MperickypaHT oT 23.11.2023r.

HanmeHoBaHue

Ycnyrn HaHomeauka
NyueBas gnarHocTuka
Bblgaya gy6nmkara 3akitodeHns (NpoTokon uccnegosaHma KT/MPT ¢ 3akitoueHneM Y CHAMKK)
A06.30.002.001 OnucaHune n nHtepnpetaunsa KT
ApX1BUPOBaHUE faHHbIX Ha Auck (MPT, KT, peHTreH, mammMorpadgus)
PeHTreHonneHka (MPT, KT, mammorpadus)
A06.30.002.002 OnucaHve n nHtepnpetauma MPT
A06.30.002 OnucaHve 1 HTepNpeTauns peHTreHorpauyecknx N306pakeHni
B01.039.001 Mpwuém (0cMOTp, KOHCYNbTaLMs) Bpaya-peHTreHonora nepBruYHbIi
B01.039.002 Mpném (0CcMOTp, KOHCY/bTaLWs) Bpaya-peHTreHo10ra NoBTOPHBIN
KomnbloTepHas Tomorpadus
lonoBa

A06.23.004 KomnbroTepHasi ToMorpagusi Yepena/rosioBHOro Mo3ra HaTBHOE MCCNeAoBaHme

A06.23.005.006 KomnbroTepHas ToMorpagus Yepena/rofioBHONO Mo3ra ¢ BHyTPUBEHHbBIM
KOHTPacT1pOBaHNeEM

A06.08.007 KomnbroTepHas ToMorpadusi npuaaToyHbIX Nasyx Hoca, roptaHn

A06.08.007.004 KomnbroTepHas TOMOrpadums NpuaaToYHbIX Nasyx Hoca ¢ BHYTPVMBEHHbIM
60/1H0CHBbIM KOHTPACTUPOBAHUEM

A06.25.003 KomnbroTepHasi ToMOrpagusi BACOUHO KOCTH

A06.25.003.002 KomnbroTepHas TOMOrpadums BUCOUYHOM KOCTU C BHYTPUBEHHbLIM 60/HOCHbLIM
KOHTPacT1pOBaHNeMm

A06.26.006 KomnbloTepHas ToMmorpagus rnasHuLbl

A06.26.006.001 KomnbloTepHas TOMorpagms rnasHubl ¢ BHYTPUBEHHbIM 60MHOCHBIM
KOHTpacTupoBaHnem

A06.23.004.007 KomnbroTepHas TOMOrpadus cocyoB ro/IOBHONO MO3ra C BHYTPVBEHHbIM
60/110CHBIM KOHPAaCcTUPOBAHNEM

A06.08.007.002 KomnbtoTepHas TOMOrpadus ropTaHn ¢ BHYTPUBEHHbLIM 60/HOCHBIM
KOHTpacTMpoBaHNeEM

A06.26.006.001 KomnbtoTepHas TOMOrpadus rnasHnLbl (C KOHTPaCTUPOBAHUEM)

Lles

KoMmnbloTepHas ToMorpadus aHrmorpagus aKCTpakpaHasbHbIX apTepuii ¢
KOHPAaCTUPOBAHMEM

A06.08.009.002 KomnbroTepHas TOMOrpadus Len ¢ BHYTPUBEHHBIM GOTHOCHBIM
KOHTpacTMpoBaHNEM

pyaHasa knetka

A06.09.005 KomnbroTepHasi ToMorpagusi opraHoB rpyAHO NonocTu

A06.09.005.002 KomnbtoTepHas ToMorpadus opraHoB rpyAHOM NONOCTY C BHYTPUBEHHLIM
60/H0CHBIM KOHTPACTUPOBAHNEM

A06.11.004 KomnbroTepHas ToMorpagus cpegocteHums

A06.11.004.001 KomnbtoTepHas ToMorpagus cpegocteHmnst ¢ BHYTPUBEHHBIM GOTFOCHLIM
KOHTpacTMpoBaHNeM

BptoLHas NofocTb, KofoHorpagus 1 Tas

A06.30.005 KomnbroTepHas Tomorpadums opraHoB GPHOLLHOM NOA0CTU
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A06.30.005.003 KomnbtoTepHas TOMOrpadus opraHoB GPHOLLHON MOMOCTU C BHYTPUBEHHbIM

8700

60/HOCHBLIM KOHTPACTUPOBAHUEM

3abpIoLLMHHOE NPOCTPAHCTBO
A06.28.009 KomnbroTepHas ToMorpagusi noYeK U HagnoyYeyHNKOB 3500
A06.28.009.001 KomnbroTepHas Tomorpadms Mo4YeK 1 BEPXHMX MOYEBLIBOAALLMX NYTEN C 8700
BHYTPUBEHHbLIM 60/IFOCHLIM KOHTPaCTMPOBaAHWEM
A06.30.007 KomnbtoTepHas ToMorpagust 3adproLLIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbloTepHas TOMorpadus 3a6proLLIMHHOIO NPOCTPaHCTBA C BHYTPUBEHHBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.30.005.001 KomnbtoTepHas TOMorpadus 6pHOLLIHON NOA0CTY 1 3a6PHOLIMHHOIO 8700
npocTpaHcTBa

KocTHO-MblIWeYHas cuctema (Mo3BOHOYHMK)
A06.03.021.001 KomnbtoTepHas TOMOrpadust BepxXHeli KOHEYHOCTH 2600
A06.03.021.002 KomnbroTepHas TOMorpadusa BepxHe KOHEYHOCTY C BHYTPUBEHHbBIM 8700
60/H0CHBIM KOHTPACTUPOBAHUEM
A06.03.021.001 KomnbroTepHas ToOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 3600
CyCTaBOB, 2 OTAleNI0B KOHEYHOCTH, 2 OTAENOB MO3BOHOYHMKA) HATUBHOE UCCef0BaHne
A06.03.021.002 KomnbroTepHas TOMorpadums KOCTHO-MbILLEYHOR CUCTEMbI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAesia KOHEYHOCTE, 2 OTAe/10B NO3BOHOYHUKA) C KOHTPACcTPOBaHNEM
A06.03.036.001 KomnbroTepHas TOMOrpagums HUXKXHEn KOHEYHOCTH 2600
A06.03.036.002 KomnbroTepHasi TOMOrpagusi HKHEMKOHEYHOCTU C BHYTPUBEHHbLIM 8700
60/0CHBLIM KOHTPACTUPOBaHUEM
A06.03.058 KomnbtoTepHas ToMorpadusi N03BOHOYHMKA (O4MH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpagus N0O3BOHOUYHUKA C BHYTPUBEHHbLIM GOOCHBLIM 8700
KOHTPacTUPOBaHWEM (OAVH OTAEN)
A06.03.062 KomnbloTepHas Tomorpagus Koctu 2600
A06.04.020 KomnbloTepHas ToMorpagmnsa BUCOYHO-HVKHEYENOCTHBIX CyCTaBoB 2600
A06.04.017 KomnbroTepHas ToMorpagus cyctasa 2600

Manbliii Ta3
KomnbloTepHas ToMorpagus opraHoB Masioro tasa HaTMBHOE UccnefoBaHue 2600
KomnbloTepHas ToMmorpagus opraHoB Majioro Tasa ¢ KOHTpacTMpoBaHUEM 8700

Cocyabl
A06.12.052 KomnbloTepHO-TOMOrpadmyeckas aHrmorpagus aopbl 8700
A06.12.053 KomnbloTepHO-TOMOrpagnyeckas aHrmorpapus CocyfoB HUXHUX KOHEYHOCTEN 8700
A06.12.050 KomnbloTepHO-TOMOrpacguyeckas aHrmorpacgus 0f4Hon aHaTOMUYecKol 061acTu 8700
A06.12.054 KomnbloTepHO-TOMOrpaguyeckas aHrmorpacus cocyioB BEPXHMX KOHEYHOCTEN 8700
A06.12.055 KomnbroTepHO-TOMOr padmyeckasn aHrnorpagus cocyioB Tasa 8700
A06.12.057 KoMmnbloTepHO-TOMOrpamyeckas aHrmorpagpus NérovHblx cocyaoB 8700
A06.12.058 KomnbroTepHO-TOMOrpadmyeckast aHrmorpagums 6paxmouedanbHbIX apTepuii 8700
A06.12.001.001 KomnbroTEpHO-TOMOTpaduryeckas aHrmorpadgus rpyaHol aoptbl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduryeckas aHrmorpagus 6proLwHol aopTbl 8700
A06.23.004.007 KomnbroTepHas Tomorpadums cocyfoB rofloBHOr0 MO3ra C BHYTPUBEHHbIM 8700
60/0CHBIM KOHTPACTUPOBAHUEM

Cepaue
A06.10.009 KomnbroTepHas ToMorpadus cepgua (C onpegeneHmemM KOpoHapHOro KasbLns) 3500
A06.10.006.001 KomnbroTepHO-TOMOTrpaduyeckas KopoHaporpagpums 12900
A06.10.006.001 KomnbroTepHas ToMorpadus 1esoro npeacepams v NéroyHblx BeH 12900

MarH1THO-pe30HaHcHas Tomorpadgus

[onosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT rosioBHOro mo3sra C KOHTpacTMpoBaHNEM 7100

A05.12.004 MP apTtepuorpagus (ogHa o6nacTb) 3100



A05.12.005 MP BeHorpatms (ogHa 06nacTb) 3100

MP aHruorpagus apTepmmn 1 BeHbl FOIOBHOTO MO3ra C KOHTPaCcTMPOBaHMEM 7100
MP aHruorpadua aptepuv ronoBHOro Mo3ra ¢ KOHTpacTMpoBaHMeM 7100
A05.22.002.001 MPT runogmsa ¢ KOHTPaCcTMPOBaHMEM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPacTMpoBaHem 7100
A05.08.001 MPT OKONMOHOCOBBIX Nasyx 3100
A05.26.008 MPT rnasHuupl 3100
A05.22.002 MPT runodusa 3100
A05.04.001 MPT BUCOYHO-HMXKHEYEIOCTHBIX CYCTaBOB 5000
A05.30.008 MPT kpaHvoBepTebpanbLHOro nepexoja 3100
A05.23.009.004 MarHUTHO-pe3oHaHCcHas andagy3ns ronoBHOIO Mo3sra 3100
A05.23.009.008 MarHUTHO-pe30oHaHCHas aHrorpapus UHTpakapHUaibHbIX COCY0B 3100
CnnHa
A05.04.001 MPT KpecTL0BO-MOAB34OLLIHOIO COY/IeHeHNs 3100
A05.30.008 MPT wwieun 3100
A05.03.002 MPT rpygHoro otgena 3100
A05.03.002 MPT nosicHM4yHoro otaena 3100
A05.03.002 MPT KonuMKoBOro otaena 3100
A05.03.002.001 MPT rpygHoro otgena ¢ KOHTpPacTMpoBaHuem 7100
A05.30.008.001 MPT Llen ¢ KOHTPacTUPOBaHNEM 7100
A05.03.002.001 MPT NOSICHMYHOIO OTAeNa C KOHTPacTMpoBaHVem 7100
A05.03.002.001 MPT KON4YMKOBOIo OTAge/1la C KOHTPaCcTUPOBaHNEM 7100
A05.23.009.010 MPT cnmMHHOro Mo3ra (oOguH oTaen) 3100
A05.23.009.011 MPT CNMHHOro MO3ra C KOHTpPacTMpoBaHMeM (OANH OTAenN) 7100
A05.23.009.013 MarH1THO-pe30oHaHCcHas Anddy3ns CNMHHOIro Mo3ra (OAnH OTAeN) 3100

A05.23.009.016 MarHMTHO-pe3oHaHcHasa ToMorpadus CMHHOrO Mo3ra (pasoBoKOTPacTHas

(opgwnH otgen) 7100
BHyTpeHHVe opraHbl
MPT ne4veHmn 1 XenyHbIX NPOTOKOB C KOHTpacTMpoBaHuem (MpuUMoBKCT) 14000
A05.30.005 MPT opraHoB 6PHOLLHON NOOCTH 4000
A05.30.007 MPT 3a6pHOLLUMHHOIO NPOCTPaHCTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLHOM MOMOCTU C BHYTPUBEHHbLIM KOHTPACTUPOBaHMEM 7100
A05.30.007.001 MPT 3a6pOLUMHHHOIO MPOCTPAHCTBA C BHYTPUBEHHLIM KOHTPACTUPOBaHNEM 7100
A05.22.001 MarHUTHO-pe3oHaHCcHas ToMorpahmsa Haano4Ye4yHKOB 4000
A05.22.001.001 MarHUTHO-pe3oHaHCcHasA ToMorpapmsa HafnoYe4YHUKOB C KOHTPaCcTMPOBaHMEM 7100
A05.14.002 MP xonaHruorpagus 7100
A05.15.001 MPT nomykenyaouHom >kenesbl 3500
A05.15.002 MP xonaHrnonaHkpeartorpagms 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHMTHO-pe30HaHCHas ToMorpagus NOYeK ¢ KOTPacTMpoBaHNeM 7100
Marbiii Ta3 My>CKOiA
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbLIM KOHTPAaCTMpPOBaHVEM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000
A05.21.001 MPT MOLLOHKM 4000
MPT Masnoro Tasa (My>CKOI)+MOLLOHKa HaTUBHOE UccnegoBaHne 7000

A05.21.001.001 MPT MOLUOHKW C KOHTPACTMPOBaHMEM 7100



Mariblii Ta3 >KeHCKWi
A05.30.004.001 MPT opraHoB Ma/10ro tasa C BHYTPMBEHHbLIM KOHTPaCcTUpOBaHeM 7100
A05.30.004 MPT opraHoB Masioro tasa 4000

MPT aHopekTasibHOM 061acTn

A05.30.004 MPT AHOPEKTA/IbHOW (MEPVAHASIbHOIN) OBJIACTU (aHanbHbIli KaHar,
HapY>KHbIV U BHYTPEHHWI aHa/bHBIA CHUHKTEP, N1EeBATOP aHyca, Me30peKTabHas KneTtyarka, 4000
NMMOY3Nbl, NepUPUpPUIEcKme MAarkue TKaHm)

Cyctasbl
A05.04.001 MPI ofHoro CyETaBa (nne'-leBon,vnOKTesoi/’l, KUCTb, ly4e3anscTHbIN, 3500
Ta306epeHHbIN, KOEHHbIN, FOIEHOCTOMNHBIN, CTOMNa) HATUBHOE 1ccnefoBaHve
A05.30.011.002 MPT Kunctu 3500
A05.30.012.002 MPT cTonsl 3500
Msrkve TkaHu
A05.30.010 MPT MArkux TKaHei rosiosbl 4000
A05.01.002 MPT MArkux TKaHei 4000
A05.01.001 MPT MArKnx TKaHel ¢ KOHTpacTMpoBaHUEM 7100
A05.30.010.001 MPT MSrkux TKaHen ronosbl C BHYTPEHHUM KOHTPaCcTMPOBaHMEM 7100
A05.08.002 MarHUTHO-pe30oHaHCHasA ToOMorpagus ropTaHoOrNOTKM 4000
A05.08.004 MarHUTHO-pe30oHaHCcHasA ToMorpagumsa HOCOPOTOrTOTKN 4000
KOMI/IEKCbI UCC/IEAOBAHU
A05.03.002 MPT ronoBHOro mo3sra+aptepumn rofl0BHOr0 Mo3ra+ BeHbl F0/IOBHOITO Mo3ra 7000
HaTMBHOE UCCnefoBaHNe
MPT ronoBHoOro mosra+apTepuii rolOBHOTO MO3ra HaTMBHOE MCCef0BaHme 5000
MPT ronosHoro Mmo3sra+BeH roJloBHOro Mo3ra HaTUBHOE MCCNefoBaHNe 5000
MPT ronoBHOro mo3ra+ LUeiHbIl 0TAeN NO3BOHOYHUKA HATUBHOE MUCCeA0BaHme 5000
MPT KoMMneKc: WeliHOro oTAena NO3BOHOYHMKA + rPYAHOr0 OTAeNna No3BOHOYHUKA + 7000
MOSICHNYHOrO OTAeNa NO3BOHOUYHMKA
MPT ronoBHOro mo3ra+ aptTepuu ronoBHOr0 Mo3ra+LeiiHblii 0TAeN NO3BOHOYHMKA HATUBHOE 7000
nccnefoBaHne
MPT ronoBHoro mosra + nasyxu HaTMBHoe nuccnegosaHune 4500
MPT ronoBHOro mo3sra + op6uTbl HaTUBHOE UCCNef0oBaHNe 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHMKA + Ta306epeHHOro cycraBa 5000
A05.03.002 MPT nosicCHMYHOro oTAeNa NO3BOHOYHUKA + KOMYMKOBOrO OTAe/Na No3BOHOUYHNKA 4500
MPT apTepun ronoBHOro Mosra + aptTepun LWen HaTMBHOE UCCNef0oBaHNe 4500
MPT 6ptoLLHO NONOCTN + 3a6PHOLLUMHHONO NPOCTPaHCTBa 7000
MPT ronosHoro mosra + runogus HaTMBHOE uccnegoBaHme 4500
MPT LelHOro otaena NO3BOHOYHUKA + apTepum LWENHOro OTAeNa NO3BOHOUHMKA 4500
MP arnorpadus aptepuii ronoBHOro mosra + MP aHrnorpacgmsi BeH rofloBHOro Mo3ara 5000
PeHTreH
A06.30.008 ductynorpadus 1500
lonosa
A06.08.003 PeHTreHorpagus NpuaaToUHbIX Nasyx Hoca 1000
PeHTreHorpagmsa HOCOrnoTKu 1000
PeHTreHorpagms KocTei Hoca B 2 MPOeKLMsX 1000
A06.08.003.002 PeHTreHorpagus NTo6HOIM nasyxu 1000
A06.08.003.002 PeHTreHorpagus rainmMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpagusi Bcero yepena, B O4HOM nam 6onee npoekymsx 1000
A06.03.056 PeHTreHorpagus KocTei n1LeBoro ckeneta 1000

A06.04.001 PeHTreHorpagus BUCOHYHO-HKHEYETIOCTHOMO cycTaBa 1000



A06.26.001 PeHTreHorpagus rnasHuLbl
A06.07.008 PeHTreHorpacgus BepxHeli 4entocT B KOCOM NPOeKumMmn
A06.07.009 PeHTreHorpatus HWKHEl YentocTu B 60KOBOI NpoeKkuun
A06.25.002 PeHTreHorpadums BUCOUHO KOCTU
A06.25.002.001 PeHTreHorpagms cocueBUAHbIX OTPOCTKOB

LLleq

A06.03.010 PeHTreHorpagus LWeAHOro otaena No3BOHOYHMKA

PeHTreHorpadus WeiHOro oTAena No3BOHOUYHMKA B 3 NMPOEKLMAX (YHKLMOHaNbHbIMU
npo6amu (Npsamas 1 60KoBas)

IpyaHon otaen
A06.03.013 PeHTreHorpagus rpyaHoro otaena no3BOHOYHUKA
A06.03.019 PeHTreHorpagus Nno3BOHOUYHMKA C IYHKLMOHa/IbHBIMY Npo6amun
A06.03.014 PeHTreHorpagus rpyaHoro 1 NoSACHNYHOro otaena no3BOHOYHMKA
MosicHMLA 1 KPeCTLLOBO-KONYMKOBBI OTAen

A06.03.015 PeHTreHorpagus nosiCHUYHOro OTAena NO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOACHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOEKUMAX C PYHKLUNOHAbHBIMU
npo6amu

A06.03.017 PeHTreHorpagus Kpectya 1 Konumka
A06.03.016 PeHTreHorpagus NOSCHUYHOIO N KPEeCL,OBOro OoTAesna N03BOHOUHMKA
A06.03.017.001 PeHTreHorpagus kpectua
A06.03.017.002 PeHTreHorpagust Konumka
Pykn
A06.04.013 PeHTreHorpapus akpoMmnanbHO-KIKUMYHOIO COYSIEHEHNS
PeHTreHorpagmsa KocTel npeanneyss B 2 MPOEKLMAX
A06.04.010 PeHTreHorpagms njaeyeBoro cyctasa
A06.03.028 PeHTreHorpagus naeyeBoi Koctu
A06.04.003 PeHTreHorpagus 1OKTEBOro cyctaBa
A06.03.029 PeHTreHorpaus OKTEBOM 1 Ny4eBO KOCTU
A06.04.004 PeHTreHorpagus ny4es3anscTHOro cycrasa
A06.03.026 PeHTreHorpagusa nonarku
A06.03.032 PeHTreHorpagus Knctu
PeHTreHorpadgus 2 KicTeii B NpsMOou NpoeKuun
A06.03.035 PeHTreHorpagms 1 nasbLa Kuctun
A06.03.021 PeHTreHorpadust BepxHeii KOHEYHOCTH
A06.03.030 PeHTreHorpagus 3anscrbs
A06.03.027 PeHTreHorpadus rofoBKy Nie4eBOn KOCTU
A06.03.031 PeHTreHorpaus nactm
A06.03.033 PeHTreHorpaus tanaHr nanbLes KMCTn
Horn
A06.04.005 PeHTreHorpagus KONeHHOro cycrasa
PeHTreHorpacus 2 KoneHHbIX CycTaBOB B MPSIMOW NPOeKummn (Ha 1 cHUMKE)
PeHTreHorpagus 2 Ta306epeHHbIX CycTaBOB B MOMOXEHUW Jlay3HLUTeRHA
A06.03.042 PeHTreHorpadus rofoBKy 1 LWelikn 6e4peHHOo KOocTn
PeHTreHorpagus KocTei roneHn B 2 NPOEKLMsAX
A06.04.012 PeHTreHorpadgus rofieHOCTOMNHOro cycrasa
A06.03.053 PeHTreHorpagus cTonbl B 2 NPOEKLAX

PeHTreHorpausa NATOYHON KOCTW B NPSMOI NPOeKunn

1000
1000
1000
1000
1000

1000

2000

1000
2000
2000

1000

2000

1000
2000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000



A06.03.050 PeHTreHorpagusi NITO4HOM KOCTU

PeHTreHorpagmsa NATOYHbIX KOCTE B OOKOBOW NPOeKL MM

PeHTreHorpagus cTon Ha NPOAO/IbHOE MI0CKOCTONKE C (PU3NYECKON Harpy3Koii B 2
NPOEKLUsX

A06.03.036 PeHTreHorpadmsa HUKXHe KOHEYHOCTN
A06.03.048 PeHTreHorpagms noabbkKn
A06.03.054 PeHTreHorpapus thanaHr nanibLeB HOMM
A06.03.055 PeHTtreHorpagus 1 nanbla CTOMbl B O4HON NPOEKLUn
A06.04.011 PeHTreHorpagms Ta3obepeHHOro cyctasa
A06.03.043 PeHTreHorpagus 6efpeHHON KOCTn
A06.03.045 PeHTreHorpagus HagKkoneHHuKa
A06.03.046 PeHTreHorpacusa 6onbLUolA 6epLoBOl U Manoli 6epuoBoli KocTei
A06.03.049 PeHTreHorpagus npesnitocHbl
A06.03.051 PeHTreHorpadgus natCHbI U hanaHr NabLeB CTOMbI
A06.03.052 PeHTreHorpadus ctonsl B 1 Npoekummn
A06.03.053.001 PeHTreHorpacgus cTonbl ¢ (hyHKLMOHa/IbHOW Harpy3Ko
bptoLluHasa nonocTb
A06.30.004.001 O630pHasn peHTreHorpagmsa opraHoB GPHOLLHON NOA0CTH
PeHTreH nuesosa ¢ 6apuem
3a6pHOLLIMHHOE MPOCTPAHCTBO U HOTK
A06.28.001 PeHTreHorpaus noyek 1 MOYEBLIBOAALLMX MyTeEW
PeHTreHorpagus 2 cton B NpsMOi NpoeKLmm
A06.28.002 BHyTpuBEHHas yporpadus
pyaHasn knetka
PeHTreHorpagmsa opraHoB rpyaHoi knetku B 1 npoekumn (0630pHas)
PeHTreHorpacus opraHoB rpyAHON KNeTKM B 2 NPOEKLMM
A06.03.023 PeHTreHorpagus pebpa(ep)
A06.03.024 PeHTreHorpaus rpyauHol
A06.04.014 PeHTreHorpagus rpyanHHO-KIOUYNYHOIO COY/IEHEHNA
A06.03.022 PeHTreHorpagus Kaounybl
A06.09.007 PeHTreHorpadus nérkmx
Ta3
PeHTreHorpadus KpecTL0BO-N0AB30LWHOI0 COYIEeHEHNS
PeHTreHorpacgus KocTeil Tasa ¢ Ta3o6epeHHbIMY cycTaBaMm
PeHTreHorpagus Ta3o6epeHHOro cycrtasa B 1 npoekuum
PeHTreHorpagus Ta3o6epeHHOro cycraBa B 2 NPOEKLUMsX
Mammorpadus
A06.20.004 Mammorpadpus
A06.20.004 Mammorpadus 2 MONOYHbIX XXene3
Mammorpams ¢ TOMOCMHTE30M MOJIOYHBIX Xené3 (1 MOonoYHas Xenesa B 2-X NPOeKLUsX)
Mammorpagus ¢ TOMOCUHTE30M MOJSIOYHbIX XKeNE3 (2 MOMOYUHBIX XXene3 B 2-X MPOeKLUsX)
A06.20.004.002 Mpu1LENbHBIA peHTreHorpagus MOMOYHOM XKenesbl
A06.20.008 TOMOCUHTE3 MOJIOUHbIX XENE3
Hesponorus
[Mpuémbl

B01.023.001 Mpwuem (0CMOTpP, KOHCYNbTaLMs) Bpaya-HeBpOiora NepBuYHbIN
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1300



B01.023.002 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpaya-HeBPOOra NOBTOPHbIM 1100
B01.023.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya HeBPOora NepBUYHBIN

(BHENNIAHOBBIN-CPOYHBIiA) 2500
B01.023.001 Mpurem (oCcMOTP, KOHCYbTaLusl) Bpada-HeBponora (ueganronora) nepBuyHbIi 60 2300
MUHYT
801.323.002 Mpuem (OCcMOTP, KOHCYNbTaLUs) Bpada-HeBposora (Ledanronora) NOBTOPHbIA 30 2100
MUHYT

MaHunynsauum
A11.02.002 Mna3moTepanus (1 npobupka) 2500
A22.30.015 YpapHoBosnHoBas Tepanus (1 ceaHc) 1000
A11.02.002 boTynMHoTEPanUs NPU XPOHNYECKOW MUTPEHN 29900
A25.24.001.002 BotynuHoTepanusa npu 6pykcrusme 19500
A25.24.001.002 BotynuHoTepanua npu 6neapocnasme 8900
A11.01.002 leyeHne MUrpeHn NpenapaTom AIPKOBU 225 M/ (CO CTOMMOCTbIO Npenapara) 24000
A11.24.001 leue6Hasn 6nokaga npu TYHHEIbHOM CUHAPOME 2000
A11.02.002 JleuebHasn napaBepTebpasbHas 610Kaga 1500
A11.02.002 Jloka/ibHast UHLEKLMOHHAA Tepanus B TPUITEPHbIE TOUKN 1500
A11.02.002 Mna3moTepanus (LONONHUTENbHASA NPOBMPKa) 1500

Tepanus

Mpunémbl
B01.047.001 Mpwuem (OCMOTP, KOHCYNbTaLWs) Bpava-TepanesTa NepBuYHbIiA 1300
B01.047.002 Mpuem (0CMOTP, KOHCYNbTaLUs) Bpada-TepaneBTa NOBTOPHbINA 1100
TepaneBT (othopMeHNe cripaBKn) 1200
BHennaHoBbIV Npuém TepanesTa (CPOYHbIN) 2500

Mepunarpus

Mpnémbl
B01.031.001 Meaunatp (NepBUYHasA KOHCY/bTaLWs) 1300
B01.031.002 Meauatp (NOBTOPHasA KOHCYNbTaLWs) 1100
B01.031.001 Meawnatp (4BOIMHN NePBMYHAsA KOHCYNbTauus) 2000
B01.031.002 Meamatp (ABOVHM NOBTOPHAs KOHCY/bTaLMs) 2000
B01.031.001 OcmoTp 340p0BOro pebeHka NEPBOro roAa XXM3Hu 1300
B01.031.001 Meawnatp (KOHCYyNbTaLMsa MO BBEAEHNIO MPMKOPMA) 1300
B01.031.001 KoHcynbTaumsa no rpygHoMy BCKapmMBaHuio-1 yac (npasuibHOe CLeXnBaHue, 1500
MOMOLLb NPY BO3HUKHOBEHWMW NPO61eM)
B01.031.001 Meawnatp (KOHCYMbTaLMA MO rPYyAHOMY BCKapMIMBaHWIO ANCTaHLMOHHO) 800
801.03{.001 Mpuem negnatpa Ana NonyyYeHns cnpaBku LIKona/aeTckuii caf (npegocTtasnseTcs B 700
JeTckuiA cag/Likony nocne 601e3HN, ANUTENbHOrO OTCYTCTBS)
B01.031.001 CnpaBka B 6acceiiH (Npy HaIM4MKM aHa/IM30B: COCKO6 Ha 3HTepo6Kno3, Kana Ha anua 800
reNbMUHTOB)
B01.031.001 CnpaBka 0 BpEMEHHOI HETPYAOCNOCO6HOCTM yyamxest Ao 18 neT (Popma 095/y)
-[loKyMeHT noaTBepXaaeT hakT 60/1e3HN CTYAEHTa, yHalleroca TEXHUKYMa U WKobl. CrpaBky 800
no ¢opme 095/y BblgaeT nevawuii Bpau.
B01.031.001 CrnipaBka 06 OTCYTCTBMU MH(EKLMOHHbIX 3260/1eBaHWi 800
B01.031.001 CaHaTOpHO-KypopTHas KapTa getam (popma 076/y ans neteid) 2000

B01.031.001 CnpaBka 15 feTcKux narepei n cekuuii (dopma 079/y) ??0TpakaeT gusnyeckoe
COCTOsIHVE pe6eHkKa. YTo6bI ee NoMyUnTb, 3anULLMTECH HA MPUEM K NeanaTpy U He 3abyabTe 800
B3ATb CEPTUDMKAT O NPUBUBKAX, COCKOD Ha 3HTEPOOBMO3, aHaIM3 Kasa Ha AliLa reflbMUHTOB

OdpTanbmonorus
Mpunémbl
B01.029.001 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpada-ofTasibMosiora nepBuYHbIN 1300
B01.029.002 Mpuem (oCcMOTP, KOHCY bTaLusl) Bpada-odTasbMosiora NoBTOPHbIN 1100

MaHwunynsummn/o6enesoBaHus



A02.26.015 OhTansMOTOHOMETPUSA - Vi3MepeHre BHYTPUINa3HOro faBfeHns (LeHa 3a Kaxjoe

n3mepeHue) 200
A12.26.016 ABTOpPe(MPaKTOMETPUS C Y3KNM 3PaykKoMm 150
A03.26.010 Onpe,qeneﬂme napameTpoOB KOHTAKTHOM KoppeKuun (noabop O4YKOB C 400
aBTOpedhpakTomeTpueit)
A03.26.010 Onpep,eneljme napameTpoOB KOHTAKTHOM KOppeKuun (Noa60p KOHTaKTHbIX INH3 C 400
aBTOpedpakTomeTpueit)
A02.26.015 ToHoMeTpusa No Maknakosy 200
A02.26.015 MepumeTpus (onpeaeneHne nonei 3peHns) 400
A02.26.015 NMHEBMOTOHOMETPMSA (LeHA 3a KaXK40e N3MepeHue) 200
Xupyprusa

Mpunémbl
B01.057.001 Mpwuem (0CMOTp, KOHCYNbTaLWs) Bpaya-xMpypra nepBuyHbIii 1300
B01.057.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-XMpypra noBTOPHbIiA 1100
B01.057.001 Mpuem (OCMOTP, KOHCYNbTaLUs) Bpada-xupypra nepBuYdHbIii (nepeg 800
3HJ0CKOMUYECKMM UCCNEAO0BAHNEM)
B01.057.002 Mpwrem (OCMOTP,KOHCYNbTaLMsa) Bpaya xvpypra rnoBTOPHbINA (MOc/e onepaun) 800

MaHunynaumn
A16.01.012.001 BckpbiThe ryb6okoro abeuecca 1900
A16.01.012 BckpbliTue rngpageHnta 1200
A16.01.002 BckpbiTrie naHapuums 1500
A16.01.002 BckpbITUE NapOHUXUIA 1200
A16.01.012.001 BckpbiTne thnermoHsbl (aéelecca) ctonbl (rofieHn) 2 kateropus 1800
A16.01.011 BekpbiTue dypyHKyna (KapoyHkyna) 1000
A16.01.027 YpaneHve HOrTeBbIX NIaCTUHOK 2600
A16.30.060 VicceueHwne rny6b0KOro nMraTypHoro ceuLLa 1800
A16.01.009 YwmBaHMe OTKPbITON paHbl (6€3 KOXHOI nepecaiKkm) 1500
A16.30.069 CHATME nocneonepaumoHHbIX WBOB (1uratyp) 500
A16.01.001 YganeHve NOBEPXHOCTHO PaCMOIOXEHHOIO NHOPOLHOIO Tena 1000
A11.04.005 MNyHKUMA CUHOBMASIbHOW CYMKM CycTaBa 1000
A16.01.012.001 BcKpbITME MOBEPXHOCTHOrO abceLecca 1300
A11.30.024 TyHKLMA MATKUX TKaHei 1100
A16.01.012.001 BckpbiTrie hnermoHsbl (abeliecca) ctonbl (roneHn) 1 kateropums 1300
A16.01.008.001 HanoxxeHne BTOPUYHbIX LLIBOB 2100
A16.01.004 Xupypruyeckas 06paboTka paHbl v UHDULMPOBAHHOW TkaHW (63 yLumBaHns 700
paHbl)
A16.01.004 Xnpyprudeckas 06paboTka paHbl UM MHMLMPOBAHHOM TKaHM (C yLUMBaHWEM paHbl) 2000
A15.01.001 Hano>keHne NoBA3KU NPY HaPYLUEHUM LLe/TIOCTHOCTU KOXKHbIX MOKPOBOB 400
A15.01.002 Hano>keHne NoBA3KM MPW THOMHbIX 3a601eBaHNAX KOXM U MOAKOXHOW KIeTUYaTKn 500
A11.01.001 buoncusa koxu (3abop matepuana) 400
A16.30.076 BCKpbITUE reMaToMbl MATKUX TKaHel 1400
A16.01.028 YganeHve M0o30/11 (CTEPXXHEBOIA) 500
A16.01.016 YganeHue atepomsbl (0,5-1 cM, 1 anemeHT) 1300
A16.01.016 YpaneHue atepomsbl (1-3 cM, 1 anemeHT) 1500
A16.01.016 YganeHue atepombl (3-5 cMm, 1 aniemeHT) 1900
A16.01.017 YganeHne o6poKayecTBEHHbIX HOBOOBGpPa3oBaHuii kKoXu (1-3 cMm, 1 anemeHT) 1300
A16.01.017 YpaneHue go6pokavyecTBeHHbIX HOBOOGPa30BaHUn KOXu (3-5 cm, 1 anemeHT) 1500
A16.01.017 YpaneHue go6pokavyecTBeHHbIX HOBOOGPa3oBaHUin KOXu (3-5 cm, 1 anemeHT) 1900
A16.01.017 YpaneHve o6poKavecTBEHHbIX HOBOOOPA30BaHWI KOXM (CBbILLE 5 CM,1 3neMeHT) 2400



[MepeBsA3Ka YNCTbIX paH 500
A16.01.018 YpaneHve o6poKavecTBEHHbIX HOBOOOPA30BaHW MOLKOXHO-KUPOBOIA KneTyaTku

(nvnoma, pubpoma, rurpoma 0,5-1 cm-1 3aieMeHT) 1300
A16.01.018 YganeHne fo6poKayecTBEHHbIX HOBOOOPa30BaHMWIA NOAKOXHO-XXMPOBOW KneTyaTku 1500
(nmnoma, hmbpoma, rurpoma OT 1-3 cm-1 anemeHT )
B01.003.004.005 VHpunbTpauMoHHas aHecTesuns 500
B01.003.004.001 MecTHasa aHecTe3us 500
A11.01.001 Bruoncus Koxu (3abop Mateprana) 400
A16.01.003 HekpskTomus 2000
A16.30.032 NcceveHre HOBOOOPA30BaHUS MATKUX TkaHel OT 1 cM-3cM 1 anemMeHT 1300
A16.30.032 VicceueHne HOBOOOpa3oBaHWsA MArKUX TKaHei oT 3cM -5 cM 1 anemeHT 1900
A16.01.018 YnaneHue fo6poKayecTBEHHbIX HOBOOOPa30oBaHWIA NOAKOXHO-XXMPOBOW KneTyaTku 1900
(nmnoma, hmbpoma, rurpoma ot 3 cM -5 cM 1 anemeHT)
A16.01.003 HekpakToMUs (2 KaTeropuun CnoXxHocTn) 2600
A16.01.023 VcceueHne pybuos koxku (0T 0,5 -1cm 1 anemeHT) 1500
A16.01.023 VicceueHne py6uoB KoXxu (0T 1 cM-3 CM 1 1 3/1EMEHT) 1900
A16.01.023 NcceueHure py6L,0B KOXM (0T 3 ¢M -5 cm 1 anemeHT) 2400
A16.01.030 NcceueHure rpanynaumm (1 kateropmm cnoxXxHocTm) 2400
A16.01.030 VicceuveHune rpaHynsaumm (2 Kateropmm CNoXXHOCTN) 3100
ABLOMUHaNbHAA XMPyprua
A16.30.007.001 ApeHnpoBaHMe GPIOLLHOM NOMAOCTU MO KOHTPO/EM YNbTPa3ByKOBOIO 19000
nccnefosaHus
A16.30.043.002 TpaHcKaTeTepHOE neyeHne abeueccoB OPOLLHOM NOMNOCTU MO KOHTPONEM 14800
YNbTPa3ByKOBOro 1ccnefoBaHus
A16.30.043.003 [peHrpoBaHMe GPHOLLIHOM NONOCTY 1 3a6POLIMHHOIO NPOCTPaHCTBA MOA, 26000
KOHTPOJIEM Y/IbTPA3BYKOBOTO MCCNEeA0BaHNA
A16.14.018.003 OpeHnpoBaHuMe KNCTbI, abeLiecca neyeHn YpeckoXHoe 11000
A16.30.004.003 Onepauusi Npy Masioil 1 cpeaHel NocneonepaLioHHON rpbbke (nerkas popma) 42300
Onepauusi Npy 60MbLUIOK NOocneonepaLiOHHON rpbiXe 56400
A16.30.004.007 Onepauus npv rMraHTCKOM NocneonepayoHHO rpbixe 65000
A16.30.004.016 OnepaTMBHOE NleyeHne NOocNeonepaLoHHOM rPLKK C UCMNOb30BaHNEM 55000
ceTyaTbIX UMMNIaHTOB
A16.30.001.002 OnepaTMBHOE NeyeHne NaxoBO-6epEHHON FPbDKM C UCMOb30BaHNEM CeTYaThIX 35000
NMMJIaHTOB
A16.30.002.002 OnepaTBHOE fieHeHMe NYMOYHOM FPbDKM C UCMO/Ib30BAaHNEM CETYUATbIX 35000
WUMIMIaHTOB
A16.30.001 OnepaTrBHOE NeYeHne NaxoBoii (6epeHHON) rPbKX (OTKPLITLIA METOL) 23100
A16.30.002 OnepaTBHOE fieyeHne NYNOYHOM rPbbKK (OTKPbITbIA METO) 20000
A16.14.009.002 XoneuncrakroMmms nanapockonmuyeckas 35000
A16.19.018 YganeHne NHOPOLHOIO Tena NPSIMOi KMLWKK 6e3 pa3pesa (aHOHUMHO) 15000
A16.30.004.004 Onepauus Npy Masioii 1 cpefHeli nocneonepaLiOHHON rpbiXe (CNoXHas 46000
opma)
A16.01.018 YganeHue fo6poKayecTBEHHbIX HOBOOOPa30oBaHMWIA MOAKOXHO-XXMPOBOI KneTyaTku 6500
(nmnoma, mbpoma, rurpoma ot 5 cm A0 10 cm -1 anemeHT )
A16.01.018 YganeHue o6pokavyecTBEHHbIX HOBOOOGPA30BaHWN MOAKOXKHO-XXMPOBOW KeTyaTku 12000
(nunoma, rnbpoma, rurpoma ot 10 cm 1 6onee -1 anemMeHT )
A16.30.032 VicceueHne HOBOOGpa3oBaHMs MATKUX TkaHel (0T 5 cm o 10 ¢m - 1 35eMeHT ) 6500
A16.30.032 NcceueHre HOBOOGPA30BaHUS MATKNX TkaHel (0T 10 cm 1 6onee - 1 afnemeHT ) 12000
A16.30.006 SlanapoTomus 34200
A16.30.006 Jlanapotomus 65000
A16.18.022 Pa3obLyeHMe cpaLLeHnii Npy cnagyHon HEMPOXOAMMOCTU 28000
A16.18.022.001 Pa3o6LieHmMe cpaleHnii Mpy cnaeyHom HeNPOXOANMOCTU C UCMNO/b30BaHMEM 30000

BNAEO3HAOCKOMNYECKNX TEXHOOrUIA
[epHyoniacTnka



A16.30.004.010 Jlanapockonuyeckas niactmka nepegHen 6poLWHON CTEHKN Npuy rpbbkax 1

40000

KaTeropusi C/I0XKHOCTU
A16.30.004.010 /lanapockonuyeckas nnactuka nepegHeil 6pHoLLIHOM CTEHKN MpU rpbbkax 2 55000
KaTeropus CI0XKHOCTN
A16.30.004.010 Slanapockonuyeckas nnacTMka nepegHein OPIOLWHONM CTEHKN NpY FpbbKax 3 70000
KaTeropus CfioXXHoCTn

AHannsbl
rmcTonornyeckoe uccnefosaHve 6MONCUAHOIO MaTepyana 1 Marepuana, nosy4eHHoro npu
XMPYPr1uYeckmx BMeLIaTebCcTBax (3HAOCKOMMYECKOTo MaTeprana; TKaHeli XXeHCKOl NooBoii 2200
CUCTEMbI; KOXW, MATKNX TKaHel; KPOBETBOPHO 1 NMM(OUAHONW TKaHe; KOCTHO-XPALLEBOWA
TKaHwn)

Y3 B3pocibim

Y3W cocynoB
A04.12.005.003 Y3 akcTpakpaHuasnbHbIX GpaxmouedanbHbiX apTepuii (apTepun Lwen) 1500
Y3N-komnnekc nepeg cteHTMpoBaHueM (Y3 BLA + gonneporpadus aptepuini BEpXHUX 2400
KOHEYHOCTeMn)
Y3W-komMnnekc nepepn cteHTMpoBaHuem (Y346 BLIA + gonneporpacdusi apTepuii HUKHNX 2800
KOHEYHOCTe)
AynnekcHoe ckaHMpoBaHue HIMB 1 noaB3a0LWHbIX BEH 1500
A04.12.001.004 TpunnekcHoe CKaHMPOBaHWe apTepuii NoAB3A0LWHO-6e4pPEHHONO CErMeHTa 800
A04.12.001.004 TpunaekcHoe CKaHMPOBaHWe apTeEPUIA MOAKNKOUNYHOIO CEerMeHTa 800
A04.12.001.001 Y3 apTepuii HMKHUX KOHEYHOCTEN 1400
A04.12.002.002 Y3 BEH HMXHUX KOHEYHOCTEM 1400
A04.12.002.001 Y3 apTepwuii U BEH HWKHWX KOHEYHOCTel 2000
A04.12.002 Y3W apTepuii U BEH BEPXHUX KOHEYHOCTE 1900
A04.12.002.003 Y3 BeH BEPXHUX KOHEYHOCTEN 1000
A04.12.001 Y3W apTepuii BEPXHUX KOHEYHOCTEN 1000
Y3W 6paxvoLedanbHbix apTepuii (apTepum Wen)+KoHcybTauus HeBposiora 2000
A04.12.014 Y3 cocyaoB NOpPTa/IbHOM CUCTEMBI 900
A04.12.001.006 Y31 cocynoB ronoBHOro Mo3ra 6e3 cocyfoB Lweun(TpaHcKpaHasbHbIA gonnep) 1800
Y3 cocynoB ronoBHOro Mo3ra (TpaHCKpaHWasbHBbIA foMniep)+3KeTpakpaHUabHbIX 2800
6paxuouedanbHbIX apTepuit
A04.12.022 ¥3W BeH Tasza 1400
A04.12.001.002 Y3 no4eYHbIX apTepuii 700
A04.12.003 Y3 6ptoLLHOIA aopThbl 1100
A04.12.003.001 AynnekcHOe CKaHMPOBaHNe GPIOLLHON aopPTbl U ee BUCLIEPa/IbHbIX BETBE 1400
A04.12.003 AdynnekcHOe CKaHNpOBaHMe aopTbl 1100
A04.12.014 flynnekcHOEe CKaHMPOBaHWe COCyA0B renatobmnninapHoi 30Hbl 900
A04.12.005.003 ynnekcHoe ckaHMpoBaHWe bpaxmouetanbHbIX apTepuid € LLBETHLIM 2000
[OMNnIepoBCKNM KapTUPOBaHWEM KPOBOTOKa

Y3W WwutoBnaHoO xenesbl
A04.22.001 Y3 WMTOBMAHOI XXenesbl 500
Y3 WMTOBUAHOW YKene3bl C PErMoHapHbLIMU MMGOoY31aMim 800
A04.22.001.001 Y31 WMTOBMAHOM XXenesbl C permoHapHbIMMU TMMGOy31amu ¢ anactorpaduer 900
Y3 cNtoHHbBIX XXenés3 800

Y3/ opraHoB GpPHOLLHOM NOA0CTU
A04.16.001 Y3 6ptoLLHO MONOCTYM (NEYEHb, XXETYHBbIA My3blpb, NOMKeNya04Has Xenesa, 1100
cefieseHKa)
Y3W 6ptoLHO NonocTu(neYeHb, XXen4Hblii Ny3bipb, MOMKENYLOYHAA XKEeNe3a, CeNle3eHkKa, NOYKY, 2000
HaAMNOYEYHNKM, MOYEBOW My3bIPb)
A04.06.001 Y3W ceneseHkun 500
A04.15.001 Y3 nomkenyao4vHOM xenesbl 600

A04.28.002.005 Y31 mo4eBOro nysbips ¢ onpeaeneHneM OCTaTouHONn Moun 600



A04.14.001 Y3/ neyeHwn
A04.14.002 Y3 >kenyHoro nysblps
A04.14.002.001 Y3 »en4Horo ny3bips ¢ hyHKUme
A04.18.001 Y3W anneHAamKca (CNenoi KULWKWN)
¥Y3W opraHoB 3a6proLLIMHHOIO NPOCTpaHcTBa
A04.28.002.001 Y3 noyek n MO4eBOro nys3bips
A04.22.002 Y3 HagnovYeuyHUKoB
A04.28.001 Y3/ noyek 1 HafMoOYe"yHNKOB
A04.28.002.001 Y3 nouek
A04.28.002.003 Y31 mouyeBOro nysbips
Y3/ MOLLOHKH
A04.28.003 ¥Y3U opraHoB MOLLOHKU
Y3W cepaua
A04.10.002 Sxokapgmorpadums ¢ 4ONNJAepoBCKMM aHasIM3oM (y3n cepgua+aonnep)
Y31 obuwme
A04.01.001 Y31 MArkux TKaHe (OLHO 30HbI)
A04.09.001 Y31 nneBpasibHbIX NOMOCTEN
A04.28.002.003 Y3 opraHoB Manoro Tasa (My>CcKoe nccnegoBaHume)
A04.18.001 YnbTpa3ByKOBOE MUCCNeA0BaHNE TONICTON KULLIKN
Y3W numcatnyeckmnx y3nos
A04.06.002 Y3 numMatnyeckunx y3nos 3a6poLLNHHBbIX
A04.06.002 Y3U numdaTnyecknx y3noB Hagno4euUHblx
A04.06.002 Y3U numMmdaTnyeckmx y3nos naxosbIx
A04.06.002 Y3 numdaTnyeckux y3n108 NOAKMOUNYHbIX/HALKNOUNYHbIE
A04.06.002 Y3 numMdaTyeckux y3108 NOAMbILLEYHbIX

A04.06.002 Y3 numdaTnyeckmx y3nos Lweun

A04.06.002 Y3 numdoy3nbl Wwewn, Haa/NogKNHUNYHbIE, MOAMBbILEYHbIE, 3a0PHOLLNHHBLIE,
naxoBble

¥Y3W npepacTatensHol xxenesbl
A04.21.001 ¥3W npepcTatenbHOM Xenesbl TpaHcab4oMUHaIbHOe

Y3 npepctatensHoOM xenesbl TpaHcpekTanbHoe (TPY3N)

Y3 npeactatenbHoM »enesbl TpaHcpekTasibHoe (TPY3U)+Y3W MouyeBoro nysbips+ octatouHas
mMoya

A04.21.001.001 ¥3W npepcTaTenibHOM Xenesbl TpaHcabA40M1HaIbHOE + OLEHKa OCTaTO4YHOM
MO4n

Y3W npeacTatenbHOI enesbl TpaHCPeKTalbHOe+O0LIeHKa OCTaTOYHON MOYK
Y3 MOMIOYHBIX Xenés

A04.20.002 YnbTpa3ByKOBOE McCefoBaHve MOJIOYHbIX Xefes

Y3/ MONouYHbIE Xenesbl C OCMOTPOM PerMoHapHbIX 30H € anactorpadveit

¥Y3W 6epeMeHHbIX 1 TMHEeKONorns
A04.30.010 YnbTpa3ByKOBOE McC/iefoBaHne opraHoB Masioro Tasa KOMIIeKCHoe
(TpaHcBarnHanbHOE 1 TpaHcabAOMUHAILHOE)

A04.30.001 ¥nbTpa3ByKOBOe Ucc/egoBaHme naoja (quarHoctTuka Ha paHHUX CpoKax
6epemMeHHOCTN)

A04.30.001.001 YnbTpa3ByKoOBOE UcCnegoBaHne Naoga Npu cpoke 6epeMeHHOCTU A0
TpYHaAUaTu Hegenb (BHE CKPUHUHTA)

A04.30.001.007 ¥nbTpa3sykoBoe vccnegosaHue nnoga B |l Tpyumectpe 6epemeHHOCTH

A04.12.024.003 ¥YnbTpa3BykoBas gonnaeporpagus niofoBoro Kposotoka (JonnnepomeTtpus
6epeMeHHbIx lI-11l TpumecTp)

A04.04.001 ¥YnbTpa3ByKOBOe UCCefOBaHWe cycTaBa (JOHHOro CoUieHeHs)

800
500
700
800

800
500
800
700
500

800

1800

750
600
1100
800

800
800
800
800
800
800

2000

1000
1200

1400

1100

1300

950
1100

950

1000

1000

1500

1000

700



A04.20.003 ¥nbTpa3ByKOBOE Ucc/egoBaHme GhonnkynoreHesa (nepBnyHoe) 700

A04.20.003 YnbTpa3ByKoBOe UccnegoBaHune honankynoreHesa (MoBTOPHOE) 400
A04.20.001.004 YnbTpa3ByKOBOe UCCefOBaHUE LIENKN MaTKK (Y3-LiepBUKOMETPUS) 500
A04.30.001.002 YnbTpa3ByKOBOEe MccrefoBaHue nnoga B pexxume 4D (o 26 Hegenb, 2500
onpegeneHue nona, 3anncb Ha guck, lgpotorpadus)

A04.30.001 ¥nbTpa3ByKoBOe nccnegoBaHue nnoga so |l tpumectpe 6epeMeHHOCTH 1200
A04.30.001.002 YnbTpa3ByKOBOe vccegoBaHue nnoga B pexxume 3D 1350
A04.30.001.001 ¥YnbTpa3ByKOBOe uUccnefoBaHUe naoga npy cpoke 6epemMeHHOCTM A0 1500
TpYHaguaTu Hegenb (MHOronnoAHas 6epemMeHHOCTb BHE CKUPUHNTa)

A04.12.024.003 YnbTpa3BykoBas gonnaeporpagpus niofoBoro KpoBoToka (MHOronnogHas 1500

6epeMeHHOCTh) (JonnnepomeTpus 6epemeHHsbIx lI-Ill TpumMecTp)

A04.30.001.006 YnbTpasByKOBOE CKPUHUHIOBOE M1CCNegoBaHme Npu Cpoke 6epeMeHHOCTH
fJeBATHajLaTas - ABajLath nepsas Hefenun rno oueHKe aHTeHaTa/lbHOro pasBuTUSA MIOL0B C
Le/bo BbISB/IEHMSI XPOMOCOMHbIX aHOMa/INiA, MOPOKOB Pa3BUTUS, PUCKOB 3aflePXKKN pocTa 2000
nnoaa, NPeXXaeBpeMeHHbIX POAOB, NPE3KIaMMCcUM NpU MHOFOM/I04HOW 6epeMeHHOCTH
(CKpUHMHT 11)

A04.30.001.008 YnbTpasByKoBOe UccnegoBaHmne naogos B Il Tpumectpe MHOrona1o4HoM

2000
6epeMeHHOCTH
A04.30.001.002 ¥YnbTpa3BykoOBOE McCnefoBaHue naoja B pexxvme 4D npyv MHOronA04HOM 3500
6epeMeHHOCTU (0 26 Hefenb, onpeaeneHne nona, 3anuck Ha Anck, 1 gotorpadus)
A04.30.001.002 YnbTpa3ByKOBOE MCCNefOBaHME Noga B pexxume 3D npy MHOronioaHo 2000
6epeMeHHoCTH
MyHKUMa nof KoHTposiem Y3
A11.06.001.001 MNyHKUMsS nnmMbaTMHECKOrO y31a Nog KOHTPOJIEM Y/bTPa3BYKOBOIO 900
nccnefoBaHuA
A11.20.010.003 MNyHKLMA HOBOOOPa30BaHUSI MO/IOYHOW YKe/e3bl NpuLebHas NyHKLMOHHasA Noj, 900
KOHTPONEM YNbTPa3ByKOBOrO MUCCef0BaHUA
A11.22.002.001 MyHKUMA WNTOBMAHON UM NapaLLMTOBUAHON Xene3bl Nof KOHTPOem 900
YNbTPa3ByKOBOro 1ccnefoBaHus
A11.30.024.001 MyHKUMS MATKNX TKAHEW NOA KOHTPO/IEM YNbTPa3ByKOBOIO 1CCNefoBaHWA 900
¥3W cyctaBoB
A04.04.001 YnbTpa3ByKOBOe McCnefoBaHWe cycTasa (naeyeBoro) 1 cyctaB 900
A04.04.001 YnbTpa3ByKkOBOe McCefoBaHWe cycTasa (f10kTeBoro) 1 cycras 700
A04.04.001 YnbTpa3ByKOBOe MCCMefoBaHWe cycTaBa (KUCTU) 1 KUCTb 800
A04.04.001 YnbTpa3ByKOBOE UccnegoBaHme cyctasa (yyesansicTHOro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOE Ucc/egoBaHme cyctasa (KoneHHoro) lecycras 800
A04.04.001 YnbTpa3ByKOBOE Ucc/egoBaHme cyctasa (rofIeHOCTOMNHOro) 1 cycras 800
A04.04.001 YnbTpa3ByKOBOE 1ccnefoBaHme cyctasa (nasibLes KUCTU nnm Tonbl) 1 nane, 600
A04.04.002 YnbTpa3ByKOBOE UCCNef0BaHNE CYXOXUNNI (aXninoBa CyXoxXunms) 600
A04.12.022 lynnekcHOe CKaHMpOBaHWe COoCy40B Maoro Tasa 1400
¥Y3W HepBOB
A04.24.001 YnbTpa3ByKOBOe UccnegoBaHmne nepudepuyeckmx HEpBOB (0gHa aHaToOMMYyecKas 1100
obnactb)
A04.24.001 YnbTpa3ByKOBOE UcCnefoBaHve nepupepmnyeckmx HepBoB (OfHa aHATOMUYECKas 3200
obnactb)
®PYHKUMOHaNbHAA AUarHoCTMKa
B03.037.001 NccnepgoBaHne GyHKLMM BHELLHETO AblXaHWs 500
A05.10.006 Pernctpauus anekTpokapguorpaMmel. PaclumppoBka, onucaHme u nHTepnpeTaums 500
3neKTpoKapanorpanyecknx gaHHbIX
A02.12.002.001 CyTo4HOe MOHUTOpPUpOBaHne Af] 1200
A05.10.008 XontepoBckoe MOHUTOpPUpoBaHue 3KI B TeyeHne 24 yacos 2000
3Kl + XontepoBckoe moHuTopupoBaHue 3Kl B TeyeHne 24 yacos 2200
A12.10.001 3KT (Peructpaums anekTpokapanorpaMmmMel + paclungpoBska, onucaHve u 750
WHTepnpeTauus afeKTpokapamopradmyeckmx AaHHbIX) ¢ PU3NYECKON Harpy3Koi
VcenefoBaHve (hyHKUMW BHELLHETO [ibIXaHUSi C GPOHXONUTUKOM 750

A05.23.001 3nekTpo3HLedanorpapus 1100



A12.10.001 SnekTpokapanorpagpus ¢ PU3n4ecKom Harpy3Kom

NabopaTtopHble aHaM3bl

B3saTne KpoBu N3 BEHbI

OO6LEKNNHNYECKNE NCCNefOBaHNS KpoBu

KnnHmn4yecknin aHanm3 KpoBW: 06LmiA aHanms, neikocopmyna, CO3 (c MMKpOCKonueli Maska

KPOBW NPY HAIMYMMN NATONOTMYECKUX CLBUIOB)

KnnHnyecknin aHanm3 KpoBw: 06Lmii aHanus, nekogopmyna, CO3 (c 06a3aTensHON «pyyYHOn»

MVKPOCKOMNUel Maska KpoBu)
O6wwin aHann3 kposu (OAK) (6e3 neikoumTapHoi hopmynbl u COJ)
KOMINEKCHBIE MPOrPAMMBbI OBCIEAOBAHUN (Mpodunn)
ExxerogHble npodunakTnyeckme obcnefoBaHns
Broxumums KpoBU: pacluMpeHHsbI Npoduib
Broxmumust KpoBU: MUHUMaNbHbIA NPOhNb
Brioxummnsi KpoBK: 6a30BbIN NPOhKIIb
FemaTonornyeckune nccnefoBaHus
B03.005.006 'emocTasunorpamma (koarynorpamma), CKpUHUHI
lemocTasnorpamma (KoarynorpaMmma) paclumpeHHas
VHekunn, nepesaBaemMble NONOBLIM NYTEM
BWY, cudmnuc, renatutel B u C (HIV, Syphilis, Hepatitis B, C)
JVIATHOCTUKA MHOEKLIMOHHbIX 3ABOJIEBAHUIA
Tokcokapos
AHTUTENA Knacca IgG K aHTUreHam TOKCoKap
TpuxuHennes
AHTUTENa Knacca IgG K aHTUreHam TPUXNHesNN

KopoHaBupycHast nHgekuus (Coronavirus disease 2019, COVID-19)

AHTUTENA K KOpoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), IgG, 36601t
(Anti-SARS-CoV-2 (nucleocapsid protein), IgG, Abbott)

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM)

AHTUTENA K KOpoHasupycy SARS-CoV-2, IgM n IgG (B T.4. onpegeneHue 1gG - Abbott)

AHTUTENA K cnalikoBoMmy (S) 6enky SARS-CoV-2, IgG (kay), B T.4. NOCTBaKUMHabHbIE
(anti-SARS-CoV-2 S (spike) protein antibody, 1gG, qual., including post-vaccination)

ABugHocTb aHTUTEeN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity)
AHTMTENa K SARS CoV-2 (S-6enKy, Bkntoyas RBD), 1gG, konnyecTBeHHbI BEKTOP-BECT

AHTUTENa K SARS CoV-2 (S-6enKy, Bkitoyasa RBD), IgG, konuuyecTBeHHsbIi Abbott

AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOe onpegeneHune) n IgG
(konnuecTBeHHOe onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG)

AHTMTENA K KOpOoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOE onpegeneHne) u IgG
(konuuecTBeHHOe onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG)

XennkobakTepHasa MHMeKUMS (XenmkobakTep)
AHTUTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG)

MWKpPO6GMOLIEHO3 YPOreHNTaIbHOTO TPakTa

CKPVHWHT MUKPOMIOpPbI yporeHnTasibHoro tpakra. @emoiop CkpuH. (UROGENITAL TRACT

MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

BMY-uHheKuus, nanuanoMaBupycHas MHAEKLMs (BUPYC NanuiioMbl YEOBEKA)

Bupyc nanunnombl yenoseka, onpegenerve AHK 4 tnnos: 6, 11, 16, 18 + KBM B cockobe
anuTeNuanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial

Cells, 4 Types (6, 11, 16, 18) Screening )
Cudhmnuc

Cudmnmc RPR — aHTMKapanonunuHoBbiin TecT (Syphilis RPR (Rapid Plasma Reagins),
Anticardiolipin Test)

BUIOXVMWYECKWE NCCNEOOBAHNA KPOBU

HeopraHuyeckune Bellectsa
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A09.05.007 XXene3o (Fe) B CbIBOPOTKE KPOBU 190
JlaTeHTHas (HeHacbILLeHHas) Xene3ocBA3biBatoLLas cnoco6HOCTb CbIBOPOTKM KpoBu (JIXKCC,

HXXCC) (Unsaturated Iron Binding Capacity, UIBC) 190

Kanuii/Hatpuii/Xnop B cbiBopoTke Kposwu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 250

A09.05.127 MarHuii (Mg) B cbiBOpOTKe KpoBu (Magnesium (Mg), Serum) 230
Cneumduryeckme 6enkn

A09.05.076 ®eppuTtuH (Ferritin) 460

A09.05.009 C-peakTuBHbIi 6enok (CPB) (C-Reactive Protein, CRP) 310

A09.05.008 TpaHctheppuH (Cugepodunmn) (Transferrin) 440
ButamuHbl

25-OH ButamuH D o6wwnii (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 1920
Yrnesogpl

A09.05.083 MNunknpoBaHHbIA remornobmH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 460

A09.05.023 VccnegoBaHue ypOBHS T1HOKO3bl KPOBU 130
Benkn n amMHOKMCNOTbI

A09.05.214 T'omoumctenH (Homocysteine) 1290

A09.05.010 O6wmii 6enok (Protein Total) 150

A09.05.011 AnbbymuH (Albumin) 210
OHKOMapKepsbl

A09.05.130 I'ICA o6u.|,l./|17| (MpocTaTnyecknii cneunguyecknii aHTUreH o6LLMiA) 440

(Prostate-Specific Antigen Total, PSA Total)

CA-125 (YrneBogHblii aHTuren 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 580

SCC (AHTWreH NNOCKOKNETOYHO KapuuHoMmbl) (Squamous Cell Carcinoma Antigen, SCCA,

SCCAQ) 2260
OueHka (hyHKLUMM novek

A09.05.020 VccnepoBaHvie ypoBHA KpeaTUHNHA B KPOBU 150

A09.05.018 MoueBas kucnota (Uric Acid) 150

A09.05.017 NccnegoBaHue YPOBHSA MOYEBUHBI B KPOBU 150
Jiunnabl, TMNONPOTENHbI, aNONMONPOTENHBI

A09.05.025 Tpurnanuepugbl (Tr) (Triglycerides) 190

A09.05.004 NccnepoBaHve YPOBHS XOnecTeprHa MMMONPOTENHOB BbICOKOM MIOTHOCTY B 200

KpOBM

A09.05.028 XonectepuH MMHM (Xon_eCTe_pMH NMnonpoTenHoB HW3KO NNOTHOCTY, 150

JINMHM,6eTta-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)

A09.05.026 XonectepuH o6wuii (XonectepuH) (Cholesterol Total) 190
MUrmeHThbI

A09.05.021 NccnepgoBaHme YPOBHS 06Lero 6unnpybnHa B KpoBu 150
PepMeHThI

A09.05.039 NakrataerngporeHasa (J14r, L-nakrat, HAO+Okengopenykrasa) (Lactate 150

Dehydrogenase, LDH)
A09.05.046 docatasa wenoyHas (LLd) (Alkaline Phosphatase, ALP 150

OLIEHKA ®YHKLIW 3HAOKPVHHOW CUCTEMBI
OueHKa (hyHKLMW LLTOBUAHOM XKenesbl
A09.05.063 VccnepoBaHue ypoBHSA CBO60AHOrO TMpokcnHa (CT4) CbIBOPOTKM KPOBU 350

A09.05.065 ViccnepoBaHne ypoBHS TMPeOTPOonHOro ropmoHa (TT) B KpoBu 330
AHTUTENA K TPEeouHo nepokcmaase (AT-TMNO, MUKpocoMasbHble aHTUTeNa) (Anti-Thyroid

Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 330
A09.05.061 TpninoaTMPOHNH cBOGOAHbIV (T3 cBO6OAHBIN) (Free Triiodthyronine, FT3) 350
Actpagmon (32) (Estradiol, E2) 350

OLeHKa 3HAOKPUHHOM (DYHKLMW NOAXKeNyJ0HUHO Xee3sbl



A09.05.056 UHcynnH (Insulin)

OueHKa UHCYIMHOPE3UCTEHTHOCTY: T/1H0K03a (HaToLLaK), MHCY/IMH (HaToLLaK), pacyeT nHAeKca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of
Insulin Resistance, HOMA-IR)

OueHKa (hyHKLMM runogumsa
A09.05.087 MponakTnH (Prolactin)
A09.05.132 donnmkynoctumynmpyowmin ropmoH (®Cr) (Follicle Stimulating Hormone, FSH)
A09.05.131 MoTenHnsmpytowwmii ropmoH (/1) (Luteinizing Hormone, LH)
A09.05.066 COMaTOTPOMHbIA FOPMOH (comaTtoTponuH, CTI) (Growth Hormone, GH)
A09.05.065 ViccnegoBaHve ypoBHSA TMPEOTPONHOro ropmoHa (TTI) B KpoBu
OLeHKa aHPOreHHOro cTaryca
A09.05.078 TectoctepoH (Testosterone)
[OervppoanunaHgpoctepoH-cynbgar (43A-S04, Dehydroepiandrosterone sulfate, DHEA-S)
3CTPOreHbl ¥ MPOrecTUHbI
3ctpaamon (32) (Estradiol, E2)
Kanbunii-perynmpytoLlne ropmMmoHbl
KanbumToHuH (Calcitonin)
NCCNEAOBAHNA MOUMU

KnuHnueckue TecTbl

B03.016.006 AHanM3 Moun o6Lwmii (AHaM3 MOYM 06LLMIA ¢ MUKpPOCKonuelt ocagka) (Complete

Urinalysis, Microscopic Examination)
B03.016.014 NccnepgosaHMe mo4m no metogy HeumnopeHko (Nechiporenko’s Urine Test)
Broxumunsa mounm

A09.28.027 AMMNa3a B MOYe CyTOHHOM UM NOPLMOHHON 3a U3MepeHHOe BPeEMS
(Anbtha-amunasa, guacrasa mo4yu) (Amylase, 24-Hour or Timed Urine)

KOMI/IEKCHBIE MPOrPAMMBbI OBC/IEAOBAHIA
OLeHKa pucka pasBuTus 3aboneBaHuii cepieyHO-COoCYANCTON CUCTEMbI
NvnngHbii npodunb: pacwmpeHHsin (Lipid Profile: Extended )
B03.016.005 /innunaHbln npotunb: ckpnHuHr (Lipid Profile: Screening)
NMMYHOTEMATO10T A
A12.05.005 Npynna kposu (Blood Group, ABO)
A12.05.006 Pe3yc-npuHaanexHocTs (pesyc-taktop) (Rh-factor, Rh)
MMNKPO3JIEMEHTbI
Mpo6onoaroToBKa, CbIBOPOTKA KPOBY
MUKpO3nieMeHTbl B KPOBU
LInHK (Zn) B cbIBOPOTKE KPOBMU (Zinc (Zn), Serum)

OLIEHKA CBEPTbIBAIOLLEA CUCTEMbI

A12.05.027 MpoTpom6UH (NpoTpombUHOBOE Bpems, MNMB), MHO (MexayHapogHoe
HopMann3oBaHHOe oTHoLleHue) (Prothrombin, Prothrombin Time, PT, International Normalized
Ratio, INR)

A09.05.051.001 D-gumep (D-Dimer)
LINTONOTr NYECKUE UCCNEQOBAHNSA

XXuakocTtHasa umtonorus, okpawveaHue no NanaHukonay

XXugkocTtHas yutonorus. Lintonornyeckoe nccnefoBaHve 6uomarepurana LWeiku MaTkm
(okpawmBaHue no ManaHukonay, TexHonorus ThinPrep®)

OHKOreHeTMyecKme nccnegoBaHums
AHanus mytaumii B 12 ak3oHe JAK2 reHa (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR
qualitative))
AHanns mytauum u geneuunmn B reHe MPL (MLUP, kay.) (Analysis of MPL gene mutations, deletions,
(PCR qualitative))
AHanu3 myTtaunia, feneuuia, nHcepumii B rede CALR (MLUP, kau.) (Analysis of CALR gene
mutations, deletions, insertions, PCR, qualitative)
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MUKpPOGUONOrMYecKue UCCNEA0BaHMS: HeCcreLMdUYeckne BOCNannTe bHble 3a60/1eBaHNS PasNUHbIX TOKanu3aumii
MoceB MouM Ha MUKPOMIOPY, ONpeseneHe YyBCTBUTENILHOCTM K aHTMUKPOGHLIM Npenapatam

(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing) 800
A12.20.001 MunkKpocKonuyeckoe nccnefoBaHne BnarainLHbIX Ma3kos 450
MMMYHONOIMYECKUE NCCNELOBAHNA
MiIMMyHOrno6ynuHel obwue
A09.05.054.001 MimmyHOrnobynmnHel knacca E (06wwmii IgE, nmmyHorno6ynvH E obwuin)
(Immunoglobulin E Total, IgE Total) 390
SHAOKpPUHOMOrnA
Mprémbl
B01.058.001 Mpwuem (0CMOTP, KOHCY/bTaLWs) Bpaya-3HAOKPUHONOra NePBUYHbIN 1300
B01.058.002 Mpwuem (0cMOTp, KOHCYNbTaLMs) Bpaya-3HA0KPUHONOra MOBTOPHbIIA 1100
MaHumynsaumnn
[MHekonorus
[Mpuémbl
B01.001.001 Mpurem (OCMOTP, KOHCYNbTaLUs) Bpada-rmMHEKO/I0ra NepBMYHbI 1500
B01.001.002 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpaya-rmHeKonora noBTOPHbIiA 1200
B01.001.002 Mpwnem (nocne onepauun) Bpava-rmHeKoNora NoBTOPHbINA 800
B01.001.001 Mpuem (oCMOTP, KOHCYbTaLusl) Bpaya-akyLlepa-rmHeKonora nepBuYHsbIi (Mo 1500
Bonpocam 6ecnnogus)
MaHunynsaumn
A11.20.011 broncus LWeKn MaTkn 1500
A11.20.014 BeepeHue BMC 1500
A11.20.008 Pa3fienbHOe AMarHoCTUYecKoe BbiCKabnMBaHue Nof0CTM MaTKU U LiepBUKASIbHOTO 5400
KaHana
A11.20.008.001 Pa3genbHOE AMarHOCTMYECKOE BbICKabnvMBaHve NonocTu MaTkm 2900
A11.20.005 MNMony4veHve BnarajvLHOro Maska 300
A11.20.002 lNony4veHue LepBUKa/IbLHOTO Ma3ka 300
A11.20.002 lMony4yeHne LepBUKaIbHOro Maska 450
A11.20.003 broncus TKaHeid MaTKu 800
A03.20.001 Konbnockonus 1000
A11.20.015 YganeHve BHYTPMMATOYHO crnvpani 500
A16.20.E)36 Xupyprudeckoe neyeHune 3ab6oneBaHunii WeERKN MaTKK C UCMOb30BaHNEM Pa3INYHbIX 2100
3Heprui
A08.20.004 AcnpuaunoHHas buoncus aHgoMeTpurs 30HA0M Malinens (6e3 cToMmocTn 1400
rMCTONOTMYECKOTO NN OHKOLMTONOTMYECKOTO UCCEf0BaHMS)
A11.20.015 YnaneHne BHYTPMMaTOYHO cnnpanu 500
A14.20.002 BBeeHVe, N3BeYeHNE akyLLIEPCKOro pasrpy>karoLLero NoAaep>XXMBatoLLero KonbLa 900
(neccapws)
A16.20.036.001 3neKkTpoaMaTePMOKOHM3ALMNSA LLEMKN MaTKM 7500
OneparnBHOe neveHne
A16.20.061.001 Pe3ekuus ANYHNUKOB NPU SHLOMETPUOUIHBIX KUCTaX 40500
A16.20.061.001 Pe3eKkunst ANHHNKOB 35000
A16.20.038 Oniepauuu no nosogy 6ecnnoams Ha npugarkax MaTkm 39000
A16.20.016 NcceyeHre MaTOUYHOIO OMOPHOro annapara 39900
A16.20.017;001 YpaaneHue napaoBapuasibHOM KACTbI C UCMONb30BaHNEM BUAEOIHAOCKONUYECKMX 34900
TexHonorui
A16.20.004.001 CanbnMHraKTOMUS € UCNONb30BaHNEM BUAEOIHAOCKOMUYECKNX TEXHOOTMIA 30900
A16.20.OO3U.001 CanbnMHro-o0PopPaKTOMMA C NCNOb30BaHNEM BUAEO3IHAOCKOMNYECKNX 36900
TexHonorui
A16.20.041.001 CtepnnmsaLmsa MaTO4HbIX TPY6 C NCNOIb30BaHUEM BUAEO3HLOCKOMMYECKUX 29900

TEXHOMOTN



A16.20.001.001 YganeHue KUCTbl AMYHUKA C UCMO/Ib30BaHNEM BUAE03HAOCKOMUYECKNX

" 34900
TEXHO/Orni (O4HOCTOPOHHEE)
A16.20.001.001 YganeHve KUCTbl ANYHMKA C UCNOJIb30BaHNEM BULEOIHAOCKOMNYECKMX 37900
TEXHONOIMIA (4BYCTOPOHHEE)
A16.20.003.001 O0(hop3KTOMMS C UCNOJIb30BAHUEM BUAEO3HLOCKOMUYECKNX TEXHOMNOT NI 30900
A16.20.010.001 Cy6TOTasIbHaA rMCTEPIKTOMMS (AaMMyTaLmsa MaTKn) C UCMNOMb30BaHNEM 73900
BUAEO03H0CKOMUYECKNX TEXHOOT N
A16.20.010.001 Cy6TOTanbHas rmcTepaKTOMUs (amnyTaums MaTku) ¢ UCronNb30BaHEM 75900
BVAE03HOCKOMMYECKUX TEXHOMOTUIA 2 KaTeropusi CI0XKHOCTU
A16.20.010.003 Cy6TOTa/IbHasA TMCTEPIKTOMUS (aMMyTaLmsa MaTKn) ¢ NpuaaTkamu ¢ 74900
UCMO/b30BaHNEM BUAEO3IHAOCKOMNYECKMX TEXHOMOMMIA 1 KaTeropus CoXHoOCTn
A16.20.010.003 Cy6TOTa/IbHAs TMCTEPIKTOMUS (aMMyTaums MaTku) ¢ npuaatkamm ¢ 84900
NCMO/b30BaHNEM BUAEOIHAOCKONNYECKMX TEXHONOMTMIA 2 KaTeropus CrI0XKHOCTA
A16.20.010 Cy6TOTaNIbHaA TMCTEPIKTOMUSA (aMnyTaumsa MaTku) nanapoTommyeckas 58900
A16.20.011.001 ToTanbHas rMCTEPIKTOMUSA (TUPNALMSA MaTKK) C UCNO/b30BaHNEM 83900
BVAE03H0CKOMUYECKNX TEXHONOT NI
A16.20.011.001 ToTa/lbHas rMCTEPIKTOMMUA (IKCTUPNALMA MATKK) C UCMO/Ib30BaHNEM 94900
BVAE03H0CKOMMYECKUX TEXHONOT A
A16.20.011.002 ToTanbHasa rmcTepaktoMums (IKCTUpnaLmsa MaTku) ¢ npugatkamm 76900
nanapotoMuyeckas
A16.20.011.002 ToTa/ibHasa rmcTepaKTOMUA (IKCTUpnaymsa MaTku) ¢ npugarkamm 87900
flanapoToMuyeckas 2 KaTeropus CNoXxXHOCTn
A16.20.063 IKCTMpPNaUma KynbTu LWEKA MaTKn 92900
A16.20.033 BeHTpoduKcauns maTkm 35900
A16.20.012 BnaranuiyHas akcTpnaumsa MaTky ¢ NAacTUKOW CTEHOK Bnaranmiia 77900
A11.20.003 buorcua SM4HUKOB 1100
A03.20.003 J/lanapockonusa guarHoctnyeckas 19000
A16.20.042.003 YpeTpornekcusi CBO6G0AHON CUHTETUYECKOI MeT/ei TpaHCOOBTYPaToOpHbIM 60750
poctynom (metog TOT)

KoHcepBaTuBHO - NiacTuyeckmne onepauun
A16.20.035.001 MrnomM3aKTOMUS (3HYK/1eaL M MMOMATO3HbIX Y3/10B) C MCNO/Ib30BaHNEM 58900
BMAE03HA0CKOMMYECKUX TEXHONOT NI (nanapoToMms)
A16.20.035.001 M1MOM3KTOMUS (3HYKNEaL s MMOMATO3HbIX Y3/10B) C UCNO/Ib30BaHNEM 39900
BUAE03HOCKOMMYECKUX TEXHONOTN1-0l4 KaTeropmm CNOXHOCTU (-anapocKonus)
A16.20.035.001 M1UOM3KTOMUSA (3HYKeaLUmnst MMOMAaTO3HbIX Y3/10B) C UCMO/Ib30BaHNEM 61900
BVAEO03HOCKOMMYECKUX TEXHONOT NI 2-01 KaTeropum CNoXKHOCTH (- nanapockonus)
A16.20.028.002 Onepauuu Npy ONyLEHWN 3aHEN CTEHKN Braranmiia 20900
A16.20.028.003 Onepauuv Npu onNyLLeHNN NepesHeli CTEHKN BRaranma 20900
A16.20.083 KonbnonepmnHeoppadus u nesatoponnactmka 38900
A16.20.023 MNnactnka NpoOMeXXHOCTU Nocne 3nnu3noTomMmmn 31900
A16.20.065 PacceyeHne Neperopofku Bnaranmila 21900
A16.20.063.018 Bbicokas amnyTaums LWEenkn matku 21900
A03.20.003 l'ictepockonus 17000
A03.20.003.001 MN'mctepopeseKTockonusa 1 Kateropum CnoXHOCTH 26900
A03.20.003.001 I'vicTepope3eKTOCKONUA 2 KaTeEropum CNOXHOCTU 33900
A03.20.003.001 M'cTepope3eKTOCKONUA 3 Kateropmu CI0XKHOCTN 39900
Masble ruHeKoiorMyeckme onepauum

A16.20.066 PacceueHne CMHEXU Masibix MONOBbLIX Y6 4100
A11.20.018 MyHKUMA 33HEro ceoja Bnaranvia (6e3 cToMMoCTy LIUTONOrMYECKOro 2900
ncenegoBaHus)
A16.20.059 YpaneHne MHOPOAHOrO Tena 13 Bnaraamia 950
A16.20.059.001 YganeHne HOBOOOpa30BaHUs Bnaraiunwia 3900
A16.20.036 Xvpypruyeckoe neyeHve 3a601eBaHN LENKN MATKM C MCNOIb30BaHNEM Pa3/INYHbIX 5900
3Heprui
A16.20.091.001 BckpbiThe abeLiecca 6apToONMHOBON Xenesbl 2800
A11.20.008.001 BbickabnnsaHue LePBUKaIbLHOIO KaHana 1 noaocTu MaTky ¢ buoncrei 2000

A11.20.008.002 Pa3genbHOE AMarHOCTUYECKOE BbICKabMBaHMe LLepBMKaibHOrO kaHana 2700



A16.20.006 Pe3ekums LIENKN MaTKn 42000

A16.20.007 MNnacTukKa WeNKn maTkm 28900
A11.20.008 Pa3genbHOe UarHoCTMyYecKoe BbiCKab/MBaHWe rnonocTy MaTkm U LiepBUKaibHOro 5400
KaHana

A11.20.008.001 Pa3genbHOe AMarHOCTUYECKOE BbiCKabMBaHME MOMOCTN MaTKN 2900

acTeTnyeckas rMHeEKoNorns

A16.20.098 Pe3eKuma Manblx NOA0BbIX ry6 (1 kateropms CloXKHOCTN) 27770
A16.20.098 Pe3ekums Masbix MNOMNOBbIX Iy6 (2 KaTeropms CNOXHOCTA Ma.NnosoBbIe

< 41000
ry6bl+KpanHas nnoTb KAMTopa)
A16.20.083 KonbnoneprHeoppadus 1 NeBatoponiactuka 46000
A16.20.029 Onepaunn Ha KnuTope 27770
A16.20.024 PeKOHCTPYKLMA Bharaama 63000
A16.20.028.005 MaHuecTepckas ornepaums (1 kaTeropum croXHocTu) 49000
A16.20.028.005 MaHuecTepckas onepauus (2 Kateropum cnodxxXHoOCTH) 60000
A16.20.019 PekoHCTPYKUUA Blarava + BocctaHOBNEHVE MATOYHOrO OMOPHOrO anmnapara 120000
A11.01.013 BBeaeHme NCKYCCTBEHHbIX HAMOHUTENEN B MSTKME TKaHW C LIe/IbH0 KOPPEKLMM 10200
thopmbl
A11.01.013 BBefeHVEe NCKYCCTBEHHbIX HAMOMHUTENEN B MSATKWE TKaHW C LIeNbH KOPPEKLMM 14900
thopmbl
A11.01.013 BBefeHMe UCKYCCTBEHHbIX HAMOHUTENEN B MSITKME TKaHU C LielbH0 KOPPEKL M 26900
thopmbl

AHanunsbl

BoisiBneHune Bo3byautenein UMMM (7 + KBM), cocko6 anuTenmanbHbIX KNeToK yporeHUTanbHoro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1350
Epithelial Cells)*

BbissiBneHune Bo3dyauteneii UMMM (4 + KBM): onpegeneHne OHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoBeka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 930
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nanuinomel YesioBeKa BbICOKOrO OHKOreHHOro pucka, onpegenexdvne AHK 16 n 18 tunos

+ KBM B cocko6e anuTennanbHbIX KNeTok yporeHmTanbHoro Tpakta (HPV DNA, Scrape of 350
Urogenital Epithelial Cells, 2 Types (16, 18))

Bupyc nanuniombl YenoBeka BbICOKOro OHKOreHHOro pucka, reHotunuposaHune [AHK 14 Tunos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIX KNETOK
yporeHutansHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OunthdepeHumpoBaHHoe onpegenenne AHK BMY (Bupyc nanunnomsl Yenoseka) 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenManbHbIX KNeToK
yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

FoHoKOKK, onpegeneHve IHK B cockobe anuTennasbHbIX KNETOK YPOreHUTaIbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve YyBCTBUTENIbHOCTU K
aHTMMUKPOG6HbLIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 900
Antibiotic Susceptibility Testing)

350

900

250

BakTepuanbHbIl BarnHo3 (Bacterial Vaginosis, BV) 1540
Xnamngusa (Chlamydia trachomatis), onpegenernve JHK B cockobe anuTenmasbHbIX KNeToK 250
yporeHuTanbHoro Tpakra (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

A08.20.017.002 XXungkocTHaa uutonorus. Lintonornyeckoe uccnegoBaHne uomMarepurana Lenku 1200
MaTku (okpawmsaHue no NanaHukonay, TexHonorus ThinPrep®)

A08.20.004 Lutonornyeckoe vccregoBaHne acnmpara U3 nosioct Matkum 600
rmcTonornyeckoe uccnefosaHve 6MONCUAHOIO MaTeprana 1 Marepuana, nosay4eHHoro npu

XMPYPrUYecKmx BMeLIaTebCTBax (3HAOCKOMMYECKOTo MaTeprana; TKaHeli XXeHCKOl NooBoii 2200
CUCTEMbI; KOXW, MATKNX TKaHel; KPOBETBOPHO 1 NMM(OUAHONW TKaHe; KOCTHO-XPALLEBOWA

TKaHn)*

MHBUNOD/TOP-KOMMNIEKCHOE MUCCNeA0BaHe MUKPOGIOPbL! YPOreHUTa/IbHOrO TPakTa 2780
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTUOChONUNUNAHBIA cHapoMm (ADC), nabopaTopHble kputepum (Antiphospholipid Syndrome, 3570

APS)

MoceB Ha MUKPOQ/IOPY OTAENSEMOrO NOMOBLIX OPraHOB, ONpPefeneHne YyBCTBUTENBHOCTM K

aHTMMMNKPOGHBLIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1160
Susceptibility Testing)*



VccnenoBaHve Ha 6UOLLEHO3 BnarasviLa, onpegeneHne 4yBcTBUTENBHOCTU K aHTUMUKPOGHBLIM 1
aHTUMMKOTMYECKMM Mpenapatam (C MMKPOCKOMNUen HaTMBHOrO npenapara, OKpaweHHOro no
Ipamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

LinTonornyeckoe nccnefoBaHne snnTenuns Wenkn Mmatku ¢ onnucaHMem rno TepMUHOMOTMYECKONA
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 570
with Description on The Bethesda System, TBS)

VccnepgoBaHme 6uoueHo3a yporeHuTanbHoro Tpakra. ®emodop 16. (UROGENITAL TRACT

1500

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2100
MwuKpockonuyeckoe uccnefoBaHne BarasimiiHbIX Ma3kos 450
LiTonornyeckoe mccnefoBaHne 6uomarepuana Lweliku Matku (okpawivBaHme no ManaHukonay,
Pap-tecT) (Cytological Examination: Cervix, Pap-test) 1000
KaHangos, ckpuHuHr 1 tunmposaHue (Candidiasis, Screening and Typing) 920
CKPUHUHT MUKPOMhOopbI YPOTEHUTALHOTO TpakTa. demodnop CkpuH. (UROGENITAL TRACT 1850
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))
VccnepgoBaHme 6uoueHo3a yporeHnTansHoro tpakra. ®emodnop 8. (UROGENITAL TRACT 1480
MICROBIOCENOSIS (PCR Panel Femoflor 8))
Yponorus

Mpunémbl
B01.053.001 Mpurem (oCcMOTP, KOHCYNbTaLUs) Bpada-yponora NepBUYHbIi 1300
B01.053.002 Mpurem (ocMOTP, KOHCYIbTaLus) Bpaya-yposora noBTOPHbIN 1100
B01.053.002 Mpwrem (0CMOTP,KOHCYNbTaLMA) Bpaya yponora NoBTOPHbIW (nocne onepamm) 800

MaHunynaumn
A16.28.040 ByxunpoBaHue ypeTpsbl (1 ceaHc) 2100
Buageouuctockonus 10000
A16.28.058 BnpasneHve napapmmosa 1000
A16.28.052.001 3ameHa HE(PPOCTOMMYECKOIO ApeHaxka 2400
A16.28.072.001 3ameHa LMCTOCTOMNYECKOTO gpeHaxa 2400
A11.28.008 VHCTMNIALMA NEKAPCTBEHHbIX CPEACTB B MOYEBOW My3blpb, YPETPY 1600
A11.28.006.001 Ma3ok Ha (hnopy yponorn4eckumii 500
A21.21.001 Maccax npeacratensHOM Xenesbl 550
A12.21.003 3a60p coka npeacrate/nibHOM Xenesbl 415 MUKPOCKOMMYECKOro UcCneoBaHuns 650
A15.21.001 MNepeBs3ka nocne yponornyeckoi onepaumm (Meacectpa) 1000
A03.28.002 YpeTtpockonus 3500
A03.28.003 YpeTpounctockonus (C npumMeHeHneM rmoKoro ypeTpoLmcTockona) 6000
A03.28.001 Luncrockonus 5000
A16.28.077 TpaHcypeTpa/ibHOe 3HAOCKONMYecKoe yaaneHne CTeHT-KaTeTepa 5000
A11.28.012 YcTtaHOBKa, 3aMeHa, yaaneHne ypeTpasibHOro Kkaretepa 1000
A16.21.015 BekpbITve abeueccoB Hapy>XXHbIX MOM0BbIX OPraHoB 2300
A16.28.013.001 YganeHne NHOPOAHOrO Tena 13 ypeTpbl 1000
A06.28.007 Lnctorpagms 5000
A06.28.011 YpeTporpatumsa Bocxogsias 5000
Linpkymumano (obpesaHne KpaiiHei NnoTy NOMOBOro YsieHa) 10000
A16.28.077 YpaneHue KateTepa U3 BEPXHUX MOYEBLIBOAALLMX NyTEN 6000
Al11.28.012 YcTaHOBKa CTeHTa B MOYEBbIBOAALLMNE NMYTU 2000
A11.28.007 KateTepu3aumna MO4YeBOro ny3bipa (HenatoH) 1000
A16.01.016 YpaneHne atepombl 10000

Kapanonorusa

Mpunémbl

B01.015.001 Mpurem (oCcMOTP, KOHCYbTaLUs) Bpada-KapamMonora nepBUYHbIi 1300

B01.015.002 Mpurem (oCcMOTP, KOHCYbTaLus) Bpaya-Kapanonora noBTOPHbIN 1100



KocmeTtonorus

Mpnémbl
B01.008.003 KocmeTonor (Mprem nepBuYHbIN) 1300
B01.008.004 KocmeTonor (Mprem NOBTOPHbIIA) 1100

NHbeKLMOHHaA KOCMeTO/10rns

A11.02.002 BotynuHoTepanus. Penatokc (1 egmHuLa) 260
A11.02.002 botynmHoTepanus. KceomuH (1 eanHunua) 290
A11.01.003 MnasmonngTmHr. 1 npobupka 2999
A11.01.003 Mna3mMonn@TUHT. 2 NPO6GMPKU 4999
A11.01.003 PRP-Tepanus 1 npoueaypa (1 npobupka) 5000
A11.01.003 Me3oTepanusa mesoline (a1a CUAHNUA KOXN) 2,5 M. 2500
A11.01.003 Me3oTepanus mesoline (419 ocBeTneHUs KOXK) 2,5 M. 2500
MaHunynsaumn
A16.01.024 Oepmatonornyeckunin nnanHr (PRX-t33) 3750
A16.01.024 MuHAANbHbIA NUAHT 2000
A16.01.024 CanvuunoBbIiA MUAKHT 2500
A14.01.008 I'ny6okas unctka nnua 3000
ATpaBmatnyecKkas 4YmMcTka nmua 2000
OTOpPVHONAPUHIONOT NS
Mpunémbl
B01.028.001 Mpwuem (0CMOTpP, KOHCYbTaLWs) Bpaya-0TOPUHONAPUHIO/IOra NePBUYHbIN 1300
B01.028.002 Mpurem (0CMOTP, KOHCYbTaLUs) Bpayda-0TOPUHOIAPUHION0ra NoBTOPHbIN 1100
B01.028.002 Mpuem (nocne onepawuum) Bpavya-oTOPUHOMAPUHION0ra NOBTOPHbINA 800
MaHunynaumn
A11.01.014 Annnnkaumsa Hapy>KHOro C/lyXxOBOrO Mpoxoja NeKkapcTBeHHbIMU CpeacTBamMu 200
A12.25.001 Aygnometpus 1000

A11.07.004 Buoncus pagnoxmpypruyecknm metogom (6e3 CTOMMOCTU MMCTONOrMYECKOrO

nccnegosanus) NMOTKA 1500
A11.08.001 buoncus pagnoxmpyprimiyeckum Metogom (6e3 CTOMMOCTY TMCTOIOMMYECKOro

5000
uccnegosaHus) TOPTAHb
Brvoncus pagmoxnpypruyeckum metogom (6e3 cTommocTy TMcTONOrMYecKoro 1ccnefoBaHuns) 3000
HOC
A11.25.006 Broncusa pagmoxmpypruyecknum metonom (6e3 CTOMMoCTU MMCTONOrMYECKOro 3000
ncecnegosaHusa) YXO
BBefeHme nekapCTBEHHbIX BELECTB Mo MNonutuepy 350
B3atue matepuana Ha nopy 200
A11.08.019 BHyTpuroptaHHble BIMBaHUSA NIEKAPCTBEHHbIX CPELACTB 600
A16.01.012 BckpbiThe abeuecca (hypyHKyna, atTepoMbl, KucTbl) JIOP-opraHoB 3000
A16.08.054 BckpbiTue honnvkyna cam3uctoi rnoTkm 1500
A16.08.010.001 [e3nHTerpaums (Ba30TOMMA) HUXHMX HOCOBbIX pakoByH (RadioSURG) 10000
A11.08.007 3ayLuHas HOBOKanHOBas 6/10kaja 1000
VIHy3rnoHHaa Tepanuna Npu HeBpUTE CYXOBOro HepBa 100
A03.25.003 NccnepgoBaHuMe cryxa KamepToHamu 300
A22.30.033 Koarynsums cocyj0B HOCOBOW NMEPEropoaKn pafnoXnpypruyecknm MeToaom 2200
A11.08.022 leueHue ranmopuTta 6e3 npokona cuHyc-katetepom AMUK (1 cTopoHa) 2500
(AMWK-kaTeTep He BK/HOYEH B CTOMMOCTb)
A11.08.022 /leveHue raiimoputa 6e3 Npokona cuHyc-katetepoM AMUK (2 cTOpOHbI) 3500
(AMUK-KaTeTep He BK/IOYEH B CTOMMOCTb)
A21.25.002 Maccax 6apabaHHOI NepenoHKu 250

A11.07.022 Maccaxk MUHAaNNH 300



OcTaHOBKa KPOBOTEYEHUA METOAOM MPUXUTaHUSA NEKapPCTBEHHLIMI pacTBOpamMu (KMCI'IOTaMM,

cepebpom)

A16.01.004 MepBrYHas xmpypruyeckas o6paboTka paHbl

A15.01.002 MepeBs3ka MasbIX FTHOMHbIX paH

MepeBsizka NocneonepaLoHHas YMCTbIX paH

A16.08.006.001 NMepeaHsas TamnoHaga Hoca Mupouens (1 cTopoHa)

MpwxuraHue, TylUMpoBaHKe cnmMancTol JIOP-opraHoB pagvoXMpypriuyeckum MeToLom
A12.25.006 NpopyBaHne eBCcTaxmeBbIX TPY6 Mo MonuTuepy

npOMbIBaHI/Ie aTTnKa npu XPOHNYECKnX FHOMHbBIX OTUTaX

A11.08.021.001 NpombIBaHWE BEPXHEYEIOCTHBIX MNa3yx HOCa NIeKapCTBEHHLIMW CPELACTBAMMU
METOLOM rnepemMeLleHuns

A16.08.016 MNMpombiBaHMe NakyH HEGHbIX MUHAAINH

A16.25.007 MpomblBaHWE cepHbIX NPOBOK (1 yx0)

A11.08.004 MyHKLMA raliMOpoBOIi Nasyxu

A16.08.023 MNyHKUMSA 1 APEHMPOBaHME raiMOpPOBbIX Na3yx (1 CTOPOHBI)
A16.08.023 MNyHKLMSA 1 APEHMPOBaHME raiMOPOBLIX MNa3yXx (2 CTOPOHbI)
Cma3sbiBaHune JIOP-opraHoB nekapcTBeHHbIMY CpefcTBamMm

TyaneT HOoca NpW BOCNaIUTENbHbIX NpoLieccax

A11.25.003.001 Tyanet yxa npu BocnanntesibHbIX NpoLeccax

A16.01.017.001 YpaneHune fobpokKavecTBeHHbIX 06pa3oBaHuii JTOP-opraHos fo 1 cwm. (1
3/1EMEHT)

A16.01.017.001 YganeHune fob6pokKayecTBEHHbIX 06pa3oBaHuii JIOP-opraHos oT 1 fo 3 cm. (1
3/1EMEHT)

A16.25.008 YganeHve HOPOLHOrO Tena 13 C/lyxOBOro OTBEPCTUS
A16.08.011 YaaneHne NHOPOAHbIX TN U3 yXa, HOCa, IMOTKN
YpaneHvne tamrnoHa n3 Hoca

SHLOCKOMUA CMYXOBOro Npoxoga (oTockonus)

SHLOCKOMMA NONOCTY HOoca (PUHOCKOMMS)

SHLOCKOMUA ropTaHn (NpsiMas NapuHrockonus)
B01.003.004.004 AHecTe3ns anmniMkKaunoHHas

AHecTes3us aspo3osbHas

B01.003.004.005 AHecTe3us MHGMUNbTPaLMoHHas ( | kateropus)
B01.003.004.005 AHecTe3ns UHGUNbTpaLMoHHas ( Il kateropus)
B01.003.004.005 AHecTe3usi UHGpUbTpaunoHHas ( |l kateropus)
3abop matepuana (noces)

3abop martepuana (Ma3ok)

3abop marepuana (MLP)

A11.08.020 AHeMMn3auusa NONOCTN HOca

NakyHOTOMUSA (NPYKMraHne MUHAANNH) aHecTe3ns

A03.25.001 VccnepoBaHme PyHKUUIA BECTUOYNAPHOrO annapara
A16.08.012 PeBr3msi napaToH3UINAPHOro abeuecca
MpoMbiBaHWe raliMoOpOoBOVi Nasyxu Yepes APeHax

YpoaneHve ApeHaxa 13 BepxXHe4entoCcTHOM nasyxm
A16.01.017.001 YganeHune fo6pokayecTBEHHbIX 06pa3oBaHuii JIOP-opraHos fo 1 cm. (1
3M1EMEHT) PafNOXMPYPrMyeckum MeTo40M

A16.01.017.001 YpaneHne fo6poKavecTBeHHbIX 06pa3oBaHuii JIOP-opraHos oT 1 go 3 cm. (1
3/1EMEHT) PaANoOXpPypPruyeckum MeToom

MocTaHOBKa NaTeKcHO NPOKNaAKM Ha GapabaHHyo NepernoHKy Npu CBEXUX NepBopaLusx, ¢
Lie/Iblo CTUMYMPOBAHWS 3aXKMBIEHNS

A16.08.009.001 3HAOCKOMMYECKas NOAMMNOTOMUSA Hoca -1 cTopoHa: 1 kateropus
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A16.08.009.001 3HAOCKOMMYeckas NoaMnoToMmus Hoca -1 ctopoHa: 2 kateropus
A16.08.009.001 3HAOCKOMNYecKas NONMMNOTOMMUA HOca -1 CTOpoHa: 3 KaTeropus
A16.08.010.001 Bazotomumsa (MpuKmMraHne HMXHUX HOCOBBIX PAKOBVH): 1 Kateropus
A16.08.010.001 Bazotomus (MpvKMUraHue HKHUX HOCOBbIX PAKOBUMH): 2 KaTeropusi
A16.08.010.001 BazotomMus (MpwKMUraHmue HKHUX HOCOBbIX PaKOBUMH): 3 KaTeropusi
A16.25.020 LLlyHTMpoBaHue 6apabaHHOW NePENOHKM

A16.25.011 MapateHTe3 (bapabaHHON NePENOHKM)

A16.25.011 TuMnaHONYHKLUS (BBELEHME NEKAPCTBEHHbIX NPENapaToB B 6apabaHHyH NOMOCTb
B01.003.004.001 3Hpo0aypanbHas aHecTe3uns (06e36011BaHMe C/TyXOBOrO MPOX04a)
YBynonanatonnactvka: 1 kareropus

YBynonanatonnactmka: 2 kateropus

yBynonanatonnactmka: 3 kateropus

TyaneT Hoca Nnoc/e onepaTvBHOrO NeveHus

Mwukpockonusa JIOP oprHaHoB

A16.08.013 CenTonnacTvka (MICKpUBNEHME HOCOBOW Neperopoakun): 1 kateropmm
A16.08.013 Centonnactuka (MCKpMBEHNE HOCOBOW MEPEropoaKu): 2 kaTeropums
A16.08.013 Centonnactuka (MCKpMBIEHNE HOCOBOW Neperopoaku): 3 kateropums
A16.08.001 TOH3MN3KTOMUSA (YAaneHne HEGHbIX MUHAANMH) 1 KaTeropum CNOXXHOCTU
YpaneHve wyHta 6apabaHHON NepenoHKu

A16.08.014 Peno3uuus KocTelh Hoca 3akpbiTas 1 Kateropusi

A15.03.003 HanoxxeHwne rirncoBoi NOBSA3KM NpU NepenoMax KocTei

YpaneHne HoBoo6pasoBaHuii JIOP-opraHoB

A16.08.012 BcKpbITME NapaToOH3UANSPHOro abeuecca

A16.08.017.001 ranmopotomus 1 kateropus

A16.08.017.001 rainmopoTtomms 2 Kateropus

A16.08.017.001 laiimopotomusi 3 KaTeropus

A16.08.035 YaganeHve HOBOO6Gpa3oBaHUi MONOCTM HOca

A16.08.002 AgeHonasktomus 1 kateropus

A16.08.002 AgeHOMA3KTOMUSA 2 KaTeropus

A16.08.001 AgeHonaskToMus 3 KaTeropus

A16.08.001 ToH3unaKTOMUSA (yAaneHne HeOHbIX MUHAAINH) 2 KaTeropmm CNoXHOCTU
A16.08.001 ToH3UM3KTOMUS (YAaneHne HeOHbIX MUHAANH) 3 KaTeropun CoXKHOCTA
YpaneHvne o6pa3oBaHns YLLIHOM PaKOBWHbI

A16.08.064 ToH3nNNOTOMMUA 1 KATErOPUM CNOXHOCTA

A16.08.064 TOH3NNNOTOMUA 2 KATErOpUM CNOXHOCTH

A16.08.064 ToH3MNOTOMUA 3 KATErOPUM CNOXHOCTU

A16.08.014 Peno3nuums KOCTelh HOca 3aKpbiTas 2 KaTeropusi

A16.08.014 Peno3nuums KocTeli HOca 3aKpbiTast 3 Kateropusi

A11.25.006 Broncmsa HOBOOGPA30BaHUSI HAPYYXKHOTO yxa

A16.01.012 BekpbiTue u gpeHnpoBaHuve hnermoHsl (abeuecca)

A16.08.054 YpaneHne HOBOOGpa30BaHWA rNOTKN

A17.30.021 3nekTpokoarynaums

A11.08.022 KateTepusauma NpUAATOYHbIX Na3yx Hoca

A11.07.022 Annankaums nekapcTBeHHOro npenapara Ha CAn3nCTy0 060104KY NOAOCTU pTa
A15.01.002 Hano>keHne NoBa3KM MPY THOVHbIX 3a601eBaHNAX KOXM U MOAKOXHOW KIeTUaTKn

A16.08.006.001 MNepepHsAa TamnoHaja Hoca
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A12.25.006 ViccnegoBaHune hyHKLMIA CyXoBOI TPy6bI 300

A11.25.003.001 NpombiBaHME HagbapabaHHOro NPOCTPaHCTBA CPELHErO yxa 600
A16.01.017.001 YganeHvne fO6poKayecTBEHHbIX HOBOOOPa3oBaHWii KOXM METO0M 3300
aneKTpoKoarynauum
A16.08.007 YpganeHne MHOPOAHOrO Tena rMoTK1 v roptaHn 1700
A16.08.011 YaaneHue NHOPOAHOIO Tena Hoca 1200
A16.25.020 LLyHTMpoBaHMe 1 ApeHnpoBaHne 6apabaHHON NOMOCTH 1000
A16.25.011 MvpuHroTtomus 1500
AHannsbl
PuHouutorpamma 710
rMcTonornyeckoe nccnefoBaHne GMONCUKHOrO Marepuana n Marepuana, NoayYeHHOro npu
XMPYPruyecknx BMeLLaTenbCTBax (3H,EI|OCKOI'II/I1—IUGCK0F0 matepuana; TKarieﬁ YKEeHCKOl ﬂOﬂOBPVI 2200
CUCTEMBbI; KOXMW, MATKMX TKaHel; KDOBETBOPHOU 1 NMMGONIHON TKaHel; KOCTHO-XPSILLEBOWA
TKaHu)
Y3U petam
¥Y3WU cocynoB
A04.12.014 Y3W cocyaoB NopTa/ibHOM CUCTEMBI AETAM 900
Y3W aKcTpakpaHuasibHbIX 6paxuoLiethanbHbIx apTepuii (apTepun LWen) AeTSM 1300
A04.12.003.001 (Y34r) Y3 6ptoLllHOli aopTbl U ee BETBEW AeTAM 900
A04.12.002.002 Y31 BEH HMXXHUX KOHEUHOCTEN AeTaM 1100
A04.12.002.001 Y31 apTepuii 1 BEH HMXXHUX KOHEYHOCTEN AETAM 2000
A04.12.002 Y3 apTepuii n BEH BEPXHUX KOHEYHOCTEN feTam 1800
A04.12.002.003 Y3 BeH BEPXHWX KOHEYHOCTEN AETAM 1000
A04.12.001 Y3 apTepuii BEPXHWX KOHEYHOCTEN AEeTAM 1000
A04.12.001.001 Y3 apTepuii HUXXHUX KOHEYHOCTEN AeTAM 1100
A04.12.001.002 Y3 no4eYHbIX apTepUil AeTAM 600
Y3W cocynoB ronoBHOro mMo3ra (TpaHcKapHWasbHbIi gonnep) LeTam 1500
A04.12.014 AynnekcHOe CKaHMPOBaHWe COCY0B renaTtobunnapHoi 30HbI 900
Y3 WMTOBUAHOW >Kenesbl
A04.22.001 Y3 WmMTOBUAHOW Xenesbl AeTAM 500
Y3W WMTOBUAHOW XKenesbl C PErmMoHapHbIMU AMMGOY3nammn LeTAM 700
Y3 wmutoBMAHON Xenesbl ¢ anactorpadueii getam 800
Y3 opraHoB 6ptOLLIHOI NOIOCTH
A04.16.001 Y3 6ptoLLHO NONOCTU (NEYEHb, XXeUHbI/A My3blpb, MOMAKENYA0YHAs XKefesa, 1100
ceneseHka) JeTam
Y31 6pIoLLUHOI MONOCTN KOMMIEKCHOE (neqiaHb, YKEMUHBIA Ny3blpb, NOAKENYA0UHAsA Xenesa, 1800
ceneseHKa, NoOYKW, HaANOUYEeYHNKM, MOYEBOl My3blpb) AETAM
A04.14.001 ¥3M neyeHun getam 700
A04.14.002 Y3 >kenyHoro nysbips AeTam 500
A04.14.002.001 Y3 >kenyHoro nysbips ¢ PyHKUMEN AeTsM 650
A04.06.001 Y3 ceneseHKun getam 500
A04.15.001 Y3 nomyxenyao4vHo Xenesbl AeTAM 500
A04.18.001 Y3 anneHAuKca feTam 500
Y3 opraHoB 3aGPHOLLMHHOIO NPOCTPAHCTBA
A04.28.002.001 Y3 no4vek 1 MOYEBOTO MNy3bIpsi AETAM 800
A04.22.002 Y3 Hafno4YeuyHNKOB AETAM 400
A04.28.001 Y3 noyek 1 HagNoyYeyYHNKOB JeTAM 700
A04.28.002.001 Y3 nouyek getam 600

A04.28.002.005 Y3 Mo4eBOro ny3blpsi C oNpeaeneHnem 0CTaTo4HOoN MoYM AeTIM 600



A04.28.002.003 Y31 mo4yeBOro nysbips 6e3 onpegeneHusi oCTaTouHoM MoYn geTIM
Y3W MOLLOHKH

A04.28.003 Y3/ opraHOB MOLLOHKM AETAM
Y3 cepaua

A04.10.002 3xokapamorpadus ¢ 4oNnNaepoBCKMM aHannsom (Y3W cepaua+agonnep) Aetam
Y3 obwme

A04.01.001 Y3 msirkmx TkaHen (OAHOM 30HbI) AETAM

A04.09.001 Y3 nneBpabHbIX NOAOCTEN AeTAM

A04.06.003 Y31 BUIOYKOBOI Xenesbl AeTam

A04.18.001 YnbTpa3ByKOBOE UCCNefoBaHME TONCTON KALLKKN
Y3W numaTMyeckmx y3nos

A04.06.002 Y3 numdaTUUECKMX Y3/10B 3a6PIOLLMHHbIX AETAM

A04.06.002 Y3 numMmdaTnyeckmx y3n10B HaAnoUYeUHbIX eTaM

A04.06.002 Y3U numdaTnyeckmx y3noB NaxoBblx AETAM

A04.06.002 Y3U numdaTnyeckmx y3nos NoLKI0UNYHbIX/HALKTOUNYHbIE AETAM

A04.06.002 Y3 numdaTnyeckux y3i108 NoAMbILLEYHbIX AETAM

A04.06.002 Y3 numMaTyeckux y3nos Len AeTaM

A04.06.002 Y3 numoy3nbl Wwewn, Haa/NnogKNHUYNYHbIe, NOAMbILLEYHbIE, 3a6PIOLLNHHbIE,
naxoBble AeTaM

Y3 opraHoB Masioro tasa
A04.21.001 Y3 npeacTatenibHOM >kenesbl TpaHcaba0MUHabHOE AETSM
A04.20.001 Y3 opraHoB Masioro Tasa (reHuTaneit) y aeBouek

Y3 MONOYHbIX Xenes

A04.20.002 Y31 MONOYHBIX Xefe3 ¢ OCMOTPOM PermoHapHbIX IMM(OY3/10B (4eBOUKM)

A04.20.002.001 Y31 MONO4HbIX XXenie3 ¢ 0CMOTPOM PernoHapHbIX MMGOY3/0B ¢ 3nactorpagueit
(oeBo4KwM)

A04.20.002 Y3W rpyaHbIX XKenes (MasibymKm)

Y3W ronosel

A04.23.001 HeipocoHorpagums (Y3V ronoBHOro mosra) ¢ OLEHKOWN KPOBOTOKa
(HCT+TpaHcKpaHuasbHbIi fonnep) AeTsMm

A04.23.001 HelipocoHorpadus (Y3 ronoBHOro mo3sra) 6e3 oueHkn KpoBoToka (HCI) getsm
A04.03.001 Y3 kocTeit yepena fetam o 1 roga getam
A04.07.002 Y3 cntoHHbIX XXenes3 fetam
A04.08.001 Y3 na3yx Hoca (getsam go 4-5 ner)
Y3W KocTeii 1 cyctaBoB
A04.04.001.001 Y3 Ta3o6eapeHHbIX CycTaBoB (TONbKO AeTn A0 1 roga)

A04.03.001 Y3W knouuny, fetam

A04.04.001 Y3W oaHOro couneHeHus (rpyaMHO-KIKUYMUYHOTO/KNKUYNYHOT0-aKpOMUaIbHOT0)
LeTaAm

JHpockonusa
B01.059.001 Mpwuem (0CMOTP, KOHCY/bTaLWsA) Bpaya-3HA0CKONMCTa NepBrYHbIi
B01.059.002 Mpwuem (0CcMOTpP, KOHCYNbTaLus) Bpaya-3HA0CKOMNMCTa NOBTOPHbIiA
A03.08.004.002 3HAOCKOMUYeCKas 3HA0OHa3a/IbHasA PeBU3NA OKOTOHOCOBLIX Nasyx
A16.30.074 KnunupoBsaHne KpoBOTOYHaLLLEro 3HAOCKOMNYECKOEe cocyaa
B01.059.001 Mpurem (ocMOTpP, KOHCYNbTaLUs) Bpada-3HAOCKOMNMCTa NepBUYHbIN (Nepeg onepaymei)
dunbporactpogyogeHockonms (Prac)
A03.16.001 330¢aroractpogyogeHockonus ($rac)
A11.16.002 Xennun-tect npun ®racC (PnbporactposyoseHOCKoNns)

500

700

1650

750
600
600
500

800
800
600
600
600
600

1900

700
850

850

950

700

900

700
700
600
500

600
600

450

1200
1100
6900
4400
800

2300
900



TecT Ha XnnokobGaktepu aHTuUTena knacca IgA k Helicobacter pylori) 850

A26.19.098 AHTUreHHBI TecT Ha Helicobacter pylori (kan) 870
A11.16.002 OnpegeneHve JHK Xunokobakrepy nuaopu B GronTarte CAN3UCTON Xenyaka n/unam 1040
LBEHAALATUNEPCTHOMN KULLIKK
AHTuTena K Helicobacter pylori 1gG (BectepH-610T) 3220
Al11.16.002 Broncus xenyaka ¢ MOMOLLbI0 3HAOCKONMK (3a60p MaTepuana) 400
A03.16.001.005 ®J1C (330charoracTpoayoLeHOCKONUS TpaHCHa3a/lbHas) 2900
3abop martepuana gns natoMopoI0rMyeckoro ncciefoBaHus 2000
A11.16.001 buoncumsa nuLLEeBoa ¢ MOMOLLBHO 3HAOCKONMM (3a60p MaTepuana) 400
A11.16.003 bruoncusa gBeHaLaTMNEPCTHON KMLLKM € MOMOLLbIO 3HAOCKONMK (3abop maTteprana) 400
A03.16.001.001 330¢haroractTpoayoileHOCKOMNUA € 3NeKTPOoKoarynsumneli KpoBoToyallero cocyja 4900
A03.16.001.004 330¢haroractTpoayofileHOCKOMNNA ¢ BBEAEHNEM NleKapCTBEHHbBIX Mpenaparos 2400
A11.16.010 YcTaHOBKa Ha3oracTpasbHOro 3oHaa 1100
A16.12.020.002 OcTaHOBKa KpOBOTEYEHWSA 3HAOCKOMNYECcKas C UCMoNb30BaHNEM 4900
TepmMoKoarynsumm
A16.16.041.001 3HAOCKOMMYECKOe yaaneHne NoannoBs U3 NuLeBoia 6500
A16.16.041.003 SHAOCKOMNYECKOE yAasieHNne NHOPOAHbIX TeN NuLLEeBoAa 5000
A16.16.048 SHAOCKOMNYECKOEe yaanieHNne MHOPOAHbIX TeN U3 Xenyaka 5000
A03.08.003 330¢parockonus 1100
A16.16.052 3HAOCKOMMNYECKOE 31EKTPOXMPYPIrMYeCKoe yaaneHne HOBOOGpa3oBaHus Xenyaka 6700
(ypaneHve nonuna go 1 cm)
A16.16.052 3HAOCKOMNYECKOE 31EKTPOXMPYPriyeckoe yaaneHne HoBoo6pa3oBaHus Xenyaka 7900
(yaaneHue nonuna ot 1 go 2 cm)
A16.16.052 SHAOCKONUYECKOE 3/1EKTPOXMPYPruveckoe yaaneHne HoBoobpasoBaHus XKenyaka 9900
(yoaneHue nonvna (o1 2 o 5 cm)
KonoHockonus
A03.18.001.001 BnaeokonoHockonms 2600
A03.19.002 PekTopomMaHocKoMNus 1800
A11.18.001 bruoncmsa 060404HOI KMLLIKM 3HAOCKONMYeckas (3abop matepuana) 400
A11.19.001 buoncmsa cCUrMOBUAHOM KULLKN C NOMOLLbIO BUAEOIHAOCKOMNMNYECKNX TEXHONOT I 400
(3abop matepuana)
A11.19.002 Broncus NpsMOIA KULLKX C MOMOLLbIO BULEO3HAOCKOMNYECKMX TEXHONOTUIA (3a60p 400
Matepuana)
A16.18.019.001 YpaneHune nonuna TONCTON KULLKM 3HAOCKONMYecKoe (4o 1 cm) 6900
A16.18.019.001 YpaneHue nonvna TO/ICTON KMLLIKM 3HAOCKONMYECKoe (0T 1 cM [0 2-X CM) 8100
A16.18.019.001 YpaneHue nonvna TO/ICTON KMLLIKK 3HAOCKONMYECKOE (6onee 2-X cM) 10900
A03.18.002 3HA0CKOMMYECKas pe3eKu st CIM3NCTON TONCTON KULLKA 11900
A03.19.004 PeKTOCMIMOMOOCKOMMUSA 3100
bpoHxockonus
A03.09.001 bpoHxockonus 2900
A03.08.001.001 BugeonapuHrockonus (PJ1C) 2600
A11.07.016.001 Broncus poTOrNOTKN NO4 KOHTPOJIEM 3HAOCKOMUYECKOrO UccefoBaHus (3abop 400
mMartepuana)
A11.08.003.001 Broncus cnmn3ncToli 060104KN HOCOTTOTKM MOJ, KOHTPOIEM 3HAOCKOMNYECKOro 400
uccnefoBaHuUs(3abop Matepuana)
A11.08.008.001 Bruoncmsa cnnM3ncToil FOPTaHOIIOTKU NOA KOHTPOIeM 3HAOCKOMUYECKOro 400
uccnefoBaHus(3abop Marepuana)
A11.08.012.001 buoncus TKaHel Tpaxen Noj KOHTPOEM TPaxeoCKOMUYECKOro 400
nccnegoBaHus(3abop mateprana)
A03.09.002 Tpaxeockonus 2900
A03.09.003 TpaxeobpoHxocKoNms 3300
A03.16.002 YcTtaHOBKa Ha30MHTECTUHA/IbHOIO 30H4a 500
A03.30.006.001 Y3kocneKTpasibHOe 3HAOCKOMUYECKOe UCCNefOBaHNE ropTaHn, Tpaxen n 2900

6pOHXO0B



A11.09.008 Brnoncus Tpaxeun, 6POHXOB MNPY BPOHXOCKOMUMK
JeTckaa aHAoKpuHonorns
Mprémbl
[LeTcknii 3HAOKPUHONMOT (NMPUeM NepBUYHbIiA)
[LeTcknii 3HAOKPUHONOT (NPMeM NOBTOPHbIA)
OHkonorua
Mpuémbl
B01.027.001 Mpuem (OCMOTP, KOHCYbTaLusl) Bpaya-OHKO/iora NepBUYHbIN
B01.027.002 Mpwuem (0CMOTP, KOHCY/bTaLWs) Bpaya-OHKONOora NOBTOPHbIA
[Mcnxotepanusa
Mpriémbl
McuxotepaneBT (60 MUHYT ceaHc)
KoMnnekcHble nporpaMmsl
Mporpamma Check-Up ans my>unH go 45 net
Mporpamma Check-Up ans >kxeHWwuH o 40 net
Mporpamma Check-Up ana my>kumH ctapue 45 net
Mporpamma Check-Up ans »xeHwuH ctapue 40 net
Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALIE" naumeHTbl fo 40 net
Mporpamma Check-Up (Yek-An) "30OPOBOE CEPALIE" naumeHTbl nocne 40 net

Komnnekc nccnegosanuii "340POBbIN XXENYAOK" (TacTpockonus; TeCT Ha XenMKOGaKTep NUIoOpH;

Mpurém NnpodunnbHOro cnewmanmcTa)

Komnnekc "Yponorusa ans my>xkumn” (MepsryHbIii Nnprém yponora+Y3W npeacrarenbHOl »enesbl

TpaHcabaoMUHaIbHOE)

MPT ronoBHoro mo3sra + MPT apTepuii ronoBHoro mosra + MPT LweliHOro otgena No3BOHOYHNKA +

KOHCY/bTaLmsa HeBpoora
[[acTpoaHTeponorus

Mpunémbl
B01.004.001 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-racTpo3HTEPO/Iora NePBUYHbIN
B01.004.002 Mpwuem (0CMOTP, KOHCYbTaLWs) Bpava-racTpo3HTepPOsiora NOBTOPHbIN
MpoueaypHbI KabUHeT

Ycnyru

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos

(kanenbHoe)
A11.12.003 BHYTpMBEHHOE BBEAEHWNE NIEKAPCTBEHHLIX MPENapaToB (CTPYHHOE)

A11.01.002 MNoakoxXHOe BBeEHME TeKapCTBEHHbLIX NpPenaparos
A11.02.002 BHyTpuMbILLEYHOE BBELEHME TIEKAPCTBEHHbLIX Npenaparos
A11.16.010 YcTtaHOBKa Ha3oractTpajbHOro 3oHaa

Ycnyru ¢ npenapatamu

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos

(kanenbHoe) LedTPUakcoH 2 rp.

A11.12.003.001 HenpenpepbliBHOE BHYTPUBEHHOE BBELEHME /IEKAPCTBEHHbIX NPenaparos

(kanenbHoe) JekcameTa3oH 8mr

A11.12.003.001 HenpenpepbiBHOE BHYTPMBEHHOE BBEAEHWNE IeKapPCTBEHHbIX Npenaparos

(kanenbHoe) Cynbar marHmsa 5mn

Al11.12.003.001 HenpepbIiBHOE BHYTPNUBEHHOE BBEAEHME /TIEKAPCTBEHHbIX NMpPenaparos

(kanenbHoe) npefHM30n10H 30Mr/1 M (1 amnyna)

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos

(kanenbHoe) nesogiokcaunH 5 mr/mn 100 mn (1 hnakoH)

A11.02.002 HenpepbIBHOE BHYTPUMbILLEYHOE BBEAEHWE NIEKAPCTBEHHbIX NpenapaTos
MeTtoknonpamug 5mr/mn (lamnyna)

A11.02.002 HenpepblBHOE BHYTPMMbILLEYHOE BBEAEHWE /IeKapCTBEHHbIX Npenaparos
KetonpodeH 50mr/mn (lamnyna)

Al11.12.003.001 HenpepbIiBHOE BHYTPUBEHHOE BBEAEHME /TIEKAPCTBEHHbIX NpPenaparos

(kanenbHoe) unTodnasmMH 10Mn
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A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos

(kanenbHoe) LepebponusvH 5 mn 300
A11.02.002 BHyTpUMbILLEYHOE BBEEHWE NTEKAPCTBEHHBIX NPENapaToB LedTPnakcoH 2 rp. 200
A11.12.003.001 HenpepbiBHOE BHYpPUBEHHOE BBEAEHWE SIEKAPCTBEHHbIX Npenaparos 120
(kanenbHoe) neHTokendunvH 10mn (1 amnyna+dus. p-p)
A11.12.003 HenpepbIBHOE BHYTPUBEHHOE BBEAEHME TIEKAPCTBEHHbIX CPeACTB gpoTaBepuH 2.0 (1 30
amnyna)
A11.12.003 HenpepbIBHOE BHYTPUBEHHOE BBEEHWE NIeKapCTBEHHbLIX CPEACTB HUKOTUHOBASA 15
kucnota 1.0 (1 amnyna)
A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE NIEKAPCTBEHHLIX NpenapaTos
200
(kanenbHoe) peambepuH 1,5% 200 mn
A11.12.030 HenpepblBHOE BHYTPMBEHHOE BBELEHUNE NTEKAPCTBEHHbIX Npernaparos (KanenbHoe) o5
BUHMOLETUH 2 M/
HenpepbiBHOE BHYTPUBEHHOE/BHYTPVMbILLEYHOE BBELEHME NIEKapPCTBEHHbIX MPenapaTos 150
MeKcugon 5 mn
A11.12.030 HenpepbiBHOE BHYTPVBEHHOE BBEEHWE NEKAPCTBEHHbIX Npenapartos (KanenbHoe) 100
TUOKTOBAas Kucnota
JeTtckaa nepmorononorns
Mprémbl
[etckuin fepmatonor (NepBUYHBIA NpUem) 1300
[etckuin sepmatonor (MOBTOPHbIA Npuem) 1100
[JepmoTtoBeHeponorus
Mpuémbl
B01.008.001 Mpuem (O0CcMOTP, KOHCYbTaLUs) Bpaya-gepMaToBeHepPOsiora NepBrYHbIi 1300
B01.008.002 Mpwuem (0CMOTpP, KOHCYNbTaLWs) Bpaya-AepmMaToBeHepOnora NoOBTOPHbIIA 1100
[HeBHOW cTaymoHap
B01.023.003 ExkegHEBHbIi OCMOTP BPa4OM-HEBPO/IOrOM C HaGMOAEHNEM U YXOA0M CPeAHEro 1
MMaawero MeanLMHCKOrO NepcoHana B OTAeNeHMM cTauMoHapa (npebbiBaHme B CTaLMOHape 40 1200
3-X yacos)
B01.058.006 ExxegHEBHbIi OCMOTP BPa4OM-3HAOKPUHOIOTOM C HabAeHEM U YXOA0M CpefHero
1 Mnagwero MevLUMHCKOro nepcoHana B oTaeneHum ctaumMoHapa (npebbiBaHye B cTalMoHape 40 1200
3-X Yacos)
B01.047.009 ExkegHEBHbIi OCMOTP BpayoM-TeparneBTOM C HabH0AeEHNEM N YXO40M CPefHEro n
MMaawero MeanLMHCKOrO NepcoHana B OTAeNeHMM cTauMoHapa (npebbiBaHme B CTaLMoOHape 40 1200
3-X yacos)
B01.001.007 ExkefjHEBHbIV OCMOTP BPAYOM-aKyLLEPOM-TMHEKO/OrOM, C HA6MHOAEHNEM U YXOA0M
CpefHero 1 Mnajwero MeguumnHCKoro nepcoHana B otaeneHnn ctaunoHapa(npebsiBaHme B 1200

[HEBHOM CTauMoHape 40 3X YacoB)

B01.057.005 ExkegHEBHbIi OCMOTP BPa4OM-XMPYProM ¢ HaGNHAEHMEM N YXO40M CPELHErO U

Maaawero MegnLMHCKOrO NepcoHana B OTAeNneHnmn ctauoHapa(npeboiBaHne B JHEBHOM 1200
cTalmoHape A0 3X 4acoB)

AHecTesnonorus

OcmorTpbl
B01.003.001 OcmOTp (KOHCY/bTauus) BpaioM-aHeCTe31010rOM-pPeaHuMaTooroM NePBUYHbIi 1300
B01.003.002 OcMOTp (KOHCY/bTaLms) Bpa4OM-aHeCTe310/10rOM-PeaHMaTo10rom NoBTOPHbINA 950

MaHunynsaumm
B01.003.004.009 ToTasnbHas BHYTpMBEHHAA aHecTe3ns (40 30 MUHYT) 5500
B01.003.004.009 ToTasbHas BHYTpMBEHHAA aHecTe3ns (4ol vaca) 10000
B01.003.004.012 NHranaumMoHHasa aHecTe3us ¢ ucrnosb3osaHnem CesopaHa 30 MUHYT 6500
B01.003.004.012 VNHranaumMoHHasa aHecTe3us ¢ ucrosb3osaHnem CesopaHa 1 yac 12000
B01.003.004.007 CnuHanbHasa aHecTe3us (8o 1 vaca) 12000
B01.003.004.007 CnnHanbHasa aHecTe3uns (40 2X 4acoB) 13000
B01.003.004.008 CnnHanbHO-3anuaypasibHasa aHecte3ns 1 yac 11900
B01.003.004.008 CnvHanbHO-3anuaypaibHas aHectesmsa [0 2-X 4acoB 16000
B01.003.004.010 KOoMGUHMpPOBaHHbIA 3HAOTpaxeanbHbI Hapko3 (4o 1 yaca) 13000

B01.003.004.010 KOMGMHMPOBaHHbI 3HAOTPaxeasbHbIA HAPKO3 (40 2X 4acoB) 15000



B01.003.004.009 ToTanbHas BHYTPMBEHHaA aHecTe3uns (LO2-X 4acoB)
B01.003.004.009 ToTanbHast BHyTPUBEHHASA aHECTE3US (CBbILLE 2-X YACcOB)
B01.003.004.007 CnvHanbHasa aHecTe3uns (CBbILLE 2X 4acoB)

B01.003.004.006 InuaypanbHas aHecTe3uns (40 30MUHYT)

B01.003.004.006 InuaypanbHas aHecte3us (0o 1 yaca)

B01.003.004.006 3nuaypanbHas aHecTe3us (40 2X 4acoB)

B01.003.004.006 anugypanbHas aHecTe3uns (CBbILLE 2X YaCcOB)

B01.003.004.008 CrnivHa/ibHO-3anuaypabHas aHectesns (0o 30 MUHYT)
B01.003.004.008 CnnHanbHO-3nuAaypabHas aHecTe3ns (CBbILe 2X YacoB)
B01.003.004.010 KoOM6UHMPOBaHHbI 3HAOTPaxeabHbl HAPKO3 (40 30 MUHYT)
B01.003.004.010 KOMGUHMPOBaHHbI 3HAOTPaxea bHbI HAPKO3 (CBbILLE 2-X YACOB)
B01.003.004.012 KOMGUHMPOBaHHbIA MHraNALMOHHbI HapKo3 (80 30 MUHYT)
B01.003.004.012 KOMGUHMPOBaHHbIA MHTaNALMOHHbIV HAapKo3 (8o 1 Yaca)
B01.003.004.012 KOMGMHMPOBaHHbI MHTaNSILMOHHbIA HapKo3 (40 2X 4acoB)
B01.003.004.012 KOMGMHMPOBaHHbIV MHTaSILMOHHbIN HAapKO3 (CBbILE 2X YacoB)
B01.003.004.011 CoueTaHHas aHecTe3mns (80 30 MUHYT)

B01.003.004.011 CoueTaHHas aHecTe3us (go 1 yaca)

B01.003.004.011 CoueTaHHas aHecTe3mns (40 2X 4acoB)

B01.003.004.011 CoueTaHHas aHecTe3us (CBbILLEe 2X YacoB)
B01.003.004.009.001 BHyTpuBeHHas aHanresus (40 30 MUHYT)
B01.003.004.009.001 BHyTp1BeHHas aHanresus (4o 1 vaca)
B01.003.004.009.001 BHyTpnBEHHAasA aHanre3us (40 2-X 4acoB)

B01.003.004.009.001 BHyTpuBeHHas aHanresus (npy ®rac)

(

(

(
B01.003.004.009.001 BHyTprBeHHas aHanresns (CBbille 2-X 4acoB.)

(
B01.003.004.009.001 BHyTpMBEHHaa aHanre3ns (Mpu KOJIOHOCKOMUK)
(

B01.003.004.009.001 BHyTpuBeHHas aHanresus (npy ®raC+konoHockonmm)
B01.003.004.007 CnnHanbHasa aHecte3ns (30 MUHYT)

A16.09.011 VickyccTBeHHasn BeHTUNALMA nerkmx (1 vac)

A16.09.011 VckyccTBeHHas BEHTUNALMA Nerkmx (4o 12 vacos)

CTaumoHap KpyriocyTouHbIi

B01.003.003 CyTouHOe HabnogeHne BpayoM-aHecTe3no10romMm-peaHnMaToioromM B
KPYr/0CyTOYHOM CTauuoHape

CyTo4HOe MnpebbiBaHye CONPOBOX/AIOLLEro B KPYINOCYTOUYHOM CTaLmoHape

B01.001.007 ExkegHEBHbI i OCMOTP BPa4OM-aKyLLIEPOM-TMHEKO/IOrOM, C HAGNHOAEHNEM U YXO40M
cpeaHero 1 MafLlero MeMLMHCKOro nepcoHana B oTAeNeHumn ctaumoHapa(npeboisaHve B
[HEBHOM CTaLMoHape)

B01.001.007 ExkefjHEBHbIVi OCMOTP BPAYOM-aKyLLEPOM-TMHEKO/OrOM, C HabMIOAEHNEM U YXOA0M
CpefHero 1 Mnajwero MeguumMHCKoro nepcoHana B oTaeNeHnn ctaumoHapa

B01.057.005 ExkefiHEBHbIA OCMOTP BPa4OM-XMPYProM ¢ HabMAeHNEM U YXO40M CPefHEro U
M/afLIero MeULIMHCKOIO NepcoHana B OTAe/IEHNN CTaloHapa

B01.028.003 ExkegHEBHbIi OCMOTP BPa4OM-0TOPUHONAPUHIO/IOrOM C HABGMIOAEHNEM U YXO40M
CpefiHero 1 MnagLero MegnuuMHCKOro nepcoHana B oTaeNleHnn ctaumoHapa

B01.047.009 ExkxefiHEBHbIV OCMOTP BPayoOM-TepaneBTOM C HabM0AEHNEM U YXOLOM CPESHEro U1
MnajLwero MeAnLMHCKOTO NepcoHaa B OTAeNEeHMM cTaloHapa

B02.001.001 Mpoveaypbl CECTPUHCKOrO yXo4a Npw NOoAroTOBKe NauneHTKN K TMHEKONOrMYECKOi
ornepauuu

B02.003.001 lNpoueaypbl CECTPUHCKOrO yxoaa 3a NaunmeHToM, Haxo4ALWwMMCa B OTAENEHNN
WHTEHCWBHOW Tepanuu 1 peaHumaumum

B02.003.002 Mpoueaypbl CECTPMHCKOrO yxoAa 3a NauueHTOM, HaxoaaLWMMCs Ha UCKYCCTBEHHOM
BEHTUNALNN NTIETKNX

B02.003.004 lNpoLeaypbl CECTPUHCKOrO yxoda 3a NauneHToM B KpUTUYECKOM COCTOSIHUN

B02.003.005 lMpouenypbl CECTPMHCKOrO yxoa 3a NauneHToOM B KOMaTO3HOM COCTOAHUMA

13500
15000
14000
8000
12000
13000
15000
7000
15000
7000
17000
6000
12000
13000
16000
6000
11000
15000
16000
4500
7000
8000
10000
3700
4900
7100
5500
1000
7000

5000

3000

1500

5000

5000

5000

5000

1100

2500

2500

3000
3000



B02.004.001 MpoLieaypbl CECTPUHCKOrO yXo4a Npu UCCNefoBaHUN CEKPETOPHOM yHKLMN XKenyKa

o 1900
W [BeHaALaT1nepcTHOM KULLKK
B02.007.001 lNpoveaypbl CECTPUHCKOrO yxoa 3a nalneHToM CTapyeckoro so3pacra 3000
B02.008.001 lNMpoueaypbl CECTPMHCKOIO yxoa 3a NauneHToM, CTpagaroLmm 3000
[lepMaToBEHEPONOrMHYECKUMN 3a601€BAHUAMU
B02.015.002 MNpoveaypbl CECTPUHCKOrO yxoa 3a NauneHToM ¢ cepaeyvHo-cocyanctbim 3000
3ab0neBaHnem
B02.018.001 lMpoLieaypb! CECTPMHCKOrO yxoAa npw NnoAroToBke nauneHTa K 1200
KO/TOMPOKTO/IOTMYECKOl onepawmn
B02.018.001 lNpoueaypbl CECTPUHCKOrO yxoda 3a naunmeHToM ¢ OTOPUHOMAPUHTONOTMYECKUMN 1200
3aboneBaHuAMN
B02.029.001 MNpoueaypbl CECTPUHCKOrO yxoaa 3a NaunmeHToM ¢ oPTasibMONIOTNYeCKUMMI 1200
3a6oneBaHnsaMU
B02.057.001 lNpoueaypbl CECTPUHCKOrO yxoa npuv noArotoBKe nauyMeHTa K onepawun 1200
B02.070.001 lMNpoueaypbl CECTPUHCKOrO yxoa 3a naumeHToM, CTpajatoM XPOHUYECKUM 3000
60/1eBbIM CUHAPOMOM
B03.003.006 MOHUTOPUHI OCHOBHbIX NapaMeTpPOoB XU3HeAeATeIbHOCTU NaLlneHTa BO BpeMs 1200
NpoBeAeHNs aHecTe3nn
Kononpokronorus
Mpunémbl
Mpuem (OCMOTP, KOHCY/bTaLMs) Bpaya-KoNoMnpoKToora nepBuYHbIi 1300
Mpuem (0CMOTP, KOHCY/IbTaLus) Bpada-KononpoKToiora NoBTOPHbIN 1100
MaHunynsauum
VicceueHune aHa/ibHOW TpeLLMHbI (PagnoBOIHOBLIM MeToAoM, 1 ed.) 6500
JlnrnpoBaHve reMopponanbHbI3X Y310B (BHYTPEHHME y3nbl) 1 y3en 3100
30HAMPOBaHMe CBULLEBOrO X0Aa (Npw cBMLLAax NPSAMON KMLKK 1 NepnaHaibHon obnactn) 1 1500
KaTeropum
30HAMPOBaHMe CBULLEBOrO X0Aa (Npw cBMLLax NPAMON KMLWKN 1 NepnaHasibHON obnactn) 2 2100
Kareropum
YpaneHvie MHOPOAHOTO Tefa NPSAMON KULLKKW 6e3 pa3pesa 15000
VicceueHne HOBOOGPa3oBaHWIA NepraHanibHOM 06/1aCTU 1 aHaNIbHOTO KaHana (PaavoBONHOBbLIM 2100
metogom 1 ef.)
BckpbiTre abeLecca anuTenmanibHOro KoN4mMKoBOro Xxoa 5900
BcKpbITVE napanpoktuta 15000
PekTopomaHockonus 1800
AHockonus 1100
ByXnpoBaHne aHaNbLHOro 0TBEPCTUA 600
Maccax aHa/sIbHOro KaHana 600
MepeBsi3ka paHbl NepuaHaibHOM 061acTn/aHanbHOro KaHana 700
YpaneHve nonvna aHasibHOro KaHana 6100
YpaneHvie nonvna NnpPsMoi KNLWKn 10000
YpaneHue KOHAUAIOM NepuaHanbHOM 30HbI 1 KaTeropum CNoXXHOCTU 8600
YpaneHne KoOHAWIOM NnepraHaibHOM 30HbI 2 KaTEropun CrI0XKHOCTU 11600
YpaneHne KOHAWIOM nepraHaibHOM 30HbI 3 KaTeropun CrI0XKHOCTU 15100
Tpom63kTOoMUs Npu TpoMBO3e HapY>XHOro remoppougansHoro y3na (1 ysen) 7000
A14.19.002 MNocTaHOBKa OYMCTUTENIBHOM KM3MbI 700
A16.19.034 BCKpbITME OCTPOro rHOMHOIO NapanpoKTuTa - 1 Kateropms CNoXXHOCTU 15000
A16.19.034 BcKpbITUE OCTPOro rHOMHOrO NapanpokTUTa - 2 KaTeropus CIOXKHOCTU 20000
A16.19.034 BcKpbITUE OCTPOro rHOMHOrO NapanpokTUTa - 3 KaTeropus COXHOCTU 29900
A15.19.001 HanoxkeHne NoBsi3KM Npu onepauusx Ha NPSIMOIA KMLIKe 700
OnepaTnBHOE NevyeHne
VicceueHne XpOHMYECKON aHanbHOW TPeLLMHbl (PaAMOBONHOBLIM MeTooM, 1 ef.) 1 kateropun 10100

CNOXXHOCTU



WcceueHre XpOHMYECKO aHaNbHOM TPeLLWHBI (PaoBO/IHOBLIM METOA0M, 1 efl.) 2 kaTeropuu

CNOXHOCTM
YpaneHne reMoppovAa/bHbIX Y3/10B (YAaNeHUe HapyXKHbIX y3/10B/6aXpOMOK ) 1 KaTeropum
CNOXHOCTM
YpaneHue reMoppoVAa/bHbIX Y3/10B (YAaNeHne HapyXXHbIX y3/10B/6aXpPOMOK) 2 KaTeropum
CNOXHOCTM

VicceueHne HOBOOGPa30BaHWIA NepraHanibHOM 06/1aCTU 1 aHabHOTO KaHana (PafvoBONHOBbLIM

MeTOfI0M) 1 KaTeropum CNoXHOCTH

NcceueHune HOBOO6pa3OBaHVIl7I I'IepVIaHaJ'IbHOVI 06/1acTU 1 aHa/IbHOrO KaHana (pa,U,VIOBOI'IHOBbIM

METOA0M) 2 KaTeropum CNOXKHOCTA
VicceueHune IKX (anuTennanbHOro Kon4mMkoBOro xofa) 1 kateropuu cnoXxHoOCTM

McceueHune 3KX (snuTtenvanbHOro KOMYMKOBOro X04a) 2 KaTeropym CAoXHOCTH
McceueHune 3KX (snuTtenvanbHOro KONYMKOBOro xoAa) 3 Kateropum coXHoCTn
FremoppongakToMus (yaaneHne reMopponasibHbIX y310B) 1 kateropum crioXHOCTK
lremoppongakToMus (yaaneHne reMoppongasibHbIX Y3/10B) 2 KaTeropumn CIOXHOCTY
lremoppongakToMus (yaaneHne reMoppongasibHbIX Y3/10B) 3 KaTeropum CIoXHOCTY
VcceueHune cBmLa NPSIMOA KALLKK 1 KaTeropmn CNOXHOCTA

VicceueHue cBULLa NPSMOIA KULIKW 2 KaTeropum CroXHOCTU

WMcceueHue ceua I'IpﬂMOI7I KULLUKN 3 KaTeropmu CroXXHOCTn

MeauLMHCKIE CrpaBKu

CnpaBKky BOAMTENSAM TPAHCMOPTHLIX CPEACTB

MegaunumHckoe oCcBMAETEeNbCTBOBAHNE HA HANMYME MEANLMHCKUX I'IpOTVIBOI'IOKa3aHVII7I K

ynpas/ieHWIO TPAHCNOPTHLIM CPEACTBOM Kateropun "A" unn "M", nogkareropum "Al" nnn "B1" ¢

MOTOLI,VIKJ'IeTHOVI noca,qkoﬁ nnn pynem MOToumKNeTHoOro tnna
MeganuymHcKoe ocBueTeNbCTBOBaHNE Ha HaNn4ume MeauLMHCKNX I'IpOTVIBOI'IOKa3aHVII7I K

yrpasfeHNo TPaHCMOPTHLIM CPeacTBOM Kateropum "A" nnn "M", nogkateropum "Al" vnm "B1" ¢

MOTOLMKIETHOW NOCaAKOM NN pyneM MOTOLMK/IETHOTO TMNa (4OMONHUTENIbHO OCMOTP
BPayYOM-HEBPOIOrOM NO HanNpaBfEHUIO BpaYya-TepanesTa)
MeanLMHCKOe OCBMAETEIbCTBOBAHME HA HANMYMe MeANLUHCKUX NPOTUBOMOKa3aHWi K

ynpaBneHnto TPaHCNOPTHbLIM CpeAcTBOM kateropuu "B" unm "BE", nogkateropun "B1" (kpome

TPaHCMOPTHOTO CPeAcTBa C MOTOLMKIETHOW NOCcagKoli v pyneM MOTOLMKIETHOrO TvMna)
MeauUMHCKOe OCBUAETENbCTBOBAHME HA Ha/IMUME MeAULIMHCKUX MPOTMBOMOKa3aHuii K

yNpaBneHMIO TPAHCMOPTHbLIM CPeACcTBOM Kateropuu "B" uan "BE", nogkateropun "B1" (kpome

TPaHCMOPTHOrO CPeACTBa C MOTOLMKIETHOW NOCAAKOM WX PyNeM MOTOLMKIETHOTO TWMNA)
(ZOMONHUTENBHO OCMOTP BPa4OM-HEBPO/IOTOM MO HaMNpaB/eHWIO Bpava-TepanesTa)

TpaBmaTonorus

MpuéNbI

B01.050.001 Mpwuem (0cMOTp, KOHCYbTaLWs) Bpaya-TpaBMaTosiora-optoneaa nepBuYHbIii

B01.050.002 Mpwuem (0cMOTp, KOHCYNbTaLWs) Bpaya-TpaBMaTto/iora-opTorneaa noBTOPHbIIA

MaHunynsauum

A11.04.003 AnarHocTrnyeckasa acnmpauus cycrasa

A11.04.004 BHyTpUCycTaBHOE BBE/IEHNE NIEKAPCTBEHHBIX NMpenaparos
A15.02.001 HanoxxeHve NOBA3KM NPW 3a60/1EBAHNAX MbILLILL
A15.03.001 HanoxxeHne NoBA3KM Npy nepesomax Koctei

A15.03.003 HanoxxeHue runcoBoii NOBS3KM NpU NepesioMax KocTei
A15.03.003.002 HanoxxeHre LMPKYSAPHOL r’MnNcoBOi NOBA3KU
A15.03.007 HanoxxeHwue WnHbI Npu nepenomMax KocTei

A15.03.009 HanoxxeHne NoBA3KM Npu orepaumsax Ha KOCTAX
A15.03.010 CHsITME TMNCOBO NOBA3KM (JTIOHrETbI)

A15.03.010.001 CHATME LMPKYNAPHO rMNCOBO NOBSA3KN

A15.04.001 HanoxxeHve NOBA3KM NpW BbiBMXax (MOABbIBMXaX) CyCTaBOB
A16.02.007 OcBOGOXAEHME MbILLLIbI M3 PYOLOB 1 CpaLLeHWii (MMON3)
A16.02.008 OcBOGOXAEHME CYXOXUNS N3 PyOLIOB 1 CpaLLeHnid (TEHONN3)

A16.02.009 BoccTaHOBMEHWE MbILLLbI Y CYyXOXUNNSA

15100

11900

15900

6300

9300

19000
23000
29000
27000
31900
45100
20100
24100
37100

1300

1700

1300

1700

1300
1100

1100
1200
500
500
700
600
600
700
500
600
700
29900
29900
26000



A16.03.034 Peno3nuus OTIOMKOB KOCTel Npu nepenomax 2600

A16.04.003 YganeHme cBO60AHOrO UAN MHOPOAHOIO TeNa cycTaBa 23000
A16.04.018 BrnipaBsneHue BbiBMXa CycTaBa 3100
A16.30.032 VicceueHne HOBOOHPa30oBaHWSA MSATKMX TKaHe 1300
A16.30.032 VicceueHne HOBOOHPa30oBaHWSA MATKMX TKaHe 1500
A16.30.032 NcceveHrie HOBOOGPA30BaHUSt MSATKUX TKaHel 1900
A16.30.032 VicceueHne HOBOOGPa3oBaHMsA MATKUX TKaHEN 2400

ToBapbl HaHOMeaKa
Mepyatkn natekcHole 150
Na6opatopHble uccnenosaHns (AHan3bl)

AYTOVMMYHHbIE MOPaXKeHUs XKelyJ0UHO-KULLIEUYHOTO TpakTa. Lienvakusi.
[JMarHocT1Ka ayTOMMMYHHOTO MaHKpeaTtuTa 1 Apyrmx IgG4-accoummpoBaHHbIX 3a60/1eBaHWii

(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases) 1670
AHT_MTen_a Knacca IgA K 3HAOMM3UIO (AHTUIHAOMU3WIiHBIE aHTUTena, ASMA) (Anti-Endomysial 1300
Antibodies, Anti-EMA, IgA)

AHTI/IT_e{'Ia Knacca IgG K caxapomuueTam (anarHoctnka 6onesHn KpoHa) (Anti-Saccharomyces 1120
Cerevisiae Antibodies, ASCA, 1gG)

AHTUTENA K1accos Ig_A n IgG K 60KanoBUAHbLIM KNeTKam KulievHrka, cymmapHo (Anti-Intestinal 1090
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)

AHTMTeNa Knacca IgA K caxapomuuetam (guarHoctika 6one3Hn KpoHa) (Anti-Saccharomyces 1120

Cerevisiae Antibodies, ASCA, IgA)

AHTUTENA K aUMHAPHbIM KNeTkaM NomKenyf0uHON xenesbl, IgG n IgA cymmapHo (aHTuTena K

3K30KPWHHOI YacTu nomkenynouHoli xenesbl, Autoantibodies against Exocrine Pancreas, 1090
Pancreatic Antibodies, PAB)

AHTUTeNa Knacca IgG K geamnamMpoBaHHbIM Nentuaam rnnaguHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, 1gG) 710
AHTUTENa K 3HTepountam, knacca lgG 1990
AHTUTENA Knacca IgA K TkaHeBOW TpaHcrnoTamuHase (Anti-Tissue Transglutaminase Antibodies, 1020
Anti-tTG, tTGA, IgA)
AHTUTENa Knacca IgG K TKaHeBOl TpaHcrntoTammHase (Anti-Tissue Transglutaminase Antibodies, 1020
Anti-tTG, tTGA, 1gG)
AHTuTeNa Knaccos IgA un IgG K peTukynuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, 1160
Total)
AHTUTeNa knacca IgA kK untonnasme Helitpogunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1120
Antibodies, ANCA, IgA)
AHTUTENa knacca IgG K BHyTpeHHemy haktopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor

M 1500
Antibodies, IgG)
AHTUTENa Knaccos IgA 1 1gG K 3HAOMU3NIO (AHTUIHAOMU3NIHBIE aHTUTENa, ASMA), CymMapHO 1160
(Anti-Endomysial Antibodies, Anti-EMA, IgA, IgG, Total)
AHTUTeNa Knaccos IgA, 1gG, IgM k napreTanbHbIM Knetkam xenyaka (AMNKXK), cymmapHo (Gastric 1380
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)
AHTUTeNa knaccoB IgG 1 IgA K GP2 aHTUreHy LieHTpOaLUHapHbIX KNEeTOK NOoKenyA04HOM Xenesbl

. 1800
(Anti-GP2)
AHTUTENa Knacca IgA K geaMmanpoBaHHbIM nentngam rnvaguHa (Anti-Deaminated Gliadin Peptide,

. 710
Anti-DGP, IgA)

HacnefAcTBEHHblE MOHOTEHHbIE 3a60/1eBaHNA U COCTOAHUA

CvHapowm BepTa-Xora-Abto6a (BXA). Mouck mytauwnii B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 46680
BHD, Gene FLCN, Mut.)
HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHb Lapko-Mapu-Tyta) Tun 1. Mouck
yacTbIx MyTauuii B reHe MFN2, 4. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 4680
Mut.)
leHTMHITOHONO4O6GHOE 3a6oneBaHune, TMN 4 TBP, 4.M. 3100
CuHgpom APTJIA, ATNL, u.m. 3100
ApTporpunos amctasnbHbIi (cuHApoM ®pumeHa-LLlengoHa). Mouvck YacTbix MyTaumii B reHe MYH3, u. 9090

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freg. Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-TyTa) Tun |. Mounck

MyTauui LUblraHCKOro nponcxoxaeHusi B reHax NDRG1 1 SH3TC2, u. m. (Charcot-Marie-Tooth 4680
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnvHougepebennapHas atakcus. Mouck YacTbix MyTaumii B reHe ATXNS, u. m. (Spinocerebellar
Ataxia, Gene ATXNS, Freq. Mut.)

CvHAPOM HEKOMMAKTHOrO N1eBoro xenygouka (HMJDK, cuHgpom HM JDK, ry6yatslii Muokapg,).
Mownck myTtauuii B reHe TAZ, M. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

4680

23370



MeBanoHoBas auugypus. Monck mytaumii B reHe MVK, m. (Mevalonic Aciduria, Gene MVK, Mut.)
MaHanbynoakpanbHas avcnnasns ¢ imnoamctpoduein. NMouck MmyTtaunii B ak3oHax 8, 9 reHa LMNA,
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnuHanbHas ammuoTtpodus Tunbl |, 11, 111, 1V (c onpegeneHnem uncna konuii SMN2) (Spinal Muscular
Atrophy, SMA, Type |, Il, lll, IV (copy Number Variation SMN2))

CvHapom 3ckobapa. Mownck myTtaumii B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.)

CuHgpom Cunbeepa. Mownck myTtaumii B reHe BSCL2, M. (Silver Syndrome, Gene BSCL2, Mut.)

CemeliHblil remodarouutapHblil TMMGOrncTMoLmMTo3. NMonck Mytaumii B reHe STX11, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Jednunt anba-1l-aHTutpnncnHa, SERPINAL, u.m.

CnuHanbHas amuoTpodus tunbl |, 11, 11, 1V. Mounck mytaumii B reHe SMIN1, M. (TONbKO Npy Hanu4mm
ofHoi konuu reHa) (Spinal Muscular Atrophy, SMA, Type |, 11, 11, IV, Gene SMN1, Mut. (Only
Presence One Gene Copy) )

CuHpgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3,
Mut.)

Cungpom Mannuctepa. Mownck myTtaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.)
OkynocapuHreanbHas MbllleyHas guctpodus. Monck YacTeix MyTaunii B reHe RABPNL, u. m.
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPNL, Freq. Mut.)

BbonesHb MepcTmaHHa-LUTpeyccnepa-LLUeiHkepa. Mouck myTaunii B reHe PRNP, m.
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CuHgpom Bnoxa-CynbLbeprepa (cemeliHas hopMa HeepXKaHUsi NMUrMeHTa). Momnck YacTbix
MmyTaumii B reHe IKBKG, u. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freq. Mut.)

HelpoceHcopHas HeCMHAPOMaibHas TYroyXoCTb, MNOJHbIA aHann3 reHa GJB2

MyTaunmn nekapctBeHHoM pe3ncteHTHOCTM NS3, NS5A n NS5B perroHoB reHoMa Bupyca renatuta
C (ans reHoTmna 3)

CviHapowm pucuennn. NMouck myTauumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacnefcTBEHHbIi aHTMOHEBPOTMYECKNIA OTek. MNMouck myTauumii B reHe CINH, m. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacneactBeHHas MOTOPHO-CEHCOPHaA HeliponaTus (6onesHs LWapko-Mapu-TyTa) Tvn I. Mouck
myTaumii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)
CvHgpowm Koctensno. Mouck myTtaunii B reHe HRAS, M. (Costello Syndrome, Gene HRAS, Mut.)
XoHgpoaucnnasus MetacdmsapHas, Tun Mak-Ketocuka. Mounck myTtauuii B reHe RMRP, m.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Meprognyeckas 6onesHb. Monck mytauuin B reHe MEFV, m. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CviHgpowm LBaxmaHa-favimoHaa. Mounck YacTbix MyTaLuii B reHe SBDS1, y. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.)

XopuopetuHonartus bupawora, tunuposaHne HLA-A29

dnbpogucnnasms occupuumpyoLLas nporpeccrpytolias. NMouck myTtaunii 6e3 «ropsymx» y4acTKoB
reHa ACVR1, 6e3 «ropsiu.» y4. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CvHgpowm BaapaeH6ypra-Llaxa. Mowvck myTaumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)

CuHgpom KokkeliHa. Mownck myTauuii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

[JnacTtpotmyeckas avcnnasus. NMouck mytauumii B reHe SLC26A2, M. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktunmsa Tmn B1. Mouck myTtaunii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)

CuHgpom [peiira (cemeriHblli runeptenopusm). Monck mytaumii B reHe GLI3, m. (Greig Syndrome,
Gene GLI3, Mut.)

[eHTUHITOHOMOA06HbIEe 3a60/1eBaHUSA, KOMIJIEKCHAsA AVArHOCTUKA, Y.M.

HacneactBeHHast MOTOPHO-CeHCOpHas HeponaTus (bonesHb LWapko-Mapu-TyTta) Tin |. Mownck
MyTaumii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHapom Kpy3oHa. Monck MyTaumii B 3k3oHax 7 n 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CuHgpowm Ocrniepa-PaHato-Bebepa (HacnencTBeHHasa remopparmyeckas TeneaHrnakrasms). Movck
myTaumii B reHe ENG, m. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyJaTviBHas BUTPEOXOpeopeTHabHas auctpodus. Movck mytaumin B reHe NDP, M. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nvnopnctpodus cemeiiHas yactnyuHas. Mowvck mytauuin reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHApOM HOrTe-HagKoNeHHMKa (OcTeoHuxoaucnnasms). Movck mytaumii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)
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MwuoknoHun4veckas guctoHms. Mouvck mytauuii B reHe SGCE, M. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBa. Mouck yacTtbix MyTauuii B reHe ATP7B, 4. M. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonunHeliponatusi, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CuHgpom AnbcTpoMa. MouncK MyTauuin B «ropsayvmx» yyacTkax reHa ALMS1, «ropsiy.» yd. M. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CvHapowm Tpudepa-KonnmHsa-dpaHueckeTTn (MaHAn6yno-aumanbHblii AM30cT03). Mouck myTtauuia
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

dpuTpokepatogepmus. MNMouck mytauumii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

bonesHb ®abpu, GLA, m.

[JvcTanbHas cnvHanbHas aMmnoTponsa BPOXAeHHas Henporpeccupytowas. Movck mytauuin B
«ropaumx» yyactkax reHa TRPV4, «ropsad.» yu. m. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Jednunt KapHUTMHA CUCTEMHBI NepBUYHbIA. Monck MyTaumii B reHe SLC22A5, m. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

ATtakcus dpugpeixa. Monck yacTtbix MyTaumii B reHe FXN, 4. M. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CvHapowm BoysHa-KoHpaau (BKC, LepebporenatopeHaibHbIi CMHAPOM). MonCcK MyTaLmii B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpocus 3pmTensHoOro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MutoxoHapuansHoi AHK, 3 4. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CuHgpom BbepHcTaga (CMHAPOM KypuaBbix Bonoc). Monck myTtauuii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YHoTt3eHa. Mounck myTtauuin B reHe TWISTL, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-Tyta) Tun Il. Mouck
myTaumii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBgoaxoHgponnasns. NMouck yacteix MyTaumii B reHe COMP, u. m. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTtnuecknii cuHgpom. Monck mytaumii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponna3us. NMonck yacTtbix MyTauuii B reHe FGFR3, u. m. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMeliHblil X0N0o40BO ayToBOCNanuTeNbHbIi cnHapom NLRP3 M. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacnefctBeHHast MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb Lapko-Mapu-TyTa) Tun |. Mounck
MyTauuii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
CnoHAMNoKoCTaNbHbIN An30cTo3. Monck mytaumii B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHotna. Mownck mytaumii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)

MblweyHas auctpodus Imepu-Apelidyca. Mouck mytaunii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbLmHo3. Monck myTaumii B reHe ANKH, M. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHnsm MULIBRAY. Mownck myTtaymii B reHe TRIM37, M. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpous 3pnTensHOro Hepsa Jlebepa. Mouck YacTbix MyTauuin B MUToxoHapuansHon AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
CnvHougepebennapHas atakcus. Mouck YacTbix MyTaumii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freqg. Mut.)

JvcTtanbHaa cnuHanbHas ammoTpodnsa BPOXKAEeHHas ¢ napanmyom gvadparmbl. [oMck MyTauuii B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMAL, Gene IGHMBP2, Mut.)

MurmeHTHas gereHepauusi cetyatku. MNMouck myTtayuii B reHe RP2, m. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CviHgpowm 3nepca-AaHno, Tvn V1. Mounck YacTbix MyTauuii B reHe PLOD, u. M. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CuHgpom Aapckora-CkoTTa (thayunoreHuTanbHas gucnnasns). Monck mytaumii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)

CnvHanbHO-6ynb6apHas ammnoTpodumsa KeHHean. Mouck Yactbix MyTaumii B reHe AR, 4. M. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freq. Mut.)

CemeliHasi runepxonectepuHemusi, reH PCSK9

CvHapom MapTuHa-benn (CUHAPOM NIOMKOU X XpOMOCOMbI)
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CV1HAPOM TOMKOI X-XPOMOCOMbI C TpeMopom/atakcueid, FMR1, 4.m.
CvHapowm Mannuctepa-Xonna. Mowvck myTtaumii B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CuHgpom AHTAn-Bukcnepa. Mouck mytaumii B ak3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHgpom Mdalidhdepa. Mouck myTaumin B 3k3oHax 7, 9 reHa FGFR2 n 3k30He 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MoneKynsapHbIA CKPUHWMHT Ha MUKpoZeneuun/ MUKPOAYN/INKaL MU XpOMOCOM

CeMeliHblii remodharouutapHblin TMMGOrncTMoLmMTo3. NMounck Yacteix MyTauuii B reHe UNC13D, u. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AyTOUMMYHHBI nuMmgonponndepaTuBHbIi cuHapoMm. Mouck myTaunii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeiiHblii MegynnspHbIN pak WUTOBUAHOM XXenesbl. Monck MyTaumnii B 3k3oHax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CvHppowm LsaxmaHa-AaimoHga. Mounck mytauuin B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CvHapom AHgepceHa. Mownck myTaumii B reHe KCNJ2, m. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbuoTpodus cetyatku, Tun ®paHyeckeTTn (bonesHb LTaprapara 1-ro tmna). Momnck vacTbix
MyTauuii B reHe ABCA4, u. M. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopowngepemus. Mounck myTtauuii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnuHouepebennsapHble atakeuu, pegkre hopMbl, Y.M.
CvHapowm Yokepa-Bap6ypr (CYB). Mouck myTauumii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CuHapom KpysoHa ¢ YepHbIM akaHTO30M. Mouck MyTauuii B 3k3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemust. Monck mytauumii B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

MnoocdareMnyecknin BUTaMmMH D-pe3ncTeHTHbI paxuT (NoYeYHbIli dochaTtHbln anabert). Mourck
myTaumii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )
Adhasnsa nepeuYHasa nporpeccupytolas. NMouck mytaunii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CuHgpom Makneopga. Mownck mytauunii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CUHAPOM TeCTUKYNsipHOI hemmuHmnsaumm (CTO, cmHgpom Moppuca). Mounck myTauuii B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

SKTOLEpPMaibHas aHrmapoTmyeckas aucnnasus. Nonck mytauumii B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoyeyHas agmucnnasus. MNMouck mytauwnii B reHe UPK3A, m. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

deHnnkeToHypus. Mouck YacTbix MyTauuii B reHe PAH, 4. m. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpOUs 3pMTENBHOTO HEPBA C FYXOTON. MONCK MyTaLmii B «ropsiumnx» yyactkax reHa OPAL,
«ropsy.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HelitponeHus. Mounck myTauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeliHas runepxonectepuHemusi, reH APOB100

BpoXkaeHHast HEYYBCTBUTENbHOCTL K 60/ € aHrMapo3oM. Mounck myTauuii B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

AnngmsapHas gucnnasusi, MHOXKeCTBEHHas. MounCK YacTbix MyTauuii B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXXAEHHOW LIEHTPaIbHOM rnnoBeHTUnsALmmn (CBLT). Mouck vacTbix MyTaLumii B reHe
PHOX2B, u. M. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)
OcHOBHble HacneAcTBeHHbIe 3a6oneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHMYecKasi aucTpogus. Mounck yacTbix MyTauumii B reHe DMPK, 4. M. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHast MOTOPHO-CEHCOPHas HeponaTusa (6onesHb LWapko-Mapu-TyTa) Tvn |. Monck
MyTaumii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

MIxTno3 namennapHsblii. Monck Bcex N3BeCcTHbIX MyTaumii B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[vcTanbHas MoTopHas Heliponatusa Tvun V. Mouck myTauuii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CuHgpom MoyaT-BunbcoH. Monck myTtaumii B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)
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CynepakTnBHocTb hocthopubosunnupodochar cuHTeTasbl. Movck MyTauuii B reHe PRPS1, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CvHapowm epmaHcku-TMyanaka (Anb6UHU3M rN1a30-KOXHbIV C reMopparn4yeckMmM auare3om u
NUrMeHTaLMen peTuKyno-3aHA0TeNNaNbHbIX KNeTok). Monck YacTbix MyTauuii B reHe HPS1, 4. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHas guctpodmsa AroweHHa/bekkepa. Mouck geneunii n gynavkaumin B reHe gucTpouHa
CvHgpom Knunnens-®eins (CMHAPOM KOPOTKOM wweu). Monck myTtaumii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHunomeTadm3apHas gucnnasus. Monck Mmytaumnin B «ropsaumx» ydacTkax reHa ANKH, «ropsiu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

JpUTpoaepMUS BPOXKAEHHAsA NXTUO3HasA (Hebynne3Has). Mouck mytaumii B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KpenTtudenbara-ikoba. Mouck mytauuin B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MwukpodTansM ¢ KatapakToii. Mouck myTtaumii B reHe CRYBA4, M. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MwuToxoHapvanbHble 3a60neBaHNs, KOMMIEKCHas AUarHoCcTiKa: MutoxoHapuansHas AHK, y.m.
CewmeliHasi nepuogunyeckas nmxopagka. Movick mytaumii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

Cungpom Xy6epa (CXK). AHanms uncna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MeTremorno6unemums, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.)
Xopes MeHTUHITOHa. MounckK YacTbix MyTaLumii B reHe IT15, u. m. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CuHgpom CumncoHa-IFonabu-bemens. Monck myTtaumii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTtunrnytakoHoBas aumaypus. MNovck myTtaumii B reHe OPA3, m. (3-Methylglutaconic Aciduria Type
I, Gene OPA3, Mut.)

X-CLenneHHbIn numdonponndepaTuBHbI CMHAPOM (60ne3Hb [lyHkaHa, cuHapom MypTunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Meproanyeckas 60ne3Hb. Mounck YacTbix MyTaLmii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHusa getepMmnHauumn nona. Mowvck mytaunii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOoAEpMasibHas rmapoTudeckas gucnnasus. Nouck mytaumii B reHe GJB6, m. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-CLLenNeHHbIN MOTOPHBIA HUcTarm. Mouck myTtaunii B reHe FRMD7, M. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HesapalleHne pogHUYKoB. MNMounck MyTauumii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CuHgpom Buckotta-Ongpuda (CBO). Mounck myTtayuii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MbiweyHas auctpodus Imepu-Apelidyca. Monck MyTaunii B reHe aMepriHa Npu X-cLenneHHon
topme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AKpofepmaTuT aHTeponatnuyeckuii. Mouvck mytauuin B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacnefctBeHHas HeliponaTus ¢ MOABEPXKEHHOCTLIO Napanuyy OT caasfieHus. Monck MmyTauuin B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTeoneTpo3 peLeccuBHbIV (MpaMopHas 60/1e3Hb KocTeit). Monck YacTbix MyTauumii B reHe TCIRG1,
u. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

InokanneMmnyecknii Nnepuoanyveckmii napanmy. NMouck mytaunii B ak3oHax 12, 18 n 19 reHa
SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

VIXTMO3 BynbrapHsblii. Mouck yactbix MyTauuii B reHe FLG, u. M (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CewmeliHas runepxonectepuHemus;, red LDLR

rnep-IgD cuHapoM. Mouck mytaumii B reHe CD40LG, M. (Hyper-lgD Syndrome, Gene CD40LG,
Mut.)

ANbOUHN3M 1a30K0XHbIV TN 1A. Mouck myTaunii B reHe TYR, m. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MblleyHas AMCTpoduns BpoXxXaeHHas. Mounck YacTbix MyTaLmii B reHe FKRP, u. M. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb LTaprapara. Mouck vacTbix MyTaumii B reHe ABCA4, 4. M. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannoanugusapHas gucnnasus (C34). Monck mytaumii B reHe TRAPPC2, m.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)
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MHeBMOTOPAKC NEPBUYHbIV CMOHTaHHbIN. Monck MyTauuii B reHe FLCN, M. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHgpowm HuimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CuHgpom BaappaeH6ypra. Mouck myTauuii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MbllweyHas AMCTPOhUS NOACHOKOHEUYHOCTHasA. Monck myTauuii B reHe FKRP, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHogm3ocTos. Mounck myTauuii B reHe CTSK, M. (Pyknodysostosis, PKND, Gene CTSK, Mut.)
deHnnkeToHypus. Mouck myTtaumii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CvHgpom Cmuta-/lemnn-Onuua (CN1OC). Mouck myTtaunii B reHe DHCR7, M. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumgos. Mounck YacTbix MyTauuii B reHe CFTR, u. m. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MNapKMHCOHA, KOMMIEKCHAA ANarHOCTMKa, Y.M.

CuHppom LUAOACUI, reH NOTCH3

MbiweyHas auctpodus [rolweHHa-bekkepa. NlaioHn3auma X-xpoMocomsl y aeoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MwukpodTanbM N301MPOBaHHBIN. Mouck myTauunii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene

GDF6, Mut.)

CnvHougepebennapHble atakeuu, Yactble (hOpPMbl, Y.M.

CkanynonepoHeasibHas muonatus. Mouck myTtayunii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CemeliHbll remodarouutapHbIin iMMgorncTMoLmTos. Nouck mytaunii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®datanbHasa cemeiiHas MHCOMHUSA. Mounck MyTaumii B reHe PRNP, M. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [onck MyTaumii B reHe EXT1, M. (Multiple Exostoses, Gene EXT1, Mut.)

BonesHb YHheppuxta-JlyHa6opra. Mounck vacTteix MyTaunii B reHe CSTB, u. m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dnbpogucnnasnsa occnpuumpyoLLas nporpeccrpytouias. NMouck MyTaunii B «ropsumnx» yHacTkax
reHa ACVR1, «ropsy.» yu. M. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTUHITOHONOAO6HOE 3a6oneBaHue, TN 2, JPH3, u.m.

X-CLLeMNEeHHBIN TSHXKENbI KOMOUHMPOBaHHbI UMMyHOoAepUUNT. Monck myTaumii B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)
MceBgokcaHTOMa anactnyeckas. Monck yactbix MyTauumii B reHe ABCC6, 4. M. (Pseudoxanthoma
Elasticum, Gene ABCCS6, Freq. Mut.)

MeTremorno6uHemums, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBuUYHasa nerovHas runepteH3us. NMouck mytaunii B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcus dpugpeixa. Mowvck myTtaumin B reHe FXN, M. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mounck myTtaumii B reHe NDP, M. (Norrie Disease, Gene NDP, Mut.)
pUTpPoAEPMUS BPOXKAEHHASA NXTMO3Has (Hebynne3Has). Mouck mytaumii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)
MnepTtpoduyeckas kapaunommonarus. NMomnck mytaumii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

Inaykoma KOBEeHWU/bHasi OTKPLITOYrofbHas (CUHApom Purepa). Mouck mytauumii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numenema. Monck myTaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
Tpomb6ouunToneHns BpoxaeHHas. Mouck mytaumii B reHe MPL, M. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MbllweyHas AMCTPOhUS NOACHOKOHEUYHOCTHasA. Monck MmyTauuii B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoueuHas agucnnasus. Monck mytaLmm B ak3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponnasus nporpeccupytowas. NMowvck mytauuii B reHe GNAS, M. (Progressive Osseous

Heteroplasia, POH, Gene GNAS, Mut.)
BokoBoi1 ammnoTpoduueckmnii cknepos (BAC), SOD1, m.

TopcuoHHasa guctoHus, Tmn 1, TOR1A (DYT1), u.m.

CvHApOM NoaKoneHHoro nrepurnyma. Mowck mytaumii B reHe IRF6, M. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)
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BonesHb JflepmutT-Ayknoc. NMouck mytaumii B reHe PTEN, M. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MelweyHas aucTpotus BpoxaeHHas. Mouvck mytauuii B reHe FKRP, M. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CuHgpom baHasiH-Palinn-PyBanb6aka. Mownck myTtayuii B reHe PTEN, M. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

SpUTPOLMTO3 peLeccrBHbIN (CeMeiiHas HacneACTBEHHas nonnuntemus). Monck MyTtauuin B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Heliponatus c napanuyamu oT caaBneHus, PMP22, neneumun n gynnukauum (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHunometadmsapHas gucnnasus. MNonck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpOoHMYeckasi rpaHyneMato3Hasi 601e3Hb. Mounck mytaunii B reHe CYBB, m. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepus XatunHcoHa-rmngopga. Mouck mytaumin B reHe LMNA, M. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CvHapowm Kpurnepa-Haiisipa (CKH, cemeiiHas xentyxa). MNonck myTtaumii B reHe UGT1, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CuHgpom PetTa. Mouck myTaunin B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

bonesHb bexyeta, TINUpoBaHne HLA B51

HapylweHunsa getepMmuHaummn nona. AHanm3 Hanmumsa reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblLeyHas AMCTPOdhUSA NOACHOKOHEYHOCTHas. Monck myTaumii B reHe SGCA, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacnefctBeHHass MOTOPHO-CEHCOPHas HeliponaTus (6onesHsb LLapko-Mapu-Tyta) Tun Il. Mouck
myTaumii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AYTOUMMYHHBI nmgonponndepaTuBHbIi CMHAPOM. MNMOUCK MyTaunid B «rOPSYUX» y4acTKax reHa
TNFRSF6, «rops4.» y4. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

mnep-lgD cuHApoM. Mouck MyTaumin B «ropsumx» yyactkax reHa MVK, «ropsiy.» yy. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MeliweyHas auctpogus, Tun dykysama. Mouck mytauuii B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CviHppowm ESC (cnHapom lMNonbamaHa-®aspa). Mownck myTtaumin B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CuHgpom BaH gep Byga. Mouck mytaunii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PetnHowmsumc. Mouck mytaumii B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMeliHblii remodharoyutapHsblii iumMgorncTnoumTos. NMouck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpos peLeccrBHbI (MpamopHas 60ne3Hb KocTeit). Mouck myTtaumii B reHe TCIRG1, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

bonesHb YHheppuxta-flyHgoopra. NMouck myTaunii B reHe CSTB, m. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbI nuMmdonponudepaTnsHbIii cMHAPOM (60ne3Hb [iyHKaHa, CMHAPOM MypTUbo).
Mowuck myTauuii B reHe SH2D1A, M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb Becta. Monck Bcex M3BECTHbIX MyTauuii B reHe BESTL, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHunocurHocTo3s. Mounck myTtauuii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHunocmHocTo3s. Mourck myTauuii B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CrnoHrnodopmHas aHueanonatna ¢ HeMPONCUXMYECKUMU NPOABAEHNAMW. MONCK MyTaLmii B reHe
PRNP, M. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

VIxTno3 6ynnesHblid. Monck myTaumii B reHe KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CvHgpom KapneHTepa (akpoueghasiononncuHaakTuana BTOporo tmuna). Mouck MyTauuii B reHe
RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

CuHgpom [hxekcoHa-Beiicca. MNMouck myTaunii B 3k3oHe 9 reHa FGFR2 1 ak30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)
MceBpokcaHTOMa anactmyeckas. Movck mytayuii B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)

Cnactuueckas napannervs Ltpiomnens, Tun 4, SPAST (SPG4), 4.m.

CviHgpom Xunnens-finHaay (Lepebpo-peTMHO-BUCLEPa/IbHBIA aHrMoMaTos). Mouck MyTaunii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)
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Mcopwnas, TunnposaHve HLA-Cw6

MoeKynsApHO-reHeTUYecKas AMarHoCT1Ka paka npeacTare/lbHOM Xenesbl

CviHpgpom Anepa (akpouedanocnHaakTuams). Mouvck vacTbix MyTaumii B reHe FGFR2, u. m. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHast runepxonectepuHemMusi (KOMMNIEKCHas AMarHocTuka - reHbl LDLR, APOB, PCSK9)

AnudmrsapHas gucnnasus, MHOXecTBeHHas. Monck myTtaumii B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CuHgpom Apta. Mownck myTtaumii B reHe PRPS1, m. (Art's Syndrome, Gene PRPS1, Mut.)
dpuTpOoAEPMUS BPOXKAEHHAsA XTUO3HasA (HebGynnesHas). Mouck mytaumii B reHe ALOXE3, M.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CvHAPOM KpaHrodaumanbHOW ANCMOpPhMN-TYrOyXOCTU-YIbHAPHOM AeBuauun Kuctei. Mounck
MyTauuii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

MbiweyHas guctpotms Amepu-Apeiidyca. Mouck mytaumin B reHe LMNA, M. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

SpUTPOLMTO3 PeLLECCUBHbIN (CeMeliHas HacneACcTBeHHas nonuumTemMms). NMouck Yactbix MyTauuin B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CvHapom Kepatuta-mxtnosa-tyroyxoctu (KAA-cuHapom). Monck mytauumii B reHe GIB2, M.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Nvnopnctpogus cemeriHas YacTnyHas. Monck MyTauuii B «ropsymx yyactkax» reHa LMNA,
«ropsA4.» yd. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
CvHapowm BapTa. Mowuck myTauumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)
Llepe6bpookynodaymockeneTHbln cuHApoM. MNMouck myTaunin B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CvHgpom Xunnens-/fiuHgay (Lepebpo-peTMHO-BUCLEPaNbHBIA aHrmomaros). OnpegeneHne ymcna
konwuii reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

9K30CTO3bl MHOXECTBEHHbIE. [onck MyTaumii B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.)
MbiweyHas gUCcTpotms NOSCHOKOHEUYHOCTHas. Monck vacTtbix MyTaumii B reHax CAPN3, FKRP,
ANOS5, SGCA

naykoma BpoxXaeHHas. Mowuck mytaumii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

HopMmokannemuyeckuii nepuoamyeckuini napanud. Movck mytaumii B 3k3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxkeHus neyeHn, reHsl ATP7B, PNPLA3, SERPINAL, u.m.

Monnpaktunus. Mownck myTtauuii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)

Minep-IgM cungpom. Mowck mytauuii B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBuyHasa runepTpoguyeckas octeoaptponarnsa (naxmgepmoneprnocTos). NMouck myTtaunii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)
MwuoToHusa ToMmceHa-bekkepa. Mounck YacTbix MyTauuii B reHe CLCN1, u. m. (Myotonia Congenita,
Gene CLCN1, Freq. Mut.)

BokoBoW amnoTpoduUecknin cknepos, Coorf72, u.m.

INoMepyoLMTO3 MOYEK rMNonaacTMyeckoro Tmna. Mowvck mytauuii B reHe HNF1B, m. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHast MOTOPHO-CEHCOPHas HeponaTus (6onesHb Lapko-Mapu-TyTa) Tvn |. Monck
yacTbIx MyTauuii B reHax SH3TC2, FIG4, FGD4 n GDAPL, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freq. Mut.)

CvHapom KothdmHa-/oypwm (CKJT). Mounck myTtaumin B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)

MonnpakTnnus. Mownck myTtaumii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

HeankorosnbHbIii XXMpoBOIi renatos, reH. PNPLA3, u.m.

CvHgpowm TAR. Mownck myTaumii B reHe RBM8A, m. (Thrombocytopenia-Absent Radius Syndrome,
TAR-Syndrome, Gene RBM8A, Mut.)

bonesHb KoygeHa. Mownck myTtaymii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.)

MwnoToHnueckas guctpogus, Tun 2, CNBP (ZNF9), u.m.

XoHppogaucnnasusa ToueyHas KoHpagu-XtoHepmaHa. Monck myTaumii B reHe EBP, m.
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CeMeiiHblii remogaroymTapHbIid AMMGorncTmoumTos. Nomnck mytaumii B reHe STXBP2, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

Pabaomnonus (MnornobuHypus). Mouck mytaunii B rede LPIN1, m. (Myoglobinuria Acute Recurrent
Autosomal Recessive, Gene LPIN1, Mut.)

leneotumanyeckas gucnnasms. Mouck mytaumii B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1,
Gene ADAMTSL2, Mut.)
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BonesHb MannepeopgeHa-LLnartua. Mownck YacTbix MyTaumii B reHe PANK2, . wm.

(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.) 6510
Sputpokepatogepmus. Monck mytaumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.) 9090
ATenocteoreHes (gucnnasus ge na LWanens). Mounck myTtauwii B reHe SLC26A2, m. (Atelosteogenesis 23370
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)
AHemus JaimoHga-BnekdgeHa. Movck mytauuii B reHe RPS19, m. (Diamond-Blackfan Anemia 1, 19480
DBAL1, Gene RPS19, Mut.)
HedpoTnueckuin cuHapom. Mouck myTtaumii B reHe NPHS2, m. (Nephrotic Syndrome Type 1, 31140
NPHS1, Gene NPHS2, Mut.)
remocunms. Mounck MyTauuii B reHe haktopa IX npu remogunum B, m. (Hemophilia B, Gene Factor

27250
IX, Mut.)
TpuxopuHodanaHreasbHbI cuHAPoM. Mouck myTauwmii B reHe TRPS1, m. (Trichorhinophalangeal 38910
Syndrome, TRPS, Gene TRPS1, Mut.)
CnvHanbHas ammnoTpodus ¢ napanmyom guagparmol. Movck mytauunii B reHe IGHMBP2, m. (Spinal 58330
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)
rmnoxoHaponnasus. Mownck YacTbix MyTaumii B reHe FGFR3, u. M. (Hypochondroplasia, Gene FGFR3, 10960
Freg. Mut.)
MyTauun nekapctBeHHol pesncteHTHocTM NS3, NS5A 1 NS5B pernoHoB reHoma Bupyca renartmra 11670
C (onqa reHotunos la, 1b)
IMnepKanMemMmnyeckmnii Nnepnoanyeckmii napanmy. Nounck mytaumii B ak3oHax 13 n 24 reHa SCN4A, 14270
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
HelpoceHcopHas HeCMHAPOMaIbHas TYroyXoCTb, MOMCK YacTbIX MyTauui B reHe GJB2 1 KpymHbIX 6200
feneuwnin B nokyce DFNB1

OHKonorn4yeckme 3abonesaHns

MyTtauun B reHe MET 11210
HacnefcTBeHHbIe clyyan paka MOIOUYHOW Xenesbl U/unm SudHMKoB (reHbl BRCAL, BRCA2) 4350
(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))
MyTtauun B reHe POLE 7570
OnpegeneHve TpaHcnokaumm 1p/19q 10150
ViccnepgoBaHne XpoMocoM B aBOPTUBHOM MaTtepuane, CKPUHUHT 9100
CVHAPOM MHOXECTBEHHOU 3HAOKPUHHON Heonnasum 2B tnna (reH RET) (Multiple Endocrine 4680
Neoplasia Type 2B (Gene RET))
HacnegfctBeHHble cnyyan BRCA-accouMMpoBaHHOTO paka y My>XXUMH: pak rpygHON,
NnoapKenyaoyHo, NpeacTaTeibHOM »enes, pak andek (reHsl BRCAL, BRCA2) (6e3 onucaHus 3900
pe3ynbTatoB Bpadom-reHetnkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
CeMeiiHbIii MeaynnspHbIA pak LWUTOBUAHOM Xenesbl (3k30HbI 10, 11, 13, 14, 15 reHa RET) (Familial 19460
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))
CVHAPOM MHOXECTBEHHOU 3HAOKPUHHOI Heonnasum 2A Tuna (3k3oHs! 10, 11 reHa RET) (Multiple 9090
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
MyTaunn B reHe IDH2 10620
MccnepgoBaHmne xpomocoM B abOPTUBHOM MaTepuase, paclumpeHHoe 21090
KonnyectBeHHOe onpefeneHne COOTHOLLEHNS HOPMa/IbHOTO 1 MyTaHTHOrO annenen 617V/617F B 8000

14 sk30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)

HacnefcteeHHble cnyyan BRCA-accouMMPOBAHHOTO paka y My>UMH: pak rpygHO,

nomkenyaoyHoM, npeacTatesibHOM Xenes, pak sndek (reHsl BRCAL, BRCA2) (Hereditary Breast 4350
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

OnpegeneHvie metTunnposaHus reHa MGMT 10620
MyTtaumnsa PIK3CA 10620
OnpepeneHne abepaunii C228T n C250T B reHe TERT 7570
HacnefctBeHHble Cllydan paka MOMIOUYHOW Xenesbl u/nnm SndHnKoB (reHsl BRCAL, BRCA2) (6e3

onuvcaHusa pesynbTatoB BpayoM-reHeTnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 3900
(Genes BRCA1, BRCA2) (without Description))

MyTaunn B reHe IDH1 10620

PepmMeHTbI

A09.05.039 NakrargerngporeHasa (146, L-nakrat, HAQ+Okcngopenykrasa) (Lactate

Dehydrogenase, LDH) 150
G6PD 3puTpoLNTOB, aKTUBHOCTb 2980
A09.05.042 AnaHuHamuHoTpaHcgepasa (ANAT, ANT, rayTaMMHO-NMPOBUHOrpajHas TpaHcaMmHasa, 150

I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbtha-amunasa (?-amunasa, guactasa) (Alpha-Amilase, ?-Amylase) 210



A09.05.180 Anbtha-ammnasa NnaHkpeatnyeckas (P-usogepmeHT ammnasbl) (Pancreatic ?-Amylase) 250
XonuHactepasa (S-MceBooxonuHacTepasa, XonnHactepasa Il, S-X3, auunxonnHrugponasa)

(Cholinesterase, Pseudocholinesterase, PCHE) 230
A09.05.046 docpatasa wenoyHas (LL®P) (Alkaline Phosphatase, ALP) 150
A09.05.173 Nnnasa (Tpuaunnranueponaumnrngponasa) (Lipase) 290
docdartasza kucnas (K®) (Acid Phosphatase, ACP) 200
Famma-raytammntpaHcnentugasa (MT, rnytramuntpaHcnentugasa) (Gamma-Glutamyl Transferase, 150
GGT)
A09.05.043 KpeaTtnHknHasa (KpeatnHgocdokuHasa, KK, KPK) (Creatine Kinase, CK, Creatine
: 240
Phosphokinase, CPK)
A09.05.041 AcnaptatammnHoTpaHctepasa (ACAT, ACT, rnyTammHO-LLaBeIeBOyKCyCHas
TpaHcaMuHa3a, I T) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 150
SGOT)
KpeatnHkmHaza-MB (KpeatnHgochokuHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, 310
Creatine Phosphokinase-MB, CPK-MB.)
HLA-TMnnpoBaHue 1 pesyc-thakrtop
TunuposaHue reHos cucteMbl HLA 1l knacca (reHsl DRB1, DQA1, DQB1) (System Human Leukocyte 5310
Antigen (HLA) Class Il, Typing (Genes DRB1, DQAL, DQB1))
Onpegenexune reHoTmna pesyc-takropa (6e3 onncaHns pesynbTatoB BPa4YOM-reHeTUKOM) 8880
(Genotype of RH factor Definition (without Description))
OnpegeneHve nona nnoja. BoisieneHne Y-xpomocombl nnoga B kposu Matepu (Y-chromosome of
; \ 4100
the fetus in the mother's blood)
OnpegeneHne pesyc-takropa (Rh factor Definition) 6200
OueHka cBepTbIBaIOLLEN CUCTEMbI KPOBY
Mna3muHoreH (Plasminogen) 600
®akTop VIII (aHTUremodunbHelii rnobynuH A) (Antihemophilic Globulin A, FVIII) 1030
A09.05.051.001 D-gumep (D-Dimer) 1030
A09.05.050 dunbpuHoreH (Fibrinogen, FG) 210
A12.05.039 AKTMBMPOBaHHOE YacTU4HOE (MapumanbHOe) TPOM60oMNNacTMHOBOE Bpems (AUTB 150
(AMNTB), kehannH-kaonnHoBoe BpeMms) (Activated Partial Thromboplastin Time, APTT)
dakTop IX, aKTMBHOCTb, % (thakTOop Kpmctmaca, aHTUreMohuibHbIl thakTop «Bx») Factor IX, Activity,%
- - h e 440
(Christmas Factor, anti-hemophilic globulin “B”)
A12.05.027 NpoTpom6uH (NpoTpombrHoBoe Bpems, MB), MHO (MexayHapogHoe
HOpManIM3oBaHHOe OTHoLeHKe) (Prothrombin, Prothrombin Time, PT, International Normalized 230
Ratio, INR)
A12.05.028 TpombunHosoe Bpems (TB) (Thrombin Time, TT) 230
A09.05.029.001 BonyaHOuHbIM aHTUKoarynsHT (BA) (Lupus Anticoagulant, LA ) 730
MpoTteunH C, % aktnBHoCTK (Protein C, % Activity) 1790
AHTU-Xa akTBHOCTb, ME/Mn (FenapuH, KoHUeHTpauus, ME/mn), Anti-Xa activity, I[U/ml (Heparin 1670
concentration, IU/ml)
dakTop BunnebpaHga, aHTureH, % (Willebrand Factor, Antigen, %) 2030
A09.05.047 AHTUTPOMOWUH I, % akTBHOCTU (AT Ill, Antithrombin 1Il, % Activity) 330
MpotenH S cBo6oaHbIN (Protein S, Free) 2220
Benku n aMMHOKNCNOTbI
CBO6GOAHbIE Nerkve Lenv MMMYHOr106ynnMHOB kanna 1 nsméaa B moye (Urine immunoglobulin free 1340
light chains (FLC) kappa and lambda)
M-rpagneHT, CKPMHWUHT. SNeKTpodopes CbIBOPOTKN KPOBU, MMMYHOMMKCALMA C NONBANEHTHOM
aHTUCLIBOPOTKOM, KONnMYecTBeHHas oueHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. 2160
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
Benok beHc-[oHca B MOYe: MMYHOMMKCaLWs, KONMYeCTBEHHOE onpeaeneHne, TMNMPOBaHue
kanna, nAaméaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3000
Typing, Quantification )
A09.05.014 Benkosble ppakumu (Serum Protein Electrophoresis, SPE, SPEP)* 250
M-rpagueHT, TuNMpoBaHune. INeKTpodopes CbiIBOPOTKM KPOBK, UMMYHOMUKCaLMS C NaHeNbo
aHTUCLIBOPOTOK (pa3aenbHo K 1gG, IgA, IgM, kanna, nam64a), KonnyecTBeHHas oueHka M-6enka 3990
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CB0O6GOAHbIE Nerkme Lenn MmMyHornobynmMHoB kanna v namoaa B nimkeope (Cerebrospinal Fluid 1580

Concentration of Immunoglobulin Free Light Chains)



CB0O6OAHbIE Nerkue uenu MMMyHOFI’IO6yI‘IVIHOB Kanna u nam6aa CbIBOPOTKN C pacyHeToM MHAEKCa

kanna/naméaa 1960
Benok beHc-[pkoHCca B MOYe, CKPUHUHT ¢ MPUMEHEHNEM UMMYHOMMKCALLMN U KONNYECTBEHHOE

onpegeneHuve (Bence-Jones Protein, Urine, Immunofixation, Quantification ) 1880
A09.05.011 Anb6ymuH (Albumin) 210
A09.05.010 O6wwmit 6enok (Protein Total) 150
A09.05.214 NromoumctenH (Homocysteine) 1290
AnekTpodopes 6enkoB Moun, onpegeneHme Tmna npotenHypumn (Urine Protein Electrophoresis) 1500

AnneprokoMnoHeHTbl ImmunoCAP

KanycTa 6enokoyvaHHas (f216) IgE, ImmunoCAP 630
AnenbcuH (f33) IgE, ImmunoCAP 630
MonbiHb 06bIKHOBEHHas, nArtvl (w231) IgE, ImmunoCAP 1830
Puc (f9) IgE, ImmunoCAP 630
Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 720
CsuHuHa (f26) IgE, ImmunoCAP 630
TapakaH pbbkuii (npycak) (i6) IgE, ImmunoCAP 630
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) 720
Kaptodens (f35) IgE, ImmunoCAP 630
KoHanbbymuH siiua, nGal d3 (f323) IgE, ImmunoCAP 830
Cmecb annepreHoB fomaluHel noinv (Hollister-Stier) (hx2) IgE, ImmunoCAP 1250
Candida albicans (m5) IgE, ImmunoCAP 630
An nuenbl MmegoHocHoIA (i1) IgE, ImmunoCAP 630
An, ocbl 06bIKHOBEHHO (i3) IgE, ImmunoCAP 630
XnoprekcmanH (c8) IgE, ImmunoCAP 630
Mepcuk (f95) IgE, ImmunoCAP 630
AumeHs (f6) IgE, ImmunoCAP 720
[poxoku nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 630
Osomykoug, nGal d1 (f233) IgE, ImmunoCAP 830
Apaxuc, rAra h 2 (f423) IgE, ImnmunoCAP 1830
OBua, anutenuii (e81) IgE, ImmunoCAP 630
Knewy gomawHei noinn / D. pteronyssinus (d1) IgE, ImmunoCAP 630
bepesa 6opogaByatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 1830
Kpab (f23) IgE, ImmunoCAP 630
OBanb6yMuH, anbbyMUH AnYHbINA, NnGal d2 (f232) IgE, ImmunoCAP 830
beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 830
Anbtha-naktans6ymuH (nBos d4) (f76) IgE, ImmunoCAP 830
baHaH (f92) IgE, ImmunoCAP 630
Manro (f91) IgE, ImmunoCAP 630
Mopckas cBuHKa, anutenwuii (e6) IgE, ImmunoCAP 630
Tpuntasa, ImmunoCAP 2750
Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 1830
Monyraii, nepo (e213) IgE, ImmunoCAP 630
AnuHbIi xenTtok (f75) IgE, ImmunoCAP 630
Kouwka, nepxotsb (el) IgE, ImmunoCAP 630
Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 1830
JdomawwHas nbiib (Hollister —Stier) (h2) IgE, ImmunoCAP 630

Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 1830



Cobaka, rCan f 1 (€101) IgE, ImmunoCAP

Msco kypuupl (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP

dopmanbgerng / popmanuH (k80) IgE, ImmunoCAP

Mopkoss (f31) IgE, ImmunoCAP

CoeBble 606bI (f14) IgE, ImmunoCAP

JowmatHas nbinb (Greer Labs.) (h1) IgE, ImmunoCAP

Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) Igg, ImmunoCAP

OpnyBaH4YMK O06bIKHOBEHHbIN (W8) IgE, ImmunoCAP

Cmech annepreHoB nneceHn (mx2) Ige, ImmunoCAP
KpeseTka (f24) IgE, ImmunoCAP

TponomMunosnH KpeseTok, rPen al(f351) IgE, ImmunoCAP
IpeiindpyT (f209) IgE, IMmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko kopossbe (f2) IgE, ImmunoCAP

Mpoco noceBHoe (nweHo) (f55) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MuyagnH nweHuubl, rTri a 19 (f416) 1gE, ImmunoCAP
Cmecb nuLLeBbIx annepreHos (fx15) IgE, ImmunoCAP
Cobaka, nepxoTb (e5) IgE, ImmunoCAP

Cmecbk annepreHoB msca (fx73) IgE, ImmunoCAP

Cmech geTckux nuulesbix annepreHos (fx5) IgE, ImmunoCAP
MopaconHeuHnk (w204) IgE, ImmunoCAP

fA6noko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momupop (f25) IgE, ImmunoCAP

Kapn, napsanbbymuH, rCyp ¢ 1 (f355) IgE, ImmunoCAP

Ap wepLwHs (i75) IgE, ImmunoCAP

Cmech MblnbLbl paHHeLUBETYLLMX yroBbix Tpas (gx1) IgE, ImmunoCAP
bepesa 6opogasyartas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
lpeumnxa (f11), IgE, ImmunoCAP

CTathMnoKOKKOBBI 3HTEPOTOKCUH A (m80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapuH (f302) IgE, ImmunoCAP

KaseuH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB naecHeBbIx rpubkos (mx1) IgE, ImmunoCAP
MeHnuunnuH V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) Ige, ImmunoCAP

Cmecb annepreHos nblnblbl gepeBbeB (tx9) IgE, ImmunoCAP

lopox (f12), Ige, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)

1830
630
630
630

1830
630
630
630
630
630
630
720

1250
630

1830
630
630
630
630
630
630

1830

1830

1250
630

1250

1250
720
630
630
630

1830
630

1250

1830
630
630

1570

1830
720
830

1250
630
720

1250
720



MwuHganb (f20) IgE, ImmunoCAP

Ipmbbl (WamnuHboHbI) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImnmunoCAP)

Knew, fomawHeli noinv / D. farina (d2) IgE, ImmunoCAP

bapaHuHa (f88) IgE, ImmunoCAP

Ipywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImnmunoCAP)
dyHayk (f17) IgE, ImmunoCAP

MweHnua (f4) IgE, ImmunoCAP

JnmoH (f208) IgE, ImmunoCAP

Bblunii CbIBOPOTOUHBIN anb6yMuH, nBos d6 BSA (e204) IgE, ImmunoCAP

BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImnmunoCAP)

Kodgpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yain nuctosoi (f222) IgE, ImmunoCAP

Cmech annepreHoB MblibLbl COPHbIX Tpas (wx1) IgE, ImmunoCAP
CmopognHa KpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
Kouwuka, rFel d1 (e94) IgE, ImmunoCAP

FrossignHa (f27) IgE, ImmunoCAP

Kusn (f84) IgE, ImmunoCAP

JNnzounm siiua, nGal d4 (k208) IgE, ImmunoCAP

AMOBpO3KA BbicOoKas, NOMbIHOAUCTHAA, NAmb al (w230) IgE, ImmunoCAP
MonbiHb 06bIKHOBEHHas (W6) IgE, ImmunoCAP

Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP)
MennumnnnH G (c1) IgE, ImmunoCAP

Tumodeeska nyrosas (g6) IgE, ImmunoCAP

Bepesa (t3) IgE, ImmunoCAP

KoluKa, CbIBOPOTOYHbIN anb6ymuH, riel d2 (e220) IgE, ImmunoCAP
CtahmnoKOKKOBbI 3HTEepOTOKCcKH B (M81) IgE, ImmunoCAP
Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP)
BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP)
O6wwuit Ig E ImmunoCAP

CtadmnoKOKKOBbI/ 9HTEPOTOKCUH TSST (M226) IgE, ImmunoCAP
Alternaria alternata (m6) IgE, ImmunoCAP

Aspergillus fumigatus (m3) IgE, ImmunoCAP

YecHok (f47) IgE, ImmunoCAP

Phadiatop Infant ImmunoCAP, IgE

Apaxuc, rAra h 3 (f424) IgE, ImnmunoCAP

AnyHbIi 6enok (f1) IgE, ImmunoCAP

Osec (f7) IgE, ImmunoCAP

Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP

Cenbpepeli (f85) IgE, ImmunoCAP

3emnsHuka, Kny6Huka (f44) IgE, ImmunoCAP

TeikBa (f225) IgE, ImmunoCAP

Ap ocbl NATHUCTOM (i2) IgE, ImmunoCAP

Monoko ko3be (f300) IgE, ImmunoCAP

Tpecka atnaHtTuuyeckas (f3) IgE, ImmunoCAP

720
720
630
630
720
630
630
630
1830
720
720
720
1250
720
630
1830
1830
630
630
830
1830
630
720
630
630
630
1830
630
720
720
690
630
630
630
720
1990
1830
630
630
1830
630
630
630
630
720
630



Kypuua, nepo (e85) IgE, ImmunoCAP 630

Cobaka, CbIBOPOTOUHbI anbbymuH, nCan 3 (€221) IgE, ImmunoCAP 1830
Pomatuka (w206) IgE, ImmunoCAP 720
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 1830

PeBMaTOUAHbIN apTPUT, MOPaXKEHUS CYCTABOB

MonekynapHo-reHeTuyeckoe nccnegosaHve HLA-B27 (Molecular Genetic Testing HLA-B27) 1550
AHTUTENA K LIMKNNYECKOMY LUTPYAAnHUpoBaHHOMY nentugy (ALLIM) (Anti-Cyclic Citrullinated

Peptide, anti-CCP) 1320
AHTUTENA Knacca IgG_ K Kepf'm/lHy_(AHT_VlKepaTMHOBt_ale_aHTVlT_ena, AKA AHTmtpmnarrleHOBble 2040
aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)

PesmatongHsblii aktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA) 1120
Kpuctansibl B Ma3ke CMHOBMA/IbHOWM YXMAKOCTM (MOHOYpaT HaTpus, nnpodocdar Kanbums) (Synovial 1550

Fluid Smear, Crystals)

AHTUTENa Knacca IgG K MogMunnpoBaHHOMY LIUTPY/TMHUPOBAHHOMY BUMEHTUHY (aHT1-MLB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1380
Antibodies, Anti-Sa Antibodies, 1gG)

LinTomeranosrpycHas nHpekums (Lmtomeranosmpyc, LIMB)
Lintomeranoeupyc, onpegeneHve OHK B cocko6e anuTenmanbHbIX KNeTOK cnm3uctoii Hoca (CMV

DNA, Scrape of Nasal Epithelial Cells)* 250
Lintomeranosupyc, onpegenexHve OHK B cocko6e anuTenmanbHbIX KNeTok potornoTku (CMV DNA,
. o 250

Scrape of Faucial Epithelial Cells)*
Lintomeranosupyc, onpegeneHve AHK B BeHo3Ho kpou (CMV DNA, Blood)* 380
Lintomeranosupyc, onpegenerne AHK B Boinote (CMV DNA, Exudate)* 250
Lintomeranosupyc,kadectseHHoe onpegeneHve OHK B cbiBopoTke kposu (CMV DNA, Serum)* 380
AHTUTENa Knacca IgM K umntomeranosupycy (Anti-CMV IgM) 490
Lintomeranosupyc, onpegeneHune AHK B cekpeTe npoctartbl, 3skynate (CMV DNA, Prostatic Fluid, 250
Semen)*
LinTomeranosupyc, onpegenexHve JHK B cockobe anutenmanbHbIx knetok Kok (CMV DNA, Scrape

. e 250
of Skin Epithelial Cells)*
LinTomeranosupyc, onpegenerne AHK B moyve (CMV DNA, Urine)* 250
Lintomeranosupyc, onpegeneHve AHK B cocko6e anuTenmanbHbIX KNeTOK YPOreHUTabHOro Tpakra 250
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lintomeranosupyc, onpegenexHve AHK B cntoHe (CMV DNA, Saliva)* 250
LinTomeranosupyc, konmyectseHHoe onpegeneHne AHK (Cytomegalovirus, DNA) B cbIBOPOTKe 370
KpOBMU
ABugHocTb Anti-CMV 1gG 1040
AHTUTeNa Knacca IgG K uutomeranosupycy (Anti-CMV IgG) 360
Lintomeranosupyc, onpegenenne JHK B cocko6e anutenmanbHbIX KNeToK KOHbIOHKTYBLI (CMV 250
DNA, Scrape of Conjunctiva Epithelial Cells )*
Lintomeranosupyc, onpegenexHne JHK B cnnHHoMO3roBoi xugkoctn (CMV DNA, Cerebrospinal 250
Fluid)*

MwuKpO3nemMeHTbl B MO4e

Megb, Moua, pasosas nopuus (Copper, random urine; Cu) 1180
Kagmwii (Cd) B moue (Cadmium (Cd), Urine) 1180
Ko6anbT (Co) B moye (Cobalt (Co), Urine) 1180
Tannwii (Tl) B moue (Thallium (TI), Urine) 1180
Mog, (1) B moue (lodine (1), Urine) 1180
MapraHey, (Mn) B mo4ye (Manganese (Mn), Urine) 1180
Xeneso (Fe) B moue (Iron (Fe), Urine) 1180
PTyTb (Hg) B Moue (Mercury (Hg), Urine) 1180
AntomuHuii (Al) B mode (Aluminum (Al), Urine) 1180
Mpo6onoarotoBka (CytovHas mMo4a) 680
LInHk (Zn) B Moue (Zinc (Zn), Urine) 1180

Megpb (Cu) B cyTouHo moue (Copper (Cu), 24-Hours Urine) 1180



Hukenb (Ni) B moye (Nickel (Ni), Urine) 1180

CeneH ( Se) B moue (Selenium ( Se), Urine) 1180

Mpo6onoaroToBka (Moya) 680

CsuHel, (Pb) B moue (Lead (Pb), Urine) 1180

Mbiwbsk (As) B Moue (Arsenic (As), Urine) 1180
CTON6HAK

AHTUTeNa knacca IgG K cTon6HAYHOMY aHaTOKCMHY (Anti-Tetanus toxoid IgG) 900

MVKpO3/1eMeHTbl B KPOBY (CbIBOPOTKA KPOBMU, Lie/IbHasi KPOBb)

Hukenb (Ni) B cbiBopoTKe Kposwu (Nickel (Ni), Serum) 250
PtyTb (Hg) B BEHO3HOI kposu (Mercury (Hg), Blood) 1180
Mpo6onoaroToBka (CbIBOPOTKA KPOBU) 680
MbiwbsK (As) B cbiBOpOTKe KpoBu (Arsenic (As), Serum) 250
Kagmnii (Cd) B cbiBOpoTKe KpoBu (Cadmium (Cd), Serum ) 250
Kob6anbT (Co) B cbiBOpOTKE KpoBu (Cobalt (Co), Serum) 250
Hukenb (Ni) B BeHO3HOW KpoBu (Nickel (Ni), Blood) 1180
LInHK (Zn) B BEHO3HOI KpoBWU (Zinc (Zn), Blood) 1180
Mog B ceisopoTke (lodine, serum) 250
3050710 (Au) B cbiBOpOTKe KpoBwu (Gold (Au), Serum) 250
Megb (Cu) B cbiBOpOTKE KpoBu (Copper (Cu), Serum ) 250
Mpo6onoaroToBka (KPOBb Lie/IbHas) 680
Mepgb (Cu) B BeHO3HOI kpoBu (Copper (Cu), Blood) 1180
CeuHel, (Pb) B BeHO3HOI KpoBu (Lead (Pb), Blood) 1180
MapraHey, (Mn) B BeHO3HOI1 KpoBu (Manganese (Mn), Blood) 1180
LIHK (Zn) B CbIBOPOTKE KPOBW (Zinc (Zn), Serum) 250
NwuTwii (Li) B coiBOpOTKE KpoBw (Lithium (Li), serum) 250
Kagmwii (Cd) B BeHO3HOI1 kpoBu (Cadmium (Cd), Blood) 1180
CeneH (Se) B cbiBOpOTKe KpoBWU (Selenium (Se), Serum) 250
CeneH (Se) B BeHO3HOI KpoBwu (Selenium (Se), Blood) 1180
MapraHel, (Mn) B cbiBOPOTKe KpoBu (Manganese (Mn), Serum) 250
Kob6anbT (Co) B BeHO3HOW KpoBu (Cobalt (Co), Blood) 1180
TpnAOATUPOHNH peBepcuBHBIN (T3 peBepcuBHBINA, Reverse Triiodthyronine). 5970
Tannwnii (Tl) B cbiBOpOTKe KpoBw (Thallium (TI), Serum) 250
Mpo6onoaroToBka (Mnasma KpoBu (renapuiH)) 680
Monn6geH (Mo) B cbiBopoTke Kposu (Molybdenum (Mo), Serum) 250
OHKOIEMATOJ10TNA
AHanus nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene rearrangements (FISH, 9850
quantitative))
AHaJ_1|/|3_MyTau,M|‘/’| B reHe MPL, MNLIP, kauecTBeHHbI (Analysis of MPL gene mutations, PCR, 4390
qualitative)
AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) Ha napagunHoBbIx cpe3ax (MMcTOFISH, konny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 13570
quantitative))

AHanu3 xmumepHoro reHa MLL/AF4 -t(4;11) (MNLP, kay.) (Analysis of chimeric gene MLL/AF4 -t(4;11)

(PCR, qualitative)) 2260
AHanus nepectpoek reHa BCL- 6 (der(3)(g27)) (FISH, konny.) (Analysis of BCL- 6 gene 9850
rearrangements (der(3)(g27) (FISH, quantitative))

AHanu3 moHocomuu, geneumnmn 13 xpomocomsl — (del(13), -13) (FISH, konny.) (Analysis of 9850
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanuns geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative)) 9850
AHanns TpaHcnokauum t(2;5)(p23;935) Ha napaduHoBbIx cpe3ax (TMcToFISH, konny.) (Analysis of 13570

translocation t(2;5)(p23;q35) on paraffin slides (FISH Histology, quantitative))



AHann3 Bcex cneumguyecknx abeppawmii Ha napaguHoBbIX cpe3ax (rmctoFISH, konuy.) (Analysis of
all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanus TpaHcnokauum t(11;14)(q13;932) Ha napaduHOBbLIX cpe3ax (rMcToFISH, konuy.) (Analysis of
translocation t(11;14)(q13;q32) on paraffin slides (FISH Histology, quantitative))

AHanns TpaHcnokaumm t(11;14)(q13;932) (FISH, konnuy.) (Analysis of translocation t(11;14)(q13;932)
(FISH,quantitative))

AHanu3 xmumepHoro reHa PML/RAR? -t(15;17) (MUP, kau.) (Analysis of chimeric gene PML/RAR?
-1(15;17) (PCR, qualitative))

AHanu3 xmumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MNLP, kay) (Analysis of chimeric gene
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanus Tpucommun 12 xpomocomsl (+12) (FISH, konny.) (Analysis of chromosome 12 trisomy (FISH,
quantitative))

KauecTBeHHas ougHKa Hamumsl comatudeckoi myTtauum V617F B 14 ak30He reHa JAK2 (Qualitative
assessment of presence of gene JAK2 617F somatic mutation)

AHanu3 TpaHcnokaumn t(11;18)(q21;921) (FISH, konuy.) (Analysis of translocation t(11;18)(g21;921)
(FISH, quantitative))

KapuoTtnn oHkoremartonormnyeckuia (Karyotype, Hematologic Disorders, Peripheral Blood)

AHanus geneunn TP53 reHa (FISH, konny.) (Analysis of TP53 gene deletion (FISH, quantitative))

AHanus TpaHcnokauuu t(14,16) (IGH/MAFB) (FISH, konuy.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanns xumepHoro reHa BCR/ABL - t(9;22), onpegeneHne tuna tpaHckpunTta BCR/ABL reHa - MLUP,
kauecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

AHanu3 geneuun 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative))

AHanus xmumepHoro reHa BCR-ABL (FISH, konunu.) (Analysis of chimeric gene BCR-ABL, FISH,
quantitative)

AHanns nepectpoek BCL2 reHa Ha napagmMHOBbIX cpe3ax (rMcToFISH, konuy.) (Analysis of BCL2 gene
rearrangements on paraffin slides (FISH Histology, quantitative))

AHanus nepectpoek reHa PDGFR?(FISH, konny.) (Analysis of gene rearrangements PDGFR? (FISH,
quantitative))

AHanus nepectpoek reHa FGFR1 (FISH, konny.) (Analysis of gene rearrangements FGFR1 (FISH,
quantitative))

AHanu3 xmumepHoro reHa E2A/PBX1 - t(1;19) (MLP, kay.) (Analysis of chimeric gene E2A/PBX1 -
t(1;19) (PCR, qualitative))

AHanu3 myTtauuii B reHe BRAF (V600E) (MLP, kau)

AHanms nepectpoek 5 xpoMmocombl (FISH, konuuy.) (Analysis of chromosome 5 rearrangements (FISH,
quantitative))

AHanus TpaHcnokauum t(4;14)(p16;932) (FISH, konny.) (Analysis of translocation t(4;14)(p16;q32)
(FISH, quantitative))

AHanus TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHann3 oTHoCUTeNbHO aKcnpeccun reHa BCR/ABL -konunyectBeHHast RQ MLUP (MLP B peanbHOM
BpemeHun, konud.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LintoreHeTnyeckmnii aHann3 KneTok KOCTHOro mo3ra (kapmotun) (Cytogenetic analysis of bone
marrow (karyotype))

AHanu3 xmmepHoro reHa FIP1L1/PDGFR?(FISH, konuuy.) (Analysis of chimeric gene FIP1L1/PDGFR?
(FISH, quantitative))

AHanus nepectpoek MLL reHa (FISH, konuny.) (Analysis of MLL gene rearrangements (FISH,
quantitative))

AHanns nepectpoek 7 xpoMocombl (FISH, konuny) (Analysis of chromosome 7 rearrangements (FISH,
quantitative))

AHann3 moHocomuu, feneummn 13 xpomocombl — (del(13), -13) (FISH, konny.) (Analysis of
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanu3 myTtaumin B 12 ak3oHe JAK2 reHa (MUP, ka4.) (Analysis of JAK2 Exon 12 mutations (PCR
qualitative))

AHanus nepectpoek BCL2 reHa t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konunuy.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(g21;q11) (FISH,
quantitative))

NccnepoBaHue myTauMoHHOro cratyca BCR-ABL reHa (MeTog npAMOro ceKBeHMpoBaHus rno
CsHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)

AHanms nepectpoek 1 xpomocombl (FISH, konuny.)

AHanns nepectpoek 3q (FISH, konny.) (Analysis of 3q rearrangements (FISH, quantitative))

AHanus xumepHoro reHa RUNX1/RUNX1T1 -t(8;21) ( MNLP, kau.) (Analysis of chimeric gene
RUNX1/RUNX1T1 -(8;21) (PCR, qualitative))

AHanu3 geneuunn 20q (FISH, konny.) (Analysis of 20q deletion (FISH, quantitative))

13570

13570

9850

2260

2260

9850

1770

9850

7020
9850

9850

2260

9850

9850

13570

9850

9850

2260

7790

9850

9850

9850

4390

7020

9850

9850

9850

9850

4390

9850

8760

12970
9850

2260

9850



AHanus nepectpoek MYC reHa ( 1(8;14)(q24,932)-t(2;8)(p11;g24), t(8 ;22)(q24;911)) (FISH, konny.)

(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24,g11) (FISH, 9850
quantitative))
AHanus mytauuii, geneunii, nHcepumii B reHe CALR (MUP, kay.) (Analysis of CALR gene mutations,
deletions, insertions, PCR, qualitative) 4390
AHanv_ls nepecTpoex IGH reHa (FISH, konuy.) (Analysis of IGH gene rearrangements (FISH, 0850
quantitative))
AHanV_la TpaHcnoKaLum 1(2;5)(p23;935) (FISH, konuu.) (Analysis of translocation t(2;5)(p23;935) (FISH, 9850
quantitative))

OnpegeneHve 6MONOrMYECcKOro poAcTBa B CeEMbe: OTLLOBCTBA M MaTePUHCTBA
JocTaBka pesynbtata MceefoBaHMs MO ONpe/eneHuIo 610/10rMYeCcKoro poAcTea B 3anevyaTtaHHOM 1200
KOHBepTe B MEAVNLIMHCKMIA othrc
[onofHNTeNbHBIN y4acTHUK uccnegoBaHns (pebeHok nam mate unm otew) (Additional research 5730

participant (child or mother or father))

CpoyHOoe ycTaHOB/IEHME BMONOMMYECKOro PoACTBa 15 OAHOro 13 poauTenei npu 6eccnopHoOm
poactee gpyroro (3 ven.) (Urgent Establishment of Biological Relationship for One Parent at 38030
Indisputable Relationship of Another (3 Persons))

Cpoy4HOe ycTaHOB/IEHME GMONOTMYECKOro POACTBA A1 OAHOrO U3 poauTeNneil Npu oTcyTCTBUN

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 38030
Another (2 Persons))

YcTaHoB/eHVe BMONOrMYECKOro POACTBa NS OAHOTO U3 POAUTENER NMPK OTCYTCTBUM JPYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHOBEHME 6MOMOrMYEecKoro poacTea Ans O4HOTO U3 POAUTENei Npy 6eccnopHOM POACTBE
apyroro (3 yen.) (Establishment of Biological Relationship for One Parent at Indisputable 18080
Relationship of Another (3 Persons))

16170

ViccnegoBaHusa Kana

Konporpamma (Koprogramma, Stool) 340
303MHOW/bHBIA HENPOTOKCKH B CTyNe 3690
30HYNVH theKa/bHbIl 5570
KanbnpoTekTnH thekanbHbli (Fecal Calprotectin) 2380
XKenuHsble KUCNOoThI B CTyNE 3220
Anbpa-1-aHTUTPUNCKH B Kane (Alpha-1-Antitrypsin, Feces) 1570
CreaToKpuT cTyNa 1330
ViccnefoBaHve Kana Ha CKpbITYH KpoBb. KauecTBEHHbIN MeToz 230
AHanus Kana Ha anua rensM1HTOB (siia ranctoB) (PRO Stool, Helminth Eggs) 280
XUMOTPUIICUH B CTy/e, aKTUBHOCTb 1800
CKpblITas KPOBb B Kase (!<on_opeKTaanb|e Kp(_)BOTequMﬂ), KO/IMYECTBEHHbIV UIMMYHOXMMUYECKUNIA 650
meTog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold)

3Anactasa 1 (31), naHKkpeaTnyeckas anactasa 1 (Elastase 1, E1) 2520
CogepxxaHue yrneBofoB B Kase (peayumpyloLue Bellectsa B kane) (Stool Sugars, Reducing 560
Substances, Fecal)

AHanus kana Ha npocrteiiwwne (PRO Stool) 280
MccnepoBaHme Ha 3HTepO6MO3 (Alila ocTpuy), wnatens (Enterobiasis, Spatula) 260
OcraTto4Hasi ocMonsApHOCTL cTyna (Stool osmotic gap) 1150

LINTOKUHBI
MHTepnelikmH-10 (U1-10) (Interleukin 10, IL-10) 1850
WHTepneliknH-6 (U/1-6) (Interleukin 6, IL-6) 1850
dakTOp Hekpo3sa onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 1850
WHTepneliknH-1? (U1-1?) (Interleukin 1 Beta, IL-1) 1850
NHTepneliknH-8 (UN1-8) (Interleukin 8, IL-8) 1850
OnpegeneHne crneumduuecknx IgE: nuweBble asinepreHsbl

MaHenb nuweBble annepretsl, IgE (Food Allergy Panel, IgE) 3670
Cenbpepel, IgE (Celery, IgE, F85) 440
KopoBbe Monoko, IgE (Milk, IgE, F2) 440

ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 720



KypuHoe msco, IgE (Chicken Meat, IgE, F83)
Orypeuy, (f244) IgE, ImmunoCAP

AHaHac, IgE (Pineapple, IgE, F210)

IpeiingpyrT, IgE (Grapefruit, IgE, F209)
BeTa-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77)
AnuHbIN XXenTok, IgE (Egg Yolk, IgE, F75)
OBcsHuua nyrosas (g4) Ige, ImmunoCAP
KpeseTtkn, IgE (Shrimp, IgE, F24)

Puc, IgE (Rice, IgE, F9)

Kny6Huka, IgE (Strawberry, IgE, F44)

f6noko, IgE (Apple, IgE, F49)

CBUHUHa, IgE (Pork, IgE, F26)

bapaHuHa, IgE (Lamb, IgE, F88)

Tomartsl, IgE (Tomato, IgE, F25)

Mekapckue apoxoku, IgE (Baker's Yeast, IgE, F45)
KapTodens, IgE (Potato, IgE, F35)

JNvumon, IgE (Lemon, IgE, F208)

Mepcuk, IgE (Peach, IgE, FI5)

Cmech NuLLEBbIX annepreHoB 3: CBUHWHA, KyprHOE MSICOo, roBaanHa, 6apaHuHa, Ige (FP73 (F26, F27,
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*

MaHenb annepreHos "TuLesble 2"

KasewuH, IgE (Casein, IgE, F78)

Kuew, IgE (Kiwi Fruit, IgE, F84)

KanycTa kouaHHas, IgE (Cabbage, IgE, F216)
Tpecka, IgE (Codfish, IgE, F3)

MweHnyHas myka, IgE (Wheat, IgE, F4)

Cmechb nuLuieBbIx annepreHoB 1: anenbcuH, 6aHaH, 16510k0, nepcuk, IgE (FP15 (F33, F49, F92, F95),
Food Panel: Orange, Banana, Apple, Peach, IgE)*

MopkosBs, IgE (Carrot, IgE, F31)
Mpoco, IgE (Common Millet, IgE, F55)
baHaH, IgE (Banana, IgE, F92)

Coesble 606blI, IgE (Soybean, IgE, F14)
LLlokonag, IgE (Chocolate, IgE, F105)

AnuHbIin 6enok, IgE (Egg White, IgE, F1)

Cmecb MULLEBbLIX anfiepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, Ige (FP50 (F84, F91, F92, F210), Food
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*

TbikBa, IgE (Pumpkin, IgE, F225)

dyHayK, IgE (Hazelnut, IgE, F17)

AnenbcuH, IgE (Orange, IgE, F33)

Nowagp, nepxoTb (e3) IgE, ImmunoCAP

Apb6y3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP)
Poxb (f5) IgE, ImmunoCAP

roBaauHa, IgE (Beef, IgE, F27)

OBcsiHaa MykKa, IgE (Oat, IgE, F7)

MaHenb annepreHos "lMuweBble 1"

[peyHeBas myka, IgE (Buckwheat, IgE, F11)
MusHble fpoxoku, IgE (Brewer’s Yeast, IgE, F403)
Kpabsl, IgE (Crab, IgE, F23)

440
720
440
440
440
440
720
440
440
440
440
440
440
440
440
440
440
440

950

1745
440
440
440
440
440

950

440
440
440
440
440
440

950

440
440
440
720
720
720
440
440
1745
440
520
440



Apaxuc, IgE (Peanut, IgE, F13) 440
Matro, IgE (Mango, IgE, F91) 440

MuKpo3anemMeHTbl B BOMOCAX

Kanbuwii (Ca) B Bonocax (Calcium (Ca), Hair) 1180
Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1180
LinpkoHwuii (Zr) B Bonocax (Zirconium (Zr), Hair) 1180
Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1180
Bepunnuii (Be) B Bonocax (Beryllium (Be), Hair) 1180
CeuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1180
MonunbgaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1180
AntomuHuii (Al) B Bonocax (Aluminum (Al), Hair) 1180
PtyTb (Hg) B BOnocax (Mercury (Hg), Hair) 1180
MapraHey, (Mn) B Bonocax (Manganese (Mn), Hair) 1180
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1180
BaHagwii (V) B Bonocax (Vanadium (V), Hair) 1180
KpemHuii (Si) B Bonocax (Silica (Si) , Hair) 1180
Pybuanii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1180
BucmyT (Bi) B BOnocax (Bismuth (Bi), Hair) 1180
docgop (P) B Bonocax (Phosphorus (P), Hair) 1180
Mpo6onoaroToBka (BONOCHI) 680
Megp (Cu) B Bonocax (Copper (Cu), Hair) 1180
Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) 1180
Mog, (1) B Bonocax (lodine (1), Hair) 1180
Bapwii (Ba) B Bonocax (Barium (Ba), Hair) 1180
Bop (B) B BOnocax (Boron (B), Hair) 1180
NaHTaH (La) B Bonocax (Lantanum 9La), Hair) 1180
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1180
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1180
Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1180
CtpoHuumii (Sr) B Bonocax (Strontium (Sr), Hair) 1180
Bonbhpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1180
Hatpuiin (Na) B Bonocax (Sodium (Na), Hair) 1180
MnatnHa (Pt) B Bonocax (Platinum (Pt), Hair) 1180
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair) 1180
Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) 1180
Kagmuii (Cd) B Bonocax (Cadmium (Cd), Hair) 1180
Kanuin (K) B Bonocax (Potassium (K), Hair) 1180
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1180
LInHK (Zn) B BOonocax (Zinc (Zn), Hair) 1180
OnoBgo (Sn) B Bonocax (Tin (Sn), Hair) 1180
JnTnii (Li) B BONocax (Lithium (Li), Hair) 1180
3onoTto (Au) B Bonocax (Gold (Au), Hair) 1180
Tannwii (Tl) B Bonocax (Thallium (TI), Hair) 1180
Fannuii (Ga) B Bonocax (Gallium (Ga), Hair) 1180

CucteMHble 3ab6oneBaHus COE,EI,VIHVITeﬂbHOl\/’I TKaHU



AHTUTEeNa Knacca IgG K akcTparmpyeMoMy HykneapHomy aHTureHy (3HA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTUHYKNeapHbIX aHTUTEN NPU CKNepoaepMUn (pasgesibHoe onucaHue aHTUTen K
aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, gmnbpunnspuH, NOR9O0, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), uMmyH0610T (Scleroderma (Systemic Sclerosis) Antibody Panel: 4010
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, nbpunnapun, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52, Immunoblotting)

AHTUALepHble aHTUTENa (AFA, aHTUHYKNeapHble aHTUTena), CkpuHUHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTVHYKneapHsbIii thaktop, HEp-2 cy6ctpat (AH®, TUTPbI, aHTUHYK/IeapHbIE aHTUTela MeTO40M
HenpsmMon nMmyHohtoopecLeHUUn Ha npenapatax HEp-2-kneTtok) (Antinuclear Antibodies, ANA, 1150
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTVHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 k[a), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTUrEeHY),

1120

470

nMMyHo6/10T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, 3190
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
AHTUTeNa Knacca IgG K HykneocomaMm (aHTUsiAepHbIe aHTUTeNna), ckpuHUHr (Anti-Nuclear 1120
Antibodies, ANA, IgG, Screening)
AT K MPOTPOMOMHY, CKPUHUWHT 990
AHTUTENa Knacca IgG K gsycnupanbHoi HatmBHoi AHK (aHTu-acAHK 1gG, aHTn-AHK) 570
(Double-Stranded (Native) DNA 1gG Antibodies, Anti-dsDNA IgG)
AHTUTENa K numdoumtam, knacca IgG 1570
KnnHnueckune TecTbl
B03.016.014 VccnepgosaHne moun no metofy HeunnopeHko (Nechiporenko’s Urine Test) 230
Kanbumii Moum, KauecTBeHHsbI TecT (Npoba Cynkosumya) (Sulkowitch Urine Calcium Test) 130
B03.016.006 AHanM3 Mo4m 06K (AHaNM3 Mo4m 06LLMIA ¢ MMKpOcKonueid ocaaka) (Complete 230
Urinalysis, Microscopic Examination)
lenatnt C BUpycHas nHhekums (Bupyc renatmta C, Hepatitis C Virus, HCV)
Bupyc renatuta C, konnvectseHHoe onpegeneHne PHK Bupyca n reHotunuposaHue (tunol 1, 2, 3) 3680
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))
NHTepneliknH-28B (M1J1-28B), reHOTMNMPOBaHMe (MCCnefoBaHne reHeETUUECKUX MapKepoB,
onpegensiowmx 3hHeKTMBHOCTb NEYEHNA XPOHUYECKOTO renatuta C MHTepepoHOM 1 720
pu6asupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))
Bupyc renatuta C (CITO), onpegeneHve PHK B nnasme Kposu, konnvecteeHHoe (HCV RNA, Plasma,
o 20940
Quantitative)*
Bupyc renaruta C (BI'C), yneTpayysctButesnisHoe onpegeneHve PHK BI'C (Hepatitis C Virus (HCV)
. 3050
RNA, Ultrasensitive PCR)
AHTUTeNa Knaccos IgM v 1gG K Bupycy renaruta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 360
AHTUTeNa Knacca IgG k aHTUreHam Bupyca renatuta C, BbisiBfisieMble METOAOM UMMYHOBNOTTUHIA 5110
(Anti-HCV 1gG, Immunoblot)
Bupyc renatuta C, onpegeneHune PHK B cbiBOpOTKe KpoBw, KayecTBeHHOe (HCV RNA, Serum, 630
Qualitative)*
Bupyc renatuta C, onpegeneHne PHK B cbiIBOPOTKe KpoBu MmeTtogom MLUP, konmyectseHHoe (HCV 3140
RNA, Serum, Quantitative, PCR)*
Bupyc renatuta C, onpegeneHve PHK B nnasme, reHOTMNMpoBaHme ¢ cyotmnamm (tunbl 1 (cy6Tmnbl
lan 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 840
1b), 2, 3))*
Bupyc renatuta C, onpegenenune PHK B nnasme kposu, konnvectseHHoe (HCV RNA, Plasma,
o 10470
Quantitative)*
CrahmnokokKoBas MH(eKLMS (CTathnIOKOKK 30N10TUCTbIN, Staphylococcus aureus)
MoceB Ha 30/10TUCTbIN CTaMNOKOKK (METULMNIMH-PE3NCTEHTHbIV 30/10TUCTbIM CTathMNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHue 4yBCTBUTENLHOCTU K aHTUMUKPOOHbLIM npenaparam 980
n 6aktepuodcparam (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTBIN CTAMNIOKOKK (METULUINH-PE3NCTEHTHBIN 30/I0TUCTbIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne 4yBCTBUTENLHOCTY K pacLUMPEHHOMY CMEKTPY 1950

aHTMMUKPOGHBIX Npenapartos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMANIMH-PE3NCTEHTHbI 30/I0TUCTbIN CTANIOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 650
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 30/10TUCTLIN cTaMNOKOKK (Staphylococcus aureus, onpegeneHne YyBCTBUTEIbHOCTU K

aHTUMUKPOOGHLIM Npenapatam u 6akteprodaram (Staphylococcus aureus Culture. Bacteria 980
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)



MoceB Ha 3010TMCTbIV cTadrIoKOKK (Staphylococcus aureus), onpefeneHne YyBCTBUTENBHOCTY K
pacluMpeHHOMY CNeKTpy aHTUMUKPOOGHBIX Npenapartos (Staphylococcus aureus Culture. Bacteria 1950
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30/10TUCTLIN cTathmNnoKokK (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 3010TUCTBIN CTathMNOKOKK (Staphylococcus aureus), onpegeneHvie YyBCTBUTENIbHOCTU K
aHTUMUKPOOGHLIM Npenapatam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 800
Susceptibility Testing)

MoceB Ha 30M10TUCTbIV CTAPUIOKOKK (METULMANIMH-PE3NCTEHTHbIM 30/T0TUCTbIN CTatNIOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHune 4yBCTBUTE/IbHOCTM K aHTUMUKPOOGHbLIM Npenaparam

650

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 800
Identification and Antibiotic Susceptibility Testing)
lepnec (repriec-Bupychbl Yenoseka 1 1 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)

lepnecsupyc 1 n 2 Tvnos, onpegenenne AHK B moue (HSV-1, 2 DNA, Urine)* 250
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cbiIBOPOTKe KpoBU, TUNMpoBaHne (HSV-1, 2 DNA, 600
Serum, Typing)*
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B cockobe anuTennanbHbIX KNETOK KOHbHOHKTUBbI 250
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepnecsupyc 1 1 2 TMnos, onpeaeneHne JHK B cockobe anutennasbHbIX KNeTOK KOHbIOHKTUBHI, 420
TunuposaHmne (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
leprieceupyc 1 1 2 TMNos, onpegeneHne AHK B moye, TunnposaHue (HSV-1, 2 DNA, Urine, Typing)* 420
AHTUTENa Knacca IgG K Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 1gG) 440
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B BEHO3HOI KpoBu, TunMpoBaHme (HSV-1, 2 DNA, 600
Blood, Typing)*
lepnecsupyc 1 n 2 TMnos, onpegeneHne AHK B CMMHHOMO3roBO XnUAKocTn, TunuposaHue (HSV-1, 420
2 DNA, Cerebrospinal Fluid, Typing)*
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B BeinoTe (HSV-1, 2 DNA, Exudate)* 250
lepnecsupyc 1 1 2 TMNOB, onpegeneHne AHK B cockobe snuTennanbHbIX KNETOK POTOrNOTKY, 420
TunupoBaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTUTENa Knacca IgM K Bupycy npoctoro reprneca 1 n 2 Tunos (Anti-HSV-1, 2 IgM) 460
lepneceupyc 1 1 2 TMNoB, onpeaeneHne AHK B cockobe anuTennanbHbIX KINETOK YPOreHUTa/IbHOro 420
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tnos, onpegeneHne AHK B cntoHe, TunuposaHue (HSV-1, 2 DNA, Saliva, 420
Typing)*
lepnecsupyc 1 1 2 TMnos, onpegeneHne AHK B BbinoTe, TnnposaHne (HSV-1, 2 DNA, Exudate, 420
Typing)*
lepnecsupyc 1 n 2 Tvnos, onpegenenve AHK B BeHo3HOI kpoBu (HSV-1, 2 DNA, Blood)* 380
lepnecsupyc 1 n 2 Tvnos, onpegeneHune AHK B cntoHe (HSV-1, 2 DNA, Saliva)* 250
lepneceupyc 1 1 2 TMNoB, onpeaeneHne JHK B cockobe anuTennanbHbIX KNeTok Koxxn (HSV-1, 2 250
DNA, Scrape of Skin Epithelial Cells)*
lepnecsupyc 1 n 2 Tvnos, onpegeneHne OHK B cockobe anuTennanbHbIX KNETOK CAM3NCTOM HOCa, 420
TunuposaHme (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepnecsupyc 1 1 2 TMnNoB, onpegenenne AHK B cnimHHOMO3roBoli xugkoctn (HSV-1, 2 DNA, 250
Cerebrospinal Fluid)*
lepnecsupyc 1 1 2 TMNos, onpegeneHne AHK B cekpeTe npocrartsl, askynate (HSV-1, 2 DNA,

- - 250
Prostatic Fluid, Semen)*
lepnecsupyc 1 n 2 Tnos., onpegeneHne AHK B cekpeTe npocrartkl, 3skynate, tmnnposaHme (HSV-1, 420
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTUTENa Knacca IgG Kk Bupycy npocrtoro repneca 2 mna (Anti-HSV-2 IgG) 550
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cbiBopoTke KpoBu (HSV-1, 2 DNA, Serum)* 380
lepnecsupyc 1 1 2 TnoB, onpegenenne AHK B cockobe anuTenmnanbHbIX KNETOK CM3UCTON Hoca 250

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
ABuaHocTb Anti-HSV IgG 700
lepnecsupyc 1 n 2 Tunos, onpegeneHne AHK B cockobe anutenmnanbHbIX KNEeTOK YPOreHNTasIbHOro

TpakTta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 250
leprieceupyc 1 1 2 TMNOB, onpejeneHne ,EI,_HK B_cocrfo6e SMUTENMASBHBIX KNETOK KOXW, 420
TnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*

AHTUTeNa Knacca lgG K BMpycy npoctoro repneca 1 tmna (Anti-HSV-1 IgG) 680
lepnecsupyc 1 1 2 TMNos, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTOK POTOrI0TKU 250

(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*
COVID-19

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 690



MocTtBakumHanbHble (3nnBakKopoHa, Bektop) aHTutena Kk SARS-CoV-2 (N-, S-6enku),
SARS-CoV-2-1gG-BekTop, KauecTBeHHbIN TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2260
(N-, S-proteins) antibodies, IgG, qualitative)

KopoHaBupyc SARS-CoV-2, onpegeneHne PHK B Ma3ke CO CIM3UCTOM HOCOT/TOTKN 1 POTOT/IOTKN

(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear) 1990
AH_TMTena, KOMMYECTBEHHbIE, K CI'IaIT/IKO_BOMy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1290
spike (S) protein (RBD), IgG, quantitative).

KopOHasl_/lpyc SARS-CoV-2, onpe,qene_HVle_PHK B Maske CO C/IM3UCTO HOCOINOTKU 1 POTOTNOTKN 1290
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)

AHTUTENa K SARS CoV-2 (S-6enky, Bkntoyas RBD), 1gG, KONM4YeCTBEHHbI 1290

AHTUTeNa K cnankoBomy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpeaeneHne. OueHka
nmmyHuTeTa 4O n MOC/IE BakyuHaumm (anti-SARS-CoV-2 S (spike) protein antibody, IgG, 890
qualitative. Assessment of immunity before and after vaccination)

AHTUTENA K KOpOoHaBupycy SARS-CoV-2 (HykneokancugHomy 6enky), IgG, 3660TT (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 690
ABUAHOCTb aHTUTeN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 690
Mwukonna3meHHas NHMEKLWSA, MUKOMIa3MOo3
AHTuTeNa Knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 500
Mwukonnasma (Mycoplasma genitalium), onpegeneHne [JHK B cockobe anuTenmnabHbIX KNeToK 250
yporeHutansHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonna3ma (Mycoplasma hominis), onpegeneHue JHK B cocko6e anuTenmanbHbIX KNeTok 250
yporeHutansHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve AHK B nnasme kposu (Mycoplasma 390
pneumoniae, DNA, Plasma)*
AHTUTeNa knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 610
Mwukonnasma (Mycoplasma pneumoniae), onpegeneHne OHK B cocko6e anuTenvasnbHbIX KNeToK 210
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTUTeNa Knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 500
AHTUTENa Knacca IgM Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 420
Mwukonnasma (Mycoplasma pneumoniae), onpefeneHve AHK B mokpote (Mycoplasma
; 590
pneumoniae, DNA, Sputum)*
Mwukonnasma (Mycoplasma hominis), onpegeneHve AHK B cekpeTe npocTatbl, 3sKynsaTe 250
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knacca IlgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgG) 420
Mwukonnasma (Mycoplasma genitalium), onpegeneHne JHK B cekpeTe npocTartbl, 3aKynate 250
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mwukonnasma (Mycoplasma pneumoniae), onpegeneHve OHK B cntoHe (Mycoplasma pneumoniae,
- 210
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegeneHve AHK B Moye (Mycoplasma hominis, DNA, 250
Urine)*
AHTUTENa Knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 610
Mwukonnasma (Mycoplasma genitalium), onpegenenve JHK B moye (Mycoplasma genitalium, DNA, 250
Urine)*
HeopraHnyeckue BeLlecTBa
A09.05.127 MarHwuii (Mg) B cbiBOpOTKe KpoBu (Magnesium (Mg), Serum) 230
A09.05.032 Kanbuuin o6wmii (Ca) (Calcium Total) 190
Kanuin/Hatpuin/Xnop B ceiBOpoTKe KpoBu (K+/Potassium, Na+/Sodium, CI-/Chloride, Serum) 250
KanbLmii noHn3npoBaHHbIii (Ca2+, cBO60OAHBIN Kanbuuii) (lonized Calcium, Free Calcium) 360
A09.05.033 docthop HeopraHuyeckuii (P) (Phosphorus (P)) 190
JlaTeHTHas (HEHACbILLEHHas) XKene30CBA3bIBaroLWas CNOCOB6HOCTL CbIBOPOTKM KpoBu (JIXXCC, HXXCC) 190
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 XXene3o (Fe) B cbiBOpOTKe KpoBu (Iron (Fe), Serum) 190
IMcTonornyeckme nccnefoBaHnsa ¢ OKpalMBaHMEM reMaToKCUINH-3031HOM
lacTpuT, accoLmmpoBaHHslii ¢ Helicobacter pylori (ructonornyeckuii npodmns) (Helicobacter pylori
- - 3640
Associated Gastritis)*
OnpegeneHne mytaunin reHa PDGFRa 13700
MMMmyHornctoxmmmyeckoe uccnegosanme (1 mapkep): ytounstowee VMX-uccnegosaHume ¢ 1540

Ncnosib3oBaHneM 1 aHTuTeNa (Mapkepa)



OnpegfeneHve skcnpeccun 6enka PD-L1 B TKaHK onyxonu metogom UMX ¢ ncnons3oBaHnem

aHtTuTen K PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 16500
clone SP263 (Ventana) antibodies).

OnpepeneHne MyTauumii reHa cKIT 11600
KoHcynbTaums rotoBbIx ructoniornveckunx npenaparos (1 ctekno + 1 6510k) (Consultation of 1300
Finished Histological Preparations (1 Glass + 1 Block))

OnpegeneHne pacnpocTpaHeHHbIX MyTaumii reHoB BRCA1,BRCA2 npv pake MONOYHOM »enesbl 1 2400
ANYHNKOB B BUOMCUIAHOM MaTepuane

ImcTtonornyeckoe uccnefoBaHne 6uonTatos Xenyaka (PAS-peakuus) 290
OnpegeneHne nepectpoek reHa ROS1 8000
OnpepeneHne myTaumii B 18,19.20, 21 3k30Hax reHa EGFR 9900
OnpegeneHne myTauumii Bo 2,3,4 ak3oHe reHa NRAS 7000
OnpegpeneHve MyTauumii B 15 3k30He reHa BRAF 4800
OnpegeneHne mytaumii Bo 2,3,4 3k30He reHa KRAS 7000
OnpegfeneHve skcnpeccun 6enka PD-L1 B TKaHK onyxonu metogom UMX ¢ ncnonb3oBaHnem

aHtTuTen K PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 16500
clone SP142 (Ventana) antibodies).

OnpepeneHne MMKpocaTeNIMTHON HecTabunbHocTK (MSI) 6200
OnpegpeneHne runepakcnpeccun reHa HER2 (KONMAHOCTL reHa) 11600

JnddhepeHumanbHas gnarHocTuKa MenaHoMbl, UMMyHormctoxnMmmyeckoe (UMX) nccnegosaHue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 18080
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BuoncuitHas AnarHoCTnka Aepmaros3oB - MOpCbOI'IOFI/I‘-IeCKOE nccnegoBaHme 6uonTaToB B LENAX

AMarHoCTMKM 3aboneBaHnii KOXn (KpoMe HOBOOGpasoBaHwii) (Pathology of skin biopsyes)* 2030
rmcToxmmmnyeckoe nccnegosaHune Helicobacter pylori (cnunsb) (Helicobacter pylori, Mucus,

. . 1920
Histochemical Study)*
OnpegeneHne nepectpoek reHa ALK 8000

rMcToNnornyeckoe nccnefoBaHne GUONCUIHONO MaTepuana U matepuana, Noay4eHHOro npwu
XVPYPryeckmx BMeLLIaTeNbCTBax (3HAOCKOMMYECKOr0 MaTepuana; TKaHe XXeHCKoi NofoBoi 2200
CHCTEMBI; KOXKW, MSATKMX TKaHel; KPOBETBOPHOW 1 NIUM(OUAHO TKaHel; KOCTHO-XPSILLEBOI TKaHW)*

OnpegeneHne akcnpeccumn 6enka PD-L1 B TKaHK onyxonn mMeTogom UIMX ¢ ncnons3oBaHnem

aHTuTen K PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 24000
22C3 (Dako) antibodies).
OnpegeneHuve akcnpeccun PDLL 7400
JvddepeHumanbHas anarHocTuKa MenaHoMbl, UMMyHormctoxuMmmyeckoe (UMX) nccnegosaHue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 18080
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)
OHKOMapKepsbl

SCC (AHTUreH NIOCKOKNETOUHOW KapumHoMbl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2260
CA-19-9 (YrneBogHblIii aHTUreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 620
XpomorpaHuH A (Chromogranin A, CgA) 4770
PakoBO-3M6pPMOHaNbHBIN aHTUreH (POA, KapUUHO3MOpPUOHaNbHbIN aHTureH) (Carcinoembryonic

. 570
Antigen, CEA)
CA-242 (YrneBogaHbIli aHTUreH 242, onyxonesblii Mapkep CA-242) (Carbohydrate Antigen CA-242,

840

Tumor Marker CA-242)
ROMAL Pacuet nHgekca 70
HelipoHcneuudgmyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1220
A09.05.130 MNCA o6wuii (Mpoctatnyecknin cneuudguryeckmii aHtureH obwmi) (Prostate-Specific 440
Antigen Total, PSA Total)*
UBC (AHTUreH paka MOYeBOro ny3bips, UccnefoBaHNe pacTBOPUMBIX (PParMeHTOB LMTOKEPATUHOB 1860
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 380poBbs npocrartsl (MCA o6y, MNCA c¢B., -2proPSA, phi) 2900
HE4 (benok 4 snuananmumnca vyenoseka) (Human Epididymis Protein 4, HE4) 1020
BeTa-2-MUKpOrnobynuH (?-2-MuUKpornobynmH) B CbiIBOPOTKe KpoBu (Beta-2-Microglobulin, BMG, 870
Serum)
A09.05.130 MCA o6wwumii (Mpoctatuyecknii cneuuduyecknii aHtureH obwmin) (Prostate-Specific

i 440
Antigen Total, PSA Total)
ROMA2 PacueT nHgekca 70

Anbha-thetonpotenH (A®I) (?-Fetoprotein, AFP) 350



CA-15-3 (YrneBogHblIii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 620

CA-125 (YrneBogHblli aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 580
A09.05.130.001 MNCA cBob6ogHbIin (MpocTatnyeckuii cneunuyecknii aHTUreH cBo6OAHbIN)* 440
CA-72-4 (YrneBofHbIli aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 870
LintokepatnHoBeiii hparmeHT (Cyfra 21-1, hparmeHT untokepatmHa 19) (Cytokeratin 19 Fragments, 860
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
beTta-2-MuUKpornoobynuH (?-2-MvkpornobynuH) B move (Beta-2-Microglobulin, Urine) 870
benok S100 (S100 Protein) 2490
TpuxomMoHMas (TpMxoMoHaaa)

TpuxomoHaga, onpegeneHne AHK B moye (Trichomonas vaginalis, DNA, Urine)* 250
TpuxomoHaga, onpegeneHune AHK B cekpete npoctartkl, askynate (Trichomonas vaginalis, DNA,

. ; 250
Prostatic Fluid, Semen)*
TpuxomoHaga, onpegeneHune JHK B cockobe anutennanbHbIX KNETOK YPOreHUTa/IbHOTO TPakTa 250
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTeNa Knacca IgG K Trichomonas vaginalis (Anti-Trichomonas vaginalis 1gG) 610

MpouenypHble yenyru (Procedural services)

MonyyeHune cbiBOPOTKM 6e3 nocnegytoLlero uccnegosaHus (Blood serum derivation without further 320
examinations)**
B3ATne matepuana ans MLP gnarHocTku 350
B3aTne kpoBu 6e3 nocnenytowero uccnegosaHus (Blood sampling without further examinations)** 190
B3aTne cockoba BykkanbHOro anutenus y asyx yenosek (Buccal epithelium sampling, 2 persons) 180

B3AaTne UMTONOrMyeckoro Mmatepmana, matepuana ans MUP anarHOCTUKKN, MUKPOBMONOrMYeCcKmxX
uccnepoBaHuii (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3sATtne cnoHbl ana MUP gnarHoctmkm (Saliva sampling for PCR) 50

A11.12.009 B3sTne KPOBU 13 Nepudepuyeckoii BeHbl 200

Mpouepypa B3ATNA GBromaTepuana Ha aHTepoburo3s (Biomaterial sampling for the enterobiasis test) 70

B3aTne cockoba BykkanbHOro anutenus y Tpex Yenosek (Buccal epithelium sampling, 3 persons) 270

B3ATVe KanunnspHOM KPOoBW (MMEeKTCA OrpaHUyYeHuns No B3ATUIO KanWIsSPHOW KPOBY; YTOUHSANTE Yy 190

afiMVHUCTpaTopa MegnuuHekoro oguca) (capillary blood sampling)

B3ATne cockoba bykkansHoro anutenus (Buccal epithelium sampling) 90
FENATNT C

Bupyc renatuta C PHK, reHoTunupoBaHue 6 reHotMnos (1a,1b,2,3a,4,5a,6) 2380
MwnKpo6rOoLIEHO3 YPOreHUTa/IbHOro TpakTa

YCNnoBHO-NAaTOreHHble MUKONM1a3Mbl, MOHUTOPUHT apeKTnBHOCTM nedveHus (Ureaplasma parvum) 360

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

MHBNO®/IOP ? ycnoBHO-NATOreHHbIE MUKONM/Ia3Mbl YeNI0BeKa (YPOreHUTaNbHbI CKPUHWHT) 480

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

MNHBNOD/IOP-KOMMNEKCHOE MccnefoBaHe MUKPOGIOPb! yPOreHUTalIbHOro TpakTa 2780

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepuanbHbIil BarmHo3 (Bacterial Vaginosis, BV) 1540

MccnepoBaHme 6uougHo3a yporeHuTanbHoro Tpakta. ®emodop 8. (UROGENITAL TRACT 1480

MICROBIOCENOSIS (PCR Panel Femoflor 8))

BoisiBneHune Bo3byautenein UMMM (4 + KBM): onpegenerne OHK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoseka (ldentification of 930

Sexually Transmitted Infections (STl) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

MobunyHkyc, onpegeneHune JHK B COCKOGe anuTeNMabHbIX KIETOK YPOreHUTalbHOro Tpakta 210

(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YCNoBHO-NATOreHHbIE MUKOMNAA3Mbl, MOHUTOPUHT addeKTMBHOCTM neveHmns (Mycoplasma hominis) 360

(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

MH6nodnop CkpuH. CKPUHNHIOBOE McCnefoBaHe MUKPOMIOPbI YPOreHUTalIbHOro TpakTta 1700

YCNoBHO-NATOreHHbIE MUKOMNIAa3Mbl, MOHUTOPUHT 3(h(heKTUBHOCTM NeveHuns (Ureaplasma 360

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BbissBneHune Bo36yauteneii UMMM (7 + KBM), COCKO6 anuTeNvasnbHbIX KNETOK YPOreHUTalbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1350
Epithelial Cells)*



VccnepoBaHme 6uoLeHosa yporeHuTanbHoro Tpakta. @emodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2100
MNHBNOD/TOP-3KCIMEPT. PaclumpeHHoe nccnefoBaHe MUKPOMIOPbl yPOreHUTaslbHOro TpakTa. 2000
CKPVHWUHI MUKPOMIOpPbI YPOTEHUTANLHOTO TpakTa. demotnop CkpuH. (UROGENITAL TRACT 1850
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

Buodnop 1240
NH6modnop Makcu 3820

MUKPO31eMeHTbI B HOTTSAX

MbiwbsK (As) B HOrTax (Arsenic (As), Nails) 1180
CauHel, (Pb) B HorTsix (Lead (Pb), Nails) 1180
CypbmMma (Sb) B HorTsax (Antimony (Sb), Nails) 1180
Xpom (Cr) B HOrtax (Chromium (Cr), Nails) 1180
OnoB.o (Sn) B HorTax (Tin (Sn), Nails) 1180
P1yTb (HQ) B HOrTAx (Mercury (HQ), Nails) 1180
Xeneso (Fe) B HorTax (Iron (Fe), Nails) 1180
Kagmuii (Cd) B HOrTsx (Cadmium (Cd), Nails) 1180
lepmaHuii (Ge) B Hortax (Germanium (Ge), Nails) 1180
MonunbaeH (Mo) B HorTsx (Molybdenum (Mo), Nails) 1180
docop (P) B HOrTsx (Phosphorus (P), Nails) 1180
Mpo6onoaroToBka (HOrTN) 680
BaHagwii (V) B HorTsix (Vanadium (V), Nails) 1180
BucmyT (Bi) B HOrTAx (Bismuth (Bi), Nails) 1180
Kanbywii (Ca) B HorTsx (Calcium (Ca), Nails) 1180
NaHTaH (La) B HOrTsix (Lantanum (La), Nails) 1180
Megb (Cu) B HorTsix (Copper (Cu), Nails) 1180
AntomuHuii (Al) B Hortax (Aluminum (Al), Nails) 1180
3onoT10o (Au) B Hortax (Gold (Au), Nails) 1180
lannwnii (Ga) B HorTsix (Gallium (Ga), Nails) 1180
CeneH (Se) B HorTsx (Selenium (Se), Nails) 1180
Nutnia (Li) B HorTax (Lithium (Li), Nails) 1180
LIMHK (Zn) B HOrTsIX (Zinc (Zn), Nails) 1180
Bop (B) B HOrtsix (Boron (B), Nails) 1180
Bapwii (Ba) B HOrTsx (Barium (Ba), Nails) 1180
Mog, (1) B HorTax (lodine (1), Nails) 1180
Bepunnuii (Be) B Hortsix (Beryllium (Be), Nails) 1180
Kanuii (K) B HOrTsax (Potassium (K), Nails) 1180
Ko6anbT (Co) B HOrTsax (Cobalt (Co), Nails) 1180
Bonbhpam (W) B Hortsx (Tungsten, Wolframium (W), Nails) 1180
Tannwii (Tl) B HorTsix (Thallium (T1), Nails) 1180
KpemHuia (Si) B HorTsaix (Silica (Si), Nails) 1180
Hukenb (Ni) B HorTax (Nickel (Ni), Nails) 1180
Marnwuii (Mg) B HorTsix (Magnesium (Mg), Nails) 1180
CTtpoHuwii (Sr) B HOrTAx (Strontium (Sr), Nails) 1180
Pyouanii (Rb) B HorTsx (Rubidium (Rb), Nails) 1180
Hatpwuii (Na) B HorTax (Sodium (Na), Nails) 1180
MapraHey, (Mn) B HorTtax (Manganese (Mn), Nails) 1180

Cepe6po (Ag) B HorTsax (Silver (Ag), Nails) 1180



LinpkoHwia (Zr) B HOrTsix (Zirconium (Zr), Nails) 1180
MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) 1180

FTOPMOHA/IbHBIE NCCJTEOBAHNA
MeTa6onuTbl 3CTPOTeHOB U NporecTepoHa, 24-4 Moua (Estrogens and progesterone metabolites,

24-h urine) 6100

MenaTtoHuH, nnasma (Melatonin, plasma) 2400

[JernapoannaHapoctepoH (HEKOHBIOIMPOBaHHbIN) 1340
BMY-nHbekuns, nanuniomaBmpycHas MHMEKLNS (BUPYC NanuiioMbl YenoBeKa)

Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaeneHne JHK B cOCKo6e anuTenmanbHbIX KNeToK 350

cnnsuctoii npsmoit knwku (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nannnnombl yenoseka, onpegenenve AHK 4 tunos: 6, 11, 16, 18 + KBM B cocko6e
anuTeNnanbHbIX KNeTok yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 550
Types (6, 11, 16, 18) Screening )

Brpyc nanuinomel YesnoBeka BbICOKOro OHKOreHHOro pucka, reHotmnuposanme AHK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenuanbHbIX KNeToK

yporeHutansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 350
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpegeneHne JHK B cOCKo6e anuTenmanbHbIX KNeToK 350

yporeHutasnbHoro Tpakrta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanninomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexve AHK 3 tunos: 6, 11, 44 +
KBM B cocko6e anuTenuanbHbIX KNETOK camancTtoli npsmoit knwkn (HPV DNA, Scrape of Rectal 350
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanuinomsl YesnioBeka BbICOKOro OHKOreHHOro pucka, onpegeneHve AHK 16 n 18 tunos +

KBM B cocko6e anuTenmanbHbIX KNeTOK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital 350
Epithelial Cells, 2 Types (16, 18))

Bupyc nanninomsl YenoBeka HU3KOro OHKOreHHOro pucka, onpegenexdve AHK 3 tunos: 6, 11, 44 B

cocko6e anuTenuanbHbIX kKnetok potornoTtkmn (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 350
(6, 11, 44))

OnhdepeHuympoBaHHoe onpegenerHne AHK BMY (Bupyc nannnnomsl Yyenoseka) 14 tmunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cOCKkO6€e anuTeNNa/IbHbIX KNETOK
yporeHuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nanuniomsl YenoBeka HU3KONo OHKOTEHHOro pucka, onpegenedne AHK 3 tunos: 6, 11, 44 +
KBM B cockob6e anuTennanbHbIX KNeTok yporeHutansHoro tpakta (HPV DNA, Scrape of Urogenital 350
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanuinomsl YesioBeka BbICOKOrO OHKOreHHOro pucka, CKpUHUHE 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenenne JHK B cockobe anutennasnbHbIX KNeTok

900

potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 350
56, 58, 59, 66, 68) Screening )*
Bupyc nanunnomel Yenoseka, onpegenenve AHK 21 tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cOCKOGE annTeNMasbHbIX KNeTOK YPOreHUTa/lbHOro TpakTa 2450
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Bupyc nanuniomsl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHuHr 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaeneHne AHK B cOCKo6e anuTenmanbHbIX KNeToK 350
yporeHutasnbHoro Tpakrta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanaos, kaHguaa
Kananga, onpegenenne AHK B BeinoTe (Candida albicans, DNA, Exudate)* 250
KaHgnpos, TunnposaHue (Candidiasis, Typing) 670

MoceB Ha gpoxokenofobHble rpubsl (pogos Candida, Cryptococcus) ¢ onpefeneHvem
YyBCTBUTENILHOCTM K aHTUMUKOTUYECKUM npenapatam (Yeast Culture. Identification and Antimycotic 690
Susceptibility testing)

KaHgupnos, ckpuHuHr (Candidiasis, Screening ) 360
KaHguaa, onpegeneHve OHK B cekpeTe npoctarhl, 3skynsate (Candida albicans, DNA, Prostatic Fluid,

Semen)* 250
KaH,qvl_,u,a, onpepenexue [HK B cockobe 3MMTENMaNIbHbIX KNETOK CM3NCTOM NPAMOW KMLLKA 250
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

Kananga, onpegenenne AHK B cockobe anutenmanbHbIX KNeTok potornoTku (Candida albicans, 250

DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) 520



KaHangos, ckpuHuHr 1 tunmposaHue (Candidiasis, Screening and Typing) 920

AHTuTeNa knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 710
Kangunaa, onpegeneHve AHK B moue (Candida albicans, DNA, Urine)* 250
Kananga, onpegenenune AHK B cockobe anutenmanbHbIX KneTok Koxu (Candida albicans, DNA,

) A 250
Scrape of Skin Epithelial Cells)*
KaHanpa, onpegeneHne JHK B cockobe anutenvanbHbIX KNeToK yporeHuTanbHoro Tpakta (Candida 250
albicans, DNA, Scrape of Urogenital Epithelial Cells)*
Kananpga, onpegenerHne AHK B cntoHe (Candida albicans, DNA, Saliva)* 250

Mwukpoburonormyeckue nccnefoBaHns: Hecneumhmryeckne BocnanutenbHble 3a601eBaHNS Pa3NYHbIX TOKaIM3aLmii

[ncbakTepro3s KrweyHrka (MoanduumMpoBaHHbIi Metos) ¢ Ubd 1670

MoceB OTAENSEMOro BEPXHNX fblXaTeNbHbIX NyTei Ha MUKPOQIOPY, onpegeneHve

YyBCTBUTENIbHOCTM K pacLUMPEHHOMY CMEKTPY aHTMMUKPOOHLIX npenapatos (Upper Respiratory 1980
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB OTAENAEMOrO rna3 Ha MUKPOQIopy, onpeeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbLIM

npenapatam 1 6aktepunodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1340
Bacteriophage Efficiency Testing)*

MoceB OTAENSEMOrO a3 Ha MUKPOMhIoPyY, onpeeneHre YyBCTBUTENbHOCTU K pacLUMPeEHHOMY

CNEKTPY aHTMMMKPOOHLIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2240
Enlarged Testing)*

lMoceB Ha NATOrEHHYIO 1 YCNIOBHO-MATOreHHY0 MUKPOMIOPY KULLEYHNKA C ONpeaeneHnem

YyBCTBUTENIbHOCTM K aHTUMMKPOGHbLIM NpenaparaM n 6aktepuodaram (Stool Culture with Bacteria 1460
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

MoceB Ha NaTOreHHyto 1 YCI0BHO-NATOreHHY0 MUKPOMIOPY KNLWEYHUKA C OnpeaenieHnem

YyBCTBUTENBHOCTM K aHTUMMKPOGHbLIM Npenapartam (Stool Culture, Pathogenic Intestinal and 1380
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

Moces rpyAHOro MoJsioka Ha MUKPOMIOopPyY, onpeseneHne YyBCTBUTENIbHOCTM K aHTUMUKPOBHbLIM

npenapatam 1 6aktepunodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 980
and Bacteriophage Efficiency Testing)*

[JncbakTepros KnweyHrka (MognpunumpoBaHHbIii METOL) 1570

MoceB OTAENSEMOrO yLiel Ha MUKPOMIopPY, OnpeAeneHne YyBCTBUTEIbHOCTN K PacLUMPEHHOMY
CNeKTpy aHTUMUKPOOGHbLIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, 2240
Enlarged Ttesting)*

MoceB 0TAENSEMOrO a3 Ha MUKPOGIopy, onpeaeneHre YyBCTBUTENIbHOCTU K aHTUMWKPOGHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyAHOro Mosioka Ha MUKPOGIOpyY, onpejeneHre YyBCTBUTENbHOCTU K PacLUMpPeHHOMY
CMEKTPY aHTMMUKPOOGHLIX NpenapatoB (Breast Milk Culture. Bacteria Identification, Antibiotic 1950
Susceptibility, Enlarged Testing)*

MoceB NyHKUMOHHOrO Matepuana Ha MUKpoMIopy, onpeseneHne 4yBCTBUTENIbHOCTM K

aHTUMUKPOOGHLIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic 830
Susceptibility Testing)

MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPOgAopY, onpeaeneHne 4yBCTBUTEIbHOCTU K

aHTUMUKPOOGHBLIM Npenapatam n 6akteprnodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria 980
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceBs Xenuun Ha MUKpPohIopy, onpejeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOGHbBIM npenaparam

1160

(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 1040
MoceB Ha aHa3pO6HYO MUKPOGIOPY, ONpeaeneHre YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM 1400
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB MOKPOTbI M TPaxe06POHXUANbHBIX CMbIBOB Ha MUKPOQ/IOPY, onpegenexHve

YyBCTBUTENBHOCTU K aHTUMWKPOOHbLIM Npenaparam 1 MUKpOocKonuerl maska (Sputum and 1080
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,

Microscopy)*

MoceB MOUM Ha MUKPOQIOPY, onpeaeneHne YyBCTBUTENBHOCT K aHTUMWUKPOOHLIM Npenaparam v

6akrepuoaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage 980
Efficiency Testing)*

A12.20.001 M1KpPOCKOMNYECKOE UCCNef0BaHME BaranLLHbIX Ma3KoB 450
MoceB Ha ypeannasMbl, OnpegeneHne YyBCTBUTENIbHOCTU K aHTUMMKPOOGHbIM Npenaparam 680
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces rpyAHOro Mosioka Ha MUKPOMIOopPyY, onpeseneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHBLIM 800

npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB OTAENSEMOro NOJIOBLIX OPraHOB Ha MUKPOQIOpPY, onpeaeneHne YyBCTBUTENBHOCTY K

pacLiMpeHHOMY CNeKTpY aHTMMUKPOOHLIX NpenapatoB (Genitourinary Tract Culture. Bacteria 2240
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHEBOrO OTAENAEMOrO 1 TKaHe Ha MUKPOQIOpY, ONpeAenieHne YyBCTBUTENbHOCTY K

aHTMMUKPOG6HbIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and 800
Antibiotic Susceptibility Testing)*



MoceB Ha MUKON/Ia3Mbl, ONPeAeIEHNE YyBCTBUTENbHOCTU K aHTUMUKPOOHBLIM NpenaparamM
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MUKPOGIOPY OTAENSEMOrO NOMOBbIX OPraHOB, ONpeeNeHne YyBCTBUTENBHOCTU K
aHTUMUKPOGHBLIM Npenapartam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1160
Susceptibility Testing)*

MoceB OTAENAEMOTO YLIed Ha MUKPO(IOPY, ONpeAeNieHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM

npenapatam 1 6aktepunodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and 1340
Bacteriophage Efficiency Testing)*

MoceB MOUM Ha MUKPOMIOPY, ONpeaeneHre YyBCTBUTENIbHOCTU K PacLUMPEHHOMY CMEKTPY

aHTUMUKPOGHbIX NpenapatoB (Urine Culture. Bacteria Identification, Antibiotic Susceptibility, 1950
Enlarged Testing)*

MoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX MyTei Ha MUKPOQIopY, onpeaeneHne

YyBCTBUTENLHOCTM K aHTUMUKPOGHLIM Npenapartam 1 6aktepuodaram (Upper Respiratory Culture. 1020
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB 0TAENAEMOrO YLIed Ha MUKPO(IOpY, ONpeaeNieHne YyBCTBUTENBHOCTY K aHTUMUKPOGHbIM
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npenapartam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
ViccnefoBaHve Ha 6UOLLEHO3 Bnaranumila, onpeseneHne 4yBCTBUTENbHOCTU K aHTUMUKPOOHbLIM 1
AHTUMUKOTUYECKUM npenapatam (C MMKPOCKOoNueli HaTMBHOIO Npenapara, OKPaLleHHOro no 1500

I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

MoceB paHEBOrO OTAENAEMOrO 1 TKaHe Ha MUKPOQ/IOpY, ONpeaenieHne YyBCTBUTENBHOCTH K

pacluMpeHHOMY CNEeKTPY aHTMMUKPOO6HLIX NpenapartoB (Wound/Pus/Aspirate/Tissue Culture. 1950
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB. Xenuun Ha MUKpohIopy, onpeaeneHre YyBCTBUTENIbHOCTU K PaCLUIMPEHHOMY CMEKTPY

aHTUMUKPOOGHbLIX NpenapaTos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged 2150
Testing)*
MoceB rpygHoro mosoka Ha mukpodnopy (Breast Milk Culture. Bacteria Identification) 650

MoceB OTAENSEMOro NoJIOBbIX OPraHOB Ha MUKPOQIOPY, ONpefeneHne YyBCTBUTENbHOCTY K
aHTUMUKPOGHBLIM Npenapatam n 6akteprnodaram (Genitourinary Tract Culture. Bacteria 1340
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

AfieHoBupyc (Adenovirus), auaperiHblii CMHAPOM, aHTUreHHBIN TecT (Adenovirus. One Step Rapid

Immunochromotographic Assay) 870
MoceB MOUM Ha MUKpPOQIOpY, onpefeneHne YyBCTBUTENBHOCTY K aHTUMMKPOOHbIM Npenaparam 800
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTbI 1 TPaxe06POHXNAIbHBIX CMbIBOB Ha MUKPOQ/IOPY, OnpegesnexHve

YYBCTBUTENBHOCTM K PaclUMPeHHOMY CNeKTpY aHTUMUKPOOHbIX NpenapaToB U MUKPOCKOMWel 2170
Maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xenukobaktep nunopwu (Helicobacter pylori), aHTurenHsi Tect (Helicobacter pylori. One Step Rapid 870

Immunochromotographic Assay)

MoceB OTAENSEMOro BEPXHNX fblXaTeNlbHbIX NyTei Ha MUKPOQ/IOPY, onpegeneHve
YyBCTBUTENIbHOCTM K aHTUMUKPOGHbLIM Npenapartam (ogHa nokanmsaums) (Upper Respiratory 830
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB NyHKUMOHHOro Matepuana Ha MUKpoMIopy, onpefeneHne 4yBCTBUTENIBHOCTM K

pacluMpeHHOMY CNeKTpy aHTUMUKPOGHBIX NpenapartoB (Punctate Fluid Culture. Bacteria 1980
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Ha NaTOreHHyto 1 YC/I0BHO-NATOreHHY0 MUKpPOMAopy KnweyHnka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1190
ButamunHbl
ButamuH B6 (nupugokcanbdocgar) 2180
ButamuH B1 (TMamuH) 2180
ButamuH B12 (umaHokob6anamuvH, kobanamuH) (Cobalamin) 630
ButamuH E B cbiBOpOTKE (anbha-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2180
ButamuH B5 (MaHTOTEHOBasA KUCNOTa) 2180
1,25-purngpokcmsutamun D3 (1,25-dihydroxivitamin D3) 1900
ButamuH B3 (HUKOTMHamMuUA) 2180
ButamuH 25(0OH)D2 n 25(0H)D3, pa3aensHoe onpegeneHue (B3XXX - MC/MC) 5460
A09.05.080 ®onmesas kucnota (Folic Acid) 870
ButamuH A B cbiBopoTKe (petuHon) (Vitamin A, Retinol, Serum) 2180
ButamuH K1 B cbiBOpOTKE ((hunnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2180
ButamuH B7, H (61oTuH) 2180

AKTMBHbI BUTamMuH B12 (FTonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1250



beta-kapoTuH 2180

ButamuH B2 (pnbothnasuH) 2180
ButamuH C (ackop6rHOBas KMCnoTa) 2180
PeTvHun nasbmutar 2180

AyTOMMMYHHbIe HEBPO/IOrMyeckme 3aboneBaHus
AHTUTeNa K LGI1 n CASPR2 (KOMNOHEHTbI KOMI/IEKCA Ka/IMeBbIX KaHanoB), IgG, CbiIBOPOTKa KPOBHU

(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum) 5600
AH'I:I/IHeI‘I/'IpOHa.I'IbeI_e aHT1Tena, IgG, meTof HenpsiMoi nMmmyHohnyopecueHumn (Neuronal 3010
antibodies, 1gG, Indirect immunofluorescence (IIF))

AHTUTENA K aL|eTM/IXONIMHOBOMY peuenTopy (AXP, omarHocTKa MuacTeHun), cyMMapHo 5210
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)

AHTUTeNa K pelentopam HepoHoB TnnoB NMDA,CASPR, LGI, AMPAL, AMPA2, GABARL knacca 12370
IgG, pa3fencHo, onpeeneHne B CbiIBOPOTKE

AHTUTENa Knacca IgG K ckenetHbIM Mblwam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 1gG) 1110
AHTuTEeNna kK NMDA rnytamatHomy pevenTopy, IgG, onpegeneHvie B nuksope (aHTM-NMDAR IgG, 2760
N-methyl-D-Aspartate Receptor Antibodies, CSF)

MwnosuTt-cneyunduyHblie aHTUTeNa knacca IgG (naiH-6n0t: Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 3670

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTUTeNa knaccoB IgG u IgM K raHrnnosmngam (naiiH-6not. GM1, GM2-GM3-GM4; GD1a, GD1b,
GD2-GD3, GT1a, GT1lb, GQ1b, cynbhatngbl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5210
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTUTENa K acHK B CbIBOPOTKE KPOBU, NOATBEPXAAIOLLNIA TECT € MCNONb30BaHMEM cybcTpaTta

Crithidia luciliae, 1IgG, meTogom Henpsmoli ummyHognroopecueHumm (Crithidia luciliae indirect 1150
fluorescent test (CLIFT))

AHTUTENa K Muenuny IgG, metoa Henpamoii uMMyHodtoopecueHunn (Anti-myelin antibody, 19G,

IF) 1340
AHTUTeNa knaccos IgA, 1gG, IgM Kk akBanopuvHy 4, cyMMapHO (4MarHOCTMKa HelipoOnTUKOMUENUTA,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2600
Total)

OJ‘I_I/IFOKJ'IOHaJ'IbeII‘/'I IgG B nukBsope _(uepe6pochHaan0|7| XXMUIKOCTU) U CbIBOPOTKE KPOBU 3990
(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENA K M_b_lLuel-lHq—cne_u,mpmquKoﬁ TMPO3MHKMHAa3e (aHTM-MUuSK) B CbIBOPOTKE KPOBY, 4980
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTMTeNa K peLentopam HepoHoB TnnoB NMDA,CASPR, LGI, AMPAL, AMPA2, GABAR1 knacca 12500
IgG, pa3gencHo, onpejeneHne B IMKBOPe

AHTUTENA K L_Gll 7 CASP_RZ (KOMMNOHEHTHI KOMM/IEKCa Ka/INEBbIX KaHanos), IgG, nukeop 5600
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTeNna K GAD (rnytamataekap6okecunase), IgG, nuksop (Anti-GAD (glutamic acid decarboxylase), 1890

IgG, CSF)

AHTHelpoHanbHble aHTUTENa Knacca IgG (naliH-6not1: Hu (ANNA1L), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), ammunsnn) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNAL), Yo-1 (PCAL), CV2, Ma2, 5210
Ri (ANNA2), Amphiphysin))

AHTuTeNa knacca IgG NMDA (N-meTtun-D-acnaprar) rnyramaTHOMY peLenTtopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 3990
KOMMNOHEHTbI KOMMNIEMeHTa

CricteMa KOMMeMeHTa: OLeHKa (PyHKLMOHanbHol aktmeHocTu (CH50) (Functionality Test of

Complement (CH50)) 1340

MHrnémutop Cl-actepasbl (C1-Esterase Inhibitor, C1-INH) 1960

C4 KoMnoHeHT cucteMbl KomnnemeHTta (Complement Component C4) 360

C3 KomnoHeHT cuctemMbl KomniemeHTta (Complement Component C3) 360
KpacHyxa

AHTUTENa Knacca IgG K aHTUreHam BUpyca KpacHyxu, BbisiBNsieMble METOLOM UMMYHOO/IOTTUHIa

(Anti-Rubella IgG, Immunoblot ) 5110

AHTUTENa Knacca IgM K Bupycy kpacHyxm (Anti-Rubella IgM) 490

ABugHocTb Anti-Rubella IgG 970

OnpegeneHne PHK (Rubella virus, RNA) B cbIBOPOTKe KpOBU 590

AHTUTeNa Knacca IgG K Bupycy kpacHyxu (Anti-Rubella IgG) 360
lenatnt B BUpYycHas nHgekumsa (Bupyc renatuta B, Hepatitis B Virus, HBV)

AHTUTENa Knaccos IgM u IgG k HB-core aHTuUreHy Bupyca renartura B, cymmapHo (Anti-HBc IgM, 470

IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))



HBs-aHTWreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHbIV aHTUIEH BMpYca renatuta B,

«aBCTPA/IMINCKNIA» aHTUTEH), KONMYecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, 1320
Quantitative)

HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 510
AHTUTENa Knacca IgM K HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 630
B Core Antigen; HBV Core Antibodies IgM)

Bupyc renatuta B, onpegenenve AHK B cbiBOpOTKE KPOBY, KonnyectBeHHoe (HBV DNA, Serum, 3410
Quantitative)*

Bupyc renatuta B, onpegeneHve AHK B cbiBOpOTKe KpoBUY, KauecTBeHHOe (HBV DNA, Serum, 380
Qualitative)*

AHTuTeNa K HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsAb) 570
AHTuTEeNa K HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 470
HBs-aHTWreH Bupyca renartura B (HBs-aHTUreH, NOBEPXHOCTHbIM aHTUreH BUpyca renarura B, 240

«aBCTPASIMNCKNIA» aHTUTEH), kavecTBeHHbI TecT (HBSAg, Hepatitis B Surface Antigen, Qualitative)
Yrnesogbl

[ MOKO30-TONEPAHTHbIV TECT C ONpPefeneHneM KO3kl 1 C-nentuaa B BEHO3HOM KPOBU HaTOLLaK
1 nocne Harpy3ku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1390
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 ViccnepoBaHue YPOBHS NHOKO3bl B KPOBU 130
NaktaT (Lactate) 520
®pykTo3amMuH (Fructosamine) 810
A09.05.083 MNMukmpoBaHHsbIi remornobmH HbA1C (HbAL1C, Glycated Hemoglobin, GHB) 460

I MOKO30TONIEPAHTHbIV TECT NPU 6epeMeHHOCTY (MepopabHbIN FNHKO30TONEPaHTHBIN TecT, T,
OrTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 [NHOKO30-TONIEPAHTHbIV TECT C ONpeAeneHNEM [NH0KO3bl B BEHO3HO KPOBW HaTOLLAK U
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 610
(Fasting and 2 Hours after Load), Venous Blood)

900

Cneundguyeckme 6enku

A09.05.009 C-peakTnBHbIii 6enok (CPB) (C-Reactive Protein, CRP) 310
AHTUCTpenTonn3nH-0 (ACJT-0, ACJIO0) (Antistreptolysin-O, ASO) 340
Anbha-1-aHTuTpuncuH (A1AT), dheHoTunuposaHue (Alpha-1-Antitrypsin, ALAT, AAT, Phenotyping) 2360

Hatpuitypetnyeckoro ropmoHa (B-tuna) N-koHueBoii nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 deppuTuH (Ferritin) 460
Kap6orugpar -aepuumntHbIn TpaHcgeppuH ¢ anekTpogoperpammoit (Carbohydrate-Deficient

2560

Transferrin with results on an electrophoregram (CDT)) 3020
lencuanH 25 (bnoakTmBHebIi) (Hepcidin 25, bioactive) 5970
Mapkep cepfe4Ho HegocTaTouHOCTU ST2 pacTBOpuMbIi (ST2, sST2, kapanomMapkep) (Soluble ST2

(Heart Failure’s biomarker)) 2490
A09.05.008 TpaHcteppuH (Cugepodmnun) (Transferrin) 440
Mwuorno6uH (Myoglobin) 520
Anbha-2-makpornobynuH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 450
AHTUTeNa Knacca lgG K rnasHomy 6(3]'le H&py)KHOj/’I Memb6paHbI MOMP 7 AHTMTt_ana knacca IgG 520
Pgp3 (MembpaHoaccounnMpoBaHHbIi NnasmuaHbin 6enok) Chlamydia trachomatis

PeBmatongHbliii thaktop (P®) (Rheumatoid Factor, RF) 340
TponoHuH-I (Troponin-I) 570
BbICOKOUYBCTBUTENbHbIV C-peakTUBHbIN 6e0K (Kapamo) 540
A09.05.077 UepynonnasmuH (Ceruloplasmin) 590
Fantorno6uH (Haptoglobin) 580
Anbtha-1-aHTuTpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, A1AT, AAT, Concentration) 1260
Kap6orungpar-gethunymnTHblin TpaHcteppuH (Carbohydrate-Deficient Trancferrin, CDT) 2810
PacTBOpuMble peuentopsl TpaHcheppuHa (pTPP, Soluble Transferrin Receptor, sTfR) 1700
D03NHOMUNbHBIN KaTMOHHbIV 6enok (Eosinophil Cationic Protein, ECP) 790

Ypeannasmos (ypeansiasmbl)

Ypeannasma (Ureaplasma parvum), onpegenenne AHK B moye (Ureaplasma parvum, DNA, Urine)* 250



Ypeannasma (Ureaplasma parvum), onpegeneHune AHK B cekpete npocrartsl, askynate (Ureaplasma

parvum, DNA, Prostatic Fluid, Semen)* 250

AHTuTeNa Knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum 1gG) 610

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegeneHne JHK B cockobe
anuTeNnabHbIX KNeTOK yporeHmTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 250
Urogenital Epithelial Cells)*

AHTUTENa Knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 610
Ypeannasma (Ureaplasma urealyticum + _Ureaplasma parvum), onpegfeneHve OHK B cekpete 250
npocrarbl, aakynate (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK B moue

(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)* 250
Ypeannasma (Ureaplasma parvum), onpegenenune JHK B cockobe 3MUTENMATBHBIX KNIETOK 250
yporeHuTansbHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6noBap T-960), onpefeneHne OHK B cekpeTe npocTaThl, 250

askynsaTe (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve AHK B cocko6e
anuTeNnasnbHbIX KNETOK yporeHnTanbHoro tTpakta (Ureaplasma urealyticum + Ureaplasma parvum, 250
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6uosap T-960), onpegenerHne JHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 250
PecnupatopHo-CMHUMTMaIbHASA MHEKLNA (PECIMPATOPHO-CUHLMTUASBHBIA BUPYC)
AHTUTENa Knacca IgG K pecnmpaTopHo-CyHUMTUanbHOMY BUpYcy (Anti-Respiratory Syncytial Virus
710
(RSV) 1gG)
AHTUTeNa Knacca IgM K pecnvpatopHO-cHMHLMTUAaNbHOMY BUpYycy (Anti-Respiratory Syncytial Virus
710
(RSV) IgM)
O6pas3 XN3HU 1 reHeTn4eckme hakTopbl
OnacHoCTb Npu NpremMe opasibHbIX KOHTpaLenTuBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
2730
(Genes F2, F5))
OnacHOCTb NPW NpremMe OpasibHbIX KOHTPaLLeNnTnBOB (reHbl F2, F5) (6e3 onucaHnsa pesynbTatoB 2450
Bpadom-reHeTtnkom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapyleHusa cnepmaToreHesa, 6 mapképos (M1kpogeneumm nokyca AZF) (6e3 onucaHus 3560
pe3ynbTaTtoB reHeTUKOM)
MogarotoBka K onepaunn (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8010

MTHFR, MTRR, MTR, F2, F5))

MogroToBka k onepaymm (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onncaHns pe3ynbTaToB
Bpayom-reHeTnkomMm) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7180
Description))

OnpegeneHne cneyngmnyeckmx IgG: nuLLeBble aniepreHsbl

KpeseTku (F24), annepreH-cneumgunyeckue IgG (Shrimp, 1gG, F24) 520
Puc (F9), annepreH-cneuuguyeckme IgG (Rice, 1gG, F9) 520
Cmecb nNuLEeBbIX annepreHoB 1: anenbcuH, 6aHaH, 1610K0, nepcuk, IgG (FP15 (F33, F49, F92, F95), 950
Food Panel: Orange, Banana, Apple, Peach, IgG)*

Kusu (F84), annepreH-cneuunduyeckue 1gG (Kiwi Fruit, IgG, F84) 520
IpeyHeBas myka (F11), annepreH-crneymdudeckme 1gG (Buckwheat, 1gG, F11) 520
Tpecka (F3), annepreH-cneuundmyeckume IgG (Codfish, 1gG, F3) 520
CMecb NULLEBbLIX annepreHos 3: CBUMHIHA, KyPUHOE MACO, FOBAANHA, 6apaHuHa, 1gG (FP73 (F26, F27, 950
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpegeneHne crneymduuecknx MMMyHornoo6ynnmHos knacca G (IgG) K nuuieBbIM annepreHam (Basic

Food Profile, IgG) 14400
Kny6Huka (F44), annepreH-cneundudeckue 1gG (Strawberry, 19G, F44) 520
OBcsHaa myka (F7), annepreH-cneunguyeckue IgG (Oat, 1gG, F7) 520
LLlokonag (F105), annepreH-cneundguyeckue IgG (Chocolate, 1gG, F105) 520
Cmecb nuweBbIx annepreHos (fx21) IgE, ImmunoCAP 1250
MuweHwnyHasa myka (F4), annepreH-cneymdguyeckme IgG (Wheat, IgG, F4) 520
Beta-naktorno6ynuH, IgG (Beta Lactoglobulin, 19G, F77) 520
KopoBbe Monoko (F2), annepreH-cneundguyeckue 1gG (Milk, IgG, F2) 520
Tomarsbl (F25), annepreH-cneyudguyeckme IgG (Tomato, 1gG, F25) 520
Mpoco (F55), annepren-cneuudumyeckne IgG (Common Millet, IgG, F55) 520

AHaHac, IgG (Pineapple, 1gG, F210) 520



bapaHuHa, IgG (Lamb, IgG, F88) 520

CsuHuHa (F26), annepreH-cneymdmyeckne 1gG (Pork, IgG, F26) 520
Nnmon (F208), annepren-cneyudmyeckne IgG (Lemon, IgG, F208) 520
baHaH, IgG (Banana, IgG, F92) 520
AnuHbIin xxenTtok (F75), annepren-cneundunyeckue IgG (Egg Yolk, 1gG, F75) 520
AnuHbIn 6enok (F1), annepreH-cneyugudeckre IgG (Egg White, 1gG, F1) 520
KypuHoe msco (F83), annepreH-cneunguyeckue IgG (Chicken Meat, 1gG, F83) 520
Kaptotens (F35), annepreH-crneymduueckne IgG (Potato, IgG, F35) 520
AnenbcuH, IgG (Orange, 1gG, F33) 520
MpeindgpyT (F209), annepren-cneunduyeckue 1gG (Grapefruit, IgG, F209) 520
MaHro (F91), annepreH-cneyuguyeckme IgG (Mango, 1gG, F91) 520
Apaxuc, 1gG (Peanut, 1gG, F13) 520

Cmech NuLLEBbIX a/iIepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, 1gG (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1300
TbikBa (F225), annepreH-cneuudmyeckme 1gG (Pumpkin, IgG, F225) 520
CoeBble 606bI (F14), annepreH-cneundguyeckue IgG (Soybean, I1gG, F14) 520
MopkoBs (F31), annepreH-cneyuguyeckme IgG (Carrot, 1gG, F31) 520
lrosaguHa (F27), annepren-cneundguyeckune IgG (Beef, IgG, F27) 520
Mekapckue apoxokn (F45), annepreH-cneundguyeckue 1gG (Baker’s Yeast, IgG, F45) 520
Kanycta kodaHHas (F216), annepreH-cneundguyeckue 1gG (Cabbage, IgG, F216) 520
MuBHble gpoxokn (F403), annepreH-cneuunduyeckme IgG (Brewer’s Yeast, 1gG, F403) 520
dyHayk (F17), annepreH-cneungmnyeckue IgG (Hazelnut, IgG, F17) 520
KaszeuH (F78), annepreH-cneyunguyeckne IgG (Casein, IgG, F78)) 520
Mepcuk (F95), annepreH-cneundudeckue IgG (Peach, IgG, F95) 520
fA6noko (F49), annepreH-cneyungmyeckume IgG (Apple, IgG, F49) 520
lepnec-Bmpyc yenoseka 6 Tuna
AHTUTeNa Knacca IgG Kk repriecsupycy Yenoseka 6 Tuna (Anti-HHV-6 1gG) 610
lepniecsupyc 6 Tvna, onpegenexHve AHK B cnoHe (HHV-6 DNA, Saliva)* 250
l'epnecsupyc 6 Trna, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHTanbHOro 250
TpakTta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
lepnecsupyc 6 TMna, onpegenexHve AHK B cekpete npoctartsl, askynsaTe (HHV-6 DNA, Prostatic 250
Fluid, Semen)*
lepnecsupyc 6 Trna, onpegeneHne HK B cockobe anuTennanbHbIX KNEeTOK CAM3UCTOM Hoca 250
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 T1na, onpegenexHve AHK B moue (HHV-6 DNA, Urine)* 250
l'epnecsupyc 6 Trna, onpegenenne AHK B cnmHHOMO3roBol xuakoctn (HHV-6 DNA, Cerebrospinal 250
Fluid)*
lepnecsupyc 6 Tmna, onpegenenne AHK B Beinote (HHV-6 DNA, Exudate)* 250
lepneceupyc 6 TMna, onpegenexHve AHK B BeHo3Ho kposu (HHV-6 DNA, Blood)* 380
l'epnecsupyc 6 Tvna, onpegeneHne HK B cocko6e anuTennanbHbIX KNeTok potornotkn (HHV-6 250
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 Tuna, onpegenexve AHK B cbiBopoTke kpoBu (HHV-6 DNA, Serum)* 380
XnamuguniiHas HGeKLMS, X1aMuanos (Xxnamuanm)
Xnamngms (Chlamydia pneumoniae), onpegenenve OHK B cntoHe (Chlamydophila pneumoniae, 390
DNA, Saliva)*
Xnamngusa (Chlamydia trachomatis), onpegenerne HK B cekpeTe npoctarhl, 3akynate (Chlamydia 250
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTUTEeNa Knacca IgG k 6enky Tennosoro woka (bTL) Chlamydia trachomatis (Anti-cHSP60 IgG) 530
AHTUTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 490
Xnamugmsa (Chlamydia pneumoniae), onpegenexdve AHK B nnasme kposu (Chlamydophila 590

pneumoniae, DNA, Plasma)*
AHTuTena Knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 1gG ) 510



AHTUTeNa Knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 510
Xnamngusa (Chlamydia trachomatis), onpegenerHve JHK B cockobe anuTtennasbHbIX KNeToK

cnnsuctoli npsmoit knwkm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)* 250
Xnamupgus (Chlamydia trachomatis), onpegeneHve JHK B cocko6e anutennasibHbIX KNeTok 250
yporeHuTansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

AHTuTena Knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis 1gG) 490

Xenukobaktep nunopw, onpegenerHve JHK B 6uonTtate cnnsnucToi xenyaka n/nnm
ABeHaguaTnnepcTHol kuwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2120
Duodenum, PCR)

Xnamngusa (Chlamydia trachomatis), onpegenerHve JHK B cockobe anuTenuasbHbIX KNeToK

KOHBIOHKTMBbI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 250
AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 610
Xnamngms (Chlamydia pneumoniae), onpegenenne AHK B mokpoTte (Chlamydophila pneumoniae, 790
DNA, Sputum)*
AHTUTeNa Knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 510
Xnamngusa (Chlamydia trachomatis), onpegeneHve OHK B moue (Chlamydia trachomatis, DNA, 250
Urine)*
Xnamnamsa (Chlamydia trachomatis), onpegenerHne AHK B cnmHHOMO3roBow »uakocti (Chlamydia 250
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamupgus (Chlamydia trachomatis), onpegeneHve JHK B Bbinote (Chlamydia trachomatis, DNA, 250
Exudate)*
Xnamugumsa (Chlamydia trachomatis), onpegenerve JHK B cuHoBuanbHo xuakoctn (Chlamydia 460
trachomatis, DNA, Synovial Fluid)*
Xnamngusa (Chlamydia pneumoniae), onpegeneHue AHK B cockobe anutennanbHbIX KNeTok 390
potornotkm (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamugmsa (Chlamydia trachomatis), onpegenernne AHK B cockobe anutennasbHbIX KNeTOK 250
potornotkn (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Cudmnuc

bnegHas TpenoHema, onpegeneHune JHK B cekpete npocrartsl, 3skynsTe (Treponema pallidum, DNA, 250
Prostatic Fluid, Semen)*
BnegHas TpenoHema, onpegenerne AHK B cockobe anutenmanbHbIX KNETOK YPOreHUTaIbHOro 250
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
bnegHas TpenoHema, onpegeneHune AHK B mouye (Treponema pallidum, DNA, Urine)* 250
BnegHas TpenoHema, onpegeneHune AHK B cnnHHOMO3roBoli xxuakoctu (Treponema pallidum, 250
DNA, Cerebrospinal Fluid)*
bnenHasa TpenoHema, onpegeneHue AHK B cbiBopoTke KpoBK (Treponema pallidum, DNA, Serum)* 370
bnesnHas TpenoHema, onpegeneHue AHK B otgensemom (Treponema pallidum, DNA, Secretion)* 250
AHTUTENa Knaccos IgM u IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 380
IgG, Total)
BnepHas TpenoHema, onpegeneHne HK B cockobe anutenunanbHbIX KNeToK kKoxu (Treponema 250
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BnepHas TpenoHema, onpegenerve JHK B cockobe anutenunanbHbIX KNETOK POTOMIOTKM 250
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca IgG k Treponema pallidum, BeisiBnsieMble METOAOM UMMYHOB/IOTTMHIA

. . 1790
(Anti-Treponema pallidum IgG, Immunoblot )
BbneaHas TpenoHema, onpegeneHue AHK B cockobe anutennasibHbIX KNeTOK KOHbHOHKTUBHI 250
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTUTENa knacca IgM K Treponema pallidum (Anti-Treponema pallidum IgM ) 810
Cudmnuc RPR — aHTKapauonunuHoBelii TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 210
Test)
AHTUTENa knacca IgM k Treponema pallidum, BbisiBNsieMble METOLOM UMMYHOB/IOTTMHIA

. - 1790
(Anti-Treponema pallidum IgM, Immunoblot )

OueHKa aHApPOreHHOro cratyca

A09.05.078 TecTtocTepoH (Testosterone) 350
JerngpoanuangpoctepoH-cynbdart (43A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 350
17-ketoctepongbl (17-KC) B moue (17-Ketosteroids, Urine) 1830
InobynuH, ceasbiBatoLwmii nonosble ropmoHsbl (MCHIN) (Sex Hormone-Binding Globulin, SHBG) 360
AHppocTeHAnOH (Androstenedione) 1000
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 490

A09.05.078.001 CBo60OAHBIN TecTocTepoH (Free Testosterone) 870



AHAPOCTEHANON NIOKYPOHUS (AHAPOCTaHAMoN raokypoHua) (Androstanediol Glucuronide,

3?-Androstanediol Glucuronid, 3?-diol G) 1050

OurngpotectoctepoH (A4 T) (Dihydrotestosterone, DHT) 1300
Broxnmumsa moum (pa3oBasi IKCKpeLsl)

Benok, pasosas NopLUmus MOU (C KpeaTMHNMHOM ¥ pac4eTOM HOPMa/IM30BaHHOTO MO KPeaTuHWHY 260

nokasarens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)

MarHuii, pasoBas Nopuus Mo4u (C KpeaTMHUHOM U pacyeToM MarHWiA/KpeaTHNH OTHOLLEHWS) 530

(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)

MoueBas KucnoTa, pazoBas NOPLMA MOYM, C KPEATUHMHOM M pacyeToM HOPMaIM30BaHHOrO Mo 280

KpeaTUHWHY NOoK-/1s

docdop, pazosas NopLms MoUn (C KpeaTMHUMHOM 1 pacyeToM HOPMaIN30BaHHOTO MO KpeaTMHUHY

nokasarens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 290

calculation)

Okcanarbl, pa3osas nopLms Moun (C KpeaTMHUHOM ¥ pacyeToM HOPMasIM30BaHHOrO No

KpeaTuHUHY nokasatens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1350

calculation)

Anb6yMVH, pa3oBas NopLUs MOYY (C KpeaTUHMHOM U pacyeToM aibbyMUH/KpeaTHWH

oTHoweHusa) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 450

UACR)

Kanbuwii, pasoBas nopums Moum (C KpeaTMHMHOM M PacyeToM KasibLii/KpeaTuHUH OTHOLLEeHMS) 200

(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)

KoHueHTpauus B moye (Urine Creatinine) 50
OnpegeneHne cneymngmnyecknx IgE: annepreHbl XXUBOTHbIX

TapakaH, IgE (Cockroach, IgE, 16) 440

Cobaka, IgE (Dog Epithelium, IgE, E2) 440

OsBua, anutenuii, IgE (Sheep Epithelium, IgE, E81) 440

BonHucThI nonyraii, nepo, IgE (Budgerigar Feathers, IgE, E78) 440

Cmech anfepreHoB AOMaLLHWX FPbI3YHOB: 3NUTENNI MOPCKOW CBUHKMW, 3NUTENNIA KPONMKA,
aNuTENniA XoMsiKa, Kpbica, MbiLb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 950
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuHKa, anutenuii, Igk (Guinea Pig Epithelium, IgE, E6) 440
Kowwka, IgE (Cat Dander-Epithelium, IgE, E1) 440
Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 440

BNY-mHpeKuunsa (BUpyC MMMyHoAehULMTa YENOBEKA)
AHTUTENa K BUY 1 1 2 1 aHturen BUY 1 n 2 (HIV Ag/Ab Combo) 290
BWNUY-1, onpegeneHne PHK B nnasme kposu (HIV RNA, Plasma)* 12940

JlekapCTBEHHbIA MOHUTOPUHT

3Beponumyc (Everolimus) 3300
LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) 950
TepudnyHomug, negnyHomug (metabonut) (Teriflunomide, Leflunomide metabolite) 3300
NeseTtupaueTtam (Levetiracetam, Keppra®) 3400
Kapb6amasenuH (®unnHnencuH, Terpeton) (Carbamazepine, Tegretol) 2620
MwuToTaH, nnasma kposu (Mitotane, o, p?-DDD, plasma) 3300
®eHunTonH (OndeHnH, AunaHTuH) (Phenytoin) 1160
Takponumyc (Agsarpad, MNporpad, NpoTonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic, 1430
Tacrosel)
NamoTpnakun (Lamotrigine) 3400
Banbnpoesas kucnota (JenakuH, KoHBynekc) (Acidum Valproicum, Depakin, Convulexs) 810
A09.05.035.002 deHobapbutan (JllommnHan) (Phenobarbitalum) 2620
FoHOpes (FTOHOKOKK)

FoHoKOKK, onpegeneHue AHK B cekpete npocTartel, 3skynsaTe (Neisseria gonorrhoeae, DNA,

- . 250
Prostatic Fluid, Semen)*
IOHOKOKK, onpegeneHve JHK B cockobe anutennanbHbIX KNeTOK CU3UCTON NPAMOI KULIKK 250
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
FoHOKOKK, onpegeneHne OHK B cuHoBuranbHoOM xunakoctn (Neisseria gonorrhoeae, DNA, Synovial 460

Fluid)*



Moces Ha roHOKOKK (Neisseria gonorrhoeae, roHopest), onpegeneHve 4yBCTBUTENIbHOCTU K
aHTUMUKPOOGHBLIM Npenapartam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

FOHOKOKK, onpegeneHne OHK B cockobe anutennanbHbIX KNeTOK KOHBbIOHKTMBBI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

IoOHOKOKK, onpegeneHve AHK B cockobe anuTennanbHbIX KNeTok potornoTtky (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

FoHOKOKK, onpegeneHve AHK B modye (Neisseria gonorrhoeae, DNA, Urine)*

IOHOKOKK, onpegeneHne AHK B cockobe anuTennanbHbIX KNETOK YPOreHUTa/IbHOTo TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

NakTobakTepuu, naktobaLmnbl

NakTob6akTepun, onpegeneHne OHK B cockobe anuTenmanbHbIX KNeTOK YpOreHUTaslbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

KnocTpranos, nceBaomMemMbpaHo3HbIi KOanT

PasgenbHoe onpegeneHve TokcuHa A n TokenHa B Clostridium difficile B kane, aHTUreHHbIV TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)

Moces Ha knoctpuamm (Clostridium difficile, nceBgomem6paHo3HbIii konuT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpawmsaHue no ManaHvkonay ? Pap-tect

Lintonornyeckoe uccnefoBaHne 6ruomareprana CoCKOOG0B BY/bBbI 1 BAaramila, KPOMe LLENKN
MaTku (oKkpawmsaHue no MNanaHvkonay, Pap-TecT)

LinTonornyeckoe mccnefoBaHne bmomarepuana Lweikn Mmatkv (okpawivBaHuve no ManaHukonay,
Pap-TecT) (Cytological Examination: Cervix, Pap-test)

OnpegeneHne cneympmnyecknx IgE: GbITOBbIE aniepreHsbl
JomatHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
Knew Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)

Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

OnpegpeneHve cneuunduyeckrx IgG: 6bITOBLIE annepreHol
Knewy Dermatophagoides farinae (D2), annepreH-cneunguyeckue IgG (Dermatophagoides farinae,
IgG, D2)
JomawHas neinb/Greer (H1), annepreH-cneundgudeckue IgG (House Dust — Greer, 1gG, H1)
MneceHb Cladosporium herbarum (M2), annepren-cneuudumyeckue IgG (Cladosporium herbarum,
IgG, M2)
Cmecb annepreHos nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*

MneceHb Penicillium notatum (M1), annepren-cneunduyeckue 1gG (Penicillium notatum, 1gG, M1)
Knewy Dermatophagoides microceras (D3), annepreH-cneunguyeckue IgG (Dermatophagoides
microceras, IgG, D3)

Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneuudunyeckume 1gG (Dermatophagoides
pteronyssinus, IgG, D1)

MneceHb Alternaria tenuis (M6), annepreH-cneundguyeckue 1gG (Alternaria tenuis, IgG, M6)

PenpoayKTMBHOE 340P0OBbe

HapylueHus cnepmaToreHesa: paclumpeHHas naHesnb (AZF-pernoH) (6e3 onucaHns pesynbtatos
Bpadom-reHeTnkoMm) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without
Description))

Xouy cTaTb MaMoii; OCNOXKHeHMs 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onucaHus pe3ynbTaToB BpadyoM-reHeTukom) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

BpoXkgeHHasn runepnnasns Hagno4eyHMkos, reH CYP21A2, u.m. (Gene CYP210HB, Freq. Mut.)

CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCT: MUHUMasbHasa naHesnb (reHbl F2, F5) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5))

900

250

250

250

250

320

1200

1250

1000

1000

440
440
440
440
440
440
440

950

440

520

520

520

950

520

520

520

520

9290

15700

9790

2730



leHeTUYeckme hakTopbl My>CKoro 6ecnnogms (reHbl AR, CFTR; AZF-pernoH) (Genetic Factors of

Male Infertility (Genes AR, CFTR; AZF-Region)) 16420
BO3HWKHOBEHWE N30/IMPOBaHHbIX NOPOKOB pa3BuTuA y nnoga (reHel MTHFR, MTRR, MTR) (Isolated 5280
Malformations in Fetus (Genes MTHFR, MTRR, MTR))

Xouy cTatb MaMoOW: OC/TOXHeHUs1 6epeMeHHOCTH (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)

(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 18180
RHD))

MprBbIYHOE HEBbIHALLMBaHNE 6EPEMEHHOCTH, B T. Y. CKNOHHOCTL K TpOM603aM Npn 6epeMeHHOCTU:

paclmpeHHas naHesnb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onncaHuna pesynbTaToB 7180

BpayoM-reHeTnkom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpombB0OTUYECKME OCTIOXHEHWSA MPU CTUMYNALMIN OBYNsALMK (feHbl F2, F5) (6e3 onvcaHus
pe3ynbTatoB Bpayom-reHetnkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2450
(without Description))

BO3HWKHOBEHWE N30/IMPOBaHHbLIX MOPOKOB pa3BuTuA y nnoga (reHsl MTHFR, MTRR, MTR) (6e3

onuncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Isolated Malformations in Fetus (Genes MTHFR, 4730
MTRR, MTR) (without Description))

lecTo3bl U heTonnaLeHTapHas HefocTaTouHOCTh (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpomMboTnYecKne OCNOXKHEHNA NpY CTUMYAALMKM oBynauum (reHsl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TPOM603aM Npu 6epeMeHHOCTN: MUHUMasbHas naHesb (reHbl F2, F5) (6e3 onncaHms
pe3ynbTatoB Bpadom-reHetnkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2450
(without Description))

MpuBbIYHOE HEBbIHALLNBAHNE BEPEMEHHOCTU, B T. Y. CKNOHHOCTb K TPOM603aM npu 6epeMeHHOCTH:

paclumpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8010
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTosbl 1 heTonnaleHTapHas HefocTatouyHoCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onncaHusa pesynbTatoB BpavyoM-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 9440
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHble Cyvan paka MOIOYHOW enesbl n/nnu sudHnkos BRCAL, BRCA2, CHEK2, NBS1

10610

2730

(Hereditary Breast and/or Ovarian Cancer ) 9350
OkpaLumaHve no PomaHoBckoMy-l'vm3e

MccnepoBaHne MoOKpoThl (Examination of Sputum) 750
VccnepgoBaHme TpaHccyaaToB, aKceyaaToB, cekpetos (Examination of Transudates, Exudates, 480
Secrets)

VccnepoBaHms NpoMbIBHbIX BOJ, 6POHX0B (MccrnefoBaHne CMbIBOB ¢ 6poHxoB) (Examination of 590
Bronchial Washouts)

NccnepgoBaHue nyHKTaToB KOXXM (Examination of Punctates: Skin) 590
NccnepoBaHue aHAocKonuyeckoro matepuana (Examination of Endoscopic Material) 590
A08.20.004 LiuTonormnyeckoe uccnegosaHue acnupara n3 rnosiocT Matku 600
VccnepgoBaHme aHAOCKOMMYECKOro MaTepmnana Ha Hanmuuve Helicobacter pylori (Examination of 710

Endoscopic Material: Presence of Helicobacter pylori)

LinTonornyeckoe vccnefoBaHne mMareprasa, noJlydeHHOro Npu XpypPruyeckrx BMeLLaTebCTeax u

Lpyrnx cpoyHbIx nccnefosaHusx (Cytological Examination of Material Obtained during Surgical 750
Procedures and Other Urgent Research)

XXugkoctHasa yutonorus. Lintonornyeckoe nccnefoBaHne 6uomareprana LWeikn MaTkm
(okpawmBaHue no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe nccnefoBaHmne anUTenns LWeiku MaTkv ¢ ONncaHnem no TepMUHOOTMYECKO
cucteme betecga (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 570
Description on The Bethesda System, TBS)

Lintonornyeckoe uccnefoBaHne cockoba (Maska) Cm3ncTon 060104KM NOA0CTN Hoca (ogHa

nokanusaums) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 710
Localization))

1200

ViccnefoBaHve BblAeNeHN N3 MONOYHON Xenesbl (Examination of Breast Discharge) 480
VccnepoBaHme NyHKTATOB APYrMX OpraHoB M TKaHel (Examination of Punctates: Other Organs and

Tissues) 750
ViccnepoBaHume oTnevartka ¢ BHyTpumaTto4Hol cnupanm (BMC) (Examination of Imprint Intrauterine 510
Device, IUD)
MccnepoBaHme NyHKTaTOB MOJIOYHOW »kenesbl (Examination of Punctates: Breast) 590
VccnenoBaHve cOCKOGOB 1 OTNEYATKOB OMyXxoneli 1 onyxonenofo6bHbIx o6pa3oBaHuii (Examination

! - ’ - 590
of Scrapings and Prints Tumor and Tumor Like Formations)
VcenenosaHve moun (Examination of Urine) 480

LiMTonornyeckoe mccnefoBaHmne NyHKTaTa LMTOBUAHON Xenesbl ¢ onMcaHueM rno
TEpPMUHOIOrMYecKol Knaccugukaumm betecaa (The Bethesda System for Reporting Thyroid 570
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))



MccnegoBaHne COCKOOGOB M OTAEYATKOB C NOBEPXHOCTU KOXWN N CNN3UCTLIX (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 390
VccnefoBaHvie COCKOOOB LUENKN MaTKu 1 LIePBUKaSIbHOTO KaHana (Examination of Scrapings: Cervix 570
and Cervical Canal )
Kopb
AHTUTeNa Knacca IgM k Bupycy kopu (Anti-Measles IgM) 710
AHTUTena Kknacca lgG K supycy kopu (Anti-Measles 1gG) 800
KneLeBoii aHLehannT, BUPYC KIELEeBOro aHuehanmra
AHTUTeNa Knacca IgG K Bupycy kneweBoro aHueganuta (Anti-Tick-borne Encephalitis Virus (TBEV) 480

I9G)

JTabopaTtopHoe uccnegoBaHne Knewa ans sbisieneHns PHK/OHK Bo36yanteneii MHGMeKUWA,

nepefatoLLMXcs UKCOA0BbLIMM Knelamu: KELLEBOW SHLEDAJINT, BOPPE/IMO3 (EOME3Hb

NAMMA), AHAMA3MO3, 3P/INXMO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3360
encephalitis Virus (TBEV), Borrelia burgdorferi s. I., Anaplasma Phagocytophillum, Ehrlichia

muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTENa Knacca IgM K Bupycy kneweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 610
HacnefctBeHHble 601€3HM 06MEHA BELLECTB Y HOBOPOXKAEHHBIX/CKPUHUHT «[TATOYKa»

BIXXX-MC-MC opraHnyeckmx KucnoT (cykumnHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3590

YacTas myTtauus B reHe HADHA (HefocTaTOUHOCTb A/IMHHOLIENOYEYHOA

3-rugpokcnaumn-KoA-gerngporeHassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5010

Dehydrogenase (LCHAD) Deficiency))

CKpUHUHT HOBOPOXAeHHbIX «MATOYKA» (Newborn Screening "HEEL")* 4990

OnpegeneHne aKTMBHOCTU BUOTMHMAA3bLI (HEAOCTATOUYHOCTL 6MOTUHKMAA3LI) (Biotin-Dependent 5010

Carboxylases Activity (Biotinidase Deficiency))

YacTtasa mytaums B reHe GCDH (rnytapoBas aunaypus tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5010

Gene, Freq. Mut. (Glutaric Aciduria, Type 1))

AHann3 cnekTpa opraHNYecKnx KMCI0T MoYM METOLOM ra3oBOW Xxpomatorpapum ¢

Macc-cnektpomeTpueii (FX/MC) (Analysis of the spectrum of organic urine acids by gas 8300
chromatography with mass spectrometry (GC / MS))

YacTnuHbIli aHanma reHa ASS (uutpynnnHemus) (ASS Gene, Freg. Mut. (Citrullinemia)) 9530
MonHbIi anann3 reHa GCDH (rnytaposas aunaypus tun 1) (GCDH (Glutaryl-CoA Dehydrogenase)

. A 40400
Gene (Glutaric Aciduria, Type 1))
Yacras mytaums B reHe ACADM (HefOCTaTOYHOCTb CpefHeLLenoYeyHOon AernaporeHasbl XXUpHbIX
kucnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5010
Deficiency))
YacTtble myTaumn B reHe FAH (tTuposunHemus tun 1) (FAH Gene, Freg. Mut. (Tyrosinemia, Type 1)) 8340
YacTtas mytauus B reHe BTD (HepoctatouHoCTb 6uotnHmaasel) (BTD (Biotinidase Deficiency) Gene, 5010
Freq. Mut.)
MonHbIi aHanu3 reHa FAH (Tnpo3uHemunsa tun |) (FAH Gene (Tyrosinemia, Type 1)) 49900
MonHbIli aHann3 reHa OTC (HeOCTaTOYHOCTb OPHUTUMHTPaHcKap6amunasbl) (OTC Gene (Ornithine 38030

Transcarbamylase (OTC) Deficiency))
SAwepunxmos (KvweyHaa nanoyka, awepuxus, Escherichia coli)

MoceB Ha knwe4Hyto nanoyky (Escherichia coli 0157:H7, awepunxnos), onpegeneHve

YyBCTBUTENBHOCTM K aHTUMUKPOGHbLIM Npenapatam n bakrepuodaram (Escherichia coli 0157:H7 1100
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuwweyHyto nanoyky (Escherichia coli O157:H7, swepnxmos), onpeaeneHne

YyBCTBUTENBHOCTM K aHTUMMKPOGHbLIM npenaparam (Escherichia coli 0157:H7 Culture. Bacteria 930
Identification and Antibiotic Susceptibility Testing)

MccnepoBaHme Ha KuwieyHyto nanoyky (Escherichia coli O157:H7, awepuxmos), gnapeiHbii

CUHAPOM, aHTUreHHbI TecT (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic 930
Assay)

MLpP
Bupyc nmmyHogetmumnta YenoBeka tmuna 1, kadyectseHHoe onpegeneHve PHK (Human

immunodeficiency virus, quality, RNA) B CbIBOPOTKe KPOBU 2470
MapBosupyc B19, onpegeneHve AHK 330
Pesyc-thaktop nnoga. BeisieneHne reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 5550
mother's blood)

Mapsosupyc B19, onpegenexHve AHK 330
MapsoBupyc B19, onpegeneHve JHK 330

AHTUITEHHBIE TECTbI



NernoHenna, BbIBNEHWE aHTUreHa B Mo4e, MMMyHoxpomatorpagus (Legionella pneumophila, One
step rapid immunochromotographic assay, antigen, urinae)

PecnvpaTtopHOo-cuHUNTUanbHbI BUpYC (PC-MHMEKLMS), BbISB/IEHNE aHTUMEHa,
nMmyHoxpomarorpagus (Respiratory Syncytial Virus, RSV, One step rapid 930
immunochromotographic assay, antigen)

Xnamngmu, BbisiBEHWE aHTUreHa B Ma3kax yporeHUTabHOro TpakTa, UMMyHOXpoMartorpagums

1440

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1020
FOH_op_eﬂ, BbIfB/IEHNE aHTUrEHa, nmmyHoxpomartorpadus (Neisseria gonorrhoeae test, One step 860
rapid immunochromotographic assay)

Kamnunob6aktep, guapeiHbllii CMHAPOM, BbISIB/IEHWE aHTUreHa B Kasie, UMMyHOXpoMaTorpadus 1040

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)
HOPOBWPYC (Norwalk virus) - gnapeiHbiii CMHAPOM, BbISiBIeHME HOPOBUpYca reHorpynn lun ll B
kane, ummyHoxpomatorpagus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1750
assay, antigen, stool)

MHEBMOKOKK, BbISIBfIEHWE aHTUTeHA B MOYe, MMMyHOXpoMaTorpagus (Streptococcus pneumoniae,

One step rapid immunochromotographic assay, antigen, urinae) 1440
SHTepoBUPYC, BbISIBNIEHNE aHTUTeHa B Kane, MMyHoxpomartorpadgus (Enterovirus, One step rapid 1090
immunochromotographic assay, antigen, stool)
AYyTOMMMYHHbIE 3a60/1eBaHNA KOXN
AHTUTeNa Knacca IgG k gecmorneunny-3 (Desmoglein 3, DSG3 Antibodies, IgG) 2160
AHTUTeNa Knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2160
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTUTeNa Knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2160
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTUTeNa Knacca IgG k gecmocomam anugepmunca (Desmoglein Antibodies, Desmoglein 1, DSG1 2160
and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTENA K 6a3anbHOl MmembpaHe koxu, IgG (Basement membrane zone antibodies, IgG) 2020
AHTUTEeNa Knacca IgG k gecmorneunny-1 (Desmoglein 1, DSG1 Antibodies, IgG) 2160
XenvkobakTepHasi MHheKUUS (XennkobakTep)
AHTUTeNa Knacca IgA K Helicobacter pylori (Anti-Helicobacter pylori IgA) 700
AHTuTeNna Knacca IgG k Helicobacter pylori, BbisiBnsieMble METOLOM UMMYHOGAOTTUHIA
. - . 3070
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTUTENa Knacca IgA K Helicobacter pylori, BbisBnsieMble METOAOM MMMYHOGOTTMHIA
. . . 3070
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTeNa Knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori 1gG) 490
1303HEL ??C-ypeasHblin apixatenbHbiin Tect (??C-YAT, 13C-Urea Breath test, UBT). BoisBneHune 2180
nHgpekuun Helicobacter pylori
AHTUTeNa Knacca IgM kK Helicobacter pylori (Anti-Helicobacter pylori IgM) 700
Ty6epKynes (MMKobakTepun TybepKynesa)
Mwukobaktepuu Tybepkynesa, onpegeneHve AHK B mokpoTe (Mycobacterium tuberculosis, DNA, 590
Sputum)*
Mwukob6aktepumn Tybepkynesa, onpegeneHve OHK B cMHoBManbHOWM »umakoctn (Mycobacterium
- - . 460
tuberculosis, DNA, Synovial Fluid)*
Mwukobaktepuun Tybepkynesa, onpegeneHve OHK B cnmHHOMO3roBow xugkoctn (Mycobacterium 250
tuberculosis, DNA, Cerebrospinal Fluid)*
Mwukobaktepuun Tybepkynesa, onpegeneHve HK B BbinoTte (Mycobacterium tuberculosis, DNA, 250
Exudate)*
MwukobakTepun Tybepkynesa, onpegeneHne JHK B cekpeTe npoctaThl, 3skynate (Mycobacterium 250
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTUTeNa Knaccos IgM, IgA, IgG kK Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium
) 1630
tuberculosis IgM, IgA, IgG, Total)
Mwukobaktepuun Tybepkynesa, onpegeneHne JHK B mouye (Mycobacterium tuberculosis, DNA, 250
Urine)*
Mwukobaktepuu Ty6epkynesa, onpegeneHve AHK B cbiBopoTke kKposu (Mycobacterium tuberculosis, 390
DNA, Serum)*
Mwukobaktepun Tybepkynesa, onpegeneHve JHK B MeHcTpyanbHol kpoBu (Mycobacterium 250
tuberculosis, DNA, Menstrual Blood)*
KoMnneKcHbIE MIMMYHOIOTUYECKME NCCEROBaHMS
Linpkynupytowme nmmyHHble komnnekces (LK) obwwme (Circulating Immune Complexes (CIC) 1080
Total)
daroymTapHas akTMBHOCTb nelikountoB (Phagocytic Activity of Leucocytes) 1000

CnocobHocTb numMdounToB K aktueauumn (Lymphocyte Activation Ability) 3450



CD4+ T-numdoumTbl, % 1 abcontoTHoe KonmyecTso (T-xennepsbl, CD4+ T-cells, Percent and

Absolute) 1370

AKTMBMpPOBaHHble numpounTtel (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1370

CD3+HLA-DR+, CD3-HLA DR+)*

B-numdoumnTtel, % 1 abcontotHoe konmyectso (CD19+ numdouuntsl, B-cells, Percent and Absolute) 1370

deHoTMNMpPOBaHMe nMMApoLNTOB (OCHOBHLIE cybnonynauumn) — CD3, CD4, CD8, CD19, CD16, CD56 3450

(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)

MmmyHorno6ynuHbl G (nogknacesl IgG1, 1gG2, 1gG3, IgG4) 12510
BeTpsAHasa ocna (OnosAckIBatOLLMA nLLait)

AHTUTENA Knacca IgM K BUpYycy BETPSIHOW Ocnbl 1 onosickiBatoLero nuwas (Anti-Varicella-Zoster 780

Virus IgM, Anti-VZV IgM)

Bupyc Varicella-Zoster, onpegenerve HK B cbiBopoTKe KpoBu (Varicella ZosterVirus, DNA, serum) 360

AHTMTeNa Knacca IgG K BUpyCy BETPSHOW OcCrbl 1 onosicbiBatoLero nuwas (Anti-Varicella-Zoster 710

Virus 1gG, Anti-VZV IgG)

Bupyc Varicella-Zoster, onpegeneHne AHK B cocko6e anuTennanbHbIX KNETOK CIU3NCTOM 360

potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpegenerne OHK B cntoHe (VaricellaZosterVirus, DNA, saliva) 360
[v3eHTepusa 6akTepuanbHas, LWurennes, Wurenbl

MoceB Ha NATOreHHyo KMLLEYHYIO (hlopy, onpeeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam 1 6aktepuodgaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1150

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

PIrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 440

MoceB Ha NnaToreHHyto KuLleyHyto gnopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 280

Identification)

PMrA c Shigella sonnei (Shigella sonnei, IHA) 440

MoceB Ha NATOreHHyo KULLEYHYIO (hIopy, onpeeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 970

Susceptibility Testing)

PIMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 440

VIMMYyHOTMCTOXMMUYECKne nccnefoBaHuns

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMyHOrMcToxmmmuyeckoe nccnegosaHue, VX (nomarepuan,
(hMKCMpOBaHHbI B NapadHoBoM 610ke) (HER2/neu Expression, HER2 Status, 4990
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npefcraTenbHOM Xenesbl — KOMMNIEKCHOE MMMYHOTMCTOXUMUYECKOE UCCEf0BaHMNE C OLLEHKOM

akcnpeccum: anba-meTunaunn-KoA-pauemassl (P504S, AMACR), LMTOKEPATUHOB BbICOKOrO

MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 11400
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)*

VimmyHoructoxnmmyeckoe (UMX) nccnegoBaHue: anarHocTuka mmgonpoangepaTMBHbIX

3aboneBaHunii (6uomatepuran, 3aKniUeHHbIN B napadrHoBbIi 610kK) (Immunohistochemical 25280
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE UCCe0BaHNeE: OLeHKa NponnugepaTMBHOA
aKTUBHOCTM MO akcnpeccun Ki-67 (bromatepuan, pPUKCUPOBaHHbIN B hOpMasMHOBOM Gydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, 5090
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VIMMYHOIMCTOXMMUYECKASA ANAarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISBIEHUE

nnasmatmyecknx knetok (CD138) (buomatepuan, prKcMpoBaHHbI B napagmHoBom 6510ke) (Chronic 5000

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Paraffin Block))

VimmyHoructoxnmmyeckoe (UNX) nccnegoBaHue: gnarHocTuka mmmMmgonponngepaTMBHbIX

3aboneBaHunii (buomatepuran, (MKCMPOBaHHbIV B hopmannHoBoMm bydepe) (Immunohistochemical 25280
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeLienTopbl K 3CTpOreHam v NPOorecTepoHy, MMMYHOTMCTOXMMUYECKOE UcciefoBaHme

(6nomatepuman, prkcnpoBaHHbI B napadunHoBoM 610ke) (Estrogen and Progesterone Receptors, 7140
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKOE UCCNefOBaHne Mapkepa paHHel AMarHOCTUKM AUCMNasnm C BbICOKOM
CTENEeHbIO pucKa 03n0KavecTBneHus: pl6INK4a (brnomartepuan, (hMKCc1MpoBaHHbIN B NapariHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

MimmyHormctoxummyeckoe (UMX) uccnegosanHuve: AnarHocTnka ructoreHesa Metactasos npu
HeyCTaHOB/IEHHOM NEPBNYHOM o4are (CNEKTP MapKepOoB A5 BbISBNEHUS TKAHEBO
npuHagneXxxHoctn) (bromarepuan, 3akntoYeHHbIM B napanHoBbIi 6/10K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeLienTopbl K 3CTpOreHam v NporectepoHy, UMMYHOTMCTOXMMUYeckoe nccnegosaHme (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

4430

25280

6410



Pak npeacrtate/ibHO Xene3bl — KOMMIEKCHOe MMMYHOTMCTOXUMUYECKOE MUCCeJOBaHMe C OLIEHKOM

aKcnpeccuu: anba-metunaunn-KoA-pavemassl (P504S, AMACR), LMTOKepPaTUHOB BbICOKOIO

MoneKynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 11400
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(34?7E12), p63)

VIMMYHOTMCTOXMMMYECKOE MCCej0BaHNe Mapkepa paHHel AMarHOCTUKM ANCMNa3Un C BbICOKOW
CTEMEHbIO pucKa 03/10KavecTBneHns: pl6INK4a (bromatepuan, (MKC1pOBaHHbIN B (POPMaTMHOBOM
6ytepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

OnpegeneHne HER2 ctaTtyca onyxonu MeTofoM MMMYHO(yOpPeCcLEHTHON rnbpuansanmm in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccus, UMMYHOTMCTOXMMUYECKOE UCCeJOBaHNE: OLeHKa NPonngepaTMBHOA
aKTMBHOCTM No akcnpeccum Ki-67 (6uomatepuran, PrKcMpoBaHHbI B napaguHoBom 611oke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOIMCTOXMMUYECKAs ANAarHOCTMKA XPOHUYECKOTO 3HAOMETPUTA — BbISBIEHUE
nnasmatmyecknx knetok (CD138) (6uomatepuan, hUKcMpoBaHHbIV B hopMainHOBOM Gydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccusi, HER2-cTaTyc, MMMYyHOTMCTOXMMUYECKOe nccnegoBaHme, IMX (bnomarepuan
(hMKCMPOBaHHbIN B hopmannHoBom bydepe) (HER2/neu Expression, HER2 Status, 4990
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VimmyHoructoxuMmnyeckoe (UMX) nccnegosaHue: AnarHOCTUKa rmcToreHesa Metactasos npu

HeyCTaHOB/IEHHOM NEPBMYHOM oyare (CMeKTp MapKepoB A4/15 BbISBNEHUS TKAHEBOM

NpUHagneXxXHocTn) (bruomartepuan, (MKCUPOBaHHLIM B hOpMasiMHOBOM Bydepe) 25280
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

4430

29660

5090

5000

OueHKa (hyHKLUM WUTOBUAHON >Kene3sbl

A09.05.065 ViccnepoBaHme ypOBHS TMPEOTPOnHOro ropmoHa (TTI) B KpoBu 330
A09.05.064 TUpOKCKH 06wWKmiA (T4 06LLmMiA, TeTpanoATUPOHUH 06Lmii) (Total Thyroxine, TT4) 350
A09.05.061 TpuiioagTMPOHKH cBOGOAHbIN (T3 cBO6OAHBIN) (Free Triiodthyronine, FT3) 350

AHTMTENA K MUKPOCOMasTbHOM (hpakuumn TupeountoB (AT K MMKPOCOMa/IlbHOMY aHTUTEHY
Tnpeountos, AT-MAI, AMAT, TpeonsHble aHTUMUKPOCOMasbHbIe aHTuTena) (Anti-Thyroid 500
Microsomal Antibodies)

A09.05.063 ViccnepoBaHme ypoBHS cBO60AHOrO TpoKcnHa (CT4) cbiIBOPOTKM KPOBU 350
AHTUTENA K TpEeonaHoW nepokcugase (AT-TMNO, MMKpocomanbHble aHTUTena) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTuTena K peuentopam TTI (AT K peLentopam TUPEOTPONHOro rOPMOHa B
cbIBOpOTKe Kposu, AT-pTTI) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1400
Antibodies, TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENa K TpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

390

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 440
A09.05.117 TupeornobynuH (Tr) (Thyroglobulin, TG) 630
TUPOKCMHCBA3bIBAIOLLAsA CMOCOOHOCTL (MOr/IOLLIEHNE TUPEOUHbIX TOPMOHOB; MHAEKC CBA3bIBAHUA
TUPOKCUHA; MHAEKC cBOBOogHOro TMpoKcrHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 510
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioaTMPOHMH 06wWwMiA (T3 obwwid) (Total Triiodthyronine, TT3) 350
MpoayKTbl 418 cCEPTUDNKATOB
KopoHaBupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke CO CIM3MCTON HOCOMOTKM U POTOINOTKN 1390
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOMMYHbIE UCCNEAOBaHNSA MOYBbI
MouBa: kOMMNNeKcHaa arpoxummnyeckas oueHka (Soil: Agrochemical Evaluation)* 9080
MouBa: koMNNeKcHaa ToKkecukonornyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 19940
OueHKa (hyHKLMK rmnogumsa
A09.05.066 CoMaToTpOrHbIA FOpMOH (comaTtoTponuH, CTI) (Growth Hormone, GH) 470
A09.05.067 ALPEeHOKOPTUKOTPONHbI ropMoH (AKTT, KopTrkoTponuH) (Adrenocorticotropic
620
Hormone, ACTH)
ComatomeguH C (MHcynnHonopo6HbIl thaktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 990
IGF-1)
A09.05.131 /toTenHm3npyoLwmii ropmoH (/1) (Luteinizing Hormone, LH) 350
MakponponaktnH (Macroprolactin)* 1080

A09.05.087 MponakTnH (Prolactin) 350



A09.05.132 donnmkynoctumynmpyroLwmin ropmoH (©Cr) (Follicle Stimulating Hormone, FSH) 350

AyTOVMMYHHbIE MNOPAKEHUSA NEYEHN

AHTUTENa Knacca IgG K acuanornMkonpoteMHoBoMy peuentopy (aHTU-ASGPR) (Autoantibodies

Against Asialoglycoprotein Receptor, Anti-ASGPR, IgG) 1550
AHTUTENA knaccos !gA, 1gG, IgM K MATOXOHAPMAM (AHTUMUTOXOHAPVA/IbHbIE aHTUTeNa, AMA), 1380
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)
MaHenb aHTUTEN KNacca IgG npy ayTOMMMYHHbIX 3a60n1eBaHuAX nedeHun (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), uMMyHO6110T (Autoimmune Disease 3320
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
AHTVITeJ'Ia K MUKDPOCOMaMm Me4eHm 1 NoYeK, CyMmMapHo IgA+1gG+IgM (anti-liver kidney microsomal 1430
antibody, anti-LKM, IgG+IgM+ IgA)
AHTmena_ KnaccoB IgA, IgG, IgM K r_na,u,KoM MycKynatype, cymmapHo (Smooth Muscle Antibodies, 1380
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)

AYTOMMMYHHbIE 3HLOKPMHOMATUN: CaxapHblii gnabeT 1-ro Tmna
AHTuTeNa Knacca IgG k uHcynuHy (Insulin Autoantibodies, IAA, 1gG) 610
AHTUTENa K Tupo3nHgocartase (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2 Antibodies, IA-2 Ab,
Tyrosine Phosphatase Antibodies) 1550
AHTMTeNa knacca IgG k 6eTa-kneTkam nomkenyaouHoi >kenesbl (Anti-Islet Cell Antibodies, Islet Cell 1380

Autoantibodies, ICA)

AHTUTENA K aHTUreHaMm KNeToK Nopkenyao4vHon xxenessl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1550
Phosphatase, IA2, ICA-512) Autoantibodies, Total)

AHTUTeNa Knacca IgG K rnytamatgekapbokcunase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, IgG)

WepcuHum (nepcrnHnos, ncesnoTtybepkynes)

1590

MoceBs kana Ha nepcuHum (Yersinia enterocolitica, MepcUHNO3, onpeaeneHne YyBCTBUTENbHOCTY K
aHTUMUKPOOGHLIM Npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1240
Antibiotic Susceptibility Testing)

PIMTrA ¢ Yersinia enterocolitica cepoTtna O:9 (Yersinia enterocolitica O:9, IHA) 440
AHTUTENa Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgG) 490
AHTUTeNa Knacca IgA K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 490
PIMTrA c Yersinia enterocolitica cepoTtnna O:3 (Yersinia enterocolitica O:3, IHA) 440
PMTA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 440

Cucrtema cBepTbIBaHUA KPOBU

PaclimpeHHoe uccnefoBaHne reHoB cncTeMbl remocTasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 13650
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))

Tpomb6ouunTapHbIi peuenTtop hubpuHoreHa (reH ITGB3) (6e3 onucaHusi pesynbTaTtoB
Bpadom-reHeTnkom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
Tpom603bl: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onucaHus pesynbTatoB
Bpadom-reHeTnkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7180
Description))

lmneparperauma TpoMéoUNTOB, NonuMopdn3m reHa ITGA2 ¢.759 C>T Hyperaggregation of

1260

platelets, gene polymorphism ITGA2 ¢.759 C>T 2760
Tp0M603bIE COKpallieHHas naHe/b (reHbl FZ, F5) (6e3 onucaHus pesynbTatos BPaYOM-TEHETVKOM) 2450
(Thrombosis: Minimum (Genes F2, F5) (without Description))

MnepromouuncTenHemums (reHbl MTHFR, MTRR, MTR) (6e3 onuncaHns pe3ynbTaToB 4730

BpayoM-reHetnkom) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))
Imneparperauma TpoM6éoLUUTOB, NoAnMophram reHa ITGA2 ¢.759 C>T (6e3 onucaHusi pesynbTaTtoB
Bpadom-reHeTnkom) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2470
description)

Tpom603bl: cOKpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 2730
MnepromouunctenHemus (reHbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5280
MTRR, MTR))

Tpom603bl: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8010
(Genes F2, F5, MTHFR, MTRR, MTR))

PaclimpeHHoe uccnefoBaHne reHoB cucTeMbl remocTtasa (reHsl F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHns pe3ynbTaTtoB Bpadom-reHeTukom) (Extended Study of 9450

Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Nuctepuos, nuctepun



INvctepun, onpepenexHme AHK B cnnHHOMO3roBoi xuakoctu (Listeria monocytogenes, DNA,

Cerebrospinal Fluid)* 230
Nuctepun, onpegenenne JHK B moue (Listeria monocytogenes, DNA, Urine)* 230
Nnctepun, onpegenerHne JHK B cockobe anuTenmanbHbIX KNETOK CAn3nNCToM Hoca (Listeria 210

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

MoceB Ha nucTepun (Listeria monocytogenes) ¢ onpegeneHnemM YyBCTBUTENBHOCTM K

aHTMMUKPOGHBLIM Npenapartam (Listeria monocytogenes Culture. Bacteria Identification and 690
Antibiotic Susceptibility testing)

Nuctepun, onpegenerne JHK B nna3me KpoBwm (Listeria monocytogenes, DNA, Plasma)* 210
Nuctepun, onpegeneHne JHK B cockobe anuTennabHbIX KNETOK POTOrNOTKM (Listeria 210
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
Nnctepun, onpegenenne JHK B cnHoBuanbHom xungkoctu (Listeria monocytogenes, DNA, Synovial 460
Fluid)*

OnpegpeneHve cneuunduyecknx IgE: annepreHbl MblbLbl PACTEHWUIA
CmMecb annepreHoB Tpasbl: KOMOCOK AYLUWUCTbIN, POXb MHOTOMETHAS, TUMO(EEBKA, POXb
KynbTMBUPOBaHHas, byxapHuUK Lwepctuctolit, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 950
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tonons, IgE (Cottonwood, IgE, T14) 440
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 440
TumodheeBka, nbinbla, IgE (Timothy Grass, IgE, G6) 440

Cmech anfepreHoB COPHOI TpaBbl: aMOpPO3Ms MONbIHHOANCTHAS, NOJbIHb OGLIKHOBEHHAS,
NoJOPOXHMK, Mapb 6enasi, 4epTononox pycckuid, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 950
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbibua, IgE (Birch, IgE, T3) 440

MonbiHb 06LIKHOBEHHaS, Mbinbua, IgE (Mugwort, IgE, W6) 440
Cmecb annepreHoB [lepeBbeB: 0/1bXa, fleLHa 06bIKHOBEHHasA, 1Ba, 6epesa, ay6, IgE (TP9 (T2, T4,
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

Cmecb annepreHoB Tpasbl: eXka cOopHas, OBCAHHMLA NyroBasi, POXXb MHOTONETHSAS, TUMOMEEBKA,

MSITAMK NyroBoW, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 950
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

950

Mapkepbl MeTabonn3ma KOCTHOM TKaHu

25-OH ButamuH D o6wmii (25-OH Vitamin D Total, 25(0H)D, 25-Hydroxycalciferol) 1920
JesokcunupuanHonud (4NMAA4) B mouye (Deoxypyridinolinein, DPD, Urine) 1250
OcteokanbuuH (KocTHblli Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 670

N-TepMUHanbHbIM Nponentug npokosnnareHa 1 obwwmia (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-KoHLeBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-tepMuHanbHbIv Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 870
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1360

OnuromepHbIii MaTpUKCHBIN 6enok xpswa (Human Cartilage Oligomeric Protein, COMP) 2450

CTpenToKOKKOBasi MH(EKLMS (CTPENTOKOKKM rpynn A 1 B)

MoceB Ha 6eTa-reMonMTUYECKNin CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus
agalactiae), onpegeneHve YyBCTBUTENIbHOCTY K aHTUMMKPOGHLIM Npenapartam (Streptococcus 880
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha GeTa-reMonUTUYEecKnii CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 690
CTpenToOKOKK rpynnbl B, .aHTI/IFeHHI:II‘/'I TecT (Streptococcus Group B. One Step Rapid 1050
Immunochromotographic Assay)

CTpenToKOKK rpynnbl A, aHTUreHHbI TecT (oTAaenseMoe poTornoTku) (Streptococcus Group A. One 870

Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMoNNTUYECKMIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes), onpegeneHve 4yBCTBUTENBHOCTY K aHTUMUKPOOGHbIM Npenapatam (Streptococcus 810
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CtpenTokokk, onpegeneHne AHK B cntoHe (Streptococcus spp., DNA, Saliva)* 390
MoceB Ha 6eTa-reMoMTUYECKNIA CTPENTOKOKK rpynmbl A (Streptococcus group A, Streptococcus

- LS 620
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CTpenToKoKK, onpegenenne AHK B nnasme kposu (Streptococcus spp., DNA, Plasma)* 590
CtpenToKoKK, onpefeneHue AHK B cockobe anuTtennanbHbIX KNeToK poTornoTku (Streptococcus 390
spp., DNA, Scrape of Faucial Epithelial Cells)*
CtpenTokokk, onpegeneHne AHK B mokpoTe (Streptococcus spp., DNA, Sputum)* 790

BroreHHble aMUHbI



A09.28.034.001 MeTaHe(hp1HbI (hpaKkLMOHMPOBaHHbIe (CBOGOAHbLIE Y KOHBIOTUPOBAaHHbIE),

24-yacoasa moya (Metanephrines fractionated, free and conjugated , 24-h urine) 2260
MeTabonuTbl KaTeXOIaMWHOB U CEPOTOHMHA, CYyTOYHAaa MoYa: BaHUAMIMUHAanesas kucnora (BMK),
romosaHunnHosas kucnorta (MBK), 5-rugpokcnnHponykcycHas kucnota (5-FMYyK)(Catecholamines 2260
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepoTOHMH B CbIBOPOTKE KPOBM (Serotonin, Serum) 2090
KaTtexonamuHsbl (agpeHanuH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2060
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KatexonamuHbl (agpeHanunH, HopagpeHanuH, godamnH) B nnasme Kposu — KATEMT 2090
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
fmctamyH B Nnasme Kposu (Histamine, Plasma) 2420
MeTaHepVHbI PPaKLMOHNPOBaHHbIE, pa3oBasi MoYa (CBOHOAHbIE + KOHBIOIMPOBaHHbIE)
- . - - 1830
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHsbl (agpeHanuH, HopagpeHanvH, fohamuH) B Mode (Catecholamines: 2060
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnucTopxo3 (kowwaybs AByycTka, Opisthorchis felineus)
AHTuTEeNa Knacca IgG k aHTUreHam onucropxmca (Anti-Opisthorchis felineus 1gG) 790
Nam6nno3s,namonmm
Nambnun (Giardia liamblia), syaperiHbiii cMHAPOM, aHTUreHHbI TecT (Giardia liamblia. One Step 870
Rapid Immunochromotographic Assay)
AHTUTENA Knaccos IgM, 1gG, IgA K aHTUreHam nsm6aumiA, cymmapHo (Anti-Giardia lamblia IgM, IgG, 570
IgA, Total)
Broxmmms Moy (CyTOUHas aKCKpeLms)
A09.28.027 AMMnasa B MO4e CyTOUHOW NN NOPLMOHHOM 3a n3MepeHHoe Bpems (Anbda-ammnniasa,
. : 230
Avacrtasa moum) (Amylase, 24-Hour or Timed Urine)
Kanbuwii (Ca), cytouHas moua (Calcium (Ca), 24-Hour urine) 200
Kanwii (K), Hatpuii (Na), cytouHast moya (Potasium (K), Sodium (Na), 24-Hour urine) 190
Mpoba Pebepra (KnupeHc aHAOreHHOro KpeaTuHNHa, CKOPOCTb KTy6OUKOBOW (hubTpaumum) 190
(Glomerular Filtration Rate, GFR)*
A09.28.011 ntoko3a, cytouHas moya (Glucose, 24-Hour urine) 150
A09.28.009 MoueBuHa, cyTouHas Mmoya (Urea, 24-Hour urine) 150
A09.28.010 MoueBas kucnoTa, cytouHasa moya (Uric Acid, 24-Hour urine) 190
A09.28.003 O6Lmit 6enok, cytouHas Moya (Protein Total, 24-Hour urine) 130
MarHui, cyTouHas Mmoya (cyTouHas akckpeums), (Magnesium, 24 h urine excretion) 300
MeTaHehpuHbI (PPakLNOHMPOBaHHbIE CBOOOAHbIE, CYTOUHAA Moya 1890
Okcanartbl, cyTodHass Mouda (Oxalates, 24-Hour urine) 1220
A09.28.003.001 AnbbymuH, cyTouHas moya (Albumin, 24-Hour urine) 320
A09.28.006 KpeatunHuH, cyTouHas moya (Creatinine, 24-Hour urine) 150
docgop (P), cytouHass moya (Phosphorus (P), 24-Hour urine) 200
ViMmyHOrnobynuHel o6Lme
A09.05.054.002 MimmyHornobynuHel knacca A (Immunoglobulin A, IgA) 250
A09.05.054.003 mmyHornobynuHbl knacca M (Immunoglobulin M, IgM) 250
A09.05.054.004 NmmyHornobynuHbl knacca G (Immunoglobulin G, IgG) 250
A09.05.054.001 immyHorno6ynmHbl knacca E (06wuii IgE, MMyHOrno6ynmH E o6Lmii)
. 390
(Immunoglobulin E Total, IgE Total)
BackynuTbl 1 MopaXxeHusi NoYeK
AHTUTeNa knacca IgG K 6asanbHON MembpaHe Knyb6oukoB novek (aHTu-BMK) (Glomerular Basement 1560
Membrane Antibodies, Anti-GBM, IgG)
AHTuTeNa knacca IgG k ymutonnasme Hentpodmnos (AHLA) (Anti-Neutrophil Cytoplasmic 1220
Antibodies, ANCA, 1gG)
AHTUTENa Knacca IgG K npotenHase-3 (aHTM-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1120
PR-3 ANCA, IgG)
AHTUTeNa Knaccos IgG, IgA, IgM k peuentopy octhonunassl A2 (PLA2R), cymmapHO 2470
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, IgG, IgA, IgM, Total)
MaHenb aHTUTEN K aHTUIreHaM aHTUHENTPOMUbHBIX aHTUTEeN (NaHenb aHTureHoB AHLIA), IgG 3100

(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG, Panel)



AHTUTeNa Knacca IgG k C1q paktopy komnnemeHta (Anti-Complement 1q Antibodies, Anti-C1q,
I9G)

AHTUTENa Knaccos IgG, IgA, IgM K kneTkam cocyguctoro sHgotenuns (HUVEC), cymmapHO
(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)

AHTUTeNa Knacca IgG k muenonepokcungase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1120

OPYITME NHOEKLIMN

1120

1550

AHTUTENa K BUpycy nonnomunenuta 1-ro un 3-ro tmnos (Anti-Poliovirus serotypes 1, 3, IgG) 1450

AHTUTENA K reMOnnbHOM nanoyke Tuna b, IgG (AHTUTeNa knacca 1gG K
nonupuéosunpuoutondgocgary) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tuna b 1810
(HiB), anti-PRP Haemophilus influenzae b 1gG)

Boppenros (6onesHb Jlaima)

AHTuTena Knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG) 570
boppenuu, onpegenerne JHK B cnMHHOMO3roBow »kmuakoctu (Borrelia burgdorferi, DNA,

Cerebrospinal Fluid)* 460
Boppenuu, onpegeneHne AHK B cuHOBUanbHOM xunakocTy (Borrelia burgdorferi, DNA, Synovial 460
Fluid)*
AHTUTeNa Knacca IgM k Borrelia burgdorferi, BbisiBnsiemble metofom BectepH-6noTa (Anti-Borrelia 1800
burgdorferi IgM, Western Blot (WB))
AHTuTena knacca IgG k Borrelia burgdorferi, BbiiBnsieMble METO40M MMMYHO6/IOTTUHTA 2020
(Anti-Borrelia burgdorferi IgG, Immunoblot )
AHTUTeNa Knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 570
lMcrxoakTMBHbIE BeLLEecTBa B MOYe
BapbuTypatbl B Mo4ye (Barbiturates, Urine)* 1120
HapKOTMKM 1 NCUXOTPOIMHbIE BELLECTBa ? CKPUHMHT (KOMMIEKCHbIM aHaIM3 MOYM Ha onuaThl,
ameTammH, MeTaMgeTaMnH, KOKauH, KaHHabnHounabl 1 nx metabonuTbl) (Drugs and Psychotropic 3100
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)
KaHHabuHoungel (MapuxyaHa) B Mode (Cannabinoids (Marijuana), Urine)* 1120
JraHon (anikoronb) B Mmove (Ethanol (Alcohol) Urine)* 1120
«BpeaHble NpuBbIYKU» (AHAIN3 MOYM HA HUKOTWH, MCUXOTPONMHbLIE N HAPKOTUYECKME BELLLECTBA,
NCUX0aKTMBHbIE NeKapCTBEHHbIE NpenapaTbl (HUKOTUH; MCUXOTPONHbIE N HAPKOTUYECKME BeLLEeCTBa,
. P : 3280
NcrXxoaKTMBHbIEe NekapcTBeHHbIe npenapartsl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants
and Psychotropic Substances, Urine)*
Onunartbl (MopthrH/reponH) B moye (Opiates (Morphine/Heroin), Urine)* 1120
anwreiHa-bapp BMpycHas nHgekumsa (BMpyc dnwteliHa-bapp)
Bupyc SnwreliHa-bapp, onpegenerHve OHK B BbinoTte (EBV DNA, Exudate)* 250
Bupyc SnwreiiHa-bapp, onpegenenve AHK B cnuHHOMO3roBoii »kxmakocTu (EBV DNA, Cerebrospinal 250
Fluid)*
AHTUTeNa Knacca IgG K KancMaHoMy aHTUreHy Bupyca dnwTteiiHa-bapp (Anti-EBV Viral Capsid
. 690
Antigens (VCA) IgG )
AHTUTENa Knacca IgG K paHHeMy aHTUreHy Bupyca dnwteliHa-bapp (Anti-EBV Early Antigen (EA) 570
19G)
AHTUTENA Knacca IgG K afepHOMY aHTUreHy Bupyca dniwTteiiHa-bapp (Anti-EBV Nuclear Antigen
480
(EBNA) IgG )
Bupyc SnwreliHa-bapp, onpegenerve JHK B BeHO3HOM Kposu (EBV DNA, Blood)* 380
Bupyc dnwreiiHa-bapp, onpegenerHne AHK B cntoHe (EBV DNA, Saliva)* 250
Bupyc SnwreliHa-bapp, onpegenerve JHK B cekpeTe npocTtartsl, askynate (EBV DNA, Prostatic 250
Fluid, Semen)*
Bupyc SnwreliHa-bapp, onpegenerve JHK B cockobe anutenuanbHbIX KNETOK CN3UCTON Hoca 250
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc dnwreliHa-bapp, onpeaenerne AHK B cockobe anutenmanbHbIX KNETOK YPOreHUTaIbHOro 250
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENA Knacca IgM K KancvugHoMy aHTUreHy Bupyca dnwreliHa-bapp (Anti-EBV Viral Capsid
. 480
Antigens (VCA) IgM )
Bupyc SnwreiiHa-bapp, onpegeneHve AHK B cockobe anuTennabHbIX KNETOK poTornoTky (EBV 250
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc SnwreliHa-bapp, konnuectBeHHoe onpegeneHne HK B cbiBopoTke Kposu (EBV DNA, 370
Serum)*
Bupyc SnwreliHa-bapp, onpegenernne AHK B moue (EBV DNA, Urine)* 250

Bupyc dnwreiHa-bapp, kauectBeHHOe onpegeneHue AHK B cbiBopoTke KpoBu (EBV DNA, Serum)* 380



OnpegeneHune crieumduuecknx IgE: KOMMNIEKCHbIE afiepronaHenu
MaHenb pasHble ansiepreHsl 2
MaHenb neguartpuyeckas, IgE (Pediatric Panel, IgE)
MaHenb pa3Hble annepreHsbl 1
MaHenb pecnupaTtopHble anneprexsl, IgE (Respiratory Panel, IgE)

MaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE)

Anneproumn ImmunoCAP ISAC, 112 anneprokoMnoHeHToB (Allergochip ImmunoCAP ISAC, 112
allergic components)

Anneprouun ALEX2, 300 anneprokoMnoHEHTOB 1 06Lwmii IgE

HapyleHna obmeHa BelecTs
O6MeH thonmeoii kucnoTbl (reHbl MTHFR, MTRR, MTR) (6e3 onucaHusi pesynbTaTtoB
BpayomM-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: pevenTtop ButamuHa D (reH VDR) (6e3 onvncaHnst pe3ynbTaTtoB BPayOM-reHeTUKOM)
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

JNakta3Hasa HegocTatovHOCTL (reH MCMG6) (Adult Lactase Deficiency (Gene MCMG6)

HacnepactBeHHsbIi remoxpomartos, | tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE))

Octeonopos: peuenTtop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene
VDR))

CuHgpom Xunnbbepa (reH UGT1A1L) (Gilbert's Syndrome (Gene UGT1A1))

OcTeonopos: cokpalleHHast naHesnb (reHbl CALCR, COL1A1) (6e3 onucaHus pesynbTatoB
Bpayom-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description))
O6meH donunesoli kucnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR))

OcTeonopo3s: cokpalleHHas naHens (reHsl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1A1))

Octeonopo3s: nonHas naHesnb (reHbl CALCR, COL1A1, VDR) (6e3 onucaHus pesynbTaTtoB
Bpayom-reHeTnkom) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))
HacnepactBeHHas nNpeapacnonoXXeHHOCTb K caxapHOMy AnabeTy 1-ro Tvna no Tpem /0Kycam reHoB
cuctembl HLA 1l knacca (reHsl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

Octeonopo3s: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR))

Ycnyrn Bpada-reHetnka

OnuncaHue pe3ynbTaToB reHeTUYEeCKOro Tecta 2 kareropum cnoxxHocty (NeNe 118IM1/63, 121M/B3,
123rM/B3, 131rM/63, 141IM/B3, 115IM/B3, 124IT1/B3, 154IT1/B3) (Genetic Test Results: Description
of the 2-nd Category Complexity)

OnwucaHne pesynbTaTtoB reHeTnyeckoro Tecta 1 kateropun cnoxHoctv (NeNe 720163, 7611E3,
7014B3, 125IT1/B3, 7207563) (Genetic Test Results: Description of the 1-st Category Complexity)
OnucaHue pe3ynbTaToB reHeTUYecKoro Tecta 3 kateropun cnoxxHoct (NeNe 122M1/63, 129IM/B3,
120rmn/e3, 137r/63, 138IM/63, 153T1/63, 110IM/63, 114T1/B3, 140I'T1/B3, 7661563, 725853,

134rn/B3, 135IM/63, 136M1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnucaHune pe3ynbTaToB reHeTUYECKOro Tecta 4 kateropun cnoxxHoctn (NeNe 1441T1/63, 143IM/B3,
139rn/B3, 145IM/B3, 108IT/B3, 19IM/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

ViHTepepOoHOBRI cTaTtyc (4 nokasarens) ¢ onpefeneHeM HYyBCTBUTEIbHOCTN K UMMYHOMOAYNATOPam

M3onpuHo3uH (Isoprinosine)
MmmyHomakce (Immunomax)
MmmyHan (Immunal)
TumoreH (Thymogen)
Manasup (Panavir)
TakTmBuH (Tactivinum)
VimyHotaH (Imunofan)
MonnokeungoHuii (Polyoxidonium)
lranasut (Galavit)
MmyHopuke (Imunorix)
Nukonung (Licopid)

Tokconnasmos (Tokconnasma)

1840
3670
1840
3670
3670

27300

26990

4730

1260

1310
2600

1390

4540

3630

5280

4050

4730

6240

5280

1050

530

2100

4730

490
490
490
490
490
490
490
490
490
490
490



AHTUTeNa knacca lgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)
AHTuTeNa knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

Tokconnasma, onpegeneHve HK B cbiBOpoTKe KpoBu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegeneHve OHK B cnmHHOMO3roBow »kmakocth (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsungHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegeneHve AHK B Bbinote (Toxoplasma gondii, DNA, Exudate)*

CocK0b6 anuTenmasbHbIX KNeTok POTOINOTKKN

MHeBMOKOKK, onpegeneHne JHK B cocko6e anuTenmabHbIX KNeToK POTOrnoTKK (Streptococcus
pneumoniae)

MapakoK/oLL

MoceB oTaensaeMoro poTornoTkn Ha 6opgetennsl (Bordetella pertussis/parapertussis,
kokntow/napakokntow) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

3CTPOreHbl 1 MPOrecTUHBbI
Actpagmon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OLeHKa (hyHKLMUM KOpbl HAANOYEYHNKOB

A09.05.135 KopTtuson (TmgpokopTnsoH) (Cortisol, Hydrocortisone)

A09.28.035 CBO6GOAHbIN KOpTU30/, cyTouHass Moda (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbaocTtepoH (Aldosterone)
A09.05.121 PeHnH (PeHnH nna3mbl KPoBwW, Npsamoe onpegeneHune) (Direct Renin, Plasma)
KopTtunzon, cntoHa (Cortisol, Saliva)
OueHkKa (hyHKUMM NoYek
A09.05.230 UuctatuH C (Cystatin C)
A09.05.017 VccnepoBaHne ypoOBHA MOYEBUHbLI B KPOBU
A09.05.018 MoueBas kucnorta (Uric Acid)
A09.05.020 VccnenoBaHne ypOBHS KpeaTUHMHA B KPOBU
Apyrne
MuUX-uccneposaHve pl16INK4a un Ki-67
MnawueHTapHbIA thakTop pocTta (PLGF)
HecTepougHble perynsTopHble hakTopbl MOMOBLIX Xenes

MHrm6wmH B (Inhibin B)

AHTUMIONNEpPOB ropmoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodtobnactuueckunii 6eta-1-rnmkonpoteunH (TEIN) (Trophoblastic beta-1-Globulin, TBG)
AHTUOCHONNNUAHBIA CUHLPOM
AHTUTeNa Knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG)

AHTUTENa Knacca IgM K aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTUTeNa knaccos IgG, IgA, IgM k 6eTa-2-rnMkonpoTterHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTuTEeNa Knaccos IgM 1 1gG k hoconunugam (Anti-Phospholipid Antibodies, APA, IgM, IgG)

AHTUTENA K 6eTa2rnnkonpoTenHy IgA

AHTUTENa Knaccos IgG un IgM K docthatnanncepuH-npoTPOMOVHOBOMY KOMIMIEKCY, CyMMapHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM, Total)

AHTUTeNa Knaccos IgA, IgM, 1gG k kapauonununy, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, IgG,
aCL, Screening)

AHTuTeNa knaccos IgG u IgM k ocatnamncepuny (Anti-Phosphatidylserine, IgG, IgM)

AHTUTENa K 6eTa2rnnkonpoTtenHy IgM

MaHenb aHTU(octhoNMNnHbIX aHTUTeN, IgG, IgM MeToaoM AOT-MMMYHOAHa/IN3, KAYECTBEHHbIN TECT
B CbIBOPOTKe KpoBu (Anti-Phospholipid Antibodies Panel)

360
490
380

250

950
250

450

1440

350
350

350

690

780
830
560

680
150
150
150

5500
3600

1120

1120

440

1190
1190

1140

730
1090

1220

1030

1620
1190

8190



AHTUTeNa Knacca IgA K kapgnonununy (Anticardiolipin IgA, aCL IgA)

AHTUTENA K 6eTa2rankonpoTtenHy IgG

AHTUTENa Knacca IgG K kapguonunury (Anticardiolipin 1gG, aCL 1gG)

AHTuTeNa Knacca IgM k kapamonununy (Anticardiolipin IgM, aCL IgM)
Nvnugpl, NMNONPOTENHBI, aNOANMOMNPOTEVHbI

XenuHble knucnothbl (Bile Acids)

AnonvnonpotenH Al (AnonpoTtenH Al, ano Al) (Apolipoprotein A1, Apo Al)

XonectepuH-JINMOHT (XonecTepuH NMNONPOTEMHOB OYeHb HWU3KOM NA0THOCTKW, JINTOHTI, VLDL
Cholesterol)

AnonunonpoTeuH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpuranuepuapl (Tr) (Triglycerides)

A09.05.004 NccnepoBaHme YPOBHS X0necTepuHa NMONPOTENHOB BbICOKOM NIOTHOCTA B KPOBHU
NvnonporteuH (a), N (a) (Lipoprotein (a), Lp (a))

A09.05.028 ViccnepoBaHMe YPOBHS XonecTeprHa IMNONPOTENHOB HMU3KOM NIOTHOCTU B KPOBU
A09.05.026 XonectepuH o6wmii (XonectepuH) (Cholesterol Total)

XonectepuH JINHM (npsamoii metoa) Cholesterol LDL (direct)

MHTepthepoHOBbI cTaTyc (4 noKasaTtens) c onpegeneHNeM HYyBCTBUTENIbHOCTU K MHAYKTOPaM MHTepthepoHa

Heoswup (Neovir)

AMUKCUH (Amixin)
LinknotepoH (Cycloferonum)
Karouen (Kagocel)

MOHUTOPUHI 6EPEMEHHOCTM, BUOXMMUYECKME MapKepbl COCTOSHNSA Noja
AccoummpoBaHHbI ¢ 6epeMeHHOCTLI0 NpOoTenH-A nnasmel (Pregnancy-Associated Plasma
Protein-A, PAPP-A)
A09.05.090 XOop1oHUYeCcKuMii roHagoTpONuH Yenoseka (XY, 6eta-Xry, ?-Xry) (Human Chorionic
Gonadotropin, HCG)
CBO6GOAHBIN ?-XI'Y (cBOGOAHAs ?-Cyb6beaNHNLA XOPUOHMYECKOr0 roHa0TPOMNMHa YenoBeka) (Free
Human Chorionic Gonadotropin, Free HCG)

PRISCA2 pacuet
PactBopumas fms-nogo6Hast TMpo3nHKMHaza-1 (sFlt-1)
CB06GOAHBIN acTpuon (Estriol Free, E3)

PRISCAL pacuet

MnaueHTapHbIi nakToreH (XopuoHnyveckumii comatomammoTponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic
Somatomammotropin, hCS)

OBLLEKINHNYECKIE UCCNEe0BaHNS KPOBU

CO?3 (ckopocTb ocefaHus aputpoumtoB) (Erythrocyte Sedimentation Rate, ESR)

NelikounTtapHas Gopmyna (amddepeHLMpPOBaHHbIA NOACHET NEKOLNTOB, NeNKOLMTOrpaMmMa) C
06s13aTeNIbHON «py4YHOIi» MUKpOCKonuei Maska kposu (Leucocyte Formula (Differential White
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NevikounTtapHas popmyna (AnddepeHLMPOBaHHbI NOACHET NEKOLMTOB, NeNKOLMTOrpaMmMa) C
MUKPOCKOMME Ma3ka KPOBU NPy HaIM4umn Natonornyeckmx casuros (Leucocyte Formula
(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of
Pathologic Changes)*

TpomM6oLnTbI, MMKPOCKONUS (NOACHET B OKpaLleHHOM Maske no metogy ®oHuo) (Platelets,
Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wwin aHanm3 kposu (OAK) (6e3 nerkoumTapHoii hopmynbl 1 CO3) (General Blood Analysis,
without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsl (Reticulocytes)

OcmoTryeckas pe3nCTeHTHOCTb 3PUTPOLUTOB

MHTepthepoHOBbI cTaTyc (4 NOKasaTtens) ¢ onpeaeneHneM HYyBCTBMTEIbHOCTU K MpenaparamM MHTepgepoHa

WMHrapoH (Ingaron)

PeatepoH (Reaferonum)
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350

490
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250
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Koknto
AnddepeHumpoBaHHoe BoisiBneHne JHK Bordetella species: Bordetella pertussis (Bo36yautenb

KOK/owa) u Bordetella bronchiseptica (Bo36yauTtens 6pOHX0CENTUKO3a) B COCKOOE anuTennasibHbIX
KNeTOK CNM3UCTOM poTornoTku u/unn Hocornotkm (Differentiated detection of DNA Bordetella spp.:

Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis
pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTeNa Knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis 1gG)

AHTuTeNa knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM)

AHTuTeNa knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA )
BNOXNMUA

Owmera-3 nugekc (Omega-3 Index)

MpokanbUnTOHUH (Procalcitonin)

XupHble kncnoTel, Npogune: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma)
ViImMMyHoremarosnoruns

ANNOVMMYHHbIE aHTUTeNa, BKoYasa aHtutena K Rh-aHtureHy (Anti Rh)

A12.05.005 Npynna kposu (Blood Group, ABO)

Rh (C, E, c, e) Kell-peHoTnnnposaHue (Rh C (E, ¢, e) Kell-Phenotyping)

A12.05.006 Pe3yc-npuHaanexHocTsb (pesyc-taktop) (Rh-factor, Rh)

BbICOKOTEXHOIOTMYHbIE UCC/ie0BaHNA BOAbI

Boga: nonHas 1 KomnaekcHas oueHka kadectsa (Water: Complete and Comprehensive Quality
Assessment)*

Boga: nogo3peHune Ha 3arpsisHeHMe NpoMbILIeHHbIMKY oTxodamu (Water: Suspicion Industrial Waste

Contamination)*

Bopga: nogo3peHue Ha 3arpsisHeHVe NPOAYyKTaMmn CropaHnst 1 BbIGpocaMu OT aBToMarucTpaneii
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*

Boga: nogo3peHmne Ha 3arpsa3HeHne 6biToBbiMy oTxogamu (Water: Suspicion Household Waste
Contamination)*

Boga: cokpalleHHas oueHka Kadectsa (Water: Abridged Quality Assessment)*

Boga: noao3peHmne Ha N3GbLITOUHOE NPYMEHEHNE peareHToB A1 Bogoo4uncTkm (Water: Suspicion
Excessive Use of Chemicals for Water Treatment)*

TpuxuHennes (TpuxmHenna, Trichinella spiralis)
AHTuTeNa Knacca IgG k aHTureHam TpuxmHenn (Anti-Trichinella IgG)
CKPUHVHIOBblE NCCNeA0BaHNS BOAbl

Bopa: oueHka kayvecTta rno 20 napameTtpam (Water: Quality Assessment 20 Parameters)*
OnpegfeneHne KOHUeHTpaumii gna 6 pagnonyknngos (Determination of Concentration 6
Radionuclides)*

Pagnonornyeckune nccnefoBaHns NPo6 NUTLEBON BOAbl — 6a30BbIli TECT Ha 06LLYO ?- 1
?-akTmBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*

Bopa: oueHka kavectBa no 30 napameTtpam (Water: Quality Assessment 30 Parameters)*

OnpegeneHne KOHUeHTPaumii agnsa 4 pagnonyknmgos (Determination of Concentration 4
Radionuclides)*

BonesHu cepaua n cocyaos
ApTepuanbHas rmnepTeHsuns, nonHasa naHesns (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full
Panel (Genes ACE, AGT, NOS3))

ApTepuansHas runepteH3us, nonHasa naHens (reHsl ACE, AGT, NOS3) (6e3 onuncaHuns pesynbtaTtoB
Bpayom-reHeTnkom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

ApTepuasnbHasi TMnepTeH3us, CBS3aHHas ¢ HAPYLWEHUSIMY B PEHUHAHTMOTEH3VHOBO cucTeme (reHbl

ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))

ApTepuanbHas rmnepTeH3nsl, CBsi3aHHas ¢ HapyLUEHUAMW B PEHUHAHTMOTEH3VHOBOW cUCTEME (FeHbI

ACE, AGT) (6e3 onucaHusa pe3ynbTatoB BpayoM-reHeTnkom) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuanbHas rMnepTeHsus, CBA3aHHas ¢ HapyLLeHUSIMM B paboTe aHgoTennanbHon NO-CHMHTasbl
(reH NOS3) (6e3 onncaHns pe3ynbTaToB BpavyoM-reHeTukoM) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnegoBaHve NOYeYHOro KaMHs

AHann3 XMMUYECKOTr0 COCTaBa MOYEBBIX (MOYEYHbIX) KaMHE METOAOM NMH(PaKPaCcHOW
cnektpomeTtpumn (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry)
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AHa/IM3 XMMMYECKOro coctaBa MOYEBbIX (MOYEYUHbIX) KAMHE METOLOM PEHTIEHOCTPYKTYPHOrO
aHanu3a (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3520
analysis)

BonesHy LeHTpanbHOW HEPBHOW CUCTEMbI

MpenpacnonoXxxeHHOCTb K aTepockneposy 1 6one3Hn Anbureiivepa (Alzheimer's Disease) 2600

OLeHKa COCTOSIHNA UHKPETOPHOW U CEKPETOPHOM (PYHKLMN dKeNy[04HO-KMLLEYHOrO TPakTa
CTMynsauuoHHaa npoba — ractpmH-17 (cTumynupoBaHHsbIii) (Gastrin-17 Stimulation Test,

Gastrin-17, G-17) 1100

MencuHoreH | (Pepsinogen I) 880

A09.05.057 lacTtpuH (Gastrin) 620

lactponaHens (GastroPanel) 4160

MencuHoreH Il (Pepsinogen 11) 880
lenatnt G BUpycHasa NHMekums (BUpYyc renatnta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegenenune PHK B cbiBopoTke KpoBu (HGV RNA, Serum)* 600
HewnHBa3nBHas oLieHKa (hrbpo3a neveHn

dunbpoTecT (FibroTest) 10860

drnbpoMakc (FibroMax) 13880

dunbpoTecT (FibroTest) 12200

CreatoCkpuH (SteatoScreen) 5760

dnépoMakc (FibroMax) 16000

NASH-FibroTest 17550

NASH-FibroTest (pacyeTHbliA) 17120
LinToreHeTn4yeCcKne nccnefoBaHns

I/Iccne,qOBaHmve kapuoTuna (KonmyecTBEHHbIE U CTPYKTYPHbIE aHOMa/IMN XPOMOCOM) C 7900

0653aTeNbHOI Bblgayei kapuorpammbl

VccnepgoBaHme kaproTtuna (KONMYecTBEHHbIE U CTPYKTYPHbIE aHOMaInm XpoMocom) (Karyotype) 7090

Kapuotun nnoga (abopTHbI MaTepuran) 16170
OcCTpble KULIEYHbIE UH(EKLN

OcTpble KuileyHble nHdekuun, MNMLP-CKPUHMHT BOCbMU GaKTepUasibHbIX U BUPYCHbIX BO3OyauTenei

OCTPbIX KMLIEeYHbIX NHeKuuii B kane (Acute Intestinal Infections, PCR, Fecal) 1430

SHTepoBupycekl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 470

OcTpble KuieyHble nHpekuun, MNLIP-cKpuHMHT TPEX BUPYCHbIX BO36yauTteneit, kan (Acute Intestinal

Infections, PCR, Fecal) 1130
dapmakoreHeTMKa

beta-agpeHobnokartopsl. FeH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6) 7390

NHrnéutopsl AM®, gnysactatnH, 6nokatopsl peyentopos ATl MporHosmpoBaHme

He(pONpPOTEKTUBHOIO adhhekTa MHIIM6UTOPOB AMN® npu HegmabeTnyeckmx 3aboneBaHuUsX.

FeHeTMYeCcK/Ee MapKepbl IHEKTUBHOCTM aTeHOI0NA NPV apTepUaNbHON TMNepTeH3nKn ¢ 2760

rmnepTpodmeli NeBOro »kenyaouka unv Tepanuu gyBactaTMHOM NPU NLWEMUYECKO 601e3HN
cepgua. OnpejeneHne HaMuna NOIMMOPKN3MOB reHa aHrMOTEeH3NH-NPeBPaLLAatoLLEro PepmeHTa
(reH ACE) (ACE Inhibitors, Fluvastatin, ATIl Receptor Blockers.

MeToTpekcaT. _[eHeTU4eckue MapKepbl NOBbILLIEHHOIO PUCKa PasBUTUSA NMOBOYUHbIX peakLmii npu

npvieme MeToTpekcarta Ha (hoHe SIeHeHns PeBMaToMAHOro apTpuTa. MeToTpekcar: HapyLleHue

meTabonunsma GponmeBori KucnoTel. OnpegeneHne HaMuns NOIMMOPEHU3MOB reHOB (hepMEHTOB 5280
peakumii ponatHoro ymkna (Methotrexatum. Genetic Markers of Increased Risk of Development of

Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate

Disrupts Metabolism

MapoTuT annaeMmnyeckunin

AHTUTena knacca IgG K BUpycy anugemuyeckoro napotuta (Anti-Mumps IgG) 710

AHTUTeNa Knacca IgM k Bupycy anugemunyeckoro napotuta (Anti-Mumps IgM) 710
Mna3ma kposu (SATA)

MHeBMOKOKK, onpegeneHve AHK B nnasme Kposu (Streptococcus pneumoniae, DNA) 450
KanbLmii-perynvpytoLuye ropMoHbl

KanbumTtoHumH (Calcitonin) 860



A09.05.058 MapatupeounaHblii ropmoH (MapatropmoH, napatupwuH, MTr) (Parathyroid Hormone,
PTH)

OXMHOKOKKO3 (3XMHOKOKKW, Echinococcus spp.)
AHTUTeNa Knacca IgG k aHTUreHam axnHokokka (Anti-Echinococcus 1gG)
[nsentepua amebHas, ame6uas
AHTUTENA Knacca IgG K aHTUreHam Au3eHTepuiiHoli ame6bl (Anti-Entamoeba histolytica IgG)
lenatnt D BUpycHas nHdekuns (supyc renatmta D, Hepatitis D Virus, HDV)
AHTUTeNa Knaccos IgM u 1gG K Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHve PHK B cbiBopoTke kpoBu (HDV RNA, Serum)*
AHTUTENa Knacca IgM K Bupycy renatuta D (Anti-HDV IgM)

Acneprunnes

MneceHb Aspergillus fumigatus (M3), annepreH-crneymduueckne IgG (Aspergillus fumigatus, IgG,
M3)

BakTtepougHas tnopa

baktepouabl, onpegeneHne JHK B cockobe anuTennanbHbIX KNETOK YPOreHUTalbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

lenatnt A BUpYyCHas nHMekuua (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTUTENa Knacca IgG K Bupycy renatmta A (Anti-HAV 1gG)
Bupyc renatuta A, onpegeneHune PHK B cbiBopoTke kposu (HAV RNA, Serum)*
AHTuTeNa Knacca IgM k Bupycy renatuta A (Anti-HAV IgM)

FapgHepennes (rapgHepenna)

lapaHepenna, onpegeneHne AHK B cockobe anuTennanbHbIX KNeTOK YPOreHUTalbHOro TpakTta
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapgHepenna, onpefeneHve OHK B cekpeTe npoctaThbl, 3akynsaTte (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

lrapgHepenna, onpegenerHve AHK B moue (Gardnerella vaginalis, DNA, Urine)*
AyTOMMMYHHbIe 3a60M1eBaHUsA NErKNX U cepaua

AKTMBHOCTb aHIMOTEH3MH-NpeBpaLlatoLLero epmeHTa (AMP) cbiIBOPOTKM KpOBU (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HM) B cbiBOpOTKe KpoBwm (Neopterin, Serum)

AHTUTENa Knacca IgG K cepeyHoli Myckynatype (M1oKapay), aHTUMMoKapananbHble aHTUTena
(Anti-Heart Antibodies, 1gG)

OueHKa 3HLOKPUHHOW (YHKLUWN NOKENYAOUHOW XKenesbl
HOMA-G pacueT nHgekca (Npv BbINOHEHUW THOKO3bl U3 CEPOI NPOBUPKM)
HOMA-IR pacuet nHgekca
A09.05.056.001 MpowuHcynuH (Proinsulin)
C-nentung (C-Peptide)
A09.05.056 MHcynuH (Insulin)

Kamnnnobakrepunos, kamnunaobakrep

MoceB kana Ha kamnunob6akrtep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial

Identification)
PotaBupycHasi MH(eKLus (poTaBmpyc)

PotaBupyc (Rotavirus), gnapeinHbiii CMHAPOM, aHTUreHHbI TecT (Rotavirus Direct Detection by Latex

Agglutination)
Femaronornyeckune uccnefoBaHus

JnekTpoopes reMorno6uHa. FfeMorno6uHonaTum

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegenernve OHK B cocko6e anuTenvanbHbIx kKneTok Koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwuko3bl (MapasuTapHble rprbbl — 4epMaTopuUTb)

MapasutapHble rpubbl, MUKPOCKOMMYecKoe nccnefoBaHve npob Horteit (Fungal Infections of Nails)

MapasuntapHble rpnbbl, MMKPOCKoNUYeckoe uccnegosaHve npob koxu (Fungal Infections of Skin)
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VIMMYHHbIE TPOMGOLMTONEHNM

AHTUTENa Knacca K IgG Tpombouutam, Henpsimoii Tect (Platelet Antibodies IgG, Indirect)
CanbmoHennbl (Tugh 6proLLIHON, NapaTud, canbMoHennes, Salmonella spp.)

PIMrA ¢ Salmonella gr.A (Salmonella gr.A, IHA)

PMrA ¢ Salmonella gr.B (Salmonella gr.B, IHA)

AHTUTena K Salmonella gr.E, PMr'A (Salmonella gr.E Antibodies, IHA)

AHTUTena K Salmonella typhi, PMIA (Salmonella typhi Antibodies, IHA)

PIMrA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PIrA c Salmonella gr.D (Salmonella gr.D, IHA)

PMrA c Salmonella gr.C (Salmonella gr.C, IHA)
CTpoHrnnongos

AHTUTeNa Knacca IgG k aHTUreHam cTpoHrunongosa (Anti-Strongyloides stercoralis 1gG)
PVKKeTCro3, TG CbIMHOM (PUKKETCUN)

PMTA ¢ cbIMHOTU(O3HbLIM AMArHOCTUKYMOM pPUKKeTcuii MpoBadeka (Rickettsia prowazekii, IHA)
[MUrmMeHThbI

A09.05.021 NccnepoBaHme YPOBHS 06LLero 6unMpybuHa B KpOBU

A09.05.022 VccnepoBaHme ypOBHS CBOGOLHOIO 1 CBA3aHHOIO 6GunnpybmnHa B KpOBU
AHM3aKnL03

AHTWTENA K aHTUreHam Hemartog poga Anisakis 1IgG
Ondtepus (outepuriiHas nanoyka)

AHTUTENa Knacca IgG K gudtepuitHomy aHatokcrHy (Anti-Diphtheria Toxoid IgG)

Moces Ha gudteputo (Corynebacterium diphtheriae Culture)
NMMyHHbIe dhakTopbl 6ecnioams

AHTWTENa aHTMCNEepPMasbHble B criepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTUTENA aHTUCNEPMasibHbIE B CbIBOPOTKE KPOBW (Anti-Spermatozoa Antibodies, ASA, Serum)
lenatut E BupycHaa nHgekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTuTeNa Knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTUTeNa Knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
OnpegeneHve cneumguyeckux |gG: annepreHbl XXMBOTHbIX

Cobaka, anutenuii (E2), annepreH-crneuyungmyeckume IgG (Dog Epithelium, 1gG, E2)

Kowka, anutenuin (E1), annepren-cneymdmyeckne IgG (Cat Dander-Epithelium, IgG, E1)
MOKpOTa, CMbIBbI, NaBaXXHast XXWAKOCTb

MHeBMOKOKK, onpegeneHue AHK B mokpoTe (Streptococcus pneumoniae, DNA)
ALEHOBUMPYCHas UH(EKLNS

AHTUTeNa Knacca IgG k ageHosupycy (Anti-Adenovirus IgG)

AHTUTENa Knacca IgA K ageHosupycy (Anti-Adenovirus IgA)
CnioHa

MHeBMOKOKK, onpegeneHne AHK B cntoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3 (TOKCOKapa, Toxocara canis)

AHTUTEeNa Knacca IgG K aHTUreHam Tokcokap (Anti-Toxocara 1gG)

AHIPO®/IOP

AHZpodnop, nccnegosaHie MUKPOMIOPb! YPOTEHUTAIbHOTO TpakTa My>XUYnH B COCKObe
anuTeNManbHbIX KNETOK yporeHntanbHoro tpakta (Androflor®REAL-TIME PCR Detection Kit, the

study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

AHpipocthnop CKpYH, UccnefoBaHrie MUKPOIopbl YPOTreHUTa/IbHOTO TpaKTa MyXUrH B cOCKo6e

anuTeNnabHbIX KNeTOK yporeHutanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,

the study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)
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BonesHmn XenyaoUHO-KULLIEYHOTO TPaKTa

BbonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AYTOMMMYHHbIE 3HLOKPUHOMNATUN: NOPaXKEHWE HAAMOYEYHMKOB, ayTOMMMYHHas NaToIorns roHas

AHTUTENa Knaccos IgA, IgM, IgG K TKaHW sn4HMKa (aHTMOBapuasibHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AHTUTEeNa Knaccos IgA, IgM, 1gG K cTepomnanpoayLMpyoLWmMmM Knetkam HagnoyedHmka (ACIK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, 1gG,
Total)

AHTUTENa Knaccos IgA, IgM, IgG K cTeponanpoayLnpyoWnM KNeTkam auyka, CyMmmMapHo
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCADb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

CncTtema LEeTOKCMKALMN KCEHOOMOTMKOB M KaHLLEpPOreHOB
Lintoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHINT, MEHUHIOKOKK

MoceB Ha MEHMHIOKOKKW, ONpefeneHne YyBCTBUTEIbHOCTM K aHTUMUKPOGHbLIM Mpenaparam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTVOKCUAAHTHbIN cTaTyc
AHTNOKCUAAHTHBIN cTaTyc (O6LMin aHTMOKCMAAHTHBIN cTaTyc) (Total Antioxidant Status, TAS )
OnpegeneHue cneuunduyecknx IgE: npoteccnoHanbHble annepreHsbl
Natekc, IgE (Latex, 1gG, K82)
Ackapugos
AHTUTeNa Knacca IgG K aHTureHam ackapwmg (Anti-Ascaris lumbricoides 1gG)
[Jemopekos (knew, gemogekc, Demodex folliculorum, Demodex brevis)
VccnepgoBaHne Ha Hannume Kneta aemogekc (Demodex folliculorum, Demodex brevis)

KoHcynbTaums rotoBbIx npenaparos

KoHcynbTaums rotoBbIX LMTONOMMYECcKMX Nnpenaparos (ogHo cTekno) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTUTENA K aHTUreHam Kutarickoi gByyctkm Clonorchis sinensis 1gG
lepnec-Bupyc Yenoseka 8 Tmna

AHTuTeNa Knacca IgG k repnecupycy yenoseka 8 Tuna (Anti-HHV-8 1gG)

Ycnyrn no noslydeHunto pesysbtata 06¢cnei0BaHus

Bblgaya pe3ynbTaTtoB Ha aHIIMINCKOM si3bike (MepeBof, Pe3y/ibTaToB Ha aHT/IMIACKNIA
A3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsuus aputponoasa
ApuTponoaTuH (Erythropoetin)

[OPMOHbI XXMPOBO# TKaHW
NentnH (Leptin)

Kpuntocnopuwanos, BogsHUCTas Auapes (KpUntocnopuammn napeym)

KpunTtocnopuamu napeym (Cryptosporidium parvum), gnapeiiHblii CUHAPOM, aHTUTeHHBIV TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-NMMGOTPONHLIA BUPYC
AHTUTENa Knacca IgG K T-nMmoTponHOMY BUpYcCy Yenoseka Tuna 1 v 2 tunos (Anti-HTLV-1, 2 1gG

)

VHTepthepoHOBSI cTatyc
WccnepoBaHne nHtepdepoHoBoro ctatyca (Study of Interferon Status)
KomnnekcHble nccnefoBaHms

OueHka aHaporeHHoro cratyca (Assessment of Androgen Status)
YKEHCKNI ropMOHabHBIN NPOhnAbL: AUCHYHKLMSA SUMHUKOB, HapyLLEHN MeHCTPYanibHOTO LiMKa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

YKEHCKNI rOpMOH&a/bHBIN MPOhUIbL: AUCHYHKLMSA AUYHUKOB, HapyLLEHNS MEHCTPYalbHOTO LiMKa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

BereTtapuaHubl
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MopgrotoBka K 6epeMeHHOCTU: OLeHKa BUTAMWHHOTO cTaTtyca
YXnpopacTtBOp1Mble€ BUTAMUHbI

Mpodunb BeraHbl «MUHUMaNbHbIV»

Mpocunb BeraHbl «6a3oBbliix»

Mpocunb BeraHbl «PaclUMpPEHHBbI»

Xnpo- n BogopacTBopuMble BUTAMUHBI

OP3, OPBUW (HacmopK, Kallenb, 60nb B ropne) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTeNna knaccos IgA u IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

WMccnepoBaHmne koMnnekcHoe «Ceke B 60/1bLIOM ropoge: 6 MHpeKumii (aHanmM3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

MccnepoBaHme koMnnekcHoe «Ceke B 60/1bLIOM ropoge: 6 nHekumii (aHamM3 KpoBum)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

bonu B cyctaBax: paclumMpeHHoe obcnegoBaHume (Joint Pain: Extended Survey)

Ecnv B nnaHax pe6eHokK

Xouy cTaTb MaMOii: KOMMNIEKCHOE 06cnef0BaHNe Npy NaHMpoBaHuM 6epeMeHHocTM (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-06cnegosaHue ans my>kuuH (VIP-Survey for Men)

VIP-o6cnenoBaHue ans xeHwuH (VIP-Survey for Women)

OLeHKa UMMYHHOrO OTBeTa K feTckuM uHpekumsam (Pediatric Infections: Immune Response)
AHTUTENa Knaccos IgM v IgG kK Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, I1gG)
TORCH-uHpekumn (TORCH-Infections)

bepemeHHOCTb: | TpUMecTp (1-13 Hegenwn) (Pregnancy: First Trimester (1-13 Weeks) )

BWY, cudmnuc, renatmtel B u C (HIV, Syphilis, Hepatitis B, C)

VccnenoBaHve kommnnekcHoe «Ceke B 60/bLIOM ropoje: 8 MHGeKLUMI + Ma30K Ha MUKPOQIopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemeHHoCTb: |l TpumecTp (0T 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

VccnepgoBaHme koMmnnekcHoe «Ceke B 60/1bLoM ropoge: 14 nHheKuuin + Masok Ha MUKPOQIopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MogroToBka K 6epeMeHHOCTU: 6a30BbIi

lemocTasnorpamma (Koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
O6cnepoBaHMe neveHu: pacwmpeHHoe (Survey of Liver: Extended )

locnutannsaums B TepaneBTMHECKUin cTaumoHap (Hospitalization in Therapeutic Hospital)

Frocnutannsaums B XMpypruyeckuin ctaumoHap (Hospitalization in Surgical Hospital)

Frocnutannsauns B XMpPypruyeckumii ctaumoHap: paclumpeHHoe o6enegoarHme (Hospitalization in
Surgical Hospital: Extended Survey)

«Mosi 3gopoBast HsHsA» (My Healthy Nurse)

OueHKa pucka paka andyHnkos no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
anropuTM pacyerta pucka anuTenManbHOro paka AnYHMKOB) (419 XKeHLWMH go meHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHKa pucka paka am4HnkoB no anroputMmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka annMTennanbHOro paka AMYHUKOB) (415 XXeHLWUH nocne MeHonay3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MOIOYHO Xenesbl — KOMMAEKCHbI MMMYHOrMCTOXUMUYECKWI Npotunb (uomatepuan,
(hMKCUPOBaHHBIN B hopmanmHoBoM bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MOIOYHO Xenesbl — KOMMNEKCHbI MMMYHOrMCTOXUMUYECKWI Npotunb (Bnomatepuan,
(hMKCMpOBaHHbIN B NapaduHoBom 610ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTMCTOXUMMYECKWIA CKPUHWHT paka LLEenKn MaTkn — UcCnefjoBaHne AByX MapkepoB A5
paHHen AMarHoCTUKN AMUCTNa3nK C BbICOKOM CTENEHbIO pUcka o3nokadvecTBneHus: p1l6INK4a +
Ki-67 (buomatepuan, (hMKCMpOBaHHbIi B NapaguHoBom 6510ke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))
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VIMMYHOTMCTOXUMMWYECKNIA CKPUHWHT paka LUEenKn MaTkn — UccnefjoBaHne AByX MapkepoB A5
paHHen AMarHoCTUKN AUCTINa3nK C BbICOKOM CTENEHbHO pUcka 03n1okadvecTeneHus: p16INK4a +
Ki-67 (buomatepuman, (hMKCUpOBaHHbI B hopmannHoBoMm 6ydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTab0/1M3Ma KOCTHOW TKaHW 1 prcka OCTeornoposa: pacluMpeHHoe obcnefoBaHne
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIi CKPUHUHT Tprcomumii: | TpumecTp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbI CKPUHUHE Tpyucomuia: |l Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 r'emocTasnorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpo6nembl HeBbIHALIMBAHWSA: ayTOMMMYHHBI npodunb (Miscarriage: Autoimmune Profile)
MmmyHonoruyeckoe ob6cnegoBaHme paclumpeHHoe (Immunological Survey Extended)
O6cnefoBaHNe neveHu: CKPUHKUHE (Survey of Liver: Screening)

B03.016.004 Bruoxumums Kposw: 6a30BbI Npothub

Supersport Ba3oBblii

BYOXMMUSt KPOBM: MUHUMaNbHbIA Npodunb (Serum Biochemistry: Minimum)

Supersport OnTUManbHbIl

Bruoxnumusi KpoBU: pacluMpeHHsbIii npogunb (Serum Biochemistry: Extended Profile)

300pOoB Thbl — 340p0OBa CTpaHa: exxerogHoe npodgunakTnyeckoe obecnegosaHue (8o 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunaktndeckoe o6cnegosaHme (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepegn gveToii: fononHuTensHoe obenefoBaHme (Survey Before Diet: Additional )
Supersport MNpoaBYHYTbI

benkosas guerta

O6cnegoBaHMe noYek: paclwmpeHHoe (Survey of Kidneys: Extended )

KoHTpornb anabeta: paclumpeHHbii (Diabetes Control: Extended)

TOKCMYHbIE MMKPO3/ieMeHTbI B Boniocax (Toxic Trace Elements, Hair)

TOKCUYHbIE N 3cCeHLMabHble MUKPO3neMeHTbl B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BonbLUO CKPMHUWHT 3/1EMEHTHOrO coctaBa Bonoc (Elemental Composition of Hair: Screening )

3cceHumanbHble (KU3HEHHO HEOBXOAUMbIE) M TOKCUYHbIE MUKPO3/ieMeHTbl B MoYe (Essential Vital
Elements, Toxic Trace Elements, Urine)

TOKCMYHbIE MMKPO3/IEMEHTbI B HOITAX (Toxic Trace Elements, Nails)

TOKCUYHBbIE 1 3CCEeHLMaNbHble MUKPO3aneMeHTbl B HOrTax (Toxic Trace Elements, Essential Vital
Elements, Nails)

BOnbLUOI CKPMHUHT 3/1IEMEHTHOrO cocTaBa HorTeli (Elemental Composition of Nails: Screening )
MaHenb KpynHokneTouHas numgoma

MaHenb JlTuMpoma 13 KNeTOK MaHTUIAHOW 30HbI

MaHenb Ninmoma bepknta

MaHenb PonnmnkynsapHas nnmpoma

MaHens OnddysHas B-kpynHokneTouHas ammgoma

MaHens MANT-anMmdoma

AHanu3bl Ana peTckoro caga u wkonsl (Testing for Kindergarten and School)

3noposblii pebeHok: ansa aeteld ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnefoBaHuMe noyek: cKpuUHUHT (Survey of Kidneys: Screening)

Moparpa

MaHenb NcTMHHaA nonnumTemus

MaHenb MepBUYHBbI MMeNnohnbpo3

MaHenb 3cceHumanbHas TpombounTeEMnS

MaHenb XpoHuyeckuin mvenoneiikos (Panel Chronic myelogenous leukemia, CML)
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MaHenb MNMNep3o3vHOMULHbLIA CUHAPOM

MaHenb OcTpble NMMKO6AaCTHbIE NEliKO3bI

NabopaTopHasi AnarHocTuka runepaHaporeHeMmnn

OugeHKa ropMOHa/IbHOTO cTaTyca NP HapyLIeH MEHCTPYa/IbHOTO LuKIa

CKpVHUHT 60one3Hel coegnHUTENbHON TKaHW (AT K QHA, aHTUHYKNeapHsbIi (akTop (AH®D))
OnddepeHymnansHasa gnarHoctika CKB n gpyrmux peBmatnyveckux 3abonesaHuin (AT K
HYK/leOCOMaM, aHTUHYK/IeapHbIiA haktop (AH®))

[JmarHocTuka rpaHynemato3HbIX BacKy/IMTOB (aHTMHYKNeapHbIli haktop (AH®), AT K uuTonnasme
HeliTpogunos (AHLLA/pANCA, cANCA), IgG)

JvarHocTtuka BTOPMYHOIO aHTMoCHOoNnnuaHoro cuHgpoma (AH®, AT K kapamonununy, IgG, IgM)

[narHoctrka ayTOMMMYHHOTO MOpPadKeHNs1 NoYeK (aHTUHYKNeapHbIli thaktop (AH®), AT K
6asanbHO MembpaHe Ky6oukoB novek, AT Kk ymtonnasme Hentpodgmnos (AHLUA/PANCA, cANCA),
I9G)

CucteMHas KpacHast BonyaHka, ob6cnefioBaHune (AT K HykneocoMam, AT K kapamonununy, IgG; AT K
KapgnonunuHy, IgM; aHTUHYKneapHbIii thaktop (AHD))

AHTU(OCHONMNUAHBIN CUHAPOM, pa3BEPHYTOE CEpOorMyeckoe uccnegoBaHune (AH®; AT K
kapgunonununy, IgG, IgM; AT k 6eTa-2-rnmMKonpoTenHy 1)

Bonu B cycTtaBax: CKpUHUHT (Arthralgia: screening test)
CKPUHUHT ayTOMMMYHHOTO nopaxeHus neveHun (Autoimmune Liver Disease: Screening)

ApTpuTbl NpU peBmMaTnyeckux 3abonesaHusax (Rheumatic arthritises)
AHTUTENA K KOpoHaBupycy SARS-CoV-2, IgM (kauecTBeHHOe onpegeneHue) u IgG
(konnyecTBeHHOe onpegeneHue) (Anti-SARS-CoV-2, IgM/IgG)

Mpotunb «[marHoctrka 6ynnesHbix gepmaTo3oB (AT K gecMocoMam anugepmuca, AT K 6a3anbHON
Memb6paHe Koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENA K KopoHaBupycy SARS-CoV-2, IgM n IgG (Abbott)

AHTUTENA K KOpoHaBnpycy SARS-CoV-2, IgM (kauectBeHHOE onpegeneHne) n 1gG
(konnuecTBeHHoe onpegeneHune) (Anti-SARS-CoV-2, IgM/IgG)

LLInToBMAHas Xxenesa: paclumpeHHoe obcnegoBaHme (Thyroid Gland: Extended Survey)
LLinToBnAaHas Xxenesa: paclumpeHHoe obcnegoBaHme (Thyroid Gland: Extended Survey)
LLintoBmaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)

[Jrabet: aytoummyHHble mapkepbl (Diabetes: Autoimmune Markers)

PesmatongHsblii apTput (Rheumatoid arthritis).

AHTuTeNa knaccos IgM 1 1gG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG)
[narHoctrka 6bICTPONPOrpeccupyoLero rnomepynoHedputa (AT K 6a3anbHON MmembpaHe
KNy60uKOB noyek, AT K uutonnasme Heitpogunos (AHLIA/pANCA, cANCA), IgG)

CepofmarHoctrka ayToMMMyHHOrO ractTpuTa 1 NEPHULMO3HON aHeMun (AT K napueTaibHbIM
KneTkam >xxenyaka; AT K BHyTpeHHeMy (akTopy Kactna)

Mpodunb «CuctemHan KpacHasa BonyaHka (CKB), MOHUTOPUHT akTUBHOCTU (aHTU-Ac-AHK 1gG, C3,
C4 KOMMOHEHTLI KomrnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakus, ceponornyecknii CKpUHUHT (AT K a3HAOMU3NIO, IgA; AT K feaMUanpoBaHHbIM nentugam
rnvaguHa, |gG; IgA obuy,)

[JvarHoctuka uenvakmu: HernepeHocMMocTb 6eka 3nakos (rntoteHa) (Coeliac Disease: Gluten
Intolerance )

AT K Kapavonunury, 1gG, IgM

AHTUochonMnuaHbln cuHapom (APC), nabopatopHsle kputepun (Antiphospholipid Syndrome,
APS)

CepopuarHoctika 6one3Hn KpoHa n Hecneumguyeckoro si3BeHHoro konmta (HAK) (AHLUA/pANCA,
CANCA, IgG; AHLIA/ANCA, IgA; ASCA, 1gG, IgA)

BocnanutenbHble Mnokapauonatum (AT K MutoxoHapuam (AMA), AT K cepAeyHO MycKynaTtype)
Llennakus, ceponoruyeckas gmarHoctuka (AT K aHgoMu3nio, IgA; AT K TKaHeBOW TpaHcryTaMmmHase,
IgA, 1gG; IgA o6Lw.)

AHTWTENA K CTepOMANPOAYLIMPYIOLLMM KNeTKaM penpoayKTMBHbIX TkaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nuLeBble NpoayKTel (Food Allergy)
NivinuaHbii npodmne: paclunpeHHsIin He HaTowak (Lipid Profile: Extended )

NvinuaHbiii npodmne: pacumnpenHsiii (Lipid Profile: Extended )
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MaHesnb "Actma/puHunT getn” Ige, ImmunoCAP

MaHenb "Ok3ema" IgE, ImmunoCAP

ApTepuranbHas rmnepTeHsus, CBA3aHHas ¢ HapyLLeHUSMM B paboTe aHgoTennanbHon NO-CHMHTasbl
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHuUT B3pocsble” IgE, ImmunoCAP

ViccnenoBaHve komMnnekcHoe «Cekc B 60nbLIoM ropoge: 12 nHgekunin + KBM (yporeHuTanbHbiii
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPVHUHT paka ek MaTkm

MporpaMMa CKpUHMHTIa paka Leliku maTku — onpegenexdme AHK BMNY n yutonormyeckoe
nccnegoBaHve cockoba Leikn MaTkn 1 LEepBMUKaIbHOrO KaHana MeToL0M XUAKOCTHOW
uutonorum*

HelipoTponHbie BUTaMUHbI
BofopacTtBOpMMble BUTAMUHBI

MuTaHne, NCKTKOYatoLLee KpacHOe MSICO
[narHoctuka aHemwuii (Diagnosis of Anemia)

[JwnarHoctuka aHemuii (Diagnosis of Anemia)

MpounakTnka 3a6oneBaHnii cepaLa v cocyioB U 1X OCNoXXHeHuli (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHne 6epemMeHHOCTU: ANarHoCTMKa yporeHnTanbHbIX MHpekLmnia (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepep aneTtoii: MMHMManbHOe 06cnefoBaHme (Survey Before Diet: Minimum )

Mpo6nemsl Beca (NepBuYHOE 06Cnef0BaHNE 300POBbS NaLNEHTOB C HapyLLeHamMK Beca) (Weight
Problems: Primary Survey)

KpacoTta 3gopoBoii koxku (Healthy skin beauty)

ExkerofiHasi NPOIaKTUKa: MUHUMASbHbBIA CKPUHUHT

OueHKa UHCYIMHOPE3UCTEHTHOCTY: F1H0KO3a (HaToLLaK), MHCY/IMH (HaToLLaK), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc nccnegosaHuii "Mpobnembl Beca: MeTaboMyeckmii CMHAPOM (CKPYHUHIOBOE
nepBUYHOE BbIAB/IEHME) 'BKIOYaeT 1abopaTopHble UCCNeA0BaHUSA: TPUTTULEPUABI, XONECTEPUH
o6wuin, xonectepuH JIMBIM, xonectepuH JIMHI, rAKo3a; yenyri no gyHKUMOHa/IbHOW ANarHocTrke
N aHTPOMOMETPUN: N3MEPEHME apTepuanbLHOro JaBNneHuns, u3MepeHne okpy>kHoctu Tanum (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

JwnarHoctumka octeonopo3sa (Diagnosis of Osteoporosis)

OHKOpPUCK >XeHcKuit: welika matkmn (Women's Oncorisk: Cervix )
Anneprua Ha XXnBOTHbIX, Mblb, NneceHb (Allergy to Animals, Dust, Mold)
MoarotoBka K 6epeMEHHOCTU: CKPbITbIN JehULNT XXenesa

CunbHble BONOCHI, Kpenkue Hortu, 6apxatHas Koxa (Strong hair and nails, velvet skin)

MWKpPO3nemMeHTbl B CbIBOPOTKE KPOBW 1 BEHO3HOW KPOBW: CKpUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprusa Ha nneceHb (Mold Allergy)
Anneprus Ha pacteHus (Plant Allergy )

MmmyHonornyeckoe ob6cnegoBaHme ckpuHuHrosoe (Immunological Survey, Screening)

My>kckoe 6ecnnogme (reHol AR, CFTR; AZF-pernoH; kapnotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe 6ecnnoane 1 ocnoxxHeHne 6epeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapuotun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA lI; Karyotype))

TOKCMUHbIE MUKPO3/IEMEHTI (TSXKE/ble MeTa/bl) B BEHO3HOI kpoBu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka KamHeo6pa3oBaHWs - IMTOreHHbIE CyOCTaHLMM MOYK, CYTOUYHasA MoYa (KasbLmii,
MarHuii, pocop, okcanatbl, MOUeBasi KNCMOTa, KPEATUHUH CYTOUYHON MOYM C PacHETOM CYTOUHOIA
3KCKpeLmm)

OueHka pucka KamHeo6pa3oBaHus - IUTOreHHbIe Cy6CTaHLMM MOYK, Pa3oBas NopLMS MOUK
(kanbuuin, marHnii, hocop, okcanatbl, MOYEBas KNCMOTa, KPeaTMHUH Pa3oBoli NopLmy Mouu, ¢
pac4eToM HOPMa/IM30BaHHbIX MO KPeaTUHUHY nokasatenei)

OLeHKa ckopocTu Ky604KoBOI (hunbTpaumn y aetein no gopmyne LLBapua, kpeaTuHUH
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Kny6oukoBas unbTpauus, pacyet no gopmyne CKD-EPI — kpeaTnHuH (Estimated Glomerular

Filtration Rate, eGFR, CKD-EPI Creatinine Equation) 160
B03.016.003 O6LLMIi (KIMHUYECKNIA) aHaNN3 KPOBU Pa3BEPHYTHIN 420
BbepemeHHoCTb: || TpumecTp (14-28 Hepenwn) (Pregnancy: Second Trimester (14-28 Weeks)) 760

KnnHmn4yecknin aHann3 KpoBu: 06LmiA aHanua, neiikogopmyna, CO3 (c 06a3aTenbHON «pyyHHOn»
MUKpockonueli Maska kposwu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula, 590
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHble 3cceHLMabHble (PKU3HEHHO HEOOXOAUMbIE) MUKPO3/1EMEHTbI B CbIBOPOTKE KPOBU

(Essential Vital Elements, Essential Trace Elements, Serum) 1250
HapyLweHus cnepmaToreHesa, 6 mapképos (M1kpogeneumm nokyca AZF) (Spermatogenesis

. 4610
disorders (6 AZF))
HapyleHuns cnepmaroreHesa: paclumpeHHas naHesnb (AZF-pernoH) (Impairment of 10370

Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe uccnegoBaHue 415 UCMO/b30BaHUA B AMArHOCTUKE PacCeaHHOro CKneposa:
onpegeneHe oNNroKNoHanbHoro IgG (MKBOP, CbIBOPOTKA) M CBOGOAHbIX NIETKMX Lienei 5300
UMMYHOIT06YNIMHOB (NINKBOP)

HacnepgcteeHHas npeApacrnofoXeHHOCTb K Levakmm rno flokycam reHos cuctemsl HLA Il knacca

(DQA1, DQB1) 6240
OnpegeneHve reHoTuna pesyc-akropa (RH factor Genotype) 9910
MwuKpOCKOnu1sA 1 NOCEB Ha Napa3uTapHble rprbsbl (Koxa) (Parasitic Fungi, Microscopy and Culture 1570
(skin))

Mwukpockonus 1 Noces Ha napasuTtapHble rpunbsl (Hortu) (Parasitic Fungi, Microscopy and Culture 1570
(nails))

MencuHoreHsbl | 1 Il ¢ pacyeTom cooTHowweHus (MencuHoreH I/MencuHoreH Il) (Pepsinogen 1820
I/Pepsinogen I, PG1/PG2)

Mapkepsbl pucka npeaknamncuu: sFlt-1, PIGF, cooTHoweHue sFIt-1/PIGF 5880

MoceB Ha MMKOMNa3My 1 ypearnasmbl, OrnpeaeneHne YyBCTBUTEIbHOCTU K aHTUMUKPOOHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1350
Antibiotic Susceptibility Testing)*

OHKOPUCK MY)XCKOIA: npefcTatensHas xenesa (Male oncologic risk: prostate) 870
A09.05.120.001 AnbaocTepoH-peHnHoBOe cooTHoLeHMe (Aldosterone-Renin Ratio, ARR) 1280
KomnoHeHTbI cucteMbl komnnemeHnTa C3, C4 (Complement components C3, C4) 720
MaHenb "CTarnoKOKKOBbIE 3HTEPOTOKCUHBI", IgE, ImmunoCAP 2120
B03.016.005 /iunuaHbli npodunb: ckpuHuHr (Lipid Profile: Screening) 700
TpombouunTapHbIi peuenTtop gubpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1390
NinnngHbiA npodunb: CKPMHUHT He HaTtouak (Lipid Profile: Screening) 700
Kny6oukoBas unbTpauus, pacyet no gopmyne CKD-EPI — unctatuH C (Estimated Glomerular 720
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

[JvarHoctuka nepBmMYHbIX UMMYHOAEPULINTOB
WceneposaHne TREC 1 KREC anst anarHOCTUKM UMMYHOLe(PULNTOB 4830

MpodocmoTpbl

Bopgonasebl
Meprognyecknii MeAULMHCKNI OCMOTP PaboTHUKOB NO npukasy M3 P® Ne 29H o1 28.01.2021 . . 10500
191
Meproanyecknii MeAULIMHCKNI OCMOTP BOA0Ma3a no npukasy M3 P® Ne 29H ot 28.01.2021 T. 15000
(nepBnyHbIA) M. 5.1; n.5.2; n. 19.1
Mepuoanyecknin MeguLMHCKNIA OCMOTP BoAosasa no npukasy M3 P® Ne 29H ot 28.01.2021 1. 12070
(noBTOpPHbIN, BO3pacT ot 40neT) n. 5.1; n.5.2; n. 19.1
Meproanyecknii MeANLIMHCKNI OCMOTP BOA0Ma3a no npukasy M3 P® Ne 29H ot 28.01.2021 r. 11570
(noBTOpPHbIN, BO3pacT go 40 net) n. 5.1, n.5.2; n. 19.1

[Mpoune
Mepuognyeckunii/npeaBapuTenbHbIA MeAULMHCKUA OCMOTP 2000
Meprognyecknii MEAULIMHCKNI OCMOTP 4800

Meprognyecknii MEAULMHCKNI OCMOTP 6800



