VYTBEPXIAIO
HEKIOP OO0 BAPC"

MpeiickypaHT ot 15.11.2024r.

HanmeHoBaHue LieHa

Ycnyrn HaHomepuka

J'Iyquaﬂ ANarHoCTunKa

Bbigaua aybavikata 3aknroueHus (mpotokon nccnegoBanns KT/MPT ¢ 3aknr0UeHNEM Y CHUMKWN) 400
A06.30.002.001 OnucaHue n nHTepnpetauma KT 1100
ApxvBupoBaHue gaHHbix Ha aguck (MPT, KT, peHTreH, mammorpadwms) 300
PeHtreHonnexka (MPT, KT, mammorpadus) 700
A06.30.002.002 OnucaHune n nHtepnpetauma MPT 1100
A06.30.002 OnuvcaHre 1 HTeprpeTaLmsa peHTreHorpaduueckmx N3o06paxkeHunin 700
B01.039.001 Mpuém (0CMOTpP, KOHCYIbTaL M) Bpaya-peHTreHo10ra NepBuYHbIi 1900
B01.039.002 Mpwuém (0CMOTpP, KOHCYNbTaLMA) Bpaya-peHTreHo10ra MOBTOPHBIV 1600

KomnbtoTepHas Tomorpadus

Fonosa
A06.23.004 KomnbroTepHasa Tomorpadumsa yepena/ronoBHOro Mo3ra HaTUBHOE UCCef0BaHVe 2700
A06.23.005.006 KomnbtoTepHasa Tomorpadpua Yepena/roloBHOIO Mo3ra C BHYTPUBEHHBIM 8700
KOHTPacTUpOBaHMeEM
A06.08.007.003 CnupanbHasa KoMnbloTepHasa ToMorpadusa NpuaaToYHbIX Nasyx Hoca 2700
A06.08.007.004 KomnbroTepHasa ToMorpadua NnpuaaToUHbIX Nasyx HOCa € BHYTPUBEHHbIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.25.003 KomnbtoTepHas TomMmorpadums BUCOUHOM KOCTH 2700
A06.25.003.002 KomnbtoTepHas ToMorpadusi BUCOUHOW KOCTW C BHYTPVMBEHHbIM HO/IHOCHBIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006 KomnbtoTepHas Tomorpadusa raasHuLb 2700
A06.26.006.001 KomnbroTepHas ToMorpadus rnasHuLbl C BHYyTPUBEHHBIM GOMHOCHBIM 8700
KOHTpacTUpoBaHuem
A06.23.004.007 KomnbroTepHasa ToMmorpadus cocyA0B rol0BHOrO MO3ra C BHYTPMBEHHbIM 8700
60t0CHBIM KOHPaCTUPOBaHNEM
A06.08.007.002 KomnbroTepHas ToMorpadpus ropTaHn ¢ BHyTPYBEHHbIM 601H0CHbIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006.001 KomnbrotepHasa Tomorpadumsa rnasHuupbl (C KOHTpacTupoBaHem) 4000
LWes
KomnbtoTepHas Tomorpadums aHrmorpadus sKCTpakpaHanbHbIX apTepUii ¢ 8700
KOHpacTVpoBaHuem
A06.08.009.002 KomnbtoTepHas ToMorpadpus Len ¢ BHyTPMBEHHbIM 60H0CHbBIM 8700
KOHTpacTupoBaHuem
lpyaHas knetka
A06.09.005 KomnbtoTepHas Tomorpadus opraHoB rpyAHOM NOA0CTY 2700
A06.09.005.002 KomnbtoTepHas Tomorpadus opraHoB rpyAHON Noa0CTU C BHYTPUBEHHbIM 8700
60NtOCHBIM KOHTPACTUPOBAHUEM
A06.11.004 KomnbtoTepHas Tomorpadus cpefocTeHms 2700
A06.11.004.001 KomnbroTepHas ToMorpadus cpesocTeHns C BHYTPMBEHHbLIM 60AFOCHBIM 8700

KOHTpacTUpOBaHWEM

BptowHas nonoctb, konoHorpadus v Tas

A06.30.005 KomnbtoTepHas Tomorpaduvs opraHoB HprOLLHON MO0CTY 3600



A06.30.005.003 KomnbtoTepHas Tomorpadus opraHoB 6pHOLLHON MNONOCTU C BHYTPUBEHHbIM

8700
60NHOCHBIM KOHTPACTUPOBAHUEM
3abproLLIMHHOE MPOCTPaHCTBO
A06.28.009 KomnbtoTepHaa Tomorpadus noyek n Hagno4e4yHnKos 3600
A06.28.009.001 KomnbroTepHas ToMorpadus noyek 1 BEPXHUX MOUYEBBLIBOASALLMUX NyTEN C 8700
BHYTPMBEHHbIM BOIFOCHBIM KOHTPaCTMPOBaHWEM
A06.30.007 KomnbtoTepHas TomMmorpadms 3abprollIMHHOIO NPOCTPaHCTBa 3600
A06.30.007.002 KomnbroTepHas ToMorpadus 3abprolIMHHOIO NPOCTPAHCTBA C BHYTPUBEHHbIM 8700
60/10CHBbIM KOHTPaCTUPOBaHNEM
A06.30.005.001 KomnbtoTepHas Tomorpadus 6proLHON NOAOCTY 1 3aBPHOLWLMHHOIO 8700
npocTpaHCcTBa
KocTHo-MblIlweyHas cnctema (MO3BOHOUHMK)
A06.03.021.001 KomnbtoTepHas Tomorpadus BepxHeil KOHEUHOCTU 2700
A06.03.021.002 KomnbtoTepHas ToMorpapusa BepxHeit KOHEUYHOCTU C BHYTPUBEHHBIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.03.021.001 KomnbtoTepHas ToMorpapus KOCTHO-MbILLIEYHON CUCTEMBI 2 CEFMEHTOB (2 3600
CyCTaBOB, 2 OTAE/0B KOHEYHOCTW, 2 OTAE/IOB MO3BOHOYHMKA) HaTUBHOE NCCefOBaHNe
A06.03.021.002 KomnbtoTepHas ToMorpadus KOCTHO-MbILLIEYHON CUCTEMBI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAeNa KOHEYHOCTeN, 2 OTAEeN0B NMO3BOHOYHMKA) C KOHTPACTMPOBaHMEM
A06.03.036.001 KomnbtoTepHas ToMOrpadust HUXKHen KOHeUHOCTH 2700
A06.03.036.002 KomnbroTepHas ToMorpadus HUKHENKOHEYHOCTU C BHYTPVBEHHbIM 8700
60Nt0CHbIM KOHTPaCTUpPOBaHNEM
A06.03.058 KomnbtoTepHasa Tomorpaduma NO3BOHOYHWUKA (OAWH OTAeN) 2700
A06.03.058.003 KomnbroTepHas ToMorpadpus No3BOHOUHNKA € BHYTPUBEHHbLIM 60HOCHBIM 8700
KOHTpacTUpOBaHMeM (OAMH OTAeN)
A06.03.062 KomnbrotepHasa Tomorpadumsa Koctu 2700
A06.04.020 KomnbtoTepHas Tomorpadumsa BUCOUHO-HUXKHEYUETIOCTHbIX CYyCTaBOB 2700
A06.04.017 KomnbtoTepHas Tomorpadusa cyctaBa 2700
Manbii Ta3
KomnbtoTepHas ToMorpapus opraHoB Masioro Tasa HaTUBHOE nccaefoBaHne 2700
KomnbroTepHas ToMorpadus opraHoB Masioro Tasa ¢ KOHTPAcTPOBaHWEM 8700
Cocygpbl
A06.12.052 KomnbrotepHo-Tomorpaduyeckas aHrnorpadumsa aopTbl 8700
A06.12.053 KomnbtoTepHO-TOMOrpaduueckas aHrmorpapus CocysoB HUXHMUX KOHEUHOCTeN 8700
A06.12.050 KomnbtoTepHo-ToMOrpaduueckas aHrmorpadus oAHOW aHaTOMUYeckon obnactu 8700
A06.12.054 KomnbtoTepHO-TOMOrpadpuyeckas aHrmorpadus cocysoB BEPXHUX KOHEUHOCTEN 8700
A06.12.055 KomnbroTepHo-TOMOrpaduyeckas aHrnorpaduma cocyoB Tasa 8700
A06.12.057 KomnbtoTepHo-TOMOrpadmyeckas aHrmorpadumsa NEro4HbIX COCyA0B 8700
A06.12.058 KomnbtoTepHo-TOMOrpaduryeckas aHrnorpadus bpaxmouedasnbHbix apTepuin 8700
A06.12.001.001 KomnbroTepHO-TOMOrpadunyeckas aHrmorpadus rpysHon aopTsl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduyeckas aHrmorpadus 6prowHOM aopThbl 8700
A06.23.004.007 KomnbtoTepHasa Tomorpadumsa coCyA0B roJOBHOr0O MO3ra C BHYTPUBEHHbBIM 8700
60NtOCHBIM KOHTPACTUPOBaHNEM
Cepaue
A06.10.009 KomnbtoTepHasa Tomorpadusa cepaua (C onpeseseHneM KOPOHapHOTro KanbLus) 3600
A06.10.006.001 KomnbtoTepHO-TOMOrpaduryeckas KopoHaporpadpus 12900
A06.10.006.001 KomnbtoTepHasa Tomorpadumsa neBoro npeacepAns n NErovHbIX BeH 12900
MarHuTHO-pe3oHaHCHas ToMorpadus
Fonosa
A05.23.009 MPT ronosHoro mosra 3400
A05.23.009.001 MPT ronoBHOro Mo3ra € KOHTPacTUpOBaHWEM 7800

A05.12.004 MP aptepuorpadpus (ogHa obnactb) 3400



A05.12.005 MP BeHorpadus (ogHa obnactb) 3400

MP aHrnorpadwva aptepuu 1 BeHbl FONOBHOIO MO3ra € KOHTPacTUpPOBaHMEM 7800
MP aHrnorpadua aptepum ronoBHOro MO3ra ¢ KOHTPacTMpOBaHVEM 7800
A05.22.002.001 MPT rnnodusa ¢ KOHTpacTMpoBaHNeM 7150
A05.26.008.001 MPT rnasHuL, C KOHTPaCTMPOBaHMEM 7800
A05.08.001 MPT 0KONOHOCOBbIX Nasyx 3400
A05.26.008 MPT rna3sHuubl 3400
A05.22.002 MPT runodwusa 3400
A05.04.001 MPT BMCOYHO-HMXXHEYENHOCTHbIX CYyCTaBOB 5500
A05.30.008 MPT kpaHuoBepTebpanbHOro nepexosa 3400
A05.23.009.004 MarHuTHO-pe3oHaHcHaa aAnddysna ronoBHOro Mosra 3400
A05.23.009.008 MarH1THO-pe30oHaHCHasa aHrnorpadus MHTpakapHWanbHbIX COCY0B 3400

CnvHa
A05.04.001 MPT kpecTLOBO-MOAB3A0LHOIO COUYNEHEHNA 3400
A05.30.008 MPT wem 3400
A05.03.002 MPT rpyaHoro oTtgena 3400
A05.03.002 MPT nosicHM4HOro otaena 3400
A05.03.002 MPT konumkoBoOro otgena 3400
A05.03.002.001 MPT rpyaHoro otgena ¢ KOHTPacTMpPOBaHWeEM 7800
A05.30.008.001 MPT wwewn c KOHTpacTUpOBaHNEM 7800
A05.03.002.001 MPT nosicHU4YHOro oTAesa C KOHTPacTUpoOBaHNEM 7800
A05.03.002.001 MPT konunKoBOro oTaena C KOHTPacTMpPOBaHNEM 7800
A05.23.009.010 MPT cnnHHOro mo3ra (oaunH oTtaen) 3400
A05.23.009.011 MPT cnnHHOro Mo3ra ¢ KOHTpacTupoBaHWeM (OANH OTAeN) 7800
A05.23.009.013 MarHuTHO-pe3oHaHcHaa anddysma CNMHHOro Mo3sra (OANH OTAenN) 3400
A05.23.009.016 MarHuUTHO-pe3oHaHcHas ToMorpadus CMMHHOro Mo3ra Ga3oBOKOTpPaCTHas 7800
(oanH otaen)

BHyTpeHHWe opraHbl
MPT neyeHn n >XenuHbIX NPOTOKOB C KOHTpacTuposaHueM (MprumMoBucr) 15400
A05.30.005 MPT opraHoB 6ptoLLHON NONOCTH 4400
A05.30.007 MPT 3abptoLIMHHOro NpocTpaHcTBa 4400
A05.30.005.001 MPT opraHoB 6pHOLLIHOM NOAOCTU C BHYTPUBEHHBIM KOHTPACTUPOBaHUEM 7800
A05.30.007.001 MPT 3a6ptOLUMHHHOIO NPOCTPAHCTBA C BHYTPUBEHHBIM KOHTPaCTMpPOBaHMEM 7800
A05.22.001 MarHnTHO-pe3oHaHCcHas ToMorpadua HagnoYeYHNKOB 4400
A05.22.001.001 MarH1THO-pe3oHaHCcHaa ToMorpadua HaANoOYeYHNKOB C KOHTPACTMpPOBaHMEM 7800
A05.14.002 MP xonaHrvnorpadus 7800
A05.15.001 MPT nogyenyaouHoM xenesbl 3850
A05.15.002 MP xonaHrnonaHkpeatorpadums 4400
A05.28.002 MP nouek 3400
A05.28.002.001 MarHuUTHO-pe3oHaHcHaa ToMorpadua noyek ¢ KOTPacTMpOBaHMEM 7800

Manblin Ta3 My>XCKOW
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbIM KOHTPaCTUPOBaHNEM 7800
A05.30.004 MPT opraHOB Manoro Tasa 4400
A05.21.001 MPT MOLLOHKHM 4400
MPT Masnoro Ta3a (My>CKOW)+MOLUOHKa HaTUBHOE UCCNeAoBaHne 7700

A05.21.001.001 MPT MOLIOHKM C KOHTPaCTMPOBaHMEM 7800



Manbli Ta3 XXeHCKUin
A05.30.004.001 MPT opraHoB Masioro Tasa C BHYTPUBEHHbIM KOHTPacTUpOBaHNEM 7800
A05.30.004 MPT opraHoB mManoro Tasa 4400

MPT aHopekTasbHOM 06aacTy

A05.30.004 MPT AHOPEKTAJ/IbHOWI (MEPUAHAIBHOW) OBIACTVI (aHanbHbIN kaHan,
HapY>XHbIN 1 BHYTPEHHWI aHabHbIN COUHKTEP, 1IeBaTOp aHyca, Me3opeKkTabHas KaeTyaTka, 4400
NMGOy3bl, Nepuprpuveckme Markme TkaHm)

Cycrasbl
A05.04.001 MPI ofHOro cyVCTaBa (nnequof/'l,vnOKTeBoM, KUCTb, ly4e3ansicTHbIN, 3500
Ta306eapeHHbIN, KONEHHbI, TONEHOCTOMHbINM, CTONa) HaTUBHOE NCcCaefoBaHNe
A05.30.011.002 MPT kuctn 3500
A05.30.012.002 MPT cTonbl 3500
Msarkue TkaHu
A05.30.010 MPT MArkux TkaHein ronosbl 4400
A05.01.002 MPT MArkux TkaHew 4400
A05.01.001 MPT MArkux TkaHei ¢ KOHTPacTUpPOBaHNEM 7800
A05.30.010.001 MPT MArkux TkaHei ronosbl C BHyTPEHHUM KOHTpPacTUpOBaHUEM 7800
A05.08.002 MarH1UTHO-pe3oHaHcHasa ToMorpadpua ropTaHornoTKu 4400
A05.08.004 MarHuTHO-pe3oHaHCcHas ToMorpadus HOCOPOTOTOTKM 4400
KOMTIJIEKCbl MCCNEAOBAHNM
A05.03.002 MPT ronoBHOro Mo3ra+apTepun rol0BHOIO MO3ra+ BeHbl FONIOBHOrO MO3ra 7700
HaTVBHOE UCCNeA0BaHME
MPT ronoBHOro Mo3ra+apTepuin roJOBHOIO MO3ra HaTUBHOE NCCIef0BaHMeE 5500
MPT ronoBHOro Mmo3sra+BeH roOJIOBHOro MO3ra HaTUBHOE NUCCaef0BaHme 5500
MPT ronoBHOro Mo3ra+ LUeNHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE UCCNef0BaHNe 5500
MPT komnnekc: WerHOro otaena NO3BOHOYHMKA + FPYAHOrO OTAeNa MO3BOHOYHMKA + 7700
NOACHWYHOrO OTAe/1a NO3BOHOYHMKA
MPT ronoBHOro Mo3ra+ apTepuu roJOBHOrO MO3ra+LWenHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE 7700
nccnepoBaHne
MPT ronoBHoOro Mo3ra + nasyxu HaTMBHOE UccaefoBaHue 4950
MPT ronoBHoOro mo3sra + opbuTbl HaTUBHOE MCCeL0BaHNE 4950
MPT NOACHWYHBIA OTAEN NO3BOHOYHUKA + Ta306eApeHHOro cycTaBa 5500
A05.03.002 MPT nosicHM4HOro oTAeia NO3BOHOUHMKA + KOMYMKOBOIO OTAe/1a MO3BOHOYHMKA 4950
MPT apTtepuu ronoBHOro Mosra + apTepuu Len HaTMBHOE nccaejoBaHme 4950
MPT 6ptolHOM NOMOCTN + 3aBPHOLLIMHHOMO NPOCTPAHCTBA 7700
MPT ronoBHoro mo3sra + runodus HaTUBHOe nccaegoBaHve 4950
MPT wenHoOro oTaena NO3BOHOYHMKA + apTEPUU LIENHOTO OTAE/Ia MO3BOHOYHMWKA 4950
MP arvorpadus aptepuii ronosHoro mo3ra + MP aHrnorpadus BeH roJoBHOro Mo3ra 5500
PeHTtreH
A06.30.008 ®uctynorpadus 1500
lonosa
A06.08.003 PeHTreHorpadua npmaaToyHbIX Nasyx Hoca 1300
PeHTreHorpadua Hocornotku 1300
PeHTtreHorpadus koctelt Hoca B 2 Npoekumsx 1300
A06.08.003.002 PeHTreHorpadus n106HOM nasyxwu 1300
A06.08.003.002 PeHTreHorpadus raiMopoBbIX Nasyx 1300
A06.03.005 PeHTreHorpadus Bcero uepena, B 04HON nan 6onee Npoekumsx 1300
A06.03.056 PeHTreHorpadus koctei AMLeBOro ckeneta 1300

A06.04.001 PeHTreHorpadusa BUCOYHO-HUXKHEYENFOCTHOrO CycTaBa 1300



A06.26.001 PeHTreHorpaduma rnasHuLbl
A06.07.008 PeHTreHorpadus BepxHein 4entoctn B KOCOM NpoekLmun
A06.07.009 PeHTreHorpadus HMXHeN Yentoct B HG0KOBOW NpoeKLmm
A06.25.002 PeHTreHorpaus BUCOUHOM KOCTU
A06.25.002.001 PeHTreHorpadumsa cocLeBUAHbBIX OTPOCTKOB

Les

A06.03.010 PeHTreHorpadus wenHoro otaena No3BOHOYHMKA

PeHTreHorpacdus weHoOro otaena NO3BOHOUHMKA B 3 MPOeKUMAX GYHKLMOHAIbHBIMU
npobamu (npsmMas 1 6okosas)

lpysHOW oTAen
A06.03.013 PeHTtreHorpaduma rpyaHOro otgena No3BOHOYHMKA
A06.03.019 PeHTreHorpadus no3BOHOUHMKa C PYHKLIMOHANBHBIMW Npobamu
A06.03.014 PeHTreHorpadus rpygHoOro 1 noacHMYHOro oTAesia MO3BOHOYHMKA
MoscHULA 1 KPeCTLLOBO-KOMUYNKOBbIN OTAeN

A06.03.015 PeHTtreHorpadus NoSACHNYHOrO OTZAeNa MO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOSCHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOeKUmsX ¢ GYHKLMOHANbHLIMY
npobamu

A06.03.017 PeHtreHorpaduma kpecTLa 1 Konymka
A06.03.016 PeHTreHorpadms NosCHUYHOIO 1 KPECTLLOBOro OTAes1a NO3BOHOUHMKa
A06.03.017.001 PeHTreHorpaduma kpecTua
A06.03.017.002 PeHTreHorpadumsa konymka
Pykun
A06.04.013 PeHTtreHorpadus akpoMmanbHO-KJOUYNYHOTO COUEHEHNS
PeHTtreHorpadums koctelt npeaneybs B 2 NPoeKkLmax
A06.04.010 PeHTreHorpaduma nneveBoro cycrasa
A06.03.028 PeHTreHorpadus naeyeBor Koctu
A06.04.003 PeHTtreHorpadua NOKTeBOro cycraea
A06.03.029 PeHTreHorpadms JOKTEBON M SlyU4eBOW KOCTM
A06.04.004 PeHTtreHorpadumsa nyyesansacTHOro cycraBa
A06.03.026 PeHTtreHorpadumsa nonatku
A06.03.032 PeHTtreHorpadumsa kuctu
PeHTreHorpadusa 2 kuctein B npamon NnpoekLmm
A06.03.035 PeHtreHorpaduma 1 nanbua Knctm
A06.03.021 PeHTreHorpa¢us BepxHei KOHEUHOCTM
A06.03.030 PeHTreHorpadpusa 3anacrba
A06.03.027 PeHTreHorpadus rooBky NaeyeBoin KOCTu
A06.03.031 PeHTtreHorpadumsa nactu
A06.03.033 PeHTtreHorpadua danaHr nanbLeB KNCTH
Horn
A06.04.005 PeHTtreHorpadua KoseHHOro cycraBsa
PeHTreHorpadumsa 2 KoneHHbIX CycTaBoOB B NPAMOM npoekuun (Ha 1 cHUMKe)
PeHTreHorpadus 2 Tazo6espeHHbIX CYCTaBOB B MOJIOXeHMM JlaysHLITelHa
A06.03.042 PeHTreHorpadus roioBkM U ek 6espeHHON KOCTH
PeHTreHorpadus KocTei roneHn B 2 NpoekLuax
A06.04.012 PeHTreHorpadus roneHoCTONHOro cycraBa
A06.03.053 PeHTtreHorpadumsa ctonbl B 2 NpoeKLAx

PeHTreHorpadua NATOYHON KOCTU B MPAMOW NPOEKLIMM

1300
1300
1300
1300
1300

1300

2300

1300
2200
2200

1300

2300

1300
2200
1300
1300

1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300

1300
1000
1300
1300
1300
1300
1300
1300



A06.03.050 PeHTreHorpaduns naTouHom Koctu

PeHTreHorpadumsa nATOUYHbIX KOCTEN B 6OKOBOM NpoeKuun

PeHTreHorpadwus cTon Ha NPOAO/bHOE NAOCKOCTONUE € GU3NYECKON Harpy3Kow B 2
NpPoeKLMsX

A06.03.036 PeHTreHorpadus HUXHEN KOHEYHOCTM
A06.03.048 PeHTreHorpadua NoAbIKKM
A06.03.054 PeHTtreHorpaduma GanaHr nanbLieB HOTU
A06.03.055 PeHTreHorpadus 1 nasbLia CTonbl B OAHOW NPOEKLUn
A06.04.011 PeHTreHorpadus TazobespeHHOro cycraBa
A06.03.043 PeHTreHorpadus 6eapeHHON KOCTH
A06.03.045 PeHTtreHorpadua HagKoNeHHMKa
A06.03.046 PeHTreHorpadus 60/bLIoN 6epLOBON 1 Manon 6epLOBOMA KOCTeH
A06.03.049 PeHTreHorpadpua npesnitocHbl
A06.03.051 PeHTtreHorpadus natocHbl 1 GanaHr nanbLeB CTOMbI
A06.03.052 PeHTtreHorpadwmsa ctonbl B 1 npoekuumn
A06.03.053.001 PeHTreHorpadus ctonbl ¢ GyHKLMOHANBHON Harpy3Kom
BprowHaa nonoctb
A06.30.004.001 O630pHas peHTreHorpadusa opraHoB HPIOLLHON NONOCTY
PeHTren nuwesopa c 6aprem
3abpHolMHHOE MPOCTPAHCTBO U HOTU
A06.28.001 PeHTreHorpadus noyek n MOYEBbIBOAALLMX MyTeEN
PeHTreHorpadwusa 2 cton B NpsAMon NpoekLmm
A06.28.002 BHyTpmBeHHas yporpadus
lpyaHasa knetka
PeHTreHorpadusa opraHoB rpyaHon knetkv B 1 npoekunm (063opHas)
PeHTreHorpadua opraHoB rpysHON KNETKM B 2 MPOEKLUM
A06.03.023 PeHTreHorpadpus pebpa(ep)
A06.03.024 PeHTreHorpadusa rpyaunHsl
A06.04.014 PeHTtreHorpadumsa rpyaAvHHO-KAOUYMYHOTO COUNEHEHUS
A06.03.022 PeHTreHorpaduma kaoumLb
A06.09.007 PeHTtreHorpadumsa nérkmnx
Ta3
PeHTreHorpadunsa KpecTuo0BO-NoOAB30LWHOrO COUYNEHEHNA
PeHTreHorpa¢us kocTteit Tasa ¢ Ta306epeHHbIMU CycTaBamu
PeHTreHorpadus TazobegpeHHoro cyctaea B 1 npoekuum
PeHTreHorpadus TazobespeHHOro cyctaBa B 2 Npoekumsx
Mammorpadus
A06.20.004 Mammorpadus
A06.20.004 Mammorpadumsa 2 MONOYHbIX >Kenes
A06.20.008 ToMoCnHTE3 MONIOUYHbIX Xene3 (1 MosiouHas xenesa)
A06.20.008 TOMOCMHTE3 MONOYHBIX >Kene3
Hesponorus
Mprémbl
B01.023.001 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-HEBPOJIOra NePBUYHbIN
B01.023.002 Mprem (0cMOTp, KOHCYIbTaLMs) Bpaya-HEBPOOra MOBTOPHbIA

MaHunynauun
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1300
1300
1300
1300
1300
1300
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1300
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1300
1300
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1300
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A11.02.002 Mna3smoTepanus (1 npobupka) 2500

A22.30.015 YpapHoBosHoBas Tepanus (1 ceaHc) 1300
A11.02.002 boTyanHOTepanusa Npu XPOHNYECKOW MUTPEHN 29900
A25.24.001.002 botyanHoTepanusa npu 6pykcnsme 19500
A25.24.001.002 botynnHotepanua npu 6aedapocnasme 8900
A11.01.002 fleueHne MmurpeHun npenapatoM AZ>KoBu 225 mMa (co cToMmMocCTbo Npenapara) 24000
A11.24.001 NleuebHas 6a10Kaga Npv TYHHEIbHOM CUHAPOME 2000
A11.02.002 NleuebHas napaBepTebpasnbHas 610kasa 1500
A11.02.002 JlokanbHas MHBEKLIMOHHAA Tepanua B TPUITEPHbIE TOUKK 1500
A11.02.002 Mna3moTepanus (4onoaHUTeNbHas Npobupka) 1500
Tepanua
Mpuémel
B01.047.001 Mpwuem (0OCMOTP, KOHCY/bTaLMsA) Bpaya-TepanesTa NepPBUYHbIN 1900
B01.047.002 Mpurem (0CcMOTp, KOHCYAbTaLMsA) Bpaya-TepanesTa NOBTOPHbIN 1600

B01.047.001 Mpwuem (ocMOTp, KOHCY1bTaLMA) Bpava-TepanesTa NepPBUYHbIN
(CaHaTopHO-KypopTHas kapTa dopma 072/y -04 6e3 yyeTa npuema cneLmanmncros, 2600
NabopaTopHBbIX, AMArHOCTNYECKNX NCCAEA0BaHMIA)

Meavatpua
Mpuémel

B01.031.001 MegunaTp (NnepBnYHaAA KOHCYAbTaLMsA) 1900
B01.031.002 MepunaTp (MOBTOpPHas KOHCYAbTaLuns) 1600
B01.031.001 MeaunaTp (4BONHM NEPBUYHAA KOHCYbTaLMS) 2400
B01.031.002 MeawnaTp (4BOVHM NOBTOPHAA KOHCYNbTaLMA) 2200
B01.031.001 Mpwuem neavatpa ANA NONYYEHMA CNPABKN LUKOAA/AETCKUIA caf (MpeAoCcTaBaseTcs B 900
JAEeTCKU cas/wWwKony nocae 6one3Hw, AAUTeNbHOTo OTCYTCTBUS)
B01.031.001 CnpaBka B H6acceliH (Npv HaAn4MmM aHaIM30B: COCKOD Ha 3HTEPOBUO3, Kana Ha Anua 900
relbMUHTOB)
B01.031.001 CnpaBka 0 BpeMEHHOWN HeTPYA0CNOCObHOCTM yyalmxcs Ao 18 net (Popma 095/y)
-[lokymeHT noatsepxxaaeTt ¢pakT 60ne3HN CTyAeHTa, yyallerocs TexHmkyma nin wkonbl. Cnpasky 900
no ¢opme 095/y BblfaeT nevalLmin Bpay.
B01.031.001 Cnpaska 06 oTcyTCTBUM UHPEKLMOHHbIX 3aboneBaHn 900
B01.031.001 CaHaTopHO-KypopTHas kapTa Aetam (bopma 076/y ana petein) 2300

B01.031.001 CnpaBka ansa getckux narepen n cekumii (dopma 079/y) ??0O1paxaeT pusmueckoe
cocTosHue pebeHka. YToObl ee NOAYyUNTb, 3aNULINTECH Ha MPUEM K NeAnaTpy 1 He 3abyabTe 900
B3ATb CepTUdMKAT O NPUBMBKAX, COCKOD Ha 3HTEPOOMO3, aHan3 Kasa Ha AlLa rebMUHTOB

OdTanbmonorus
Mpunémbi
B01.029.001 Mpwuem (ocMOTp, KOHCYyNbTaLMA) Bpaya-opTaabmMoora nepBuYHbIin 1900
B01.029.002 Mpurem (0cMOTp, KOHCYAbTaLMsA) Bpada-odTasbMoaora NoBTOPHbIV 1600

MaHunynaunn/obcnesoBaHns

A02.26.015 OdpTanbmMoTOHOMETPYUA 500
A12.26.016 ABTopedpakTOMeTpUA C Y3KNUM 3paukom 600
A03.26.010 Onpep,eneljme napaMeTpoB KOHTaKTHOW KoppekLumn (Mogbop ouKkoB ¢ 700
aBTOpedpakTomeTpurel)

A02.26.015 ToHomeTpua no Maknakosy 600
A02.26.015 MNMHeBMOTOHOMETPUA 600
A03.26.003 OcmoTp nepudepum r1asHoro AHa ¢ UCMOJIb30BaHMEM TPeX3epKaabHOMW JIMH3bI 1000
fonbamaHa

A03.26.002 FoHunockonua 800
A19.26.002 YnpaxHeHWs 4a5 TPEHUPOBKM LUAMAPHON MblwwLbl rna3a (1 ceaHc) 350
A02.26.009 NccnesoBaHe LBETOOLLYLLLEHNS 250

A19.26.002 YnpaxkHeHVs 417 TPEHNPOBKMN LinavapHoW Mbllwupl rnasa KYPC (10 ceaHcos) 3200



A16.26.051 YpaneHne nHOpOAHOro Tena poroBuLbl 1400

A16.26.034 YpaneHne MHOPOAHOrO Tena KOHbIOHKTMBBI 900
A16.26.008 CkoTomeTpusa (TecT AMciepa-MapuHyesa) 300
A11.26.011 Mapa- v peTpobynbbapHble MHBbeKLUUM ( UHbekuus 1-ro rnasa 6e3 cToMmocTy 500
npenapara)
A12.26.005 SnactoTtoHOMETpUSA 600
A02.26.015 MepumeTpus (onpeseneHmne nonem 3peHns Ha 6enblii LLBET) 500
A02.26.015 MepumeTpus (onpeseneHne noner 3peHns Ha LBeTHble 06beKTbl) 700
Xvnpyprus
Mpunémbi
B01.057.001 Mpwuem (0cMOTp, KOHCYybTaLMA) Bpava-Xvpypra nepsmMyHbIN 1900
B01.057.002 Mpwuem (0OCMOTpP, KOHCYAbTaLMs) Bpaya-xmpypra NOBTOPHbIN 1600
B01.057.001 Mpwuem (0CcMOTpP, KOHCYbTaLMA) Bpava-xvpypra neperyHbIn (Nepes 1000
3HJOCKOMNYECKUM UCCaeA0BaHNEM)
B01.057.002 Mprem (0CMOTp,KOHCYNbTaLMA) Bpaya XMpypra NOBTOPHbIN (NMOCae onepauun) 1000
MaHnunynaymm
A16.01.002 BckpbiTie naHapuums (B TOM Uncae napoHmXmii) 1500
A16.01.012 BckpbiThe 1 gpeHnpoBaHue daerMoHsbl (abcuecca) (rMapageHvTa B TOM Yncie)-2 1900
KaTeropus C10XKHOCTH)
A16.01.011 BekpbiTne dypyHkyna (kapbyHkyna) 1000
A16.01.027 YaaneHne HOrTeBbIX NMAACTUHOK 2600
A16.30.060 NcceueHmre rnybokoro aMratypHoro ceuLLa 1800
A16.01.009 YwwmBaHWe OTKPbITOM paHbl (6e3 KOXHOW nepecasku) 1500
A16.30.069 CHAaTMe nocneonepaLMOHHbIX LWBOB (nratyp) 500
A16.01.001 YaaneHne nOBEPXHOCTHO PaCMNOA0XKEHHOIO MHOPOAHOrO Tena 1000
A11.04.005 lMyHKUMA CMHOBUANbHOM CYMKM CycTaBa 1000
A11.30.024 TyHKUMA MATKWUX TKaHEM 1100
A16.01.012 BckpbiTie u gpeHvpoBaHue dnermoHsbl (abcuecca) (ruapaseHnTta B Tom umce)-1 1300
KaTeropus C0XHOCTH)
A16.01.008.001 Hano>xxeHne BTOPUUHBIX LUBOB 2100
A16.01.004 Xvpyprudeckas obpaboTtka paHbl AN UHGULMPOBAHHON TKaHW (6e3 yLunBaHUs 700
paHbI)
A16.01.004 Xupyprudeckas obpaboTka paHbl WM MHGULMPOBAHHOM TKaH (C yLUMBaHWEM paHbl) 2000
A15.01.001 HanoxxeHre NOBA3KN NPV HaPYLLUEHNN LLeJIOCTHOCTM KOXHbIX MOKPOBOB 400
A15.01.002 HanoxeHue NoBs3KN NPU FTHOWHbIX 3ab0neBaHNsAX KOXW U MOAKOXHON KaeTyaTkm 1000
A11.01.001 buoncusa koxu (3abop Matepuana) 400
A16.30.076 BckpbIThe reMaToMbl MAFKMX TKaHe! 1400
A16.01.028 YaaneHne Mo3oau (CTep>KHEBO) 2600
A16.01.016 YganeHune atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHve atepomsl (1-3 cm, 1 anemeHT) 1500
A16.01.016 YpaneHune atepomsl (3-5 cm, 1 anemeHT) 1900
A16.01.017 YaaneHve f06pokayvecTBEHHbIX HOBOOBpazoBaHuii koxu (0,5- 1cm, 1 anemeHT) 1700
A16.01.017 YpaneHve fo6poKayecTBEHHbIX HOBOOHPa3oBaHuii koxu (1-3 cM, 1 anemeHT) 1900
A16.01.017 YganeHne 2obpokavyecTBeHHbIX HOBOOBpa3oBaHUA KOXH (3-5 cm, 1 anemeHT) 2400
A16.01.017 YpaneHne gobpokayecTBeHHbIX HOBOOGPa3oBaHWU KOXM (CBbilwe 5 cM,1 3nemeHT) 2900
MepeBA3Ka YMCTbIX paH 500
A16.01.018 YaaneHune fo6pokayecTBEHHbIX HOBOOHPA30BaHWI NMOAKOXHO-XXUPOBON KaeT4aTKu 1800
(nvnoma, dpnbpoma, rurpoma 0,5-1 cM-1 anemeHT)
A16.01.018 YganeHve fo6pokavecTBeHHbIX HOBOOHPA30BaHWIA NMOAKOXHO-XXUPOBON KaeT4aTKu 2100

(nvnoma, dpnbpoma, rurpoma OT 1-3 cM-1 3nemMeHT )



A11.01.001 buoncus koxw (3abop mMaTepunana) 500

A16.01.003 Hekpaktomusa 2000
A16.30.032 NcceueHne HOBOObpa3oBaHMA MArkux TkaHer ot 0,5 -1cm 1300
A16.30.032 VicceueHne HOBOObPa3oBaHUA MArkMx TkaHel oT 1 cM-3cM 1 anemeHT 1500
A16.30.032 VicceuyeHne HOBOOGPa3oOBaHUA MATKUX TKaHel oT 3¢M -5 cm 1 anemeHT 1900
A16.01.018 YpaneHve gobpokayecTBeHHbIX HOBOOHPA30BaHMI MOAKOXHO-XXMPOBOWN KaeTHaTKu 2500
(nvnoma, dpnbpoma, rurpoma ot 3 cM -5 cm 1 anemeHT)

A16.01.003 HekpakTomus (2 KaTeropmm CNOXHOCTH) 2600
A16.01.023 NcceueHme pybuos koxu (o1 0,5 -1cm 1 3nemeHT) 1500
A16.01.023 VicceueHme pybLos koxu (0T 1 cM-3 cm 1 1 anemeHT) 1900
A16.01.023 Vicceuerme pybLos koxu (0T 3 cM -5 cm 1 anemeHT) 2400
A16.01.030 NcceueHme rpaHynaumm (1 KaTeropmm cnodXKHOCTH) 2400
A16.01.030 NcceueHne rpaHynaumm (2 KaTeropmm cnoXKHOCTH) 3100
A16.30.069 CHsATVe Noc/ieonepaLnoHHbIX WBOB (A1raTyp), MeTaan4yeckmx ckobok 1000

OI'IepaTVIBHOE ieyeHne

A16.30.007.001 ApeHnpoBaHme BPIOLLIHOW NOAOCTU MOA KOHTPOJEM Y/IbTPa3ByKOBOro 19000

nccnesoBanHua

A16.30.043.002 TpaHckaTeTepHOe NeyeHne abcLeccoB BPHOLLIHON NOAOCTY MOZ KOHTPOJIEM 14800

Y/IbTPa3ByKOBOrO NCCNeA0BaHMA

A16.30.043.003 [lpeHnpoBaHune 6PrOLLIHON MNOAOCTM U 3aBPHOLLIMHHOMO MPOCTPAHCTBA Moy, 26000

KOHTPOJIEM YNbTPa3BYKOBOIO NCCAe0BaHNA

A16.15.015.001 lpeHnpoBaHue KUCT NOAXKENYAOUHOW Xene3bl NoJ KOHTPOJIEM YbTPa3ByKOBOIO 26000

nccaesoBaHuA

A16.14.009.002 XoneuncTakToMmaA nanapockonmyeckas 39000

A16.01.018 YaaneHue 2obpokayecTBeHHbIX HOBOOBPa30BaHWU MOAKOXHO-XXMPOBOW KJ1eTUaTKu 9500

(nvnoma, dpnbpoma, rurpoma ot 5 cM 1 6onee 1 3neMeHT )

A16.01.018 YganeHune gobpokavecTBeHHbIX HOBOOOPa30BaHN MOAKOXHO-XXMPOBOW K1EeTUaTKM 12000

(nvnoma, dnbpoma, rurpoma ot 10 cm 1 6onee -1 anemeHT )

A16.30.032 NcceueHre HOBOOBpa3oBaHUA MATKMUX TKaHel (0T 5 cm 1 6onee- 1 anemMeHT ) 9800

A16.30.032 NcceueHre HOBOOGpa3oBaHUs Markmnx TkaHel (o1 10 cm 1 6onee - 1 31eMeHT ) 12800

A16.30.006 /lanapoTomus 34200

A16.30.006 JlanapoTtomus 65000

A16.18.022 Pa3obLeHve cpalleHnii Mpu cnaeyHon HeMpPOXOANMOCTH 28000

A16.18.022.001 Pa3obuyeHme cpalleHnii Npu CnagyHon HEMPOXOAMMOCTU C UCMOJIb30BaHNEM 30000

BWZE03HA0CKOMUYECKMX TEXHONOT I

A16.30.014 SKcTMpnaums CpeanHHbIX KUCT U CBULLLEN Lien 29900

A16.14.035.003 TpaHckaTeTepHoOe leyeHne HenapasuTapHbIX KACT MeYeHN Nog KOHTPOEM 41900

Y/bTPa3ByKOBOrO MCCAEA0BaHMA

A16.24.015.001 CumnaTakTOMUA TOpakockonnyeckas 55000
lepHnonnactuka

A16.30.004.003 Onepauus Npu Manol 1 cpesHer nocaeonepaLmoHHON rpbixe (nerkas dopma) 42300

A16.30.004.012 OnepaT1BHOE NIeYEHME NOCNEONEPALIMOHHOW FPbIXN C UCMO/Ib30BAHMEM 85000

ceTyaTbIX UMMNNAHTOB

A16.30.001.002 OnepaTrBHOE NleyeHVe NaxoBO-6eAPEHHOW rPbIXKN C UCMONb30BaHNEM CeTHaTbIX 50000

WUMMNaHTOB

A16.30.002.002 OnepaTtnBHOE NleyeHne NYNOYHOM rPbIXKM C UCMONb30BaHNEM CETYaTbIX 42000

WUMMIaHTOB

A16.30.001 OnepaTnBHOE NeyeHme NaxoBO-6eApPeHHOW rPbIKU (OTKPbIThIA MeToa) 35000

A16.30.002 OnepaTnBHOE NeyeHme NYNMOYHOWN IPbIXXK (OTKPbITLIA METOA) 25000

A16.19.018 YaaneHne MHOPOAHOrO Tesla NPsSIMON KMLLIKKW 6e3 pa3pe3a (AHOHUMHO) 25000

A16.30.004.004 Onepauus Npy Manol 1N CpesHer NocaeonepaLMoHHON rpbixe (C0XHas 46000

dopma)

A16.30.004.010 /lanapockonuyeckas naactvka nepesHelt 6proLLHON CTeHKM Npu rpbixax (1 150000

KaTeropus CNOXHOCTH)

A16.30.004.010 Jlanapockornuyeckas naactuka nepegHeri GproLLHON CTEHKU Npu rpbixax (2 180000

Kateropumsa CNOXHOCTWN)



A16.30.004.010 Jlanapockonunyeckas naactvka nepegHen 6proLLHON CTEHKM NpW rpbixax (3

210000
KaTeropus CNOXHOCTH)
A16.30.004.001 T'pbixkeceueHme nNpu rpbixke 6enov IMHUK XxnBoTa (nerkas ¢opma) 1 kateropus 27000
40 4x cm
A16.30.004.001 Ipbi>keceueHre Npu rpbike 6enoi AnHWUKM XnBoTa (nerkas dopma) 2 kateropums 35000
6onee 4x cm
A16.30.004.011 OnepaTrBHOE NleyeHVe rPbiKN NepesHeit 6PIOLLHON CTEHKN C UCMOb30BaHNEM 42000
ceTyaTbix UmMnaaHToB (1 kateropua fo 4x cm)
A16.30.004.011 OnepaTuBHOE NleYeHMe rpbixXn NepesHeli BPIOLLHON CTEHKU C MCMONb30BaHMEM 47000
ceTyaTbIX UMMNAAHTOB (2 KaTeropuun bonee 4x cm)
A16.30.004.002 Mnactnka npu gnacrase NPAMbIX MbILLL, XUBOTa (40 5 cM) 25000
A16.30.004.002 MnacTrka Npun gnactase NpAMbIX MbILL, X1BoTa (6osee 5 cm) 31000
A16.30.005.002 Onepauua npu rpbixke NULLLEBOAHOrO OTBEPCTMA Anadparmbl 36000
A16.01.006 NcceueHre nopaxeHUs NOAKOXHO-XXUPOBOW KAeTyaTku 164000
A16.30.002.001 OnepaTnBHOE NeyeHre NyNMOYHOW rPbIXW C NCMO/Ib30BaHNEM 90000
BWZAEO03HAOCKOMUYECKMX TEXHONOTMIA (1 KaTeropus CIoXHOCTH)
A16.30.002.001 OnepaTMBHOE NeyeHre NYNOYHOM FPbIXK C UCMO/Ib30BaHUEM 97000
BWZAEO03HAOCKOMUYECKMX TEXHONOTWIA (2 KaTeropus CIOXHOCTH)
A16.30.002.001 OnepatnBHOE NIeYEHME NMYMOYHOMN FPbIXXM C UCMONb30BaHNEM 105000
BUAEO3HA0CKOMUUYECKUX TEXHOIOTNI (3 KaTErOpus CNOXKHOCTH)
A16.30.001.001 OnepaTtnBHOE fleyeHne NaxoBO-HeAPEHHON rPbIXM C NCMOJIb30BAHNEM 68000
BUAEO3HAOCKOMUYECKNX TEXHONOTUI (1 KaTeropums CNOXHOCTH)
A16.30.001.001 OnepaTrBHOE NeyeHVe NaxoBO-6eAPeHHOW rPbIXKMN C UCMOAb30BaHNEM 74000
BWZAEO3HAOCKOMUYECKMX TEXHONOTUIA (2 KaTeropus CIOXHOCTH)
A16.30.001.001 OnepaTBHOE NeyeHre NaxoBO-6eAPEHHOW FPbIKUN C NCNOAb30BaHUEM 85000
BWZAE03HAOCKOMUYECKMX TEXHONOTWIA (3 KaTeropus CIOXHOCTH)
A16.30.005.003 YcTpaHeHWe rpbiXu MULLEBOAHOrO OTBEPCTUA AnadparmMbl C UCMONb30BaHNEM 145000
BWZE03HA0CKOMUYECKMX TEXHONOT I
A16.30.004.015 Onepauus npu 60bLLON NOCAeONepPaLMOHHON FPbIXKE C UCMO/Ib30BaAHMEM 90000
ceTyaTbIX UMMNNAHTOB
A16.30.004.015 Onepauua Npu rMraHTCKOM NocaeonepaLoHHON rpbiXe C UCMOJIb30BaHNEM 120000
ceTyaTbIX UMMNAAHTOB
AHanuzbl
FMcTonornyeckoe nccnepoBaHve BUONCMINHOrO MaTepuana U matTepuana, Nnoay4YeHHOro npu
XUPYPruvecknx BMeLLaTenbCcTax (3HAOCKONMYECKOro MaTepuana; TKaHe XXeHCKOW NoNoBoOw 2420
CUCTEMBbI; KOXM, MATKMX TKaHel; KPOBETBOPHOMN M IMMPOUNAHON TKaHel; KOCTHO-XPALLEBOM
TKaHM)
A08.30.046 MNMaTon0ro-aHaTOMUYECKOe UCcaes0BaHNe BUOMNCUNHOIO (ONepaLoHHOro) 2420
maTepwvana
YpaneHve WUTOBUAHOW >enesbl
A16.22.002 Tnpeowngskromma 150000
A16.22.001 FTeMuTMpeonasKTOMHUA 120000
bapwvatpuueckas xupyprus
A16.16.017.016 MNpogonbHaa pesekuuna xenyaka nanapockonuyeckas 250000
¥Y3W B3pocabim
¥Y3WU cocyaos
A04.12.005.003 AynnekcHoe ckaHUpoBaHWe bpaxuoLiedanbHbIX apTepuin € LBETHbIM 1700
JONMNAePOBCKUM KapTMPOBaHWEM KPOBOTOKaA (apTepwii Luen)
Y3WN-komnnekc nepeg creHtnpoBanuem (Y34l ELLA + sonneporpadus apTepuii BEpXHUX 2400
KOHeuHocTen)
Y3WN-komnnekc nepeg creHtnpoBanvem (Y34l BLIA + sonneporpadus apTepurii HUKHUX 2800
KOHEeYHOCTEeW)
[ynnekcHoe ckaHnpoBaHue HIMB 1 NoaB340LWHbIX BEH 1500
A04.12.001.004 YnbTpa3BykoBas gornnierpadus apTepmin METOL0M MOHUTOPUPOBAHNA 1000
(TpUnnekcHoe ckaHMpPOBaHWe apTepuii MOAB3AOLWHO-6ePEHHOro CermeHTa)
A04.12.001.004 YnbTpa3BykoBas gonnaerpadus aptepuii METOA40M MOHUTOPUPOBaHUA 1000
(TpunnekcHoe ckaHMPOBaHWE apTeEPU MOAKIOUNYHOIO CEerMEHTa)
A04.12.001.001 YnbTpasBykoBas gonnaeporpadus apTepuin HUKHUX KOHEYHOCTEN 1600
A04.12.002.002 YnbTpasBykoBas gonnaeporpadus BeH HUKHUX KOHEYHOCTEN 1600
A04.12.002.001 YnbTpasBykoBas gonnaeporpadua cocysoB (apTepuii N BeH) HUKHUX 2400

KOHeuHocTel



A04.12.002 YnbTtpa3BykoBas gonnaeporpaduns cocysoB (apTepuin 1 BeH) BEPXHUX KOHEYHOCTEMN
A04.12.002.003 YnbTpa3BykoBas gonnaeporpadus BeH BEPXHUX KOHEYHOCTEN

A04.12.001 YnbTpa3BykoBas gonnaeporpapus apTepuin BepxHUX KOHeYHOCTeR

Y3W 6paxvouedanbHbix apTepuii (apTepum Lewn)+KOoHCyAbTalms HeBpoaora

A04.12.014 lynnekcHOe ckaHMpOBaHWeE COCY0B renaTobnannmapHoOMn 30HbI

A04.12.001.006 YnbTpa3sykoBas gonnaeporpadus TpaHckpaHmaibHas apTepuii MeTogoM
MOHUTOPUPOBaHWA

A04.12.001.006 YnbTpa3BykoBas gornnieporpadus TpaHckpaHuanbHas apTepuii MeToAoM
MOHUTOPUpPOBaHMWA +/lynaekcHoe ckaHrpoBaHue bpaxumoLedanbHbiX apTepuin € LIBETHbIM
AONMAEPOBCKMM KapTMPOBaHMEM KPOBOTOKa

A04.12.022 lynnekcHoe CKaHMPOBaHMe COCyA0B Manoro Tasa
A04.12.001.002 AynnekcHoe CKaHUPOBaHWe apTepuii novek
A04.12.003 AynnekcHoe cKaHMpOBaHMe aopThbl

A04.12.003.001 [lynnekcHoe ckaHMpOBaHWE BPHOLLIHON aopThbl U ee BUCLLEPasIbHbIX BETBEMN

A04.12.005.005 lynnekcHoe ckaHMpOBaHMe 3KCTpakpaHeabHbIX OTAe10B bpaxmoLedanbHbix
apTepwuii
A04.12.005.006 AynnekcHoe cKaHUPOBaHWeE UHTPaKpaHWanbHbIX OTAen0B BpaxuoLiedanbHbiX
apTepwuii

Y3 wmtoBMAHOW Xene3bl

A04.22.001 YnbTpa3ByKOBOE NCCE[0BAHNE LLMTOBUAHOW Xenesbl U NapalimMToOBUAHbIX Xenes/
NMmdaTMUECKunX y310B (O4Ha aHaTOMMUecKas 30Ha)

A04.22.001.001 Snactorpadus WUTOBUAHOW Xese3bl
A04.07.002 YnbTpa3BykoBOe NUCCAeAOBaHME CNHOHHbIX Xenes

Y3 opraHoB BptoLHOM NoNoCTH

A04.16.001 YnbTpa3ByKOBOE NCCE[0BAHNE OPraHOB HPHOLLHOW MNOOCTU (KOMMAEKCHOE)
-NeYeHb, XeNYHbIN My3blpb, NOAXKENYAOUHAA Xese3a, CeNe3eHKa)

YnbTpa3ByKoBe VCCIEA0BaHNE OPraHOB BPIOLLIHON MNOAOCTH (KOMMAEKCHOE) - MEUeHb, XXETUHbIN
ny3blpb, MOAXENYAOUHAsA XKeNe3a, CeNe3eHka, MoYKW, HaANMoYEUHMKN, MOYEBON My3bIPb)

A04.06.001 YnbTpa3BykoBOE NCCAeAOBaHME CENEe3EHKN

A04.15.001 YnbTpa3ByKOBOE NCCNE[0BAHNE NMOAXKENYA0UYHON Xenesbl

A04.28.002.005 YnbTpa3BykoBOE UCCAe0BaHNE MOYEBOTO MNy3bIPs C ONpejeseHneM OCTaTOuHOM
MOUYM

A04.14.001 YnbTpaseykoBOe nccaefoBaHme neyeHmn

A04.14.002 YnbTpa3BykoBOe McCaef0BaHNE XEeNYHOro ny3bipsa N MPOTOKOB

A04.14.002.001 YnbTpa3BykoBOE NCCAEAOBAHME XXENYHOro Ny3blps C onpeaeseHnemM ero
COKpaTUMOCTU

A04.18.001 YnbTpa3ByKOBOE UCCAEAOBaHWE anmneHAMKCa (CNEMNON KULLKM)

Y3W opraHoB 3abpHoLLIMHHOIO NPOCTPaHCTBa

A04.28.002.001 ¥nbTpa3BykoBOe UCCNeAOBaHNe NoYek/YAbTpa3ByKOBOe NcCieoBaHme
MOUYEBOrO My3bIps

A04.22.002 YnbTpa3BykoBOe nccaeaoBaHne HaAno4YeYHNKOB
A04.28.001 YnbTpa3BykoBoOe nccaefoBaHne Noyek v Hagno4yeuHnKos
A04.28.002.001 ¥YnbTpa3BykoBOe MCCAefOBaHME NOYeK
A04.28.002.003 YnbTpa3BykoBOe NUCCAeAOBaHME MOYEBOTO My3bIps
Y3 mowwoHkun
A04.28.003 YnbTpa3BykoBOe NcCaeA0BaHME OPraHOB MOLLOHKM
¥Y3WU cepgua
A04.10.002 3xokapavorpadusa
Y3U obwme
A04.01.001 YnbTpa3ByKkoBOe NCCNef0BaHNE MAFKMX TKaHel (04Ha aHaToMMUYeckas 30Ha)
A04.09.001 YnbTpa3BykoBOe NccaefoBaHWe naeBpasbHOM NoAOCTU

¥Y3U nanmbatnyeckux y3nos

2100
1300
1300
2000
1000

2000

3000

1600
850

1300
1600

2000

2000

1100

1300
1000

1400

2300

600
800

750

1000
600

850

1000

1300

600
1300
850
600

1000

2200

900
900



A04.06.002 YnbTpassykoBoe ncciefosaHne auMmdaTnyecknx y3a108 (04Ha aHaToMuUyeckas 30Ha)

900
3aOPHOLUNHHBIX
A04.06.002 YnbTpa3BykoBOe ncciesoBaHne auMmdaTnyecknx y3aos (0AHa aHaToMUyeckas 30Ha) 900
HaZMOYeYHbIX
A04.06.002 YnbTpa3BykoBOe nccaefoBaHve ammdatmyeckmx y3nos (0gHa aHaTommyeckas 900
30Ha)NaxoBbIX
A04.06.002 YnbTpa3BykoBOe nccaegoBaHve AMmdatnyecknx y3aoBs (0gHa aHaTOMUYeckas 30H) 900
NOAKAOUNYHBIX/HaAKOUMNYHbIE
A04.06.002 YnbTpa3sykoBOe UccnefoBaHne iMMbaTnyeckmx y3108 (04Ha aHaToMuyeckas 30Ha) 900
NoAMbILEYHbIX
A04.06.002 YnbTpa3BykoBOe MccnegoBaHne auMdaTnyeckmx y3nos (0AHa aHaToMmnyeckas 30Ha) 900
wem
A04.06.002 YnbTpa3BykoBOe nccnegoBaHve aumdatmyeckmx y3nos ( wen, Haa/NoaKaoUnYHbIe, 3200
NnoAMblILLIeYHble, 3a0PHOLLIMHHbIE, MaxoBble
Y3 npeacTatenbHON Xenesbl
A04.21.001 YnbTpa3ByKOBOE NCCE[0BaHWE NPEACTATENIbHOM Xenesbl 1200
YnbTpa3ByKOBOE NCCNEA0BaHNE NPeACTaTeNIbHOMN Xenesbl TPaHCPeKTasbHOe 1500
Y3W npeactaTenbHOM xenesbl TpaHcpekTansHoe (TPY3)+Y3 moueBoro nysbipsi+ octaTtouHas 1400
Mouya
A04.21.001.001 Y3W npepcratensHOM xenesbl TpaHCabi0MMHaNbHOE + OLEHKa OCTaTOUHOM 1100
Mouw
Y3V npeacTaTesibHOM Xene3bl TpaHCpeKTaabHOEe+O0LeHKa OCTaTOYHOM MOYM 1300
Y3 Mon0oYHBIX Xené3
A04.20.002 YnbTpa3BykoBOe NUCCAEAOBaHME MOMOYHBIX Xenes 1400
A04.20.002.001 Snactorpaduns MONOUHBIX >Kenes 1200
Y3 6epeMeHHbIX 1 TMHEKOAOT S
A04.30.010 YnbTpa3eykoBOe nccaefaoBaHve opraHoB Masoro Tasa KOMrieKcHoe 1300
A04.30.001 YnbTpa3BykoBOe nccaefoBaHme Naojaa (AnarHoCTuka Ha paHHMUX cpokax 1400
6epemMeHHOCTH)
A04.30.001.001 YnbTpa3BykoBOe UccnefoBaHWe naoja npu cpoke bepeMeHHOCTN 40 1500
TPVYHaAUATV HeAeNb (BHE CKPUHWHTA)
A04.30.001.007 YnbTpa3sykoBoe nccnegoBaHue naoga B Il Tpumectpe bepemeHHOCTH 2000
A04.12.024.003 YnbTpa3sykoBas gonnaeporpadusa naojoBoro KpooTtoka (JonnaepomeTpus 1500
6epemeHHbIx lI-1ll TpumecTp)
A04.04.001 YnbTpa3ByKkOBOe NcCieoBaHME CycTaBa (JIOHHOrO CoOUNeHEeHMS) 850
A04.20.003 YnbTpasBykoBoe ncciesoBaHve GonankynoreHesa (nepBnyHoe) 800
A04.20.003 YnbTpasBykoBoe ncciesoBaHve GonankynoreHesa (MoBTOPHOE) 500
A04.20.001.004 YnbTpa3BykOBOE UCCAEAOBaHUE LWENKN MaTKK (Y3-LepBUKOMETPUS) 850
A04.30.001.002 YnbTpaseykoBoe nccaepoaHme naoga s pexxvme 4D (go 26 Hegens, 2700
onpeaeneHve Nona, 3anncb Ha Anck, Tdotorpadumsa)
A04.30.001 YnbTpa3BykoBoe ncciesoBaHue naoga Bo |l tpumectpe 6epeMeHHOCTH 1700
A04.30.001.002 ¥nbTpa3ssykoBoe nccnefoBaHune naoga s pexxmme 3D 1900
A04.30.001.001 YnbTpa3BykoBOE MCCAEAOBaHME Ma0ja Npu cpoke bepeMEHHOCTM L0 2300
TPWHaALaTV Hejenb (MHOronaogHasa 6epeMeHHOCTb BHe CKUPUHUTa)
A04.12.024.003 YnbTpassykoBas gonnaeporpadua n1ogoBOro KpoBoToka (MHOron/104Has 2600

6epemeHHocTb) (Jonnaepometpusa 6epemenHbix lI-1ll Tpumectp)

A04.30.001.006 YnbTpa3BykoBOE CKPUHWHIOBOE MCCAeL0BaHNe Npu cpoke 6epeMeHHOCTM
JeBATHaALaTas - ABajLaTb NepBas HeAean Mo OLeHKe aHTeHaTalbHOro pa3BnTIA MAOAOB C
LieNIbio BbISBJIEHUA XPOMOCOMHbIX aHOMaWi, MOPOKOB Pa3BUTUSA, PUCKOB 3aJePXXKM pocTa 2700
nnoga, NnpexsaeBpeMeHHbIX POAOB, NPe3KAaMMICUN NPV MHOTOMNOAHOW bepeMeHHOCTH
(ckpUHUHT 1)

A04.30.001.008 YnbTpassykoBoe nccnegosaHve naogos B |l Tpumectpe MHoronnogHowm

2700
6epemMeHHOCTH
A04.30.001.002 YnbTpa3BykoBOE UCCAeAOBaHME NAoja B pexxume 4D npu MHOTOMIO4AHOM 3700
6epeMeHHOCTM (B0 26 Hegenb, onpeaeseHre Nnosa, 3anucb Ha anck, 1 dotorpadus)
A04.30.001.002 YnbTpa3BykoBOE MCCAeLOBaHMe naoga B pexxume 3D npu MHOronaoaHowm 2600
6epemMeHHOCTH

MyHKUMA noa KoHTponem Y3/

A11.06.001.001 MyHKUMA AMMbaTUUECKOTO y3aa NOA KOHTPOJIEM YIbTPa3ByKOBOrO 900

nccnegoBaHmAa



A11.20.010.003 MyHKUWA HOBOOGPA30BaHUA MOJIOYHON XeNe3bl MPULEIbHan MNyHKLUVOHHas Nog,
KOHTPOJIEM YNbTPa3BYKOBOIO NCCAE0BaHNA

A11.22.002.001 MyHKUWA LLUTOBUAHOW UAN NaPaLLUTOBUAHOW Xenesbl Nog KOHTPOAEM
Y/IbTPa3ByKOBOIO UCCAEA0BAHMSA

A11.30.024.001 MyHKUMA MATKMUX TKaHEN NOJ KOHTPOJIEM Y/bTPa3ByKOBOrO MCCNeA0BaHMA
¥Y3W cycraBoB

A04.04.001 YnbTpa3BykoBOe nccaefoBaHue cycTaBa (naeveBoro) 1 cycrtaB

A04.04.001 YnbTpa3BykoBOe nccaefoBaHue cycTaBa (nokteBoro) 1 cycraB

A04.04.001 YnbTpa3BykoBOe nccaepoBaHue cyctaBa (knctm) 1 knuctb

A04.04.001 YnbTpa3BykoBOe nccaeaoBaHve cyctaBa (NyyesansacTHoro) 1 cycras

A04.04.001 YnbTpaseykoBoe nccaepoBaHme cyctasa (koneHHoro) 1cycras

A04.04.001 YnbTpa3BykoBOe nccaefoBaHWe cycTaBa (roseHocTonHoro) 1 cycras

A04.04.001 YnbTpa3BykoBOe McciefoBaHne cycTaBa (NanbLes KMCTW uav Tonsl) 1 nanew,

A04.04.002 YnbTpa3ByKkoBOE NCCAeAO0BaHNE CYXOXWUANI (aXMN0Ba CyXOXMINSA)

A04.12.022 [lynnekcHOe CKaHMpPOBaHMe COCY0B Masoro Tasa

¥Y3W HepBoB

A04.24.001 YnbTpa3BykoBOe ncciefoBaHve nepupeprnyecknx HepBoB (04Ha aHaToMuyeckas
obnacTb)
A04.24.001 YnbTpa3BykoBOe nccnegoBaHve nepmbepmnyeckmx HepBoB (OAHa aHaTOMMUecKas
obnacTb)

q)yH KUMOHa/bHaA ANarHoCTnka

B03.037.001 ®yHKLMOHaNbHOE TECTUPOBaHWE NErNX

A05.10.006 Pernctpaumsa anekTpokapanorpammel. Paciimdposka, onvcaHme n nHtepnpetaums
3NeKTpoKapanorpadnYecKmnx 4aHHbIX

A02.12.002.001 CyTouHOE MOHUTOPUPOBaHNE apTepPNaNbHOro AaBaeHNs
A05.10.008 XonTepoBCKOe MOHUTOPMPOBaHME CepAEYHOro puTMa (B TeueHne 24 yacos)
KT + Xonteposckoe MoHuTOopuposaHue IKI B TeueHne 24 yacos
B03.037.001 ®yHKLMOHaNbHOE TeCTUPOBaHWe Nerkux ( ¢ BpOHXONNTUKOM)
A05.23.001 2nekTpoaHuedpanorpapus (33)
A12.10.001 SnekTpokapanorpadms ¢ GUsnyeckom HarpysKonm
A05.30.001 Kapanotokorpadwma naoaa (KTT)
SHAOKPUHOAOIMA
Mpunémbi
B01.058.001 Mpwuem (0cMOTp, KOHCY/IbTaLMA) Bpava-3HAOKPUHOAOra NePBUYHbIN
B01.058.002 Mpwuem (0CMOTpP, KOHCYyNbTaLus) Bpaya-3HAOKPUHOIOra NOBTOPHbIN
Manumynaumm
lMHekonoruna
Mpuémsl
B01.001.001 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpaya-rMHeKo10ra NepBmYHbIN
B01.001.002 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-rmHeKo0ra NOBTOPHbIN

B01.001.002 MNpwuem (nocne onepauun) Bpada-ruHeKoN0ra NOBTOPHbIN

B01.001.001 Mprem (0cMOTp, KOHCYNbTaL M) Bpaya-aKyLlepa-ruHeKoaora nepBuyUHbIi (no
Bonpocam b6ecrioaus)

MaHnunynayum
A11.20.011 Buoncusa wenku MaTkm

A11.20.014 BBeseHve BHYTPMMATOYHOM Civipanu

A11.20.008 PazgenbHoe gmarHoctuyeckoe BbickabanBaHWe NoaoCcTy MaTku U LepBUKaabHOToO
KaHana

A11.20.008.001 Pa3genbHoe AnarHoCTMyeckoe BbickabanmBaHme NosioCTv MaTkum

A11.20.002 Mony4yeHmne LepBMKasbHOrO MasKa

900

900

900

1100
850
950
950
950
950
750
750
1600

1100

3200

650

650

1500
2300
2500
900

1300
900

1500

1900
1600

1900
1600
1000

1900

1700
1700

5400

2900
550



A11.20.003 Buoncma TkaHel MaTKn 900

A03.20.001 Konbnockonus 1200

A11.20.015 YpaneHne BHyTPMMaTOUYHOMN cnnpanu 700

A16.20.036 Xnpyprudeckoe neyeHne 3a601eBaHNN LLENKN MaTKM C UCMOJIb30BAHVEM Pa3/INYHBIX 2600

3Heprum

A08.20.004 AcnpvaLumoHHas buoncus aHAOMeTpus 30HA0M Manens (6e3 ctroumocTtn 1400

TMCTONOTMYECKOTO MM OHKOLMTONIOTMYECKOTO UCCeA0BaHNA)

A14.20.002 BeegeHue, nspneyeHmne akyLwepckoro pasrpyxatroLero nojAepXxXnsaroLLero KoabLa 1100

(neccapwus)

A16.20.036.001 SnekTpoamaTepMOKOHM3aLMA WENKN MaTKu 8100

A11.20.005 MonyyeHune BraranvLHOro Maska 550

A16.20.020 peHnposaHue abcLecca XXeHCKMX MON0BbIX OpraHoB (bapToanHoBas Xenesa) 4200
OnepatuBHoe NeveHne/bonbLumne rMHEKOOrMYeckme onepawunm

A16.20.038 Onepauunu no noBoAy 6ecnioAnsa Ha NpuaaTkax MaTku 39000

A16.20.017.001 YganeHvne napaoBapuanbHOM KUCTbI C UCMOAb30BaHMEM BUAEO0IHAOCKOMNYECKMX 34900

TEXHOJIOT U

A16.20.004.001 CanbnMHIaKTOMMSA C UCMONb30BaHNEM BUAEOIHAOCKOMMUECKMX TexHonornn (1 19900

Kateropwus)

A16.20.003.001 CanbnnHro-oohop3KTOMUSA C UCMOAb30BaHMEM BUAEO3IHAOCKOMNYECKNX 16900

TexHonoruii (1 kateropws)

A16.20.041.001 Crepuanzanmsa MaTOUHbIX TPYO C MCNONb30BaHUEM BUAEOIHAOCKOMMUYECKUX 19900

TexHonorui (1 kateropwms)

A16.20.001.001 YpaneHune KNCTbl ANYHMKA C MCMOJ/b30BAHNEM BMAEOIHAOCKOMUYECKMX 34900

TEXHONOMMI (OAHOCTOPOHHEE)

A16.20.001.001 YaaneHune KACTbI ANYHKKA C MCMO/b30BAHNEM BUAEOIHAOCKOMUYECKMX 44900

TEXHOJIOTUI (ABYCTOPOHHEE)

A16.20.003.001 OodpopaKTOMMA C UCMONb30BaAHNEM BUALO3HAOCKOMMNYECKMX TEXHONO0MMI 40000

A16.20.010.001 Cy6ToTanbHas ructepakToMus (amnyTtaLms MaTki) C UCMONb30BaHNEM 73900

BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

A16.20.010.001 Cy6TOTanbHas ructepakToMus (amnyTtaLms MaTkm) C UCNONb30BaHNEM 75900

BWAEO3HAOCKOMUYECKMNX TEXHONOTUIA 2 KaTeropus CI0XKHOCTU

A16.20.010.003 Cy6TOoTanbHas ructepakToMms (aMmnyTaLms MaTkm) ¢ npuaaTkamu ¢ 74900

NCMOJIb30BaHMEM BUAEOIHAOCKOMNYECKMX TEXHOAOMMI 1 KaTeropms CIOXHOCTY

A16.20.010.003 Cy6TOTanbHas rMcTepaKTOMUA (@aMnyTaums MaTku) ¢ npugaTkamu ¢ 84900

NCMO/Ib30BaHMEM BUAEOIHAOCKOMNYECKMX TEXHOIOTMIA 2 KaTeropms CIOXHOCTY

A16.20.010 CybTOoTanbHas ructepakToMmsa (aMmnyTauma MaTkm) nanapotommyeckas 58900

A16.20.011.001 ToTanbHasa rucTtepakToMma (3KCTUpNaLUsa MaTku) C NCMOAb30BaHMEM 83900

BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

A16.20.011.001 ToTanbHasa rucTepakToMumsa (3KCTMpRaLMa MaTku) € NCMOAb30BaHMEM 94900

BUAEO03HA0CKOMUUYECKUX TEXHONOTUIA

A16.20.011.002 ToTanbHaa rucTepakToMma (3KCTMpNaLmsa MaTkm) C npuaaTkamm 76900

NlanapoTtoMuyeckas

A16.20.011.002 ToTanbHasa rucTtepakToMmsa (3KCTUpNaLus MaTku) C NpuagaTkaMmm 87900

nanapoToMmyeckas 2 KaTeropus CIOXHOCTU

A16.20.063 SkcTMpnaums KyabTy WeRKU MaTku 92900

A16.20.033 BeHTpodukcauma maTkm 35900

A16.20.012 BnaranuiyHas akcTMpnaLms MaTky € NAacTUKOM CTEHOK Baraana 77900

A11.20.003 broncusa AnyHmMKoB 1100

A03.20.003 Jflanapockonus gnarHoctmyeckas 19000

A16.20.061.001 Pe3ekums AMYHMKA C MCNOIb30BaHNEM BUAEOIHAOCKOMMYECKMX TexHonornm (1 35000

KaTeropus C10XKHOCTM)
A16.20.061.001 Pe3ekuus SUYHMKA C UCMONb30BaHMEM BUAEO3HA0CKONMUUYECKNX TEXHONOTNN (2 40500
KaTeropus C0XKHOCTM)

A16.20.026.001 PacceueHmne n ncceyeHme cnaek >XEHCKNX NOJIOBbIX OPraHoB C UCMONb30BaHNEM

BWAEO03HAOCKOMUYECKUX TexHoNoruli (1 kateropms) 19000
A16.20.026.001 PacceueHnme un MCcedeHme CNaeK XEHCKMX NON0BbIX OPraHoB C NCMO/b30BaHMEM 39000
BUAEOIHAOCKOMUYECKNX TEXHONOTNI (2 KaTeropms)

A16.20.004.001 CanbnmMHIaKTOMMSA C UCNONb30BaHNEM BUAEOIHAOCKOMMUECKMX TEXHONOTUNN (2 31900
KaTeropus)

A16.20.003.001 CanbnnHro-oohop3KTOMMUA C UCMOAb30BAHNEM BUAEOIHAOCKOMNYECKNX 44900

TeXHOOrni (2 Kateropwms)



A16.20.041.001 Ctepumamnsaumsa MaTOUHbIX TPYyD € MCMOAb30BaHNEM BUAEOIHAOCKOMUYECKNX

< 29900
TeXHoIormK (2 kaTeropus)
KoHcepBaTUBHO - naactnyeckme onepawmm
A16.20.035 MuomakToMua (3HyKNeaumns MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM 58900
BUAEO3HAOCKOMUYECKNX TEXHONOTUIA (NanapoTomus)
A16.20.035.001 MunomakToMuma (3HyKNeaumns MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM 39900
BWAEO03HA0CKOMNNYECKMX TEXHONOMMIA -0 KaTeropum CI0XKHOCTM (-nanapocKonus)
A16.20.035.001 MunomakToMuma (3Hykneaums MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM 61900
BWZAEO03HAOCKOMNMUYECKUX TEXHONOTUIA 2-0M KaTEropun CAOXKHOCTM (- 1anapocKonus)
A16.20.028.002 OnepaLmu Npu onyLweHny 3aHeit CTeHKW BAaraamLia 20900
A16.20.028.003 Onepaumu Npu onyLweHny nepegHen CTeHKN BAaraaunia 20900
A16.20.083 KonbnonepuHeoppadpus 1 neBatoponaactmka 46000
A16.20.023 lMnacTnka NPOMEXXHOCTH MOC/Ee ANN3MOTOMUN 31900
A16.20.065 PacceueHne neperoposku Baaranviia 21900
A16.20.063.018 Bbicokas amnyTaums LWenKn Matku 59000
A03.20.003 M'ctepockonus 17000
A03.20.003.001 M'mcTepopesekTockonus 1 KaTeropmm CA0XKHOCTH 26900
A03.20.003.001 M'mcTepope3eKkTocKonus 2 KaTeropun CA0XKHOCTU 33900
A03.20.003.001 TncTepopesekTockonus 3 KaTeropmm CNoXKHOCTU 39900
A16.20.006 Pe3ekuus LLIENKN MaTKN 42000
A16.20.007 MnacTuka Wenkn MaTkm 28900
A16.20.024 PekoHCTpyKLMA BAaraama 63000
A16.20.028.005 MaHuecTepckas onepaums (1 kaTeropmm CNoXXHOCTH) 49000
A16.20.028.005 MaHuecTepckas onepaums (2 KaTeropmm CNoXHOCTH) 60000
A16.20.095 AmnyTauus Wwelikn MaTtkm (knmHosuaHas no LLpeaepy) 22900
A16.20.095 AmnyTauus wenku matku (KoHycosuaHas no LUtypmaopody) 39000
Masble rMHeKkoaornyeckue onepawmm
A16.20.066 PacceueHune cHexuii Manbix MONOBbLIX ry6 4100
A11.20.018 MyHKLMA 3agHero ceoga Bnaraaviua (6e3 cToMMoCTU LUTONOrMYECKOro 2900
nccnesoBaHma)
A16.20.059 YpaneHve nHopogHoro Tena u3 Baaraava 1300
A16.20.059.001 YganeHne HoBoobpazoBaHWs BaaraauviLa 3900
A16.20.036 Xupypruueckoe neyeHve 3a60neBaHNI LLIEVKN MaTKW C MCMOb30BaHNEM Pa3iNUHbIX 5900
3Heprum
A16.20.091.001 Mapcynvanuzaums abcuecca v KUcTol 60bLION Xenesbl Npeassepus 2800
BAaraavLia
A11.20.008.001 BbickabaneaHue LepBNKaNLHOTO KaHana 1 NoaoCTU MaTku ¢ buoncuei 2000
A11.20.008.002 Pa3genbHOE AnarHOCTMYECKOe BbiCkabivBaHWe LIepBUKaIbHOTO KaHasia 2700
A11.20.008 Pa3genbHoe gmarHoctuyeckoe BbickabanBaHme NoaoCcTy MaTku U LepBUKaabHOro 5400
KaHana
A11.20.008.001 Pa3aenbHoe AnarHoCTMyeckoe BbickabanmBaHme NosaoCTv MaTkum 2900
ScTeTnyeckas rmHeKoIorns
A16.20.098 Pesekums Masblx Noa0OBbIX ry6 (1 KaTeropms caoXHOCTH) 27770
A16.20.098 Pe3ekLms Masblx NOAOBbIX y6 (2 KaTeropus C1I0XKHOCTM Mal.NoaoBbIe 41000
rybbl+KpanHas NAoTb KAUTOPa)
A16.20.029 Onepauum Ha kanTope 27770
A11.01.013 BBeAeHWE NCKYCCTBEHHbIX HaMOJHWUTENE B MATKME TKaHW C Liesiblo KOppeKLn 10200
dopmbl
A11.01.013 BBeAeHME NCKYCCTBEHHbIX HaMOJHWUTENE B MATKME TKaHW C Lieiblo KOppeKLn 16900
dopmbl
A11.01.013 BBeseHMe NCKYCCTBEHHBIX HAMOJHUTENEN B MATKUE TKaHW C LLeNbo KOpPeKLuun 28900
dopmbl

AHanun3zbl



BbisBneHve Bo3byanTenen UMMM (7 + KBM), cockob anuTenuanbHbiX KNeTOK ypOreHWTa bHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital

Epithelial Cells)*

Bbisnenve Bo3byantenen MMM (4 + KBM): onpegenenune AHK Chlamydia trachomatis,
Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoBeka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA,
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nanuanombl YenoBeka BbICOKOrO OHKOreHHOro pucka, onpegenenve HK 16 n 18 Tunos

+ KBM B cockobe anuTennanbHbix KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 2 Types (16, 18))

Bupyc nanunnombl Yenoseka BbICOKOrO OHKOreHHOro pucka, reHotunuposarue AHK 14 Tunos:

16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe 3nuTennanbHbIX KAeToK

yporenutansHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,

33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OnddepeHumposaHHoe onpeaenenHne JHK BMY (Bupyc nanvanomel yenoseka) 14 tunos: 16,

18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIX KNeTok

yporeHuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,

33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

FoHokokk, onpegeneHve JHK B cockobe anunTenManbHbIX KNeTOK YPOreHTalbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpeseneHne YyBCTBUTENbHOCTU K

aHTUMKKpObHbIM NpenapaTaMm (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and

Antibiotic Susceptibility Testing)
BaktepuanbHbIvi BarnHo3 (Bacterial Vaginosis, BV)

Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anuTenvanbHbIX K1eTok

yporeHutanbHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
A08.20.017.002 XKungakocTtHas untonorus. Lintonornyeckoe nccnegosaHme bnomateprana Lwemnkm

MaTku (okpalumBaHue no MNanaHukonay, TexHonorus ThinPrep ®)
A08.20.004 LiuTonornyeckoe nccnefoBaHve acnmparta M3 noaocT MaTku

F'McTonormyeckoe nccnepoBaHve BUONCMINHOIO Mateprana U matepuana, NnoayYeHHOro npu
XUPYPruvecknx BMeLLaTenbCTax (3HAOCKONMYECKOro MaTepuana; TKaHel XeHCKOW NoNoBOw
CUCTEMBI; KOXW, MAFKMX TKaHelr; KPOBETBOPHOW M IMMGbONAHON TKaHEN; KOCTHO-XPSLLEBOM
TKaHW)*

NHBNO®JIOP-komnnekcHoe nccnesoBaHe MUKPOo®a0pbl yporeHnTaabHoro TpakTa
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTndocdonmnuaHeii cuHapom (ADC), nabopatopHblie kputepum (Antiphospholipid Syndrome,

APS)
MoceB Ha MVIKpOCbﬂOpy oTAENAEMOro NoNoBbIX OPraHOB, onpeaeneHne 4yBCTBUTE/IbHOCTU K

aHTMMUKpPOBGHbIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic

Susceptibility Testing)*

WNccnepoBaHve Ha 6roLLeHO3 BraranvLLa, onpeaeneHne YyBCTBUTENbHOCTU K aHTVUMUKPOBHbBIM 1
aHTUMMKOTUYECKUM MpenapaTam (C MUKPOCKOMUel HaTUBHOTO NpenapaTa, OKpaLeHHOro Nno
lpamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

Lutonornyeckoe nccnefoBaHme anuTenms Wenky MaTku ¢ onmcaHMeM no TEPMUHOIOTUYECKOW
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium

with Description on The Bethesda System, TBS)

WNccneposaHue buoueHosa yporenmtanbHoro Tpakta. Pemodnop 16. (UROGENITAL TRACT
MICROBIOCENOSIS (PCR Panel Femoflor 16))

MVIKpOCKOﬂVIHECKOG nccaegoBsaHme BnaraanHbIX Ma3koB

L|,VITOJ'IOI'I/I‘—I(—.‘CKO€‘ nconegoBsaHmne 6V|omaTepV|aJ1a LIENKN MaTKN (OKpaLIJVIBaHVIe no I'IanaHVlKonay,

Pap-Tecr) (Cytological Examination: Cervix, Pap-test)
KaHnanaos, ckpuHuHr n tunuposanue (Candidiasis, Screening and Typing)

CKPUHUMHT MrKpodaopbl yporeHutanbHoro TpakTta. ®emodnop CkpumH. (UROGENITAL TRACT
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

WNccnepoBaHue 6rouieHosa yporeHutanbHoro Tpakta. Pemodnop 8. (UROGENITAL TRACT
MICROBIOCENOSIS (PCR Panel Femoflor 8))

JleyeHune cTpeccoBoOro HegepXXaHNa Mo4mn
A16.20.042.001 CamHroBble onepaumy Npu HegepXXaHnm Moun
Yponorus
Mpuémbl
B01.053.001 Mpurem (0cMOTp, KOHCYAbTaLMS) Bpaya-yposiora nepBryHbIn
B01.053.002 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-yposiora NoBTOPHbIN

B01.053.002 Mprem (0cMOTp,KOHCYAbTaLIMA) Bpaya yposiora NoBTOPHbIN (Mocie onepauunm)
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385

385

990

275
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2420
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3927

1276

1650

627

2310

495

1100

1012

2035

1628

60750

1900
1600
1000



MaHnunynaymm
A16.28.040 By>xmpoBaHue ypetpsl (1 ceaHc)
A16.28.058 BnpasneHune napapumosa
A16.28.052.001 3ameHa HeppoCTOMUUECKOTO gpeHaxa (6e3 HeppoCToMbI)
A16.28.072.001 3amMeHa LiMCTOCTOMMNYECKOTO ApeHaxa
A11.28.008 NHCTMANALMA MOYEBOTO My3blps
A11.28.006.001 MonyyeHune cockoba u3 ypeTpbl
A21.21.001 Maccax npocrartbl
A15.21.001 HanoxxeHve NoBA3KM Npv onepaumax Ha Hapy>XHbIX MYXXCKMX MONOBbIX OpraHax
A03.28.001 Lucrockonumsa
A06.28.007 Linctorpadusa
A06.28.011 YpeTporpadus Bocxogaiuas
A11.28.007 KaTteTepusauuna mouyeBoro nysbipa (HenatoH)
A11.28.009 NHcTuanauma ypetpbl
A16.28.052.001 3ameHa HeppOCTOMMUECKOTO ApeHaxa (C HedppoCToMOW)
A12.28.006 Ypodnoymetpusa
A11.28.015 YaaneHuve cTeHTa 13 MOYEBbLIBOAALLMX MyTeEl
OnepaTtnBHOe neveHne
A16.28.013.001 TpaHcypeTpanbHOE yAaneHne MHOPOAHOTO Tesla ypeTpbl
A16.21.013 Obpe3aHue KpaiHel NAOTK NONOBOrO YjeHa
A11.28.012 YcTaHOBKa CTEHTa B MOY€EBbIBOAALLME NYTH
A16.21.038 Mnactuka y3geuky KpariHeln naotu
A22.28.001 AnctaHuMOHHasA ypeTeponmToTpuncmsa
A22.28.002 AnctaHumoHHas HebpoantoTpuncuns
A11.28.012 YcTaHOBKa CTeHTa B MOYEBbIBOAALLNE NYTK
A16.28.079 YpaneHne HeppOCTOMbI

A16.28.072 Linctoctomus

A16.28.001.001 YpeckoxkHasa NyHKLMOHHaA HePppOCTOMMUA MO KOHTPOJEM YAbTPa3ByKOBOrO
nccnesoBaHua

A16.28.086 YganeHve noauna ypeTpsbl

A16.28.089 MNyHKLMOHHOE ApPEeHNPOBaHWE, CKIePO3MPOBaHME KMCTbl MOYKN

A16.21.043 YpaneHune pobpokayecTBeHHbIX HOBOOHPa3oBaHWIA NOOBOro YneHa (fo 1 cm)
A16.28.049 lMNepkyTaHHas HePPOAUTOTPUNCUA C INTOIKCTPaKLmen (Heppoantonanakcus)
A16.28.049 MepkyTaHHas HePPOINTOTPUNCUSA C IMTOIKCTPaKLMeN (HeppoamnTonanakcus)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUA C ANTOIKCTPaKLMen (Hedbpoantonanakcus)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUA C ANTOIKCTPaKLMen (Hedbpoantonanakcus)
A16.28.050.001 TpaHcypeTpanbHas 3HAOCKOMMYECKas ypeTeposMTOTPUNCUA a3epHasn
A16.28.050.001 TpaHcypeTpanbHas 3HAOCKOMMYECKan ypeTeposMTOTPUNCUA 1a3epHasn
A16.28.084.003 TpaHcypeTpasibHas GrnbponnenokasmkoanToTpuncus

A16.21.002 TpaHcypeTpanbHas pe3ekumna npocrtaTbl

A16.21.041 TpaHcypeTpanbHas 3HyKaeaLumna npocTatbl

A16.28.085 TpaHcypeTpanbHas aHAOCKONMMYecKasa LMCTOAUTOTPUNCUA

A16.28.085 TpaHcypeTpanbHas aHAOCKOMMYecKasa LMCTOANTOTPUNCUA

A16.28.017 YpaneHue kaMHel MoyeBoro ny3bips (Linctonntotomus)

A16.21.016 MpoTesnpoBaHve anuka (6e3 CTOMMOCTU MMIMIaHTa)

A16.21.025 MnacTnka obosouek anuka
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A16.21.040 SHykneaumsa KNCTbl NpuaaTka amuka 26000

A16.28.075 NcceueHune ypeTepouene 34000
A16.21.010 OpxuakTomua (Npy NaxoBOW peTeHLIMN) 39000
A16.28.045 MepeBsska 1 nepeceyeHrie ANUKOBON BeHbl 24000
Kapanonorusa
Mpuémbl
B01.015.001 Mpwrem (0cMOTp, KOHCYbTaLMS) Bpaya-Kapanoaora nepBmUHbIi 1900
B01.015.002 Mpwrem (0cMOTp, KOHCYNbTaLMSA) BpaYva-KapAnoaora noBTOPHBbIN 1600
Kocmetonorusa
Mpunémbi
B01.008.003 KocmeTonor (NMpuem nepeuyHbIi) 1900
B01.008.004 KocmeTosior (Mpyem NOBTOPHbIN) 1600

|/|H'bEKLI|I/IOHHaF| KOCMEeToN0rmnAa

A11.02.002 botynvHoTepanus. Penatokc (1 egmHmua) 330
A11.02.002 botynnHoTepanusa. KceomuH (1 eamHmua) 330
A11.01.003 MnasmonndtuHr. 1 npobupka 3500
A11.01.003 Mna3monndTrHr. 2 Nnpobmpku 6000
A11.01.003 PRP-tepanus 1 npoueaypa (1 npobupka) 5000
A11.01.003 Me3oTtepanusa mesoline (ana cuaHus Koxu) 2,5 ma. 2500
A11.01.003 Me3oTepanus mesoline (815 ocBeTASHWSA KOXMW) 2,5 M. 2500

Manunynauyum
A16.01.024 fepmatonoruyeckmii nuanHr (PRX-t33) 3750
A16.01.024 MuHAaNbHBIA MUAUHT 2000
A16.01.024 CannuunnoBbIv MUANHT 2500
A14.01.008 Iybokas umcTka amua 3000
ATpaBmaTtunyeckas 4ymctka amua 2000

OTOpVHONAPUHIONOT S

Mpuémbl
B01.028.001 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-OTOPUHONAPUHIONOra NEPBUYHBINA 1900
B01.028.002 Mprem (0cMOTp, KOHCYbTaLMs) Bpaya-OTOPUHONAPUHIONOra MOBTOPHbINA 1600
B01.028.002 Mpurem (nocne onepawmm) Bpaya-oTOPUHONAPUHIONOTa MOBTOPHbIN 1000

MaHunynauun
A11.01.014 HakoxxHOe npuMeHeHne 1eKapCTBEHHbIX NpenapaTos 200
A12.25.001 ToHanbHaa ayanomