUKPOMIOpPbI YPOTEHUTANLHOTO TpakTa. demodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

Buodnop 1364
NH6modnop Makcu 4202

MUKPO3NeMeHTbI B HOTTSX

MbiwbsK (As) B HOrTax (Arsenic (As), Nails) 1298
CauHel, (Pb) B HorTsix (Lead (Pb), Nails) 1298
CypbmMma (Sb) B Hortax (Antimony (Sb), Nails) 1298
Xpom (Cr) B HOrTax (Chromium (Cr), Nails) 1298
OnoBo (Sn) B HorTsx (Tin (Sn), Nails) 1298
PTyTb (HQ) B HOrTAx (Mercury (HQ), Nails) 1298
Xeneso (Fe) B HorTax (Iron (Fe), Nails) 1298
Kagmuii (Cd) B HOrTsx (Cadmium (Cd), Nails) 1298
lepmaHuii (Ge) B Hortax (Germanium (Ge), Nails) 1298
MonunbaeH (Mo) B HorTsax (Molybdenum (Mo), Nails) 1298
®ocdop (P) B HorTsix (Phosphorus (P), Nails) 1298
Mpo6onoaroToBka (HOrTN) 748
BaHaawii (V) B HorTsix (Vanadium (V), Nails) 1298
BucmyT (Bi) B HOrTAx (Bismuth (Bi), Nails) 1298
Kanbymii (Ca) B Hortsx (Calcium (Ca), Nails) 1298
NaHTaH (La) B HOrTax (Lantanum (La), Nails) 1298
Megb (Cu) B HorTsix (Copper (Cu), Nails) 1298
AntomuHuii (Al) B Hortax (Aluminum (Al), Nails) 1298
3onoT1o (Au) B HorTax (Gold (Au), Nails) 1298
lannwnii (Ga) B HorTsix (Gallium (Ga), Nails) 1298
CeneH (Se) B HOrTax (Selenium (Se), Nails) 1298
Nntnia (Li) B HorTax (Lithium (Li), Nails) 1298
LIMHK (Zn) B HOrTsIX (Zinc (Zn), Nails) 1298
Bop (B) B Hortsix (Boron (B), Nails) 1298

Bapwii (Ba) B HOrTsx (Barium (Ba), Nails) 1298



Mog, (1) B HorTax (lodine (1), Nails) 1298

Bepunnuii (Be) B Hortsix (Beryllium (Be), Nails) 1298
Kanwii (K) B Hortax (Potassium (K), Nails) 1298
Ko6anbT (Co) B HOrTsix (Cobalt (Co), Nails) 1298
Bonbhpam (W) B HorTax (Tungsten, Wolframium (W), Nails) 1298
Tannuii (Tl) B HorTax (Thallium (TI), Nails) 1298
KpemHnii (Si) B HorTsx (Silica (Si), Nails) 1298
Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1298
Marnwuii (Mg) B HorTsix (Magnesium (Mg), Nails) 1298
CtpoHuuii (Sr) B HOrTax (Strontium (Sr), Nails) 1298
Py6uanii (Rb) B Hortsix (Rubidium (Rb), Nails) 1298
Hatpwii (Na) B HorTsax (Sodium (Na), Nails) 1298
MapraHey, (Mn) B Hortax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HOrTAx (Silver (Ag), Nails) 1298
LinpkoHwuia (Zr) B HOrTsix (Zirconium (Zr), Nails) 1298
MnatuHa (Pt) B HOrTsix (Platinum (Pt), Nails) 1298

FTOPMOHA/IbHBIE NCCTEOBAHNA
MeTabonnTbl 3CTPOreHOB U NporectepoHa, 24-4 moya (Estrogens and progesterone metabolites,

24-h urine) 6710

MenaTtoHuH, nnasma (Melatonin, plasma) 2640

JerngpoanvaHapoctepoH (HEKOHBbIOTMPOBaHHbIIA) 1474
BMY-nHekumsa, nannnnomaBnpycHas NHMeKuua (BUPYC NanuinioMbl YENOBEKA)

Bupyc nanuniomsl YenoBeka BbICOKOrO OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeseneHne AHK B cockobe anutennanbHbIX KNeTok 385

cnnsuctoii npsmoit knwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanunnombl yenoseka, onpegenerHve AHK 4 tunos: 6, 11, 16, 18 + KBM B cocko6e
anuTeNnanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Bupyc nanuniombl YenoBeka BbICOKOro OHKOreHHOro pucka, reHotunuposadune AHK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKObe anuTenasibHbIX KNeToK

yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nanuniomsl YenoBeka BbICOKOrO OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeseneHne AHK B cockobe anutennanbHbIX KNeTok 385

yporeHutasnbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,

35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanuniomsl YenoBeka HU3KOro OHKOITeHHOro pucka, onpegeneHne AHK 3 tunos: 6, 11, 44 +

KBM B cockobe anuTenuanbHbIX KNeTok cim3ncToli npsamoit kuwku (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanuniomsl YenoBeka BbICOKOro OHKOreHHOro pucka, onpegeneHve AHK 16 u 18 tTunos +

KBM B cocko6e anuTenmasnbHbIX KNeTOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Bupyc nanninomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexdve AHK 3 tmnos: 6, 11, 44 B

cockKo6e anuTenmanbHbIX Knetok potornoTkm (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

AnddepeHumpoBaHHoe onpegeneHne AHK BMY (Bupyc nanunnomsl Yenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCkO6€e anuTeNa/IbHBIX KNETOK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nannnnomMbl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenenne AHK 3 tunos: 6, 11, 44 +
KBM B cocko6e anuTenvanbHbIX KNeToK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanuinomsl YesioBeKa BbICOKOrO OHKOreHHOro puUcka, CKpUHUHT 14 tnnos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anutennanbHbIX KINeTok
potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52,
56, 58, 59, 66, 68) Screening )*

990

385



Bupyc nanunnomsl Yyenoseka, onpegenexHve AHK 21 tnna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cocko6e anuTenvanbHbIX KNeTOK YPOreHUTa/lbHOro Tpakra

(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 2695
52, 53, 56, 58, 59, 66, 68, 73, 82))
Bupyc nanninomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHWHI 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne AHK B cockobe anuTennanbHbIX KNeTok 385
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanpnos, kaHanga
KaHgupa, onpegeneHve OHK B BeinoTe (Candida albicans, DNA, Exudate)* 275
Kanangos, tunmposaHue (Candidiasis, Typing) 737

MoceB Ha gpoxokenofobHble rpubsl (pogos Candida, Cryptococcus) ¢ onpefeneHvem
YYyBCTBUTENBHOCTM K aHTUMUKOTUYECKMM npenapatam (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

KaHgnpos, ckpuHuHr (Candidiasis, Screening ) 396
KaHanga, onpegenenne OHK B cekpeTe npoctarkl, askynate (Candida albicans, DNA, Prostatic Fluid, 275
Semen)*
KaHguaa, onpegeneHve OHK B cockobe anuTenmasnbHbIX KNeTOK CN3UCTON MPAMOI KULLIKA 275
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
KaHguaa, onpegeneHve OHK B cockob6e anuTenmanbHbIX KneTok potornoTkm (Candida albicans, 275
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 572
KaHannos, ckpyHuHr 1 tunmpoBaHme (Candidiasis, Screening and Typing) 1012
AHTuTeNa Knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) 781
Kanguga, onpegeneHvie AHK B moye (Candida albicans, DNA, Urine)* 275
KaHguaa, onpegeneHve OHK B cocko6e anuTenmanbHbIX KneTok koxku (Candida albicans, DNA,

! L 275
Scrape of Skin Epithelial Cells)*
KaHanpaa, onpegeneHne JHK B cocko6e anutenvanbHbIX KNeToK yporeHnTanbHoro Tpakta (Candida 275
albicans, DNA, Scrape of Urogenital Epithelial Cells)*
KaHguaa, onpegeneHve OHK B cntoHe (Candida albicans, DNA, Saliva)* 275

Mwukpo6uronormyeckue uccnefoBaHns: Hecneumhmyeckne BocnanntenbHble 3a601eBaHNS Pa3/INYHbIX TOKaM3aLmii

[ncbakTepros KnweyHrKa (MoanMuLMPOBaHHbIA MeToa) ¢ Ybd 1837

MoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX MyTe Ha MUKPOQIOpPY, onpeaeneHne

YyBCTBUTENILHOCTM K pacLUMpeHHOMY CNeKTpy aHTMMUKPOOHLIX Npenapatos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces oTAeNsaemMoro rna3 Ha MMKpPoOMIopy, onpefeneHne YyBcTBUTENBHOCTU K aHTUMUKPOGHbLIM

npenapatam 1 6aktepunodgaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

Moces OTAENAEMOrO a3 Ha MUKPOQIopy, onpeeneHne YyBCTBUTENBHOCTM K PaclUMpeHHOMY

CNeKTpy aHTMMNKPOOGHLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

[MoceB Ha NATOreEHHYIO 1 YCIIOBHO-MATOreHHY0 MUKPOMIOPY KULLEYHMKA C ONpejeeHnem

YyBCTBUTENILHOCTM K aHTUMUKPOGHbLIM NpenapataM u 6aktepuodgaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

lMoceB Ha NATOrEHHYIO 1 YCNIOBHO-MATOrEHHY0 MUKPOMIOPY KULLEYHNKA C ONpeaeneHnem

YyBCTBUTENBHOCTM K aHTUMMKPOGHbLIM NpenaparamM (Stool Culture, Pathogenic Intestinal and 1518
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB rpyiHOro MoJiIoKa Ha MUKPOMIOPY, onpefeneHne 4yBcTBUTENIbHOCTM K aHTUMUKPOGHBLIM

npenapatam 1 6aktepuodgaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 1078
and Bacteriophage Efficiency Testing)*

AncbakTepnos KnweyHnka (MoanhrLUmMpoBaHHbIA MeTo) 1727

Moces oTAENAEMOTO YLIed Ha MUKPOMIOPY, ONpeAeNieHne YyBCTBUTENbHOCTY K paclUMpPeHHOMY

CNeKTPY aHTUMUKPOOHLIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Ttesting)*

MoceB OTAENSEMOrO a3 Ha MUKPOMhIopyY, onpeaeneHre YyBCTBUTENIbHOCTU K aHTUMWKPOGHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyAHOro MoJioka Ha MUKPOMIOPyY, onpeseneHne YyBCTBUTENBHOCTM K PaclUMPeHHOMY
CNeKTpy aHTUMUKPOOHbLIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic 2145
Susceptibility, Enlarged Testing)*

MoceB MyHKUMOHHOIO Mateprana Ha MUKPOg/Iopy, onpegeneHne YyBCTBUTENBHOCTA K

aHTMMNKPOGHBLIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic 913
Susceptibility Testing)
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MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPO(AopY, onpeaeneHne YyBCTBUTEIbHOCTY K
aHTUMUKPOOHBIM Npenapatam u 6akreprodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB Xenun Ha MUKPOQ/Iopy, onpegeneHne YyBCTBUTENILHOCTU K aHTUMUKPOOHbLIM Mpenaparam
(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB Ha aHaspobHY0 MUKPOMIOPY, OnNpeaeneHre YyBCTBUTENIbHOCTU K aHTUMUKPOGHbIM
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB MOKPOTHI 1 TPaxe06pPOHXNANbHBIX CMbIBOB Ha MUKPOQ/IOPY, onpeaenexHve
YyBCTBUTENBHOCTW K aHTUMWUKPOOHbLIM Npenaparam 1 MUKpockonuel maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

MoceB MOUMN Ha MUKPOMIOPY, ONpeaeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbLIM nNpenaparam v
6aktepuroaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

A12.20.001 MurKpOCKOMUYeCcKoe UccnefoBaHme BaranLHbIX Ma3KoB

MoceB Ha ypeannasmbl, ONpegeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOGHBLIM npenaparam
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces rpyAHOro MoJsioka Ha MMKPOMIopy, onpeseneHne YyBCTBUTENIbHOCTM K aHTUMUKPOBHbIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB 0TAENAEMOrO MOOBbLIX OPraHOB Ha MUKPOQ/IOPY, OnpeseneHne YyBCTBUTENbHOCTU K
pacluMpeHHOMY CNeKTpy aHTUMUKPOGHLIX Npenapartos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHeBOro OTAENSEMOrO 1 TKaHel Ha MUKPOQIopY, onpefeneHne 4yBCTBUTEIbHOCTU K
aHTMMUKPOGHbIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

MoceB Ha MUKON/a3Mbl, ONpejeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOGHBLIM npenapatamM
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MUKPOMhIOPY OTAENSEMOrO NOMOBbLIX OPraHOB, OMNpeesieHne YyBCTBUTENbHOCTY K
aHTMMNKPOGHBLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB OTAENAEMOrO YLIed Ha MUKPO(IOPY, ONpeAeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOOGHbIM
npenapatam 1 6aktepunodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB MOUM Ha MUKPOQIOPY, onpegeneHne YyBCTBUTENBHOCTY K PacLUMpPeHHOMY CNekTpy
aHTMMUKPOOGHLIX NpenapaTos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB OTAENAEMOro BEPXHUX AbIXaTeNbHbIX MyTeil Ha MUKPOQIopY, onpeaeneHne
YyBCTBUTENBHOCTU K aHTUMUKPOGHBLIM npenapartam 1 6akrepunodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB oTAeNseMoro ywer Ha MUKPOhIopy, onpeaeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOOHBIM
npenapartam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
ViccnefoBaHue Ha 61OLIEHO3 BRaranvLa, onpeeneHve YyBCTBUTENbHOCTU K aHTUMUKPOOHbBIM 1
aHTMMUKOTMYECKUM NpenapataM (C MMKPOCKOMNWeR HaTMBHOTO npenapara, OKpaLleHHOoro no
I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPO(AopY, onpeaeneHne 4yBCTBUTENIbHOCTU K
pacLuMpeHHOMY CNeKTPY aHTMMMKPOO6HBIX NpenapatoB (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceBs Xenuun Ha MUKpPohIopy, onpeaeneHne YyBCTBUTENIbHOCTU K PaCLUIMPEHHOMY CMEKTPY

aHTMMUKPOGHBIX Npenapartos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged

Testing)*
MoceB rpyaHoOro monoka Ha mukpodnopy (Breast Milk Culture. Bacteria Identification)

MoceB OTAENSEMOro NOJIOBbIX OPraHOB Ha MUKPOQIOPY, ONpefeneHne YyBCTBUTENbHOCTY K
aHTUMUKPOGHBLIM Npenapatam u 6akteprodaram (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

ApneHosupyc (Adenovirus), fuapeliHblii CUHAPOM, aHTUreHHBIN TecT (Adenovirus. One Step Rapid
Immunochromotographic Assay)

MoceB MOUM Ha MUKPOQIOPY, onpefeneHne YyBCTBUTENBHOCTY K aHTUMMKPOOHbLIM Npenaparam
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTbI 1 TPaxe06POHXNAIbHBIX CMbIBOB Ha MUKPOQ/IOPY, onpegeneHve
YYBCTBUTENBHOCTU K PACLUIMPEHHOMY CNEKTPY aHTUMMKPOOHbIX MPenapaTtos 1 MUKPOCKOMWeD
Maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing, Microscopy)*

Xenukobaktep nunopu (Helicobacter pylori), aHTureHHblIii TecT (Helicobacter pylori. One Step Rapid
Immunochromotographic Assay)

MoceB OTAENSEMOro BEPXHNX fblXaTeNbHbIX NyTei Ha MUKPOQIopyY, onpegeneHve
YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM Npenaparam (ofgHa nokanmsaums) (Upper Respiratory
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
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MoceB MyHKUMOHHOIO Mateprana Ha MUKPOg/Iopy, onpeaeneHre YyBCTBUTENBHOCTA K
pacluMpeHHOMY CNeKTpy aHTUMUKPOOGHLIX Npenapartos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

lMoceB Ha NaTtoreHHyto 1 yclIoBHO-NAToreHHy MMKpodopy KuweyHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
ButamuHbl
ButamuH B6 (nupugokcanbdocgar) 2398
ButamuH B1 (TiamuH) 2398
ButamuH B12 (umaHokob6anamuH, kobanamuH) (Cobalamin) 693
ButamuH E B cbiBOpOTKE (anbha-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamuH B5 (naHTOTEHOBAs KMUCNOTa) 2398
1,25-purngpokcmsutamun D3 (1,25-dihydroxivitamin D3) 2090
ButamuH B3 (HMKOTUHaMnA) 2398
ButammH 25(0H)D2 n 25(0OH)D3, pasgensHoe onpegeneHune (BaXXX - MC/MC) 6006
A09.05.080 donmesas kucnota (Folic Acid) 957
ButamuH A B cbiBOpoTKe (petnHon) (Vitamin A, Retinol, Serum) 2398
ButamuH K1 B cbiBOpOTKE ((hunnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
ButamuH B7, H (61OTUH) 2398
AKTMBHbI BUTamuH B12 (FTonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
beTta-kapoTuH 2398
ButamunH B2 (pnbocthnasuH) 2398
ButamuH C (ackop6GMHOBasi KMCNOTa) 2398
PeTuHun nanbmutar 2398
AYyTOMMMYHHbIE HEBPONOrMYyeckne 3abonesaHns

AHTUTEeNa K LGI1 n CASPR2 (KOMMOHEHTbI KOMMJIEKCa KaNneBbIX KaHasoB), IgG, CbiIBOPOTKa KPOBU 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)
AHTMHepoHabHbIe aHTUTEN], IgG, MeTog Henpsamon nmmyHohnyopecueHuun (Neuronal

Lo - . 3311
antibodies, 1gG, Indirect immunofluorescence (IIF))
AHTUTENA K aLeTUIX0IMHOBOMY peLenTopy (AXP, AMarHocTnka MmacteHun), CyMMapHO 5731
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)
AHTUTENA K peLienTopam HelipoHoB Tnnos NMDA,CASPR, LGI, AMPAL, AMPA2, GABARL knacca 13607
IgG, pa3genbHo, onpegeneHne B CbIBOPOTKE
AHTUTENa Knacca IgG K ckeneTHbIM Mbiwuam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, IgG) 1221
AHTuTena k NMDA rnytamatHoMy peuenTopy, IgG, onpegeneHuve B nuksope (aHTU-NMDAR 1gG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)
Mwuo3uTt-cneunduyHble aHTUTENa Knacca IgG (nanH-6n0t: Mi-2, Ku, PM-Scl 100/75; Jol PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTUTENA Knaccos IgG v IgM K raHrnnosmgam (naiH-6not: GM1; GM2-GM3-GM4; GD1a, GD1b,

GD2-GD3, GT1la, GT1b, GQ1b, cynbthatugsl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTuTena K AcAHK B CbIBOPOTKE KPOBM, MOATBEPXKAAIOLLMIA TECT C UCMOb30BaHMEM cybcTpaTa
Crithidia luciliae, 1IgG, meTogom Henpsamoli ummyHognroopecueHumm (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

AHTUTENA K MUenuHy IgG, MeTog Henpsimoii MMMyHotoopecLeHumn (Anti-myelin antibody, 1gG,

IF) 1474
AHTUTENA Knaccos IgA, IgG, IgM K akBanopuHy 4, cyMMapHO (anarHoCTMKa HelipooNTUKOMUENNTA,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, IgG, IgM, 2860
Total)

Onl_ArOKnOHaanbm IgG B nmkeope _(Lgepe6pocnv|Haan0|7| YKNAKOCTU) U CbIBOPOTKE KPOBMU 4389
(Oligoclonal 1gG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENA K M_b_lmequ-cne_u,mcpmquKoﬁ TUPO3MHKMHa3e (aHTM-MuSK) B cbIBOPOTKE KPOBW, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTUTENA K peLienTtopam HelpoHoB Tnnos NMDA,CASPR, LGI, AMPA1, AMPA2, GABARL knacca 13750
IgG, pa3gencHo, onpepeneHne B INKBOPe

AHTUTENA K L_Gll 7] CASP.RZ (KOMMOHEHTbI KOMI/IEKCA Ka/INEBbIX kaHanos), IgG, nMKBop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTeNa K GAD (rnytamatgekapbokcunase), IgG, nmkeop (Anti-GAD (glutamic acid decarboxylase), 2079

IgG, CSF)



AHTUHepOoHanbHble aHTUTeNa Knacca IgG (naH-6n0T: Hu (ANNA1), Yo-1 (PCAL), CV2, Ma2, Ri
(ANNAZ2), amudmsnH) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNAL1), Yo-1 (PCA1), CV2, Ma2, 5731
Ri (ANNA2), Amphiphysin))

AHTUTeNa knacca IgG NMDA (N-meTtun-D-acnapTtar) rnyramatHOMY peuenTtopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) 4389
KOMMOHEeHTbI KoMMnieMeHTa

Cuctema KOMMnemMeHTa: oLeHKa yHKUMOoHanbHol aktueHocTn (CH50) (Functionality Test of 1474

Complement (CH50))

MHrnéutop Cl-actepasbl (C1-Esterase Inhibitor, C1-INH) 2156

C4 KomnoHeHT cuctembl komnnemeHta (Complement Component C4) 396

C3 KomnoHeHT cuctemMbl KomnaemeHTta (Complement Component C3) 396
KpacHyxa

AHTUTENa Knacca IgG K aHTUreHam BUpyca KpacHyxu, BbisiBAisieMble METOLOM UMMYHOB/IOTTMHIA 5621

(Anti-Rubella IgG, Immunoblot )

AHTUTeNa Knacca IgM K Bupycy KpacHyxu (Anti-Rubella IgM) 539

ABuaHocTb Anti-Rubella IgG 1067

OnpegeneHne PHK (Rubella virus, RNA) B CbIBOPOTKe KPOBU 649

AHTUTENa Knacca IgG K Bupycy kpacHyxu (Anti-Rubella IgG) 396
lenatut B BUpycHasa nHdekums (Bupyc renatuta B, Hepatitis B Virus, HBV)

AHTUTeNa knaccos IgM n IgG k HB-core aHTUreHy Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517

IgG, Antibodies to Hepatitis B Core Antigen; HBcAD, Total, HBV Core Total Antibodies (IgG + IgM))

HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbLIV aHTUIEH BMpYca renatunta B,

«aBCTPA/IMINCKNIA» aHTUTEH), KONMYecTBeHHbIN TecT (HBSAg, Hepatitis B Surface Antigen, 1452

Quantitative)

HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 561

AHTUTENa Knacca IgM K HB-core aHTureHy Bupyca renaturta B (Anti-HBc IgM Antibodies to Hepatitis 693

B Core Antigen; HBV Core Antibodies IgM)

Bupyc renatuta B, onpegeneHne OHK B cbiBOpOTKe KpoBY, KonnyectBeHHoe (HBV DNA, Serum, 3751

Quantitative)*

Bupyc renatuta B, onpegeneHve OHK B cbiBOpOTKe KpoBY, KauecTBeHHOe (HBV DNA, Serum, 418

Qualitative)*

AHTUTENa K HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsADb) 627

AHTUTeNa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 517

HBs-aHTUreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHBIM aHTUreH BUpYyca renaturta B, 264

«aBCTPAIMNCKNIA» aHTUTEH), KauecTBeHHbI TecT (HBSAg, Hepatitis B Surface Antigen, Qualitative)
Yrnesogpbl
[NHOKO30-TONEPaHTHbIN TECT C ONpeAeNeHneM roKo3bl U C-NenTuaa B BEHO3HOM KPOBUW HaTOLLLaK

1 nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 VccnepoBaHWe YPOBHS NHOKO3bl B KPOBU 143
Nakrar (Lactate) 572
®pykro3amuH (Fructosamine) 891
A09.05.083 MNMuknpoBaHHsbIi remornobmH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 506

I MOKO30TONIEPAHTHbIV TECT NPU 6epeMeHHOCTY (MepOopasbHbIN FNHKO30TONEPaHTHBIN TecT, T,
OITT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 ['NOKO30-TONEPAHTHBIN TECT C ONPeAe/IEHNEM [/H0KO3bl B BEHO3HOW KPOBW HaTOLLAK ”
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)

Cneumduryeckne 6enku

990

A09.05.009 C-peakTnBHbIii 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTUcTpenTonmanH-O (ACJ1-O, ACNO) (Antistreptolysin-O, ASO) 374
Anbha-1-aHTuTpuncuH (A1AT), heHoTunuposaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) 2596

HatpuiiypeTnueckoro ropmoHa (B-tuna) N-koHueBoi nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 depputuH (Ferritin) 506

Kap6orugpar -gaepuuuntHbIn TpaHcheppuH ¢ anektpodoperpammoit (Carbohydrate-Deficient
Transferrin with results on an electrophoregram (CDT))

2816

3322



lencuanH 25 (bnoakTmBHebIi) (Hepcidin 25, bioactive) 6567
Mapkep cepfeyvHot HegocTaTouHOCTM ST2 pacTBOpUMbIiA (ST2, sST2, kapanomapkep) (Soluble ST2

(Heart Failure’s biomarker)) 2739
A09.05.008 TpaHctheppuH (CugepodunuH) (Transferrin) 484
Mwuorno6uH (Myoglobin) 572
Anbha-2-makpornobynun (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTUTeNa Knacca lgG K rnasHomy 6§nKy Hapy>KHoU|7| Memb6paHbI MOMP " AHTMTt_ana Knacca IgG 572
Pgp3 (Memb6paHoaccoLMMpoBaHHbI NnasmuaHblii 6enok) Chlamydia trachomatis

PesmatongHbiin haktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-I (Troponin-I) 627
BbICOKOUYBCTBUTEbHbIV C-peakTUBHbIN 6e/10K (Kapamo) 594
A09.05.077 UepynonnasmuH (Ceruloplasmin) 649
FanTorno6uH (Haptoglobin) 638
Anbtha-1-aHTnTpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT, AAT, Concentration) 1386
Kap6orugpar-gethunymnTHblin TpaHcteppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PactBOpuMble peuentopsl TpaHcheppuHa (pTPP, Soluble Transferrin Receptor, sTfR) 1870
S03NHOMUNLHBIN KaTMOHHbI 6enok (Eosinophil Cationic Protein, ECP) 869

Ypeannasmos (ypeansiasmbl)

Ypeannasma (Ureaplasma parvum), onpegenenne AHK B moye (Ureaplasma parvum, DNA, Urine)* 275
Ypeannasma (Ureaplasma parvum), onpegenenuve JHK B cekpete npocrartsl, 3akynsaTte (Ureaplasma 275
parvum, DNA, Prostatic Fluid, Semen)*

AHTUTeNa Knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHve OHK B cocko6e
anuTeNnasbHbIX KNeTOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTeNa Knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671
Ypeannasma (Ureaplasma urealyticum + .Ureaplasma parvum), onpegenexHve AHK B CeKpeTe 275
npocrtarbl, askynate (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK B moue 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

Ypeannasma (Ureaplasma parvum), onpegenenune AHK B cockobe 3MNUTENMAIBHBIX KNETOK 275
yporeHutansHoro TpakTta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpefeneHve OHK B cekpeTe npocrarbl, 275

aakynsaTe (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHne JHK B cockobe
anuTeNnabHbIX KNEeTOK yporeHmTanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpefeneHve AHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnvpatopHO-CcUHUMTUANbHAA UH(EKLUS (PECINPATOPHO-CUHLNTUASBHBIV BUPYC)

AHTUTeNa Knacca IgG K pecnmpaTopHoO-cvHUUTMaNbHOMY BUpYcy (Anti-Respiratory Syncytial Virus

781
(RSV) IgG)
AHTUTENa Knacca IgM K pecnvpaTopHO-CcUHUMTUanbHOMY BUpYcy (Anti-Respiratory Syncytial Virus

781
(RSV) IgM)

O6pas XN13HW 1 reHeTuYeckre hakTopsbl

OnacHoCTb Npu Npreme opasbHbIX KOHTpaLenTnBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs

3003
(Genes F2, F5))
OnacHOCTb NpY NpreMe opasibHbIX KOHTPaLENTMBOB (feHbl F2, F5) (6e3 onvncaHnsa pe3ynbTatos 2695
Bpayom-reHeTnkom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapylweHus cnepmaToreHesa, 6 Mmapképos (M1kpogeneumm nokyca AZF) (6e3 onucaHus 3916
pe3ynbTaToB reHETUKOM)
MoaroToBka K onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811
MTHFR, MTRR, MTR, F2, F5))
MoproToBka k onepauyum (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesynstatoB
Bpa4yoMm-reHeTnkom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898

Description))
OnpepeneHve cneuunguyecknx IgG: NuLLEBbIE anneprexbl

KpeseTku (F24), annepreH-cneundudeckue 1gG (Shrimp, 1gG, F24) 572



Puc (F9), annepreH-cneundguryeckue IgG (Rice, IgG, F9) 572
Cmechb nuLieBbIx annepreHoB 1: anenbcuH, 6aHaH, A610Ko, nepcuk, IgG (FP15 (F33, F49, F92, FI5),

Food Panel: Orange, Banana, Apple, Peach, IgG)* 1045
Kusn (F84), annepreH-cneuunduyeckue 1gG (Kiwi Fruit, IgG, F84) 572
IpeuHeBas Myka (F11), annepreH-crneuucguyeckme IgG (Buckwheat, IgG, F11) 572
Tpecka (F3), annepreH-crneuuguyeckue IgG (Codfish, 1gG, F3) 572
Cmech nuLeBbIxX afinepreHos 3: CBUMHIHA, KyPUHOE MACO, FOBAANHA, 6apaHuHa, 1gG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, 1gG)*
OnpegfeneHve cneynpruyecknx UMMYHOrno6ynmHoB knacca G (IgG) K nuweBbiM annepreHam (Basic
Food Profile, IgG) 15840
Kny6Huka (F44), annepreH-cneunduyeckue IgG (Strawberry, 19G, F44) 572
OscsaHas myka (F7), annepreH-crieuuguyeckume IgG (Oat, 1gG, F7) 572
Llokonag (F105), annepreH-crieuunguyeckme IgG (Chocolate, 1IgG, F105) 572
Cmechb nuuesbix annepreHos (fx21) IgE, ImmunoCAP 1375
MweHnyHaa myka (F4), annepreH-crneymguyeckne IgG (Wheat, 1gG, F4) 572
BeTa-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572
Koposbe Monoko (F2), annepren-cneunduyeckue 1gG (Milk, 19G, F2) 572
Tomarsl (F25), annepreH-cneyundgunyeckme IgG (Tomato, 1gG, F25) 572
Mpoco (F55), annepren-cneyudumyeckne IgG (Common Millet, IgG, F55) 572
AHaHac, IgG (Pineapple, 1gG, F210) 572
BbapaHuHa, IgG (Lamb, IgG, F88) 572
CsuHuHa (F26), annepreH-cneunguyeckue IgG (Pork, IgG, F26) 572
JnmoH (F208), annepreH-cneundguryeckue IgG (Lemon, IgG, F208) 572
baHaH, IgG (Banana, IgG, F92) 572
AnuHbini xxentok (F75), annepreH-cneunduyeckne 1gG (Egg Yolk, IgG, F75) 572
AnuHbln 6enok (F1), annepreH-cneuuguyeckre IgG (Egg White, 1gG, F1) 572
KypuHoe msaco (F83), annepreH-cneundguyeckue 1gG (Chicken Meat, IgG, F83) 572
KapTtogens (F35), annepreH-cneungudeckue 1gG (Potato, 1gG, F35) 572
AnenbcuH, IgG (Orange, IgG, F33) 572
IpeiindpyT (F209), annepren-cneymdmyeckne IgG (Grapefruit, IgG, F209) 572
Manro (F91), annepreH-crneuyundunyeckne IgG (Mango, 1gG, F91) 572
Apaxwc, IgG (Peanut, 1gG, F13) 572
Cmech nuLLeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84, F91, F92, F210), Food
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1430
TbikBa (F225), annepreH-cneunguyeckue IgG (Pumpkin, 1gG, F225) 572
CoeBble 606bI (F14), annepreH-cneunguyeckue 1gG (Soybean, IgG, F14) 572
Mopkoss (F31), annepreH-cneympuueckne IgG (Carrot, 1gG, F31) 572
rossguHa (F27), annepreH-cneuundgudeckme IgG (Beef, IgG, F27) 572
Mekapckume gpoxokn (F45), annepreH-cneundguyeckue IgG (Baker's Yeast, IgG, F45) 572
Kanycta kodaHHas (F216), annepreH-cneundguyeckue IgG (Cabbage, IgG, F216) 572
MueHble gpoxoku (F403), annepreH-cneuundmnyeckme IgG (Brewer’s Yeast, IgG, F403) 572
dyHayk (F17), annepreH-cneunduyeckue 1gG (Hazelnut, 1gG, F17) 572
KaseuH (F78), annepreH-cneyunguyeckume IgG (Casein, IgG, F78)) 572
Mepcuk (F95), annepreH-cneundudeckue 1gG (Peach, 1gG, F95) 572
A6noko (F49), annepreH-cneyundmyeckme IgG (Apple, IgG, F49) 572
[epnec-Bupyc yenoseka 6 Tmna
AHTUTeNa Knacca IgG Kk repnecupycy yenoseka 6 Tmna (Anti-HHV-6 1gG) 671

l'epnecsupyc 6 Tmna, onpegenenve AHK B cntoHe (HHV-6 DNA, Saliva)* 275



FepnecBupyc 6 Tna, onpegeneHve JHK B cocko6e anuTeMabHbIX KNETOK YPOreHUTabHOro

TpakTa (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 6 TMna, onpegenexHve AHK B cekpete npoctartsl, askynate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
lepneceupyc 6 Tvna, onpegeneHne AHK B cockobe anutennanbHbIX KNeTOK CAM3UCTOM Hoca 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 Tmna, onpegeneHne AHK B moyve (HHV-6 DNA, Urine)* 275
lepnecsupyc 6 Tnna, onpegenexHve AHK B cnuHHOMO3roBol xuakoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tmna, onpegenenne AHK B Boinote (HHV-6 DNA, Exudate)* 275
l'epnecsupyc 6 Tvna, onpegenenne AHK B BeHo3Hol kposu (HHV-6 DNA, Blood)* 418
lepnecsupyc 6 Tvna, onpegeneHne AHK B cockobe anutennanbHbIX KNeTok potornotku (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 Tvna, onpegeneHve AHK B cbiBopoTke KpoBu (HHV-6 DNA, Serum)* 418
XnamuguiiHasa nHMeKUmMs, xnaMmmanos (xnammann)

Xnamngusa (Chlamydia pneumoniae), onpegenexune AHK B catoHe (Chlamydophila pneumoniae,

- 429
DNA, Saliva)*
Xnamngusa (Chlamydia trachomatis), onpegenerve JHK B cekpeTe npoctarhl, 3akynate (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia trachomatis (Anti-cHSP60 1gG) 583
AHTuTeNna Knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnamngms (Chlamydia pneumoniae), onpegenenve AHK B nnasme kposwu (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTUTeNa Knacca lgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgG ) 561
AHTuTeNa knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamngusa (Chlamydia trachomatis), onpegenerHvne JHK B cockobe anuTtenmasbHbIX KNeToK 275
cnnsuctoli npsmoit knwkm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamugus (Chlamydia trachomatis), onpegeneHne OAHK B cocko6e anuTenmanbHbIX KNeToK 275
yporeHutansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTeNa knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gG) 539

XenukobakTtep nunopu, onpegeneHne AHK B 6uontarte cnm3ncToi xxenyaka n/vnm
ABeHaguaTunepcTHol kuwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamugus (Chlamydia trachomatis), onpegeneHve HK B cocko6e anutennasnbHbIX KNeTok

KOHBIOHKTMBBI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AHTuTeNa Knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamngms (Chlamydia pneumoniae), onpegenenne AHK B mokpoTte (Chlamydophila pneumoniae,

869
DNA, Sputum)*
AHTUTeNa Knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamngusa (Chlamydia trachomatis), onpegenerHne OHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamugus (Chlamydia trachomatis), onpegeneHne AHK B cnuHHOMO3roBol xkugkoctu (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamugus (Chlamydia trachomatis), onpegenexve OHK B Beinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamugumsa (Chlamydia trachomatis), onpegenerve JHK B cuHoBuanbHo xugkoctn (Chlamydia 506
trachomatis, DNA, Synovial Fluid)*
Xnamngusa (Chlamydia pneumoniae), onpegeneHue AHK B cockobe anutennanbHbIX KNeTok 429
potornotkm (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamugus (Chlamydia trachomatis), onpegenexHve JHK B cocko6e anutenmasnbHbIX KNeTok 275
potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*

Cudmnuc

bnegHas TpenoHema, onpegeneHue AHK B cekpete npocrartkl, askynste (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BnegHas TpenoHema, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK YPOreHUTalbHOro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
bnegHas TpenoHema, onpegeneHune AHK B mouye (Treponema pallidum, DNA, Urine)* 275
BnegHas TpenoHema, onpegeneHune AHK B cninHHOMO3roBoii xuakoctu (Treponema pallidum, 275
DNA, Cerebrospinal Fluid)*
bnenHasa TpenoHema, onpegeneHue AHK B cbiBopoTke KpoBK (Treponema pallidum, DNA, Serum)* 407

bnegHasa TpenoHema, onpegeneHne AHK B otgensemom (Treponema pallidum, DNA, Secretion)* 275



AHTUTEeNa Knaccos IgM 1 1gG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM,

IgG, Total) 418
BnegHas TpenoHema, onpegeneHne IHK B cockobe anvnTennanbHbIX KNeToK Koxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BbnegHas TpenoHema, onpegeneHue AHK B cockobe anutennabHbIX KNeTOK POTOMIOTKM 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTUTENa Knacca IgG Kk Treponema pallidum, BbisBNsiemMble METOLOM UMMYHOOBNOTTUHTA
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
BnegHas TpenoHema, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK KOHbIOHKTMBBI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTuTeNa Knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudmnmc RPR — aHTuKapamonuniunHoBblii TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTUTENa Knacca IgM K Treponema pallidum, BbisBAsieMble METOLOM UMMYHOBNOTTUHTA
. ) 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHKa aHAPOreHHOro cratyca
A09.05.078 TecTocTepoH (Testosterone) 385
JerngposnuaHgpoctepoH-cynbar (J3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-keTtoctepoungbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
Inob6ynuH, cesizbiBatoLMiA nonoBble ropmoHsbl (TCHIN) (Sex Hormone-Binding Globulin, SHBG) 396
AHppocTeHanoH (Androstenedione) 1100
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBO60OAHbIN TecTocTEPOH (Free Testosterone) 957
AHApOCTEHANON NIOKYPOHNS (AHAPOCTaHAmonN raokypoHua) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
AunrngpotectoctepoH (A T) (Dihydrotestosterone, DHT) 1430
Broxmmunsa moun (pasoBas aKCKpeLus)
Benok, pasosas MopLUms MOU (C KpeaTMHNMHOM ¥ pac4eTOM HOPMaSM30BaHHOTO MO KPeaTUHNHY
: . . L : o ! . 286
nokasarens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
Marnwuii, pasoBas Nopuus MO4u (C KPeaTMHUHOM M pacyeToM MarHWiA/KpeaTHNH OTHOLLEHWS) 583
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas KucnoTa, pasoBas NOPLMA MOUM, C KPEATUHMHOM M pacyeToM HOPMaIM30BaHHOrO Mo 308
KpeaTUHWHY NoK-/s
docdop, pazosas NopLms Moun (C KpeaTMHUMHOM 1 pacyeToM HOPMaIn30BaHHOIO MO KpeaTVHUHY
nokasarens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319
calculation)
Okcanarbl, pa3osas nopLms Moun (C KpeaTMHUHOM ¥ pacyeToM HOPMaIM30BaHHOrO No
KpeaTuHUHy nokasatens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1485
calculation)
Anb6yMVH, pa3oBas NopLMs MOYY (C KpeaTUHMHOM U pacyeToM aibbyMuH/KpeaTHWH
oTHoweHusa) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 495
UACR)
Kanbuwii, pasoBas nopums Moum (C KpeaTMHMHOM 1 PacyeTOM KasibLii/KpeaTuHUH OTHOLLEeHWS) 220
(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)
KoHueHTpauus B mode (Urine Creatinine) 55
OnpegeneHne cneyngmnyeckmx IgE: annepreHbl XXUBOTHbIX
TapakaH, IgE (Cockroach, IgE, 16) 484
Cobaka, IgE (Dog Epithelium, IgE, E2) 484
OsBua, anutenuii, IgE (Sheep Epithelium, IgE, E81) 484
BonHucTbI nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 484

Cmech anfepreHoB AOMaLLHWX FPbI3YHOB: 3NUTENNI MOPCKOW CBUHKMN, 3NUTENNIA KPOSIMKA,
3aNUTENNIA XOMSIKa, Kpbica, MblLb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 1045
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuHKa, anutenuii, IgE (Guinea Pig Epithelium, IgE, E6) 484
Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 484
Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 484

BUY-nHpekuns (BMpyc UMMyHOZepuUumnTa YenoBeka)

AHTUTENa K BUY 1 1 2 n aHturen BUY 1 n 2 (HIV Ag/Ab Combo) 319



BWNU-1, onpegeneHne PHK B nnasme kposu (HIV RNA, Plasma)*
JlekapCTBEHHbIA MOHUTOPUHT
3Beponumyc (Everolimus)
LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune)
TepupnyHomug, nepnyHomng (metabonut) (Teriflunomide, Leflunomide metabolite)
NeseTtupauertam (Levetiracetam, Keppra®)
Kapb6amasenuH (®unnHnencuH, Terpeton) (Carbamazepine, Tegretol)
MwuToTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma)

®eHnTonH (AndeHunH, AnnaHtuH) (Phenytoin)

Takponumyc (Aasarpad, MNporpad, NpoTonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTpnoxuH (Lamotrigine)
Banbnpoesas kucnota (JenakuH, KoHBynekc) (Acidum Valproicum, Depakin, Convulexs)
A09.05.035.002 deHobapbutan (JllommnHan) (Phenobarbitalum)

FoHOpes (TOHOKOKK)
roHoKOKK, onpegeneHue AHK B cekpete npocTartel, 3skynsaTe (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*

IOHOKOKK, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK CAM3NCTON NPAMOIA KULLKA
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

FoHOKOKK, onpegeneHune AHK B cnHoBmanbHo xunakoctn (Neisseria gonorrhoeae, DNA, Synovial
Fluid)*

Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve YyBCTBUTENIbHOCTU K
aHTUMUKPOOGHLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

FoHOKOKK, onpegeneHne AHK B cocko6e anutennanbHbIX KNeToK KOHbIOHKTMBBI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

FoOHOKOKK, onpegeneHune AHK B cockobe anutennanbHbix KNeTok potornotky (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

FoHOKOKK, onpegeneHne AHK B modye (Neisseria gonorrhoeae, DNA, Urine)*

IOHOKOKK, onpegeneHve IHK B cockobe snuTennanbHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

NakTo6akTepun, naktobaumnsibl

Nakrobaktepun, onpegeneHne JHK B cocko6e anuTenmanbHbIX KNeTOK YPOreHUTa/lbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpnamnos, I'ICEB,EI.OMEM6paH03HbIﬁ KOnT

PasgenbHoe onpegeneHne TokcnHa A 1 TokcrHa B Clostridium difficile B kane, aHTUreHHbIR TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)

Moces Ha knoctpuamm (Clostridium difficile, nceBgomem6paHo3HbIli konuT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpalumaHue no ManaHvkonay ? Pap-tect

LiMTonornyeckoe nccnegoBaHne 6uomMateprana CocKo60B By/bBbI 1 BaranuiLa, KpoMe LWeliku
MaTKu (OKpalwvBaHue no ManaHukonay, Pap-Tect)

LiTonornyeckoe nccnefoBaHne 6uomarepuana Leliku Matku (okpatuvBaHme no ManaHukonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test)

OnpegeneHve crneumnduyeckux IgE: GbITOBbIE annepreHbl
JomawHas nbinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
Knewy Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)

Cmeck annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium

notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

14234

3630
1045
3630
3740
2882
3630
1276

1573

3740
891
2882

275

275

506

990

275

275

275

275

352

1320

1375

1100

1100

484
484
484
484
484
484
484

1045

484



OnpegeneHne cneympmnyecknx IgG: 6bITOBbIE aniepreHbl
Knewy Dermatophagoides farinae (D2), annepreH-cneunguyeckue 1gG (Dermatophagoides farinae,

IgG, D2) 572
JomawHas neinb/Greer (H1), annepreH-cneunguyeckue 1gG (House Dust — Greer, 1gG, H1) 572
MneceHb Cladosporium herbarum (M2), annepren-cneuymdudeckme IgG (Cladosporium herbarum, 572

IgG, M2)

Cmeck annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*

MneceHb Penicillium notatum (M1), anneprex-cneumdunyeckue IgG (Penicillium notatum, IgG, M1) 572
Knew, Dermatophagoides microceras (D3), annepreH-cneyundunydeckue IgG (Dermatophagoides 572
microceras, IgG, D3)
Knewy Dermatophagoides pteronyssinus (D1), annepreHn-cneymdunyeckne IgG (Dermatophagoides 572
pteronyssinus, 1gG, D1)
MneceHb Alternaria tenuis (M6), annepreH-cneunguyeckue IgG (Alternaria tenuis, IgG, M6) 572
PenpopgyKTnsHoe 340poBLe

HapyLeHus cnepmaToreHesa: paclumpeHHas naHenb (AZF-pernoH) (6e3 onucaHus pesynbTaTtos
Bpa4yoM-reHeTnkom) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without 10219
Description))
Xouy cTatb MaMoW: OCTOXHeHUs 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onucaHuAa pe3ynbTatoB BpavyoM-reHeTnkom) (Want to Become a Mother: Pregnancy 17270
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
BporkaeHHas runepnnasvsa HagnoveyvyHnKoB, reH CYP21A2, u.m. (Gene CYP210HB, Freq. Mut.) 10769
CKNOHHOCTb K TpOM603am npu 6epeMeHHOCTN: MUHUMasbHasA naHenb (reHbl F2, F5) (Thrombotic

. e 3003
Tendency in Pregnancy: Minimum (Genes F2, F5))
leHeTU4Yeckme hakTopbl My>CKOro 6ecnnogms (reHbl AR, CFTR; AZF-pernoH) (Genetic Factors of 18062
Male Infertility (Genes AR, CFTR; AZF-Region))
BO3HUKHOBEHME N30NMPOBAaHHBIX MOPOKOB pPa3BuTUs y nnoga (reHsl MTHFR, MTRR, MTR) (Isolated 5808
Malformations in Fetus (Genes MTHFR, MTRR, MTR))
Xouy cTaTb MaMOii: OCNOXHEHMWS 6ePEMEHHOCTM (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 19998
RHD))
MpuBbIYHOE HEBbIHALLNBAHNE BEPEMEHHOCTU, B T. Y. CKITOHHOCTb K TPOM603aM npu 6epeMeHHOCTH:
paclumpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onvcaHus pe3ynbTatos 7898

Bpadom-reHeTnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpOMOBOTUYECKME OCNOXHEHNS NMPU CTUMYNALUK OBYNALMK (reHbl F2, F5) (6e3 onncaHus
pe3ynbtatoB Bpavyom-reHetrkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))

BO3HWKHOBEHME N30MPOBAHHBIX MOPOKOB Pa3BuTUs y nnoga (reHsl MTHFR, MTRR, MTR) (6e3

onuvcaHusa pesynbTatoB BpayoM-reHeTrKom) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecTo3bl U heTonnaueHTapHas HegocTato4HOCTh (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpoM6oTnYecKne OCNOXKHEHNA NPY CTUMY AL oByNauum (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TpOM603aM Nnpu 6epeMeHHOCTU: MUHMasbHasA NaHesnb (reHbl F2, F5) (6e3 onucaHms
pe3ynbTatoB Bpadom-reHetnkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

MprBbIYHOE HeBbIHALLIMBaHNE 6EPEMEHHOCTH, B T. Y. CKNIOHHOCTb K TpOM603am nNpu 6epeMeHHOCTU:

pacwmpeHHas naHesnb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTo3bl 1 heTonnaleHTapHas HegocTatouHoCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onuvcaHusa pesynbTatoB BpayoM-reHeTnKom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHbIe Cy4van paka MOJIOYHO enesbl n/nnu smdHnkos BRCAL, BRCA2, CHEK2, NBS1

11671

3003

(Hereditary Breast and/or Ovarian Cancer ) 10285
OkpawmaHue no PomaHoBCKOMY-IMM3e

MccnepgoBaHne MoKpoThl (Examination of Sputum) 825

VccnepgoBaHme TpaHCCyaaToB, aKccyaaToB, cekpeTos (Examination of Transudates, Exudates, 508

Secrets)

VcecnepgoBaHna NpombIBHbIX BOA, 6poHX0B (MccnefoBaHue cMbIBOB ¢ 6poHxoB) (Examination of 649

Bronchial Washouts)

VcenenosaHuve nyHKTaToB KOXu (Examination of Punctates: Skin) 649

MccnepgoBaHume sHAockonuyeckoro matepuana (Examination of Endoscopic Material) 649



A08.20.004 Lutonornyeckoe vccnegosaHue acnupara U3 nosioct Matkum 660

VccnepgoBaHme aHAOCKOMMYECKOro MaTepmnana Ha Hanmuuve Helicobacter pylori (Examination of
Endoscopic Material: Presence of Helicobacter pylori)

LinTonornyeckoe nccnefgoBaHne marepvana, nosy4eHHOro Npy XMpypruveckmx BMeLLaTebCTBax 1
Lpyrnx cpoyHbIx nccnefosaHmsx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

YXXngkocTtHas uuTonorus. Liutonornyeckoe ncecnegoBaHme buomareprana Wenkn matku
(okpawmBaHue no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe nccnegoBaHne anuTeNuns Wenku MaTku ¢ onnucaHnem rno TePMUHOMOMMYECKOIA
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

Lintonornyeckoe uccnefoBaHne cockoba (Maska) Cm3ncTon 060104KM NoA0CTN Hoca (ogHa

nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

781

1320

ViccnenoBaHve BblAeNneHnn N3 MONOYHOM Xenesbl (Examination of Breast Discharge) 528
ViccnefoBaHve NyHKTaTOB APYrMX OpraHoB v TKaHel (Examination of Punctates: Other Organs and

Tissues) 825
VccnepoBaHume oTnevartka ¢ BHyTpumato4Hol cnupanm (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
MccnepoBaHme NyHKTaTOB MOJIOYHOW »kenesbl (Examination of Punctates: Breast) 649
VcenenosaHve cOCKOBOB 1 OTNEYATKOB Ornyxonei n onyxonenogobHbIx o6pa3osaHuii (Examination

. A ’ . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
WccnepoBaHne moum (Examination of Urine) 528

LinTonornyeckoe nccnegoBaHne nyHKTata WUTOBUAHOWM Xenesbl C ONvMcaHneM no
TEPMUHOIOTMYecKol Knaccngukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

VccnefoBaHve COCKOBOB M OTNEYATKOB C MOBEPXHOCTU KOXM M cnn3mcTbix (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 429
ViccnefoBaHve COCKOGOB LLIEKM MaTKu U LepBUKaNibHOTO KaHana (Examination of Scrapings: Cervix 627
and Cervical Canal )
Kopb
AHTUTENa Knacca IgM K Bupycy kopu (Anti-Measles IgM) 781
AHTUTeNa Knacca IgG Kk Bupycy kopu (Anti-Measles IgG) 880
KneLeBoii aHLehanuT, BUPYC KIeLLeBoro aHuehanmra
AHTUTENa Knacca IgG K Bupycy knewesoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV) 508

I9G)

NabopaTtopHoe nccnegoBaHue Knewa ans soisisneHns PHK/QHK Bo36yautenein nHhekumii,
nepefatoLLMXcs UKCOA0BbIMM Knelamu: KNELLEBOW SHLEGAJINT, BOPPE/IMO3 (BOME3Hb
JNIAIMA), AHAM/TIA3MO3, 3P/IXO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. |, Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTeNa Knacca IgM Kk Bupycy kneweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 671
HacnefctBeHHble 601e3HM 06MEHa BELLECTB Y HOBOPOXKAEHHBIX/CKPUHWHT «[MATOYKa»

B3XXX-MC-MC opraHuyecknx kucnor (cykumHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949

YacTtas mytauus B reHe HADHA (HefoctaTtouHOCTb A/IMHHOLLENOYEYHO

3-rugpokcnaumn-KoA-gerngporenassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511

Dehydrogenase (LCHAD) Deficiency))

CKpPVHUHT HOBOPOXAeHHbIX «[MATOYKA» (Newborn Screening "HEEL")* 5489

OnpegeneHne akTMBHOCTN BUOTUHUAA3LI (He4OCTaTOMHOCTL 6MoTMHMAask!) (Biotin-Dependent 5511

Carboxylases Activity (Biotinidase Deficiency))

YacTtaa mytaums B reHe GCDH (rnytapoBas aunaypus tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5511

Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

AHanM3 cnekTpa OpraHNYecKnx KMCNoT MOYM METOLOM ra3oBOW Xpomatorpagpun ¢

macc-cnektpometpueii (TX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

YacTnyHbIli aHanma reHa ASS (untpyninHemust) (ASS Gene, Freg. Mut. (Citrullinemia)) 10483
MonHbIli aHanu3 reHa GCDH (rnytaposas aumaypus Tmn 1) (GCDH (Glutaryl-CoA Dehydrogenase)

- P 44440
Gene (Glutaric Aciduria, Type 1))
YacTtas mytauus B reHe ACADM (HefocTaTo4yHOCTb CPeAHELLeNoYeYHO M AernaporeHasbl XXUPHbIX
kmucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511

Deficiency))
YacTble myTaumm B reHe FAH (TposuHemus tmn 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174



Yacrtaa myTtaums B reHe BTD (HegoctatouHocTs 6uotuHuaasel) (BTD (Biotinidase Deficiency) Gene,

Freg. Mut.) 5511
MonHbIi aHann3 reHa FAH (TuposnHemuns tvn 1) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbIi aHann3 reHa OTC (He[OCTaTOMHOCTb OPHUTUHTPaHckapb6amunasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
3wepnxmos (K1LevHas nanoyka, awepuxums, Escherichia coli)

MoceB Ha kuwweyHyto nanoyky (Escherichia coli O157:H7, awepuxnos), onpegenexHve

YyBCTBUTENIbHOCTM K aHTUMUKPOGHbLIM NpenaparaM 1 6aktepuodaram (Escherichia coli 0157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuLweyHyto nanoyky (Escherichia coli O157:H7, awepuxnos), onpegeneHue

YyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM Npenapartam (Escherichia coli 0157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

ViccnefoBaHve Ha KulleyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos), anapenHnbiia

CUHAPOM, aHTUreHHsI TecT (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic 1023
Assay)
rp
Bupyc nmmyHogedmumTa YenoBeka tmna 1, kKadectBeHHoe onpegeneHune PHK (Human 2717
immunodeficiency virus, quality, RNA) B CbIBOPOTKE KpOBU
Mapsosupyc B19, onpegenexHve AHK 363
Pe3yc-thaktop nnoga. BeisisneHune reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 6105
mother's blood)
MapBosupyc B19, onpegeneHve AHK 363
Mapsosupyc B19, onpeseneHve AHK 363
AHTUTEHHbLIE TECTbI
JlernoHenna, BbISIBNEHME aHTUTEHa B MoYe, UMMyHoxpomatorpadgus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)
PecnvpaTopHO-CUHUNTUANbHbIA BUPYC (PC-MHMEKLMS), BbISBNIEHNE aHTUreHa,
nMMyHoxpomatorpadgus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

Xnamuauu, BoisiBfieHVe aHTUIeHa B Ma3kax YpPOreHUTaslbHOro TpakTa, VIMMyHOXpOMaTOFpa(*)VIH

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122
FoHopeﬂ, BbIABNIEHNE aHTUIeHa, ummyHoxpomarorpagus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)

Kamnunobakrep, fuapeliHblii CMHAPOM, BbISB/IEHWE aHTUIeHa B Kane, UMMyHOXpoMaTorpadms 1144

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)

HOPOBWPYC (Norwalk virus) - agnapeiHblii CUHAPOM, BbiSIB/IeHNe HOpoBUpYca reHorpynn | n Il B
kane, ummyHoxpomarorpagus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

MHEBMOKOKK, BbISIBIEHWE aHTUTeHa B Moye, UMMyHOXpoMaTorpagus (Streptococcus pneumoniae,

L - : . 1584
One step rapid immunochromotographic assay, antigen, urinae)
SHTEPOBUPYC, BbISIBNEHME aHTUTEHA B Kasle, MMMyHOXpomaTorpadgus (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)
AyTOMMMYHHbIEe 3a601eBaHNA KOXN
AHTUTEeNa Knacca IgG k gecmorneunny-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2376
AHTUTeNa Knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTMTeNa knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTUTeNa Knacca IgG k gecmocomam anugepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376
and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTeNa K 6a3asibHO MeMbpaHe Koxu, IgG (Basement membrane zone antibodies, IgG) 2222
AHTuTeNa knacca IgG k gecmorneunny-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376
XenvkobakTepHas UHGeKLUNS (XxennkobakTep)
AHTuTeNa Knacca IgA K Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTeNa knacca IgG k Helicobacter pylori, BbisiBnsieMble METO4OM MMMYHOGIOTTUHTA
. - . 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTUTeNa knacca IgA k Helicobacter pylori, BbisBnsiemMble METOLOM MMMYHOBNOTTUHIA
[ i i 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTUTeNa knacca lgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypeasHblii gbixatenbHblii TecT (??C-YAT, 13C-Urea Breath test, UBT). BbisiBneHue 2398

nHpekunn Helicobacter pylori
AHTuTeNa Knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 770



Ty6epkyne3 (MmkobakTepumn Tybepkynesa)
Mwukobaktepuu Tybepkynesa, onpegeneHve AHK B mokpoTe (Mycobacterium tuberculosis, DNA,
Sputum)*
Mwukob6akTtepumn Tybepkynesa, onpegeneHve OHK B cuHoBManbHoOM »umakoctn (Mycobacterium
: - . 506
tuberculosis, DNA, Synovial Fluid)*
Mwukobaktepun Tybepkynesa, onpegeneHne JHK B cnMHHOMO3roBoi xwugkoctn (Mycobacterium

649

tuberculosis, DNA, Cerebrospinal Fluid)* 275
Mwukobaktepuun Tybepkynesa, onpegeneHve HK B BbinoTte (Mycobacterium tuberculosis, DNA, 275
Exudate)*
Mwukob6akTepun Tybepkynesa, onpegeneHune JHK B cekpeTe npoctaThl, 3skynate (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTUTENa Knaccos IgM, IgA, IgG kK Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium 1793
tuberculosis IgM, IgA, IgG, Total)
Mwukob6aktepun Tybepkynesa, onpegeneHne HK B mouye (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mwukobaktepuu Ty6epkynesa, onpegeneHve OHK B cbiBopoTke kposu (Mycobacterium tuberculosis, 429
DNA, Serum)*
Mwukobaktepun Ty6epkynesa, onpegeneHne JHK B MeHcTpyanbHol kpoBu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KoMnneKcHbIE MIMMYHOIOTUYECKME NCCE[OBAHMS
Linpkynmpytowme nmmyHHble komnnekcol (LK) o6wyme (Circulating Immune Complexes (CIC) 1188
Total)
daroymTapHas akTMBHOCTb nelikountos (Phagocytic Activity of Leucocytes) 1100
Cnoco6HocTb numMdounToB K aktuBauum (Lymphocyte Activation Ability) 3795
CD4+ T-numdoumTbl, % 1 abcontoTHoe KonuyecTso (T-xennepbl, CD4+ T-cells, Percent and 1507
Absolute)
AKTMBUpPOBaHHble numMpounTel (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdoumnTel, % 1 abcontoTHoe kKonmyectso (CD19+ numdountel, B-cells, Percent and Absolute) 1507
deHoTMNMpPOBaHMe nuMpoLMTOB (OCHOBHLIE cybnonynauumn) — CD3, CD4, CD8, CD19, CD16, CD56 3795
(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
MmmyHorno6ynuHel G (nogknacesl IgG1, 1gG2, 1gG3, IgG4) 13761
BeTpsiHasa ocna (OnoscbIBatoLLMiA nnLLait)
AHTUTENA Knacca IgM K BUpycy BETPSIHOW Ocnbl 1 onosickiBatoLero nuwas (Anti-Varicella-Zoster 858
Virus IgM, Anti-VZV IgM)
Bupyc Varicella-Zoster, onpegenerve HK B cbiBopoTKe KpoBu (Varicella ZosterVirus, DNA, serum) 396
AHTUTENa knacca IgG K BUpycy BETPSHOW OcCMbl 1 onosickiBatoLero nuwas (Anti-Varicella-Zoster 781

Virus IgG, Anti-VZV 1gG)
Bupyc Varicella-Zoster, onpegeneHne AHK B cockob6e anuTennanbHbIX KNETOK CIU3UCTOM 396
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpegenernne OHK B cntoHe (VaricellaZosterVirus, DNA, saliva) 396
[nsentepusa 6aktepunasbHas, LUMrennes, Wurensbl
MoceB Ha NATOreHHyo KMLLEYHYIO (h1opy, onpeeneHre YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam u 6akrepuodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

PIMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 484
MoceB Ha naToreHHyto kuLeyHyto gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 858
Identification)

PMrA c Shigella sonnei (Shigella sonnei, IHA) 484
MoceB Ha NaTOreHHYIO KMLLEYHYIO (hriopy, onpeaeneHne YyBCTBUTENIbHOCTM K aHTUMUKPOOHbIM

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067
Susceptibility Testing)

PIMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

VIMMYHOTMCTOXMMUYECKne nccnefoBaHuns

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOrnctoxmmmuyeckoe nccnegosaHue, VIrX (bnomarepuan,

(hMKCUPOBaHHBIN B NapadunHoBom 610ke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npefcraTenbHO Xenesbl — KOMMNAIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCef0BaHNE C OLLEeHKOM

akcnpeccum: anbha-meTunaunn-KoA-pauemasbl (P504S, AMACR), LUTOKEPATUHOB BbICOKOrO

MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(34?E12), p63)*



MmmyHoructoxmmmyeckoe (UMX) nccnegosaHue: guarHocTuka numMgonponugepaTuBHbIX
3aboneBaHuii (6uomatepran, 3aKniYeHHbIn B napaduHoBbIi 610K) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccusi, MIMMYyHOTMCTOXMMUYECKOE 1CCNef0BaHMe: OLEeHKa NpondepaTnBHON
aKTUBHOCTYM MO akcnpeccun Ki-67 (bromatepuan, PUKCUPOBaHHbIA B hOpMasMHOBOM Gydepe)
(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VMIMMyHOrMcToxmmMmmyeckas gnarHocTmka XpoHMYecKoro 3HAOMETPUTA — BblsIBNIEHME
nnasmatnyeckmx knetok (CD138) (bnomatepuan, hUKCMPOBaHHBI B NapaguHoBom 6510ke) (Chronic
Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Paraffin Block))

MmmyHoructoxmmmyeckoe (UMX) nccnegosaHme: guarHocTuka numMgonponugepaTuBHbIX
3aboneBaHuii (6uomatepuan, pUKcMpoBaHHbIV B hopMannHoBom 6ydepe) (Immunohistochemical
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeLienTopbl K 3aCTporeHam 1 nNporecTepoHy, UMMYHOTUCTOXMMUYECKOe nccrefoBaHne
(bnomatepwman, hrkcnpoBaHHbIN B napadguHoBom 610ke) (Estrogen and Progesterone Receptors,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKOE UCCNef0BaHNe MapKepa paHHel AMarHoCTUKN AUCMNa3nK C BbICOKOM
CTEMEHbIO pucKa 03/M10KavecTBneHus: pl6INK4a (briomatepuan, (MKC1pOBaHHbIN B NaparHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

MmmyHoructoxmmmyeckoe (UMX) nccnegoBaHune: AUarHOCTMKa rMcToreHesa MetacTtasoB npu
HeyCcTaHOB/IEHHOM NEPBUYHOM o4are (CNEKTP MapKepPOB A5 BbISIBNEHUS TKAHEBO
npuHagneXxxHoctn) (briomarepuan, 3akoYeHHbIN B NapagnHoBbIi 6/10K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeLienTopbl K 3aCTpOreHam 1 NporecTepoHy, UMMYHOrMCTOXMMMUYecKoe uccrefosaHue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npefcraTenbHON Xenesbl — KOMMNAIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCef0BaHNE C OLLEHKOM
aKcnpeccuu: anba-metunaunn-KoA-pauvemassl (P504S, AMACR), LMTOKepaTMHOB BbICOKOIO
MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(34?7E12), p63)

VIMMYHOIMCTOXVMUYECKOE UCCNefOBaHNe Mapkepa paHHel AMarHOCTUKN AUCMNasmm ¢ BbICOKOM
CTEMEHbIO pUcKa 03/10KavecTBNeHMs: pl6INK4a (6riomatepuan, (MKCUpPOBaHHbIN B (POPMa/TMHOBOM
6ytepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

OnpegeneHne HER2 ctaTtyca onyxonu MeTogoM MMMYHO(yOpPeCLEHTHON rmbpunansaumm in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccusi, UIMMyHOTMCTOXMMUYECKOE UCCNef0BaHMe: OLEeHKa NpoandepaTyBHON
aKTMBHOCTM No akcnpeccum Ki-67 (6uomatepuran, PUKCMpoBaHHbIl B napagmHoBom 610ke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMyHOrMCTOXMMUYECKas AnarHoCTUKa XPOHNYECKOro 3HAOMETPUTA — BblSIB/IEHME
nnasmatmyeckmx knetok (CD138) (buomartepuran, GUKCUPOBaHHEI B hopmManinHoBOM Gydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOTMCTOXMMUYECKoe uccnegosaHuve, UIMX (bromarepunan
(hMKCMpPOBaHHbI B hopmannHoBom bydepe) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

MmmyHoructoxmmmyeckoe (UMX) nuccnegoBaHune: AUarHOCTMKa rmcToreHesa MetactaszoB npu
HeyCcTaHOB/IEHHOM NEPBUYHOM o4are (CNEKTP MapKepOB A5 BbISBIEHUS TKAHEBO
npuHagneXxxHoctn) (bromarepuan, (MKCUPOBaHHBIN B hopMaMHOBOM 6ytdepe)
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial
in Formalin Buffer))*

OueHKa yHKLUUN LMTOBUAHOM XXenesbl
A09.05.065 VccnepoBaHue YPOBHS TUPEOTPONHOTo ropmoHa (TT) B KpoBu
A09.05.064 TMPOKCUH 06LWmiA (T4 06wwia, TeTpaiogTMPOHMH 06wwmit) (Total Thyroxine, TT4)

A09.05.061 TpuiioagTMPOHKH cBO60AHbIN (T3 cBOBOAHBIN) (Free Triiodthyronine, FT3)

AHTUTENA K MMKPOCOMa/bHOM (hpakuumn TmpeountoB (AT K MUKPOCOMaNbHOMY aHTUTEHY
Tupeoumntos, AT-MAT, AMAT, TMpeonaHble aHTUMUKPOCOMasbHble aHTuTena) (Anti-Thyroid
Microsomal Antibodies)

A09.05.063 VccnepoBaHue ypoBHS CBOGOAHOIO TMPOKCMHA (CT4) CbIBOPOTKM KPOBU
AHTUTENA K TUpEonaHoW nepokcuaase (AT-TMO, MMKpocomasbHble aHTUTena) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOADb, Anti-TPO)

A12.06.046.001 AHTuTena K peuentopam TTI (AT K penentopam TMPEOTPONHOro ropMoHa B
CbIBOPOTKe KpoBu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor
Antibodies, TSHRADs, TSH binding inhibitor immunoglobulin, TBII)

27808
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7854
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385
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385
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AHTUTENa K TpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 484
A09.05.117 Tupeorno6ynuH (Tr) (Thyroglobulin, TG) 693
TUPOKCUHCBA3bIBAIOLLAA COCOBHOCTL (MOrNoLLEeHNe TUPeoUAHbIX FOPMOHOB; NHAEKC CBA3bIBAHNA
TUPOKCUHA; MHAEKC CBOBOAHOrO TMpOKeMHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioaTMPOHMH 06wWwmin (T3 obwwii) (Total Triiodthyronine, TT3) 385
MpoayKTbl 4nsi cepTndrkKaTos
KopoHaBupyc SARS-CoV-2, onpegenenne PHK B Ma3ke cO CIM3UCTO HOCOMNOTKU 1 POTOINOTKN 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOrMYHbIE UCCNEf0BaHNSA MOYBbI
MouBa: kOMNNeKcHaa arpoxummnyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: kOMNNeKcHaa TOKCUKonornyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OueHKa (hyHKUMM rmnogumsa
A09.05.066 CoMaToTpOnHbIA FOPMOH (comaTtoTponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 ALpPeHOKOPTMKOTPONMHBI ropMoH (AKTT, kopTnkoTponuH) (Adrenocorticotropic
682
Hormone, ACTH)
ComatomeguH C (MHcynmHonopo6HsIl thaktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 /ltoTenHm3upytoLLmii ropmoH (/1) (Luteinizing Hormone, LH) 385
MakponponaktnH (Macroprolactin)* 1188
A09.05.087 MponakTnH (Prolactin) 385
A09.05.132 donnmkynoctumynmpyowmii ropmoH (®Cr) (Follicle Stimulating Hormone, FSH) 385
AYTOMMMYHHbIE MOPaXKEHUS NEYEHN
AHTUTENa Knacca IgG K acuanornMkonpoTeMHoBoMy peLentopy (aHTU-ASGPR) (Autoantibodies 1705
Against Asialoglycoprotein Receptor, Anti-ASGPR, IgG)
AHTUTENa Knaccos IgA, IgG, IgM K MUTOXOHAPUAM (AHTUMUTOXOHAPWaSbHBIE aHTUTena, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)
MaHenb aHTUTEN KNacca IgG npu ayTOMMMYHHbIX 3a60n1eBaHuAX nedeHun (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), umMyHO610T (Autoimmune Disease 3652
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, I1gG,
Immunoblotting)
AHTUTENA K MUKPOCOMaM MeYeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, IgG+IgM+ IgA)
AHTUTeNa Knaccos IgA, 1gG, IgM k rnagkoin myckynatype, cyMmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG, IgM, Total)
AYTOUMMYHHbIE 3HLOKPUHOMATUM: CaxapHbI anabeT 1-ro Tuna
AHTuTeNa knacca IgG k uHcynuHy (Insulin Autoantibodies, IAA, 1gG) 671
AHTUTENA K TMpOo3unHpochaTase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, IA-2 Ab,
. S 1705
Tyrosine Phosphatase Antibodies)
AHTMTeNa knacca IgG K 6eTa-kneTkam nomkenyaouHoi >kenesbl (Anti-Islet Cell Antibodies, Islet Cell 1518

Autoantibodies, ICA)

AHTUTENA K aHTUreHaMm KNeToK Nogpkenyao4vHoin xenessl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

AHTUTeNa Knacca IgG Kk rnyramatgekap6okcunase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, IgG)

WepcuHum (nepcrnHnos, ncesnoTtybepkynes)

1749

Moces kana Ha nepcuHum (Yersinia enterocolitica, MepcuHNMO3, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMUKPOGHBLIM Npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PMTA c Yersinia enterocolitica cepotrna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTUTENa Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgG) 539
AHTUTeNa Knacca IgA kK aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PIMTA c Yersinia enterocolitica cepoTtna O:3 (Yersinia enterocolitica O:3, IHA) 484
PMTA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cucrtema cBepTbIBaHUA KPOBU



PaclumpeHHoe uccnefoBaHne reHOB cUcTeMbl remocTasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

Tpomb6ouunTapHbIi peuenTtop gpubpuHoreHa (reH ITGB3) (6e3 onncaHns pe3yibTaToB
Bpadom-reHeTnkomMm) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
Tpom603bl: paclumpeHHas naHesnb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onuncaHus pe3ynbTatoB
Bpadom-reHeTnkoMm) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

Imneparperauma TpoMéoUnTOB, NonuMophnsm reHa ITGA2 ¢.759 C>T Hyperaggregation of

1386

platelets, gene polymorphism ITGA2 ¢.759 C>T 3036
Tp0M603bIE COKpALLeHHas naHeb (reHbl .F2, F5) (6e3 OnuMcaHus pesynbTatos Bpa4yoM-reHeTUKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

MnepromouuctenHemms (reHsl MTHFR, MTRR, MTR) (6e3 onvcaHuns pe3ynbtatos 5203

Bpayom-reHeTnkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

l'mneparperauma TpoM6é0oLUMTOB, NoAnMopdnam reHa ITGA2 ¢.759 C>T (6e3 onvcaHns pe3ynbTaToB
Bpayom-reHeTnkoM) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

Tpom603bl: coKpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
MnepromouuctenHemums (reHol MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR,

MTRR, MTR)) 5808
Tpom603bl: paclumpeHHas naHenb (reHsl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe uccnegoBaHne reHoB cUcTeMbl remocTasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHuns pe3ynbTatoB BpadoM-reHeTMkom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Nnctepunos, nuctepun
INuctepuu, onpepeneHve AHK B cCNMHHOMO3roBoW uakocTu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
Nuctepun, onpepenenve AHK B Mmoye (Listeria monocytogenes, DNA, Urine)* 253
Nnctepun, onpegenenne JHK B cockobe anuTenmanbHbIX KNETOK CAN3NCTOM Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

MoceB Ha nucTepuun (Listeria monocytogenes) ¢ onpegeneHnem YyBCTBUTENIbHOCTU K

aHTMMUKPOGHBLIM Npenapatam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenenne JHK B nna3me kposwm (Listeria monocytogenes, DNA, Plasma)* 231
Nnctepun, onpegenenne JHK B cockobe anuTennanbHbIX KNeTokK poTornoTtku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
Nnctepun, onpegenenne JHK B cMHoBUanbHOM xungkoctu (Listeria monocytogenes, DNA, Synovial 506
Fluid)*

OnpegpeneHvie cneuunduyecknx IgE: annepreHbl MblbLbl PaCTEHWNI
CMecb annepreHoB TpaBbl: KOIOCOK AYLUMCTbIN, POXb MHOTO/ETHSAS, TUMO(EEBKA, POXb
KyNbTMBMPOBaHHas, byxapHuK Lwepctuctolit, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tonons, IgE (Cottonwood, IgE, T14) 484
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 484
TumodheeBka, nbinbLa, IgE (Timothy Grass, IgE, G6) 484

Cmech anfepreHoB COPHOI TpaBbl: aMBpPO3Ms MNONbIHHOANCTHAS, NOJbIHb OGLIKHOBEHHAS,
NoJOPOXHWK, Mapb 6enasi, 4epTonosiox pycckui, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbibua, IgE (Birch, IgE, T3) 484

MonbiHb 06LIKHOBEHHaS, Mbinbua, IgE (Mugwort, IgE, W6) 484
Cmecb annepreHoB [lepeBbEeB: 0/1bXa, NlelnHa 06bIKHOBEHHas, 1Ba, 6epesa, ayo, IgE (TP (T2, T4,
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

Cmecb annepreHoB Tpasbl: eXka cOopHas, OBCAHHMLA NyroBasi, POXXb MHOTONETHSASA, TUMOMEEBKA,

MSTAMK NnyroBoi, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

1045

Mapkepbl MeTa6o/M3Ma KOCTHOW TKaH

25-OH ButamuH D o6wmin (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
JesokcunupugnHonud (4NAA4) B moye (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbuuH (KocTHbIli Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737

N-TepMUHanbHbIA NponenTtug npokonnareHa 1 obwwii (Procollagen Type 1 N-terminal Propeptide,

PANP, Total) 1496



C-KoHLeBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-TepMuHanbHbIi Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

OnuromepHsbIii MaTpUKCHBbIN 6enok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695

CTpenTOKOKKOBas MH(EKLMS (CTPENTOKOKKM rpynn A v B)

MoceB Ha 6eTa-reMoMTUYECKNIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus
agalactiae), onpegeneHve YyBCTBUTENIbHOCTU K aHTUMUKPOGHLIM Npenapatam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha GeTa-reMoNUTUYECKUIA CTPENTOKOKK rpynmbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 759
CTpenToKOKK rpynrsl B, .aHTVIFeHHbII‘/'I TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)

CTpenTOKOKK rpynnbl A, aHTUreHHbI TeCT (0TAenseMoe poTornoTtku) (Streptococcus Group A. One 057

Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMonnTUYECKnii CTPENTOKOKK rpynmbl A (Streptococcus group A, Streptococcus
pyogenes), onpeeneHre YyBCTBUTENIbHOCTU K aHTUMUKPOGHLIM npenapatam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CtpenTokokk, onpegeneHne AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 429
MoceB Ha 6eTa-reMonUTUYECKUI CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus 682
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CTpenToKOKK, onpegeneHne AHK B nnasme kposu (Streptococcus spp., DNA, Plasma)* 649
CTpenTokokk, onpegeneHune JHK B cockobe anutenmabHbIX KNeTok poTornoTku (Streptococcus 429
spp., DNA, Scrape of Faucial Epithelial Cells)*
CtpenTokokk, onpegenenne JHK B mokpoTe (Streptococcus spp., DNA, Sputum)* 869
BUoreHHble aMUHbI
A09.28.034.001 MeTaHe(hpVHbI (hpaKkLMOHMPOBaHHbIe (CBOGOAHbLIE N KOHBIOTMPOBAHHEIE), 2486
24-yacosas moya (Metanephrines fractionated, free and conjugated , 24-h urine)
MeTab0onnTbl KaTEXOIAMMHOB U CEPOTOHMHA, CYyTOYHAas MoYa: BaHUANIMUHAanesas kucnota (BMK),
romoBaHunMHoBsas kucnota (MBK), 5-rugpokcnmnHaonykcycHas kucnorta (5-F'MyK)(Catecholamines 2486
and Serotonin Metabolites, 24 Hours-Urine: Vanillyimandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepOTOHVH B CbIBOPOTKE KPOBWU (Serotonin, Serum) 2299
KatexonamuHbl (agpeHannH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KaTtexonamuHbl (aapeHanvH, HopagpeHaivH, AohaMuH) B nnasme Kposu — KATEM/ 2209
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
mctamuH B nnasme kposu (Histamine, Plasma) 2662
MeTaHedprHbI (hpaKLMOHNPOBaHHbIE, pa3oBas MoYa (CBOHOHbIE + KOHbIOTMPOBaHHbIE) 2013
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHsbl (agpeHanvH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
Onunctopxo3 (kowaybs gsyyctka, Opisthorchis felineus)
AHTUTeNa Knacca IgG K aHTureHam onuctopxuca (Anti-Opisthorchis felineus IgG) 869
Naménnosnaméaun
Nambnun (Giardia liamblia), synapeliHblii cMHAPOM, aHTUreHHBI TecT (Giardia liamblia. One Step 957
Rapid Immunochromotographic Assay)
AHTUTeNa knaccos IgM, IgG, IgA K aHTUreHam namo6nuia, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 627
IgA, Total)
BroxmmMmst Moum (CyTOUHas aKCKpeLms)
A09.28.027 AMrnasa B MO4e CyTOYHOW NN NOPLMOHHOM 3a n3MepeHHoe Bpems (Anbda-ammnasa, 53
Avactasa moun) (Amylase, 24-Hour or Timed Urine)
Kanbymii (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 220
Kanwii (K), Hatpuii (Na), cytouHas mouya (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpoba Pebepra (KnupeHc 3HAOreHHOrO KpeaTMHUHA, CKOPOCTb KITyGOUKOBOW (hubTpauun) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 ntoko3a, cytouHas moya (Glucose, 24-Hour urine) 165
A09.28.009 MoueBuHa, cytodHas moda (Urea, 24-Hour urine) 165
A09.28.010 MoueBas kucnorta, cytodHas moda (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wuin 6enok, cytouHass moya (Protein Total, 24-Hour urine) 143

MarHuii, cyTouHas moua (cyTouHast akckpeuus), (Magnesium, 24 h urine excretion) 330



MeTaHe®pyHbI PPaKUMOHNPOBaHHbIE CBOGOHbIE, CYyTOUHasA MoYa 2079

Okcanartbl, cyTouHasi moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 AnbbymuH, cyTouHaa moya (Albumin, 24-Hour urine) 352
A09.28.006 KpeaTtnHuH, cytouHasi Mmoya (Creatinine, 24-Hour urine) 165
®ocdop (P), cytouHas moya (Phosphorus (P), 24-Hour urine) 220

VIMMYHOrno6ynunHel obyme

A09.05.054.002 NmmyHornobynuHbl knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 VimmyHOrno6ynuHel knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 VimmyHorno6ynuHel knacca G (Immunoglobulin G, IgG) 275
A09.05.054.001 immyHornobynuHbl knacca E (06wuin IgE, MMyHOrno6ynmH E obLwnii)

. 429
(Immunoglobulin E Total, IgE Total)

BackynuTbl 1 nopaXkeHns NoYek

AHTUTeNa Knacca IgG k 6asanbHON MmembpaHe Knyb6oukoB noyek (aHTu-BMK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AHTuTeNa Knacca IgG k yutonnasme Hentpogmnos (AHLA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)
AHTUTeNa Knacca IgG k npotenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AHTUTeNa Knaccos IgG, IgA, IgM K peuenTtopy ocgonunasbl A2 (PLAZR), cymmapHO 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, 1gG, IgA, IgM, Total)
MaHenb aHTUTEN K aHTUreHaM aHTUHERTPOMUIbHBIX aHTUTEeN (NaHens aHtureHoB AHLIA), 1gG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)
AHTUTENa knacca IgG Kk C1lq daktopy komnnemeHta (Anti-Complement 1q Antibodies, Anti-Clq, 1232
I9G)
AHTuTeNa Knaccos IgG, IgA, IgM k kneTkam cocyauctoro sHgotenns (HUVEC), cymmapHO 1705

(Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM, Total)
AHTUTeNa Knacca IgG k muenonepokcngase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1232

OPYTME NHOEKLIMN

AHTUTENA K BUpYycy nonvomunenuta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, 1gG) 1595

AHTUTENa K reMonnbHOM nanoyke Tuna b, IgG (AHTMTeNa knacca IgG K
nonupubosunpubutondgocdarty) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae Tuna b 1991
(HiB), anti-PRP Haemophilus influenzae b 1gG)

boppennos (6onesHb Jlaima)

AHTuTeNa Knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1IgG) 627
Boppenuu, onpegenerHne JHK B cniMHHOMO3roBow »kuakoctu (Borrelia burgdorferi, DNA, 506
Cerebrospinal Fluid)*
boppenun, onpegeneHvne JHK B cnHOBUanbHOM xungkoctu (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*
AHTuTeNa Knacca IgM k Borrelia burgdorferi, BbisiBnsiemble metofom BectepH-6n0Ta (Anti-Borrelia 1980
burgdorferi IgM, Western Blot (WB))
AHTUTeNa knacca lgG Kk Borrelia burgdorferi, BbisiBNsemMble METOL40M UMMYHOOGNOTTUHTA 2999
(Anti-Borrelia burgdorferi IgG, Immunoblot )
AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627
McuxoaKTMBHbIE BELLECTBA B MOYE

bapbutypatbl B Mmo4ye (Barbiturates, Urine)* 1232
HapKOTMKM 1 NCUXOTPOIMHbIE BeLLecTBa ? CKPUHMHT (KOMMNIEKCHbIM aHaIM3 MOYM Ha onumaThl,
amdeTaMunH, MeTaMeTamMnH, KOKavH, KaHHabuHouapl 1 ux metabonutel) (Drugs and Psychotropic 3410
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)
KaHHabnHowngbl (MapuxyaHa) B moye (Cannabinoids (Marijuana), Urine)* 1232
JtaHon (ankoronb) B Mmove (Ethanol (Alcohol) Urine)* 1232
«BpeaHble NpUBLIYKU» (AHa/IN3 MOYM HA HUKOTWH, MCUXOTPONMHbIE N HAPKOTUYECKME BELLLECTBA,
NCKXOaKTUBHbIE NEKAPCTBEHHbIE Npenapatbl (HUKOTUH; MCUXOTPONMHbIE N HAPKOTUYECKME BELLLECTBA,

L e . 3608
NcrXxoaKTMBHbIE NEKapCTBEHHbIe Npenapartkl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants
and Psychotropic Substances, Urine)*
Onwuarbl (MopthrH/reponH) B Moye (Opiates (Morphine/Heroin), Urine)* 1232

anwreiHa-bapp BMpycHas nHgpekumsa (BMpyc dnwteliHa-bapp)

Bupyc SnwreiiHa-bapp, onpegenerHve AHK B BoinoTte (EBV DNA, Exudate)* 275



Bupyc dnwreliHa-bapp, onpeaenerne AHK B cnuHHOMO3roBoii >kxmakocTy (EBV DNA, Cerebrospinal

Fluid)* 275
AHTUTENa Knacca IgG K KancuaHoMy aHTUreHy Bumpyca dnwreiiHa-bapp (Anti-EBV Viral Capsid

. 759
Antigens (VCA) IgG )
AHTUTeNa knacca IgG K paHHeMy aHTUreHy Bupyca dnwrteliHa-bapp (Anti-EBV Early Antigen (EA) 627
I9G)
AHTUTENa Knacca IgG K agepHOMy aHTUreHy Bupyca dnwteinHa-bapp (Anti-EBV Nuclear Antigen

528

(EBNA) IgG )
Bupyc SnwreiiHa-bapp, onpegenerve JHK B BeHO3HO kpoBu (EBV DNA, Blood)* 418
Bupyc SnwreliHa-bapp, onpegenerHve AHK B cntoHe (EBV DNA, Saliva)* 275
Bupyc SnwreiiHa-bapp, onpegeneHne AHK B cekpeTte npocTartsl, askynste (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc SnwreliHa-bapp, onpegenerve JHK B cockobe anutenunanbHbIX KNETOK CIM3UCTON Hoca 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc 3nwreiHa-bapp, onpegeneHne AHK B cockobe anutennanbHbIX KNeTOK YpOreHUTaslbHoro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENA Knacca IgM K KancugHoMy aHTUreHy Bupyca dnwreliHa-bapp (Anti-EBV Viral Capsid

. 528
Antigens (VCA) IgM )
Bupyc SnwreiiHa-bapp, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK poTOrnoTky (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc SnwreliHa-bapp, konnuectBeHHoe onpegenenne OHK B cbiBopoTke kposu (EBV DNA, 407
Serum)*
Bupyc SnwreiiHa-Bapp, onpegeneHne AHK B moye (EBV DNA, Urine)* 275
Bupyc SnwreiiHa-bapp, kauecTBeHHOe onpegeneHue AHK B cbiBopoTke KpoBu (EBV DNA, Serum)* 418

OnpegeneHve cneuunduyecknx IgE: KOMMIEKCHbIE annepronaHenm
MaHesnb pa3Hble annepreHbl 2 2024
MaHenb negnatpuyeckasn, IgE (Pediatric Panel, IgE) 4037
MaHesnb pa3Hble annepreHsol 1 2024
MaHenb pecnupaTopHble annepreHsl, IgE (Respiratory Panel, IgE) 4037
MaHenb pasHble annepreHsl, IgE (Panel Different Allergens, IgE) 4037
Anneproymn ImmunoCAP ISAC, 112 anneprokoMnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030
allergic components)
Anneprounn ALEX2, 300 anneprokoOMMnOHEHTOB 1 06wuii IgE 29689
HapyleHna obmeHa BeluecTs
O6MeH thonmeBoii kucnotsl (reHbl MTHFR, MTRR, MTR) (6e3 onvcaHus pe3ynbTaTtoB 5203
BpayomMm-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: peyenTtop ButamuHa D (reH VDR) (6e3 onvcaHns pe3ynbTatoB BPa4OM-reHEeTUKOM) 1386
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))
NakTta3Has HegocTaTtovHOCTL (reH MCMG6) (Adult Lactase Deficiency (Gene MCM®6) 1441
HacnepactBeHHbIi remoxpomartos, | tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 2860
Octeonopos: peuenTtop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene
1529

VDR))
CuHgpom Xunnbbepa (reH UGT1A1L) (Gilbert's Syndrome (Gene UGT1A1)) 4994
OcTeonopos: cokpalleHHas naHesnb (reHbl CALCR, COL1A1L) (6e3 onncaHns pe3ynbTaTtoB 3993
Bpayom-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description))
O6meH donunesoli kucnotel (reHbl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR, 5808
MTRR, MTR))
OcTteonopo3s: cokpaLlleHHas naHens (reHsl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes 4455
CALCR, COL1A1))
Octeonopo3s: nonHas naHesnb (reHol CALCR, COL1A1, VDR) (6e3 onucaHusi pesynbtaTtoB 5203

BpayoM-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))

HacnepacTtBeHHas NpeapacnonoXXeHHOCTb K caxapHOMy AvabeTy 1-ro Tvna rno Tpem NoKycam reHoB

cuctembl HLA 1l knacca (reHsl DRB1, DQAL, DQB1) (Hereditary Predisposition to Diabetes Type 1 6864
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

OcTteonopo3s: nonHas naHesnb (reHbl CALCR, COL1A1L, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDRY))

Ycnyrn Bpada-reHetnka

5808

OnuncaHue pe3ynbTaToB reHeTUYECKOro tecta 2 kareropum cnoxxHocty (NeNe 118IM1/63, 121M/B3,
123rM/B3, 131rM/63, 141IM/B3, 115IM/B3, 124TT1/B3, 154 T1/B3) (Genetic Test Results: Description 1155
of the 2-nd Category Complexity)



OnucaHue pe3ynbTaTtoB reHeTnyeckoro Tecta 1 kateropum cnoxxHoct (NeNe 720163, 761163,
7014B3, 125M/B3, 7207563) (Genetic Test Results: Description of the 1-st Category Complexity)
OnucaHue pe3ynbTaTtoB reHeTUYecKoro Tecta 3 kateropum cnoxHoctn (NeNe 122M1/63, 129IM/B3,
120rn/e3, 137rM/B3, 138M/63, 153T1/63, 110IM/B3, 114rM/B63, 140IT1/63, 766163, 725863,
134rn/B3, 135IM/B63, 136T1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)
OnucaHune pe3ynbTaToB reHeTUYecKoro Tecta 4 kateropun cnoxxHoct (NeNe 1441T1/63, 143IM/B3,

139rn/B3, 145IM1/B3, 108IT1/B3, 19IT/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

VHTephepOoHOBBIN cTaTtyc (4 nokasatens) ¢ onpefeneHneM YyBCTBUTEIbHOCTN K UMMYHOMOAYNATOPam

M3onpuHo3uH (Isoprinosine)
MmmyHomakce (Immunomax)
MmmyHan (Immunal)
TumoreH (Thymogen)
Manasup (Panavir)
TakTnsuH (Tactivinum)
VimyHotaH (Imunofan)
MonnokeungoHuin (Polyoxidonium)
lanasur (Galavit)
MmyHopuke (Imunorix)
Nunkonung (Licopid)
Tokconnasmos (Tokcornnasma)
AHTUTeNa knacca lgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)
AHTUTeNa knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

Tokconnasma, onpegeneHve IHK B cbiBOpoTKe KpoBu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegeneHve OHK B cnmHHOMO3roBow »makoct (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsungHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegeneHve AHK B Bbinote (Toxoplasma gondii, DNA, Exudate)*

CocKob6 anuTenasbHbIX KNeTok POTOI/IOTKN

MHeBMOKOKK, onpeaeneHune [HK B cocko6e anuTenmabHbIX KNeTok poTornoTku (Streptococcus
pneumoniae)

[MapakoknioLw

MoceB oTaensaeMoro poTornoTkn Ha 6opgetennsl (Bordetella pertussis/parapertussis,
kokntow/napakokntow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

3CTPOreHbl 1 NMPOrecTUHBbI
Actpagmon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OLeHKa (hyHKLMUM KOpbl HAANOYEYHUKOB

A09.05.135 KopTtuson (TmgpokopTnsoH) (Cortisol, Hydrocortisone)

A09.28.035 CBO6GOAHbIN KOpTU30/, cyTouHass Moda (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbgoctepoH (Aldosterone)
A09.05.121 PeHnH (PeHVH nna3mbl KpoBwW, npamoe onpegeneHune) (Direct Renin, Plasma)
Koptunzon, cntoHa (Cortisol, Saliva)
OueHKa (hyHKUMN NoYek
A09.05.230 UuctatuH C (Cystatin C)
A09.05.017 VccnepoBaHne ypoOBHA MOYEBUHbLI B KPOBU
A09.05.018 MoueBas kucnorta (Uric Acid)
A09.05.020 VccnenoBaHne ypOBHS KpeaTUHMHA B KPOBU

Apyrne
MUX-uccneposaHne pl16INK4a un Ki-67

583

2310

5203

539
539
539
539
539
539
539
539
539
539
539

396
539
418

275

1045
275

495

1584

385
385

385

759

858
913
616

748
165
165
165

6050



MnayeHTapHbIA hakTop pocTa (PLGF)
HectepoungHble perynsatopHble )akTopbl NOOBLIX XXefes

MHrm6mH B (Inhibin B)

AHTUMIONIEPOB ropMoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnyeckunii 6eta-1-rnmkonpoteunH (TBl) (Trophoblastic beta-1-Globulin, TBG)
AHTUOCHONMNUAHBIA CUHLPOM
AHTUTeNa Knacca IgG K aHHeKkcuHy V (Annexin V Antibodies, aAnV, IgG)

AHTUTENa Knacca IgM K aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTUTeNa Knaccos IgG, IgA, IgM k 6eTa-2-rnmkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTuTeNa Knaccos IgM 1 1gG k goconnnungam (Anti-Phospholipid Antibodies, APA, IgM, 1gG)
AHTUTENA K 6eTa2rnnkonpoTtenHy IgA

AHTuTeNa knaccos IgG 1 IgM K doctatnamncepuH-npoOTPOMOBUHOBOMY KOMMIEKCY, CyMMapPHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM, Total)

AHTuTEeNa Knaccos IgA, IgM, 1gG k kapamonunuHy, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, IgG,
aCL, Screening)

AHTUTEeNa Knaccos IgG 1 IgM k octhatnamnncepuny (Anti-Phosphatidylserine, IgG, IgM)

AHTUTENA K 6ETA2rNMMKONPOTENHY IgM

MaHesb aHTUhOCHONMNUAHLIX aHTUTEN, IgG, IgM MeTofoM AOT-UMMYHOAHaIN3, KAUEeCTBEHHbIN TecT

B CbIBOpPOTKe KpoBW (Anti-Phospholipid Antibodies Panel)
AHTUTeNa Knacca IgA K kapgunonunuHy (Anticardiolipin IgA, aCL IgA)

AHTUTeNa K 6eTa2rnnkonpoTtenHy IgG

AHTUTeNa Knacca lgG K kapgmonunuHy (Anticardiolipin IgG, aCL IgG)

AHTUTENa Knacca IgM K kapamonununy (Anticardiolipin IgM, aCL IgM)
Jnngel, NMNONPOTENHbI, aNOANMONPOTENHBI

XenuHble kucnothbl (Bile Acids)

AnonunonpotenH Al (AnonpoteuH Al, ano Al) (Apolipoprotein Al, Apo Al)

XonectepuH-JINMOHI (XonectepyH M(MNONPOTENHOB OYEeHb HM3KOM NOTHOCTK, JINMOHMM, VLDL
Cholesterol)

AnonvnonpoTenH B (AnonpoTeunH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpuranuepuapl (TI) (Triglycerides)

A09.05.004 ViccnepoBaHme YPOBHS XonecteprHa IMNONPOTENHOB BbICOKOM NAOTHOCTA B KPOBU
NvnonpotewuH (a), /N (a) (Lipoprotein (a), Lp (a))

A09.05.028 VccnepoBaHme YPOBHS X0necTeprHa MMNOMNPOTENHOB HU3KOW NJIOTHOCTU B KPOBU
A09.05.026 XonectepuH o6Lwmii (XonectepuH) (Cholesterol Total)

XonectepuH JIMHM (npsimoii meTog) Cholesterol LDL (direct)

NHTepthepoHOBbIii cTaTyc (4 nokasatesnsi) ¢ onpeaeneHneM YyBCTBUTENILHOCTU K MHAYKTOPam MHTepepoHa

Heosup (Neovir)

AMUKCUH (Amixin)
LinknotepoH (Cycloferonum)
Karouen (Kagocel)

MOHNTOPWHT 6epemeHHocm, BGMOXMMUNYECKUNE MapKepbl COCTOAHUA Nnnoja

AcCCOUMMPOBaHHbI ¢ 6epeMeHHOCTLIO NPOTENH-A nnasmbl (Pregnancy-Associated Plasma
Protein-A, PAPP-A)

A09.05.090 XopuoHu4yeckunii roHagoTponuH yenoseka (XY, 6eta-Xry, ?-xXrd) (Human Chorionic
Gonadotropin, HCG)

CB060HbIN ?-X'Y (cBO6OAHAs ?-Cyb6beanHMLA XOPUOHMYECKOTO rOHaA0TPOMNMHA YenoBeka) (Free
Human Chorionic Gonadotropin, Free HCG)

PRISCA2 pacuet
PactBopumasn fms-nogo6Hast TMpO3nHKMHa3a-1 (sFt-1)

CBo60/HbIN acTpuon (Estriol Free, E3)

3960

1232

1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199
902
1188

2651
572

407

429
209
220
869
165
209
253

539
539
539
539

693

385

539

99
3377
484



PRISCAL pacuet 132

MnaueHTapHbIii nakToreH (XopuoHnyveckumii comatomammoTtponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693
Somatomammotropin, hCS)

OO6LLEKNNHNYECKNE NCCNefOBaHNS KpoBu

CO?3 (ckopocTb ocefaHuns aputpountoB) (Erythrocyte Sedimentation Rate, ESR) 143
NelikounTapHasn hopmyna (auddepeHLMpoBaHHbIV NOACYET NEKOLMTOB, NelikoLMTorpaMmmMa) ¢

06s13aTe/NIbHON «py4YHOIi» MUKpOCKonuei Maska KpoBu (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NevikounTtapHas Gopmyna (AmddepeHLMPOBaHHbI NOACHET NEKOLMTOB, NeNKOLMTOrpaMmMa) C
MUWKPOCKOMMWE Maska KpoBMW NPy Ha/IMumMmn Natoiorm4yeckmx casuros (Leucocyte Formula

(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of 209

Pathologic Changes)*

TpomM6oLnTbI, MMKPOCKONUS (NoAcyeT B OKpalleHHOM Maske no metogy ®oHuo) (Platelets, 275

Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wwin aHanm3 kposu (OAK) (6e3 nerkoumTapHoii hopmynbl 1 CO3) (General Blood Analysis, 209

without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsbl (Reticulocytes) 264

OcmoTryeckas pe3nCTeHTHOCTb 3PUTPOLUTOB 1980
VHTepepOHOBRIi cTaTtyc (4 nokasatens) ¢ onpefeneHeM YyBCTBUTEIbHOCTM K NpenapaTtam nHTepgepoHa

VMHrapoH (Ingaron) 539

PeatepoH (Reaferonum) 539

KokntoLu

OnddepeHympoBaHHoe BoisiBneHne [HK Bordetella species: Bordetella pertussis (Bo36yantenb

kokntowa) n Bordetella bronchiseptica (Bo36yamTens 6pOHX0CENTUKO3a) B COCKOGE aNUTENMabHbIX

KNETOK CM3ncToii potornoTkm u/unu Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTeNa Knacca lgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG) 891
AHTuTeNa Knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891
AHTUTENa Knacca IgA Kk Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BNOXNMWUA
Owmera-3 nHgekc (Omega-3 Index) 4774
MpokanbuntoHnH (Procalcitonin) 3003
XunpHble kucnotel, npodunb: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
NmmyHorematonorus
ANNOMMMYHHbIE aHTUTENa, BKNoYas aHTuTena Kk Rh-aHtureHy (Anti Rh) 517
A12.05.005 Npynna kposu (Blood Group, ABO) 253
Rh (C, E, c, e) Kell-peHotunmnposaHue (Rh C (E, c, e) Kell-Phenotyping) 660
A12.05.006 Pesyc-npuHagnexHocTs (pesyc-takrtop) (Rh-factor, Rh) 253

BbICOKOTEXHONOIMYHbIE UCCNEef0BaHNSA BOAbI
Bopa: nonHas 1 KomnnekcHas oueHka kadectsa (Water: Complete and Comprehensive Quality

Assessment)* 19998
Boga: nogo3peHue Ha 3arps3HeHne NpoMbILWieHHbIMKU oTxogamm (Water: Suspicion Industrial Waste 14190
Contamination)*
Boga: nogo3peHmne Ha 3arpa3HeHne nNpoayKTaMmm cropaHus 1 Bbibpocamu OT asToMarmctpanei 10483
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*
Boga: nogo3peHune Ha 3arpssHeHne 6biToBbiMM 0TX0AamMu (Water: Suspicion Household Waste 8943
Contamination)*
Bopa: cokpalleHHas oueHka Kadectsa (Water: Abridged Quality Assessment)* 9669
Boga: nogo3peHne Ha N3BbbITOYHOE NPUMEHEHNE peareHToB 18 BogoouncTkm (Water: Suspicion

. . 5159
Excessive Use of Chemicals for Water Treatment)*

TpuxuHennes (TpuxuHenna, Trichinella spiralis)

AHTUTENa Knacca IgG K aHTureHam TpmxmnHenn (Anti-Trichinella 1IgG) 517

CKPUHMHIOBbIE NCCNefoBaHNA BOAbI

Bopa: oueHka kayectsa no 20 napametpam (Water: Quality Assessment 20 Parameters)* 4103



OnpepeneHne KOHUeHTpauuii gns 6 pagnoHyknnaos (Determination of Concentration 6

Radionuclides)* 24673
Paguonornyeckme nccnegosaHnst Npo6 NMTbeBON BOAbl — 6a30BbI TECT Ha 06LLYHO ?- 1 6787
?-akTMBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Bopa: oueHka kavectBa no 30 napameTtpam (Water: Quality Assessment 30 Parameters)* 7766
OnpegeneHne KOHUeHTpaumii ans 4 pagnoHyknmaos (Determination of Concentration 4 16434
Radionuclides)*

bosnesHn cepaua n cocynos
ApTepuanbHas runepteH3us, nonHas naHens (reHsl ACE, AGT, NOS3) (Arterial Hypertension: Full 4554
Panel (Genes ACE, AGT, NOS3))
ApTepuanbHas runepteHsus, nonHas naHens (reHsl ACE, AGT, NOS3) (6e3 onucaHus pesynbTatoB
Bpayvom-reHeTnkom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))
ApTepuanbHas rmnepTeH3uns, CBA3aHHas ¢ HapyLeHNsMW B PEHUHAHTMOTEH3MHOBOM cucTeMe (FeHbl 3036

ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuranbHas rMnepTeH3us, CBA3aHHas ¢ HapyLEHUSIMU B PEHUHAHTMOTEH3MHOBOM cucTeMe (FeHbl
ACE, AGT) (6e3 onucaHusa pe3ynbTatoB BpayoM-reHeTukom) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuranbHas rMnepTeHsuns, CBA3aHHas ¢ HapyLeHsMK B paboTe aHfoTennanbHon NO-crHTasbl

(reH NOS3) (6e3 onucaHus pe3ynbTatoB BpadoMm-reHeTukom) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnepoBaHve NOYEeYHOro KaMHs
AHaIM3 XMMMYECKOro cocTaBa MOYEBBIX (MOYEYUHbIX) KAMHE METOLOM UH(paKpacHol

cnekTpomeTpum (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872

AHa/IM3 XMMMYECKOr0o cocTaBa MOYEBbIX (NMOYeYHbIX) KaMHel MeTooM PeHTreHOCTPYKTYPHOro

aHanmsa (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872

analysis)
BonesHn LieHTpanbHOW HEPBHOW CUCTEMbI

MpeapacnonoXXeHHOCTb K aTepocKnepo3y u 6onesHn Anbureiimepa (Alzheimer's Disease) 2860
OLeHKa COCTOSIHNSA UHKPETOPHOW U CEKPETOPHOM (PYHKLMM dXXeNy[04HO-KMLLEYHOTO TpakTa

CtumynaumoHHas npoba — FacTpuH-17 (cTMMynnpoBaHHbIi) (Gastrin-17 Stimulation Test,

Gastrin-17, G-17) 1210

MencuHoreH | (Pepsinogen 1) 968

A09.05.057 MactpuH (Gastrin) 682

lactponaHens (GastroPanel) 4576

MencuHoreH Il (Pepsinogen 1) 968
lenatnt G BUpYycHas nHgekums (Bupyc renatuta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegenerHve PHK B ceiBopoTke kposu (HGV RNA, Serum)* 660
HenHBa3nBHas oLeHKa hrnbposa neyeHn

dunbpoTecT (FibroTest) 11946

dnépoMakc (FibroMax) 15268

dunbpoTecT (FibroTest) 13420

CreaToCKpuH (SteatoScreen) 6336

dnépoMakc (FibroMax) 17600

NASH-FibroTest 19305

NASH-FibroTest (pacueTHbI) 18832
LluToreHeTnyeckme nccneaoBaHus

VlccneuosaHmve KapvoTna (KonmyecTBeHHbIE U CTPYKTYPHBIE aHOMAa/IMN XPOMOCOM) C 7920

0693aTeNbHOM BblJayeln KapuorpaMmbl

MccnepoBaHue KapmoTtuna (KO/IMYeCTBEHHbIE U CTPYKTYPHbIE aHOManum Xpomocom) (Karyotype) 7799

KaproTtnn nnoga (abopTHbI MaTepuan) 17787
OcTpble KULEeYHbIE UHDEKLN

OcTpble kuweyHble UHekumm, MLP-CKPUHUHT BOCbMY GaKTepuasibHbIX U BUPYCHBIX BO3GYauTenei

OCTPbIX KLWEYHbIX MH(eKUNA B Kane (Acute Intestinal Infections, PCR, Fecal) 1573

SHTepoBupycel, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 517

OcTpble KuiieyHble nHgekuun, NLP-ckprHUHT TPEX BUPYCHbIX BO36yauTtenei, kan (Acute Intestinal 1243

Infections, PCR, Fecal)



dPapmakoreHeTka

beTta-agpeHobnokartopsl. NeH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6)

MHrméutopsl Al®, cnysactatnH, 6nokatopsl peuentopos ATll. MporHosuposaHue
He(hpoNpPOTEKTMBHOTO ahthekTa MHIrM6UTOpOB AMNd Npn HegnabeTnyecknx 3aboneBaHumsXx.
leHeTUYeckme MapKepbl IPPEKTUBHOCTM aTeHON01a NPU apTepuansHON TMNepTeH3nn ¢
rmnepTpodmen NeBoro Xxenyao4ka unv Tepanum gayBactaTMHOM Npu NWeMnyecKoi 601e3HU
cepaua. OnpegeneHne HaNMUUSA NOIMMOPHU3MOB reHa aHrMOTEH3MH-MpeBpaLLatoLLero pepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers.

MeToTpekcar. _eHeTu4eckne MapKepbl NOBbILLEHHOIO pPUCKa PasBuUTUA NOBOYHBIX peakLmin npu
npueme MeToTpekcata Ha poHe neyeHns peBMaTongHOro apTpuTa. MeToTpeKkcar: HapyLueHne
meTabonunsma ponMeBoii KucnoTbl. OnpegeneHne HanMuna NOIMMOPEHU3MOB reHOB (hepMEHTOB
peakuuii honatHoro uukna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTtuT anugemmnyecKnii

AHTUTENa Knacca IgG K BuMpycy anugemmdeckoro napotuta (Anti-Mumps IgG)

AHTUTENA Knacca IgM K Bupycy anugemmyeckoro napotuta (Anti-Mumps IgM)
Mna3ma kposu (3ATA)

IMHeBMOKOKK, onpegeneHne AHK B nna3me Kposwu (Streptococcus pneumoniae, DNA)
Kanbuuii-perynmpyoLlye ropmMoHbl

KanbumtoHuH (Calcitonin)

A09.05.058 MapatupeongHolii ropmoH (MapatropMoH, napatupuH, M) (Parathyroid Hormone,
PTH)

IXMHOKOKKO3 (3XMHOKOKKM, Echinococcus spp.)
AHTUTeNa Knacca IgG K aHTUreHam axnMHoKokka (Anti-Echinococcus 1gG)
[nseHTepusa amebHasn, amebuas
AHTUTENA Knacca IgG K aHTUreHam Au3eHTepuiiHoli ame6bl (Anti-Entamoeba histolytica IgG)
lenatut D BUpycHaa nHgekums (Bupyc renatmta D, Hepatitis D Virus, HDV)
AHTUTeNa Knaccos IgM 1 1gG Kk Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHue PHK B cbiBopoTKe Kposu (HDV RNA, Serum)*
AHTUTENa Knacca IgM Kk Bupycy renaturta D (Anti-HDV IgM)

Acneprunnes

MneceHb Aspergillus fumigatus (M3), annepreH-cneundguyeckne 1gG (Aspergillus fumigatus, 1gG,
M3)

BakTepougHas tnopa

bakTepougbl, onpegenenne JHK B cockobe anuTenmnaibHbIX KNETOK YPOreHUTa/IbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

lenatnt A BUpYycHasa nHgekuma (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTUTeNa Knacca IgG k Bupycy renatuta A (Anti-HAV IgG)
Bupyc renatuta A, onpegeneHue PHK B cbiBopoTke kposu (HAV RNA, Serum)*
AHTUTENa Knacca IgM K Bupycy renatuta A (Anti-HAV IgM)

lapgHepennes (rapgHepenna)

lapaHepenna, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTaslbHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapgHepenna, onpegeneHne OHK B cekpeTe npoctarhbl, 3skynsate (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

lFapaHepenna, onpegenexHve AHK B mouye (Gardnerella vaginalis, DNA, Urine)*

AyTOMMMYHHble 3a60/1€BaHNA NETKMX U cepaua

AKTMBHOCTb aHIMOTEH3NH-NpeBpaLlatowero epmeHTa (AN®) cbiIBOPOTKM KPOBU (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HIM) B cbiBOpOTKe KpoBu (Neopterin, Serum)

AHTUTeNa knacca IgG K cepaeyHoili Mmyckynatype (MUokapay), aHTUMMOKapAnabHble aHTuTeNa
(Anti-Heart Antibodies, 1gG)

OLEeHKa 3HAOKPUHHO (DYHKLMI NOZYKENyL0YHOl YKene3sbl

HOMA-G pacueT nHgekca (Npun BbIMOHEHWM TNIFOKO3bI U3 CEPOt MPO6UPKK)

8129

3036

5808

781
781

495

946

671

869

693

858

660
858

572

231

561
649
803

275

275

275

2420

1705

1342

55



HOMA-IR pacueTt nHgekca
A09.05.056.001 MpouHcynuH (Proinsulin)
C-nentug (C-Peptide)

A09.05.056 NHcynuH (Insulin)

Kamnuno6aktepros, KamnunobakTep

MoceB kana Ha kamnunnobaktep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial

Identification)
PoTaBupycHas nHgekLmsa (poTaBupyc)

PotaBupyc (Rotavirus), AvapeiHblii CUHAPOM, aHTUTeHHBIN TecT (Rotavirus Direct Detection by Latex

Agglutination)
lemaTonornyeckme nccnefoBaHuns

AnekTpogopes remornobuHa. Femorno6uHonaTum

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegenenne AHK B cockobe anuTennanbHbIx KNeTok koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

MwuKO3bl (MapasuTapHble FPUbbl — AepMaTogpunTbI)

MapasntapHble rpubsbl, MMKPOCKONNYecKoe nccnegoBaHme npo6b Horteli (Fungal Infections of Nails)

MapasutapHble rpnbsl, MUKPOCKoNuyeckoe nccnegosaHme npob koxm (Fungal Infections of Skin)

VNMMYHHbIE TPOMGOLMTONEHNM

AHTUTENA Knacca K IgG Tpom6oumTam, Henpsmoii TecT (Platelet Antibodies IgG, Indirect)
CanbMoHennbl (Tud 6prolwHoi, napatud, canbmoHennes, Salmonella spp.)

PIMrA c Salmonella gr.A (Salmonella gr.A, IHA)

PIMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTena k Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA)

AHTuTena Kk Salmonella typhi, PMTA (Salmonella typhi Antibodies, IHA)

PMrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PIMrA ¢ Salmonella gr.D (Salmonella gr.D, IHA)

PIMrA ¢ Salmonella gr.C (Salmonella gr.C, IHA)
CTpoHrnnongos

AHTUTeNa Knacca IgG K aHTMreHam cTpoHrunongosa (Anti-Strongyloides stercoralis IgG)
PUKKETCMO3, TU( CbINMHOW (PUKKETCUN)

PIMrA ¢ cbINHOTU(IO3HBIM ANArHOCTMKYMOM pPUKKeTcuia MpoBadeka (Rickettsia prowazekii, IHA)
[UrmeHThI

A09.05.021 VccnepoBaHume ypoBHS 06Lero 6unmpybrHa B Kposu

A09.05.022 VccnepoBaHume YpOBHS CBOBOLHOIO 1 CBA3AHHOIO 6unnpybmHa B KPOBU
AHM3aKMNL03

AHTUTENa K aHTUreHam Hemartog, poga Anisakis 1gG
Ondrepus (andTtepuiiHas nanoyka)

AHTUTENa knacca IgG kK gudtepuitHomy aHatokcuHy (Anti-Diphtheria Toxoid 1gG)

MoceB Ha gudteputo (Corynebacterium diphtheriae Culture)
VIMMyHHbIe thakTopbl 6ecnnogns

AHTWTeNa aHTMCNepMasibHble B criepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTWTENa aHTMCNepPMasibHble B CbIBOPOTKe KpoBu (Anti-Spermatozoa Antibodies, ASA, Serum)
lenatut E BupycHaa nHgekums (Bupyc renaruta E, Hepatitis E Virus, HEV)

AHTUTeNa Knacca IgM K Bupycy renatuta E (Anti-HEV IgM)

AHTUTeNa Knacca IgG K Bupycy renatuta E (Anti-HEV 1gG)
OnpegeneHune cneuuguyecknx IgG: annepreHbl )XUBOTHbIX

Cobaka, anutenuii (E2), annepreH-cneuyuguyeckume IgG (Dog Epithelium, 1gG, E2)

55
913
429
539

1364

748

4059

396

902
902

3278

484

484

484

616

484

484

484

990

484

165
165

814

990
759

1419
1045

891
891

572



Kowka, anutenuin (E1), annepren-cneymdmyeckne IgG (Cat Dander-Epithelium, IgG, E1)
MOKpOTa, CMbIBbI, NaBaXXHast XXWAKOCTb

MHeBMOKOKK, onpegeneHne HK B mokpoTe (Streptococcus pneumoniae, DNA)
ALEHOBUMPYCHas UH(EKLNS

AHTuTeNa Knacca IgG k ageHosupycy (Anti-Adenovirus IgG)

AHTUTENa Knacca IgA K ageHosupycy (Anti-Adenovirus IgA)
CnioHa

MHeBMOKOKK, onpegeneHve AHK B cntoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3 (TOKCOKapa, Toxocara canis)

AHTUTeNa Knacca IgG K aHTUreHam Tokcokap (Anti-Toxocara 1gG)

AHIPO®/IOP

AHgpodnop, nccnegosaHie MUKPOMIOPb! YPOTEHUTANIbHOTO TpakTa My>KUYMH B COCKObe
anuTeNManbHbIX KNETOK yporeHntanbHoro tpakta (Androflor®REAL-TIME PCR Detection Kit, the
study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

AHapotnop CKpuYH, uccnefoBaHne MUKPOMIOpbI YPOreHUTalbHOro TPaKTa My>XUUH B COCKOb6e
anuTeNnasbHbIX KNeTOK yporeHuTansHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,
the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

Bone3Hun xenygo4HO-KULLEYHOTO TpakTa

bonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AyTOVIMMyHHbIe JHAOKPMHOMNaTUK: NopaxkeHne Haanovye4yHNKOB, ayTOMMMYHHas Natosiorna roHag,

AHTUTENa Knaccos IgA, IgM, 1gG K TKaHW AnYHKKa (aHTOBapuasbHble aHTUTeNa), CyMMapHoO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AHTUTENa Knaccos IgA, IgM, IgG K cTeponanpoayumnpyowmnm Knetkam HagrnoveyHmka (ACMK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, I1gG,
Total)

AHTUTeNa Knaccos IgA, IgM, IgG K cTeponanpoayunpyoWwmnM KneTkam amyka, CyMmmMapHo
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

Cuctema [eTOKCHMKaL N KCEHOBMOTNKOB M KaHLLepPOreHOB
Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHINT, MEHUHIOKOKK

[MoceB Ha MEHVMHIOKOKKW, OnpefeneHne 4yBCTBUTENIBHOCTM K aHTUMMKPOOGHBLIM rpenaparam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTNOKCUAHTHBIN cTaTyc
AHTUNOKCUAAHTHBIN cTatyc (O6LwmMin aHTMOKCMAAaHTHBIN cTaTyc) (Total Antioxidant Status, TAS )
OnpepeneHve cneyunguyeckmx IgE: npodeccnoHanbHble annepreHsl
Nartekc, IgE (Latex, 1gG, K82)
Ackapungo3s
AHTUTeNa Knacca IgG K aHTUreHam ackapug, (Anti-Ascaris lumbricoides IgG)
Jdemopekos (knew, gemogekc, Demodex folliculorum, Demodex brevis)
VccnepgoBaHne Ha Hanmume kKnewa gemogekc (Demodex folliculorum, Demodex brevis)

KoHcynbTaums rotoBbIx Npenaparos

KoHcynbTaums rotoBbIX LUMTONOMMYECKMX npenapaTtos (04HO cTekno) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3s

AHTUTeNa K aHTUreHam Kutaiickoii ayycTtkm Clonorchis sinensis IgG
[epnec-Bupyc yenoseka 8 Tnna

AHTUTeNa Knacca lgG K repnecsupycy yenoseka 8 tuna (Anti-HHV-8 IgG)

YC/yrn no nosiydeHunto pesysbtata 06¢cnei0BaHums

Bblgava pesynbTaTtoB Ha aHIMIACKOM 5i3blKe (MepeBoj, Pe3ynbTaToB Ha aHTINIACKNIA
a3blK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsauus aputpornoasa

572

495

781
781

495

517

2838

1991

8899

1419

1232

1705

8129

935

5247

484

968

374

418

1078

770

220



ApuTponoaTuH (Erythropoetin)
OPMOHBI XXMPOBO# TKaHW
NentuH (Leptin)

Kpuntocnopuvanos, BogsHUCTas Auapes (KpMnTocnopuammn napeym)

Kpuntocnopugun napsym (Cryptosporidium parvum), gnapenHblii CUHAPOM, aHTUIEHHbIA TeCT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-NMMOTPONHbIN BUPYC
AHTUTENa Knacca 1gG K T-nMmdoTponHoMy BUpYCY YenoBeka Tuna 1 u 2 Tunos (Anti-HTLV-1, 2 IgG

)

VHTephepoHOBBIii cTatyc
VcenepnosaHve nHTeptepoHoBoro cratyca (Study of Interferon Status)
KomnneKcHble nccnegoBaHms

OueHka aHaporeHHoro cratyca (Assessment of Androgen Status)

YKEHCKNI roOpMOHaNbHBIN NPOGNAbL: AUCHYHKLMSA SUMHUKOB, HapYyLLEHNS MEHCTPYanibHOTO LiMKa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

YKeHckumit ropMoHanbHbI NPOhub: AUCHYHKUNSA SUMHUKOB, HApYLUEHNS MEHCTPYa/IbHOTO LMKIa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

ButamuH D 1 MuHepanbHbIi 06MeH (MepekpecTok)
BeretapuaHubl

MoparoToBka K 6epeMeHHOCTU: OLEHKa BUTAaMUHHOIO cTaTyca
XnpopactBopuMble BUTAMUHBI

Mpodunb BeraHbl «MUHUMaNbHbI»

Mpodunb BeraHbl «b6a3oBbIiix»

Mpodunb BeraHbl «PaclUMPEHHbIA»

YXupo- 1 BofopacTBOp1Mble BUTAMUHbI

OP3, OPBU (HacmopK, Kallenb, 60onb B ropne) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTUTeNa Knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

VccnenoBaHve koMnnekcHoe «Ceke B 60MbLLIOM ropoje: 6 MH(eKLmMli (aHanmM3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

VccnepoBaHue komniekcHoe «Ceke B 60/bLIOM ropoge: 6 MHdekuuii (aHanns Kposm)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

bonu B cycTaBax: pacumpeHHoe ob6enegoBaHume (Joint Pain: Extended Survey)

Ecnm B nnaHax pe6eHok

Xouy cTatb MaMoW: KOMIMIEKCHOe 06cnefoBaHMe NPy NnaHMpoBaHUK 6epemeHHoCcTM (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-o6cnegoBaHve ana myxduH (VIP-Survey for Men)

VIP-o6¢cnepoBaHne ansi xeHwuH (VIP-Survey for Women)

OueHka UMMYHHOrO OTBeTa K AeTCKMM MHGekumsam (Pediatric Infections: Immune Response)
AHTUTeNa Knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, 1gG)
TORCH-uHpekLmmn (ToRCH-Infections)

BepemeHHOCTb: | TpuMecTp (1-13 Hegenu) (Pregnancy: First Trimester (1-13 Weeks) )

BWY, cudmnuc, renatutel B n C (HIV, Syphilis, Hepatitis B, C)

WMccnepoBaHne komnnekcHoe «Ceke B 60/1bLIOM ropoge: 8 MHpeKLmiA + Ma3oK Ha MUKPOGIopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

bepemeHHoCTb: Il TpumecTp (0T 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

VccnenoBaHve koMmniekcHoe «Ceke B 60/bLwoM ropoge: 14 nHdekunii + Masok Ha MUKpogiopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MoarotoBka kK 6epeMeHHOCTU: 6a30BbIiA
lemocTasnorpamma (Koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
O6cnefoBaHuMe nedeHu: pacwmpeHHoe (Survey of Liver: Extended )

lrocnutannsauus B TepaneBTMHECKUIA cTaumoHap (Hospitalization in Therapeutic Hospital)

1056

836

869

858

2695

1606

3630

3762

2000
3509
3872
7051
8250
9966
17281
20911

8129

1067

3465

3597

7458
7689

7964

16269
17270
5984
1089
3564
8228
1540

2794

3993

4411

10923
2761
2893
3663



lrocnutannsauns B Xmpypruyeckumii ctaumoHap (Hospitalization in Surgical Hospital)

locnutannsaums B XMPYpPruyeckuii cTaumoHap: paclumpeHHoe obenegoBaHne (Hospitalization in
Surgical Hospital: Extended Survey)

«Mos 3g0poBas HaAHs» (My Healthy Nurse)

OueHKa pucka paka asM4HnkoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka annMTennanbHOro paka AMYHUKOB) (/15 XXeHLWUH [0 MeHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OLeHKa pucka paka anyHnkos rno anroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeta pycka anuTenManbHOro paka AMYHMKOB) (415 YKeHLLMH nocne meHonay3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MOIOYHO Xenesbl — KOMMNEKCHbIA MMMYHOTMCTOXUMUYECKWI Npotunb (Bnomatepuan,
(hMKCUPOBaHHbIN B hopmanimHoBoM Bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MOMIOYHO Xenesbl — KOMMAEKCHbIA MMMYHOrMCTOXUMUYECKWI Npotunb (buomatepuan,
(hMKCUPOBaHHbIN B NapaduHoBomM 6/10ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTMCTOXUMMWYECKWI CKPUHWHT paka LLUEenKn MaTkn — UccnefjoBaHne aByx Mapkepos 4/1s
paHHeRn AMarHoCTUKM AUCMNasnm C BbICOKOM CTENEHbIO pUcKa 03n10kayvecTBneHuns: p16INK4a +
Ki-67 (6uomatepuan, prKcMpoBaHHbI B napagmHoBoM 610ke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

VIMMYHOTMCTOXUMMWYECKWI CKPUHWHT paka LLUEenKn MaTkn — UccnefjoBaHne aByx Mapkepos 4/1s
paHHen AMarHoCTUKM A1CNNasnm ¢ BbICOKOM CTENEHbIO pUcka 03n1okavecTBneHuns: p16INK4a +
Ki-67 (6uomartepuan, prKcMpoBaHHbIl B hopmanHoBoMm 6ycgepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHKa MeTabonmM3Ma KOCTHOW TKaHW 1 pricka 0cTeonoposa: pacluMpeHHoe obcnefoBaHve
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHatanbHbIi CKPUHUHT Tprcomumii: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbIi CKPUHUHT Tprcomumii: || Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 r'emocTasmorpamma (Koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpo6nembl HeBbIHALLMBaHWSA: ayTOMMMYHHbI npodunb (Miscarriage: Autoimmune Profile)
MimmyHonorndeckoe obcnegoBaHue paclumpeHHoe (Immunological Survey Extended)
O6cnefoBaHme nedeHn: CKPUHKHE (Survey of Liver: Screening)

B03.016.004 Buoxmmusi KpoBu: 6a30BbIA NPOGUIb

Supersport ba3oBblii

Broxmmmns KpoBM: MUHUMaNbHbIA Npodnnb (Serum Biochemistry: Minimum)

Supersport ONTUMasbHbIN

BroxmmMmnsi KpOBM: pacluMpeHHbIn npoduab (Serum Biochemistry: Extended Profile)

300pOoB Thbl — 340P0OBa CTpaHa: eXXerogHoe npodgunakTnyeckoe obcnegosanue (go 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExkerogHoe npodunaktnyeckoe obenenosaHue (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepeg anetoii: gononHuTenbHOe o6cnenoBaHme (Survey Before Diet: Additional )
Supersport MNMpoABUHYTHIN

BenkoBas fueta

O6cnefoBaHuMe noyek: paclumpeHHoe (Survey of Kidneys: Extended )

KoHTponb anabeta: pacumpeHHblii (Diabetes Control: Extended)

TOKCUYHbIE MUKPO31eMeHTbl B Bonocax (Toxic Trace Elements, Hair)

TOKCUYHbIE 1 3CCEHLMaNbHbIe MUKPO3eMeHThl B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BonblUO CKPMHUHT 371eMEHTHOrO coctasa Bonoc (Elemental Composition of Hair: Screening )

3cceHumanbHble (KM3HEHHO HEOBXOAUMbIE) U TOKCUYHbIE MUKPO3ieMeHTbl B Moye (Essential Vital
Elements, Toxic Trace Elements, Urine)

TOKCUYHbIE MUKPO3eMeHTbl B HOrTAX (Toxic Trace Elements, Nails)

TOKCUYHBIE 1 3CCEHLMaNbHbIE MUKPO3ieMeHTbI B HOrTsx (Toxic Trace Elements, Essential Vital
Elements, Nails)
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BOoNbLUOM CKPUHUHT 31eMeHTHOro coctaBa HorTelt (Elemental Composition of Nails: Screening )
Marens KpynHokneto4uHasa numdoma

MaHenb Jlnmdoma 13 KNeToK MaHTUIHOM 30HbI

MaHenb Nlnmdpoma Bepkuta

MaHenb donnukynsapHaa numdgoma

MaHens Anddy3Has B-kpynHokneTovHas numpoma

MaHens MANT-nnmdgoma

AHannsbl 4514 fetckoro caga u wkonbl (Testing for Kindergarten and School)

300poBbI pebeHokK: ans aeteit ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnepoBaHne noYek: CKpUHUHTE (Survey of Kidneys: Screening)

Moparpa

MaHenb VcTnHHaa nonmuyutemms

MaHens MepBUYHLIA MUenothnopos

MaHenb AcceHumanbHaa TpomoéoLmMTEMUSA

MaHenb XpoHuueckuii mmenoneikos (Panel Chronic myelogenous leukemia, CML)

MaHens M'MNepao3vHOMUIbHLIV CUHAPOM

MaHenb OcTpble NMMEO6AAaCTHbIE NEliKO3bI

NabopatopHas gnarHocTka runepaHaporeHemMnm

OLeHKa ropMOHanbLHOrOo cTatyca nNpu HapyLeHU MeHCTPYasibHOrO LMKNa

CKpVIHUHT 60one3Hel coegnHUTENbHOM TKaHM (AT K QHA, aHTUHYKNeapHsIi (akTop (AH®D))

OnddepeHymnansHasa gnarHoctika CKB n gpyrux peBmatnydeckux 3abonesaHuin (AT K
HYK/IeOCOMaM, aHTUHYK/IeapHbIiA haktop (AH®))

[JmarHocTuka rpaHynemato3HbIX BacKy/IMTOB (aHTUHYKNeapHbIli haktop (AH®), AT K umuTonnasme
HeliTpogunos (AHLLA/pANCA, cANCA), IgG)

JvarHoctuka BTOPMYHOIO aHTMoCHonnnuaHoro cuHgpoma (AH®, AT K kapamonununy, IgG, IgM)

[narHoctrka ayTOMMMYHHOTO MOpPadKeHNs1 NoYeK (aHTUHYKNeapHbIli dhaktop (AH®), AT K
6aszanbHO MembpaHe Ky6oukoB novek, AT k ymtonnasme Hentpodgmnos (AHLUA/PANCA, cANCA),
I9G)

CucteMHas KpacHast BofyaHka, ob6cnefioBaHune (AT K HykneocoMam, AT K kapamonununy, IgG; AT K
KapgnonunuHy, IgM; aHTUHYKneapHbIii thaktop (AHD))

AHTU(OCHONMMUAHBIN CUHAPOM, pa3BEPHYTOE CEpPOOrMyeckoe uccnegoBaHmne (AH®; AT K
kapgnonununy, IgG, IgM; AT k 6eTa-2-rnmMKonpoTenHy 1)

Bonu B cycTaBax: CKpUHUHT (Arthralgia: screening test)
CKPUHUHT ayTOMMMYHHOTO nopaxeHus neveHun (Autoimmune Liver Disease: Screening)

ApTpuTbl NpU peBmMaTndeckux 3abonesaHusax (Rheumatic arthritises)

AHTUTENa K KOpoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) u IgG
(konnuecTBeHHOe onpeaeneHue) (Anti-SARS-CoV-2, IgM/IgG)

Mpotunb «marHoctrka 6ynnesHbix gepmaTo3oB (AT K gecMocoMam anugepmuca, AT K 6a3anbHON
Memb6paHe Koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM u IgG (Abbott)

AHTUTENA K KopoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) n IgG
(konnuecTBeHHOe onpegeneHne) (Anti-SARS-CoV-2, IgM/1gG)

LLinToBMAHas Xxenesa: paclumpeHHoe obcnegoBaHme (Thyroid Gland: Extended Survey)
LLinToBuAaHas >xenesa: paclumpeHHoe obcnepoBaHme (Thyroid Gland: Extended Survey)
LLintoBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)

[Jrabet: ayToummyHHble mapkepbl (Diabetes: Autoimmune Markers)

PeBmatongHsblii apTput (Rheumatoid arthritis).

AHTuTeNa knaccos IgM 1 1gG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG)
[narHoctrka 6bICTPONPOrpeccupyoLero rnomepynoHedputa (AT K 6a3anbHON MmembpaHe
KNy60uKOB noyek, AT K uutonnasme Heitpogunos (AHLIA/pANCA, cANCA), IgG)

CepofmarHoctrka ayToMMMyHHOrO ractTpuTa 1 NEPHULMO3HON aHeMun (AT K napueTaibHbIM
KneTkam >xxenyaka; AT K BHyTpeHHeMy (akTopy Kactna)
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Mpodunb «CuctemMHas kpacHasa BonyaHka (CKB), MOHUTOPUHT akTBHOCTU (aHTU-Ac-AHK 1gG, C3,
C4 KOMMOHeHTbI KomnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakusi, ceponornyecknii CKpuHUHT (AT K aHAoOMU3MIO, IgA; AT K geamnampoBaHHbIM NenTugam
rnvaguHa, IgG; IgA obuy,)

[varHoctuka uenvakvm: HernepeHocMMocTb 6enka 3nakos (rntoteHa) (Coeliac Disease: Gluten
Intolerance )

AT K Kapguonununy, 1gG, IgM

AHTUochoNMnUAaHbIN cuHapom (APC), nabopatopHsle kputepun (Antiphospholipid Syndrome,
APS)

CepopgmarHoctuka 60ne3Hn KpoHa n Hecneumguyeckoro a3seHHoro konuta (HAK) (AHLLA/pANCA,
CANCA, 1gG; AHLIA/ANCA, IgA; ASCA, IgG, IgA)

BocnanutenbHble Mrokapauonatum (AT k mutoxoHapuam (AMA), AT K cepaeydHoli MyckynaType)

Llennakus, ceponoruyeckas gmarHoctunka (AT K aH4OMU3MIO, IgA; AT K TKaHEBOW TpaHCrnyTammHase,
IgA, 1gG; IgA o6Lw,.)

AHTWTENA K CTEPOMANPOAYLIMPYIOLLMM KNeTKaM penpoayKTMBHbLIX TKaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nuLeBble NpoaykTel (Food Allergy)

JivnuaHbili npodmnb: paclunpeHHbIn He HaTowak (Lipid Profile: Extended )
NvinuaHbii npodmne: paclumnperHsii (Lipid Profile: Extended )

MaHenb "Actma/puHuT getn” IgE, ImmunoCAP

MaHenb "Ok3ema” IgE, ImmunoCAP

ApTepuanbHas rmnepTeH3ns, cBsi3aHHas ¢ HapyLUEHUAMW B paboTe sHAoTeNManbHON NO-crHTasbl
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHensb "Actma/puHnT B3pocble™ IgE, ImmunoCAP

MccnepoBaHne koMnnekcHoe «Ceke B 60/bwoM ropoge: 12 nHgekuuin + KBM (yporeHuTabHbIi
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPUHUHT paka Leliku MaTKu

Mporpamma cKpUHMHra paka Lweliku maTkm — onpegenexdve AHK BMNY n yutonormnyeckoe
nccnegoBaHme cockoba Lekyn MaTkn 1 LEepBUKabHOTO KaHana MeToL0M XUAKOCTHOW
uutonorum*

HelipoTpornHble BUTaMUHBI
BogopacTtBopuMble BUTAMUHBI

MuTtaHre, NckNloYatoLlee KpacHoe MsACo
[JnarHoctuka aHemuii (Diagnosis of Anemia)

[narHoctuka aHemuii (Diagnosis of Anemia)

MpodunakTnka 3abonesaHnii cepaLa 1 cocyaoB U UX OCNOXHeHWU (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHNe 6epeMeHHOCTU: AUArHOCTKa YporeHuTasbHbIX MHgekLmi (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepegn gnetoi: MMHMManbHOe o6cnegoBaHue (Survey Before Diet: Minimum )

Mpo6nembl Beca (NepBrMYHOe 06Cnef0BaHVe 300P0Bbs NaLMEHTOB C HapyLleHnaMy Beca) (Weight
Problems: Primary Survey)

KpacoTa 3g0poBoii koxku (Healthy skin beauty)

ExxerogHast NpogrAakTMKa: MUHUMaJ/TbHBIA CKPUHWHT

OueHKa HCYNIMHOPE3UCTEHTHOCTY: F1I0KO3a (HaToLLaK), MHCY/IMH (HaTOLLAaK), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc uccnegoBaHuii "Mpobnembl Beca: METab0INYECKNIA CUHAPOM (CKPUHMHIOBOE
nepBUYHOE BbISB/IEHME) 'BKOYaeT 1abopaTopHble UCCNeA0BaHUS: TPUTULEPUABI, XONECTEPUH
06wwmii, xonectepuH MBI, xonectepuH JIMHM, roKo3a; ycnyrn no gyHKUMOHaIbHOW ANarHoCTMKe
1 aHTPOMOMETPUN: NU3MEPEHME apTepnasibHOro JaBNeHns, n3MepeHne okpy>kHoctu Tanun (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[JnarHoctuka octeonoposa (Diagnosis of Osteoporosis)
OHKOpPWCK XeHcKuiA: weika Mmatkn (Women's Oncorisk: Cervix )
Anneprusa Ha XXMBOTHBIX, Mblb, NieceHb (Allergy to Animals, Dust, Mold)

MoaroToBka K 6epeMeHHOCTU: CKPbITbIN fenLmnT Xenesa
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CunbHble BONOCHI, Kpenkue Hortu, 6apxatHas Koxka (Strong hair and nails, velvet skin) 3465
MWKpPO3neMeHTbI B CbIBOPOTKE KPOBU 1 BEHO3HOW KPOBW: CKpUHUHT (Trace Elements, Serum,

Venous Blood: Screening) 3317
Anneprusa Ha nneceHb (Mold Allergy) 2211
Anneprusa Ha pacteHus (Plant Allergy ) 4818
MimmyHonorndeckoe obcnegoBaHve ckpuHuHrosoe (Immunological Survey, Screening) 7040
Mysckoe 6ecnnoaue (reHbl AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility (Genes AR, CFTR; 23496

AZF-Region; Karyotype))

XeHckoe 6ecnnogne n ocnoxxHeHne 6epemMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA lI; kapnotun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, 28534
MTR, ACE, AGT, RHD, HLA II; Karyotype))

TOKCUYHbIE MUKPO31EMEHTI (TShKenble MeTasl/bl) B BEHO3HOW KpoBu (Toxic Trace Elements, Toxic

Heavy Metals, Venous Blood) 1375
OueHka pucka KamHeo6pa3oBaHWs - IUTOreHHbIE CyO6CTaHLMM MOYK, CYTOUYHAasA MoYa (KasibLmii,

MarHui, ocgop, okcanarbl, MOYEBast KUCNOTA, KPeaTUHMH CYTOYHON MOUM C pacyeToM CYyTOYHOM 2365
3KCKpeuumn)

OueHka pucka KamHeo6pa3oBaHKs - NIUTOreHHbIE CyGCTaHLMM MOYK, Pa3oBasi MoOpLMS MOYM

(Kanbuwmia, marHuii, hochop, okcanathbl, MOYeBast KUC/I0Ta, KpeaTUHUH Pa3oBoi NopLMy MOYK, € 2244
pac4eToM HOPMa/IM30BaHHbIX MO KPeaTUHWHY nokasatenei)

OueHKa CKopocTh KNy60o4KoBOI thunbTpaumn y getei no gopmyne LLBapua, KpeaTMHUH 176
Kny6oukoBas hunbTpauus, pacyet no gpopmyne CKD-EPI — kpeaTuHUH (Estimated Glomerular 176
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6LWMIi (KIMHUYECKNIA) aHaNN3 KPOBU Pa3BEPHYTHIN 462
bepemeHHoCTb: || TpymecTp (14-28 Hegenn) (Pregnancy: Second Trimester (14-28 Weeks)) 836

KnnHn4yecknin aHann3 KpoBu: 06LLmMiA aHanma, neiikogopmyna, CO3 (c 06a3aTenbHON «pyUYHOn»
MuKpockonueli Maska kposwu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula, 649
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHble 3cceHLMabHble (PKU3HEHHO HEOOXOAUMbIE) MUKPO3/1eMEHTbI B CbIBOPOTKE KPOBU

(Essential Vital Elements, Essential Trace Elements, Serum) 1375
HapyLeHus cnepmaToreHesa, 6 mapképos (M1kpogeneLmm nokyca AZF) (Spermatogenesis

. 5071
disorders (6 AZF))
HapyleHuns cnepmaroreHesa: paclumpeHHas naHens (AZF-pernoH) (Impairment of 11407

Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe uccnefoBaHve 411 UCNONb30BaHNA B MArHOCTVKe paccesHHOro CKneposa:

onpefeneHne 0IMrOKIOHaNLHOrO IgG (TIMKBOP, CbIBOPOTKA) M CBOBOAHbIX Nerkmx Lienei 5830
UMMYHOIT06YNIMHOB (INKBOP)

HacnepgcteeHHas npeApacnonoXeHHOCTb K Levakmm rno iokycam reHos cuctemsl HLA |l knacca

(DQAL, DQBL1) 6864
OnpegfeneHve reHoTuna pesyc-akropa (RH factor Genotype) 10901
MwuKpOCKOMNMA 1 MNOCEB Ha Napa3uTapHble rprbbl (Koxa) (Parasitic Fungi, Microscopy and Culture 1727
(skin))

Mwukpockonus 1 Noces Ha napasuTapHble rpubsbl (Hortu) (Parasitic Fungi, Microscopy and Culture 1727
(nails))

MencuHoreHsl | 1 Il ¢ pacyetom cooTHowweHus (MencuHoreH I/MencuHoreH Il) (Pepsinogen 2002
I/Pepsinogen Il, PG1/PG2)

Mapkepbl pucka npeaknamncum: sFit-1, PIGF, cooTHoweHwue sFIt-1/PIGF 6468

MoceB Ha MMKOMNAa3My 1 ypeannasmbl, OnpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOPUCK MY)KCKOIA: NpefcTatensHast xenesa (Male oncologic risk: prostate) 957
A09.05.120.001 AnbaocTepoH-peHnHoBOe cooTHoLeHMe (Aldosterone-Renin Ratio, ARR) 1408
KoMnoHeHTbl cucteMbl koMmnnemeHTta C3, C4 (Complement components C3, C4) 792
MaHenb "CTannoKOKKOBbIE SHTEPOTOKCUHBI", IgE, IMmmunoCAP 2332
B03.016.005 JlunugHblii npodunb: ckpuHuHr (Lipid Profile: Screening) 770
TpombouunTapHbIi peuenTtop gubpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
JinnngHbiA npodnnb: CKPMHUHT He Hatoulak (Lipid Profile: Screening) 770

Kny6oukoBas mnbTpauus, pacyet no gopmyne CKD-EPI — yuctatnH C (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

[JunarHoctuka nepBUYHbIX UMMYHOLE(HNLNTOB

792

WceneposaHne TREC 1 KREC ans anarHOCTUKU MMMYHOLe(ULINTOB 5313



MpococmoTpbl
Bopgonasebl

Meproanyecknii MEAULIMHCKNI OCMOTP paboTHUKOB No npukady M3 P® Ne 29H o1 28.01.2021 r. .
19.1

Mepuoanyecknin MeguLMHCKNIA OCMOTP BoAoa3a no npukasy M3 P® Ne 29H ot 28.01.2021 1.
(nepBuyHbIl) N. 5.1; n.5.2; n. 19.1

Mepuognyecknin MeguLMHCKNI OCMOTP Bogonasa no npukasy M3 P® Ne 29H o1 28.01.2021 .
(noBTOpPHbIN, Bo3pacT ot 40neT) n. 5.1; n.5.2; n. 19.1

Meproanyecknii MeAULIMHCKNI OCMOTP BOA0/a3a no npukasy M3 P® Ne 29H ot 28.01.2021 r.
(noBTOpPHbIN, Bo3pacT Ao 40 neT) n. 5.1; n.5.2; n. 19.1

Mpoune
Mepuoanyeckmnii/npeaBapuTeNbHbIA MeAULUHCKUA OCMOTP
MepuoanYECKNiA MegULMHCKUIA OCMOTP

MeproanYecKnii MeAULMHCKINI OCMOTP
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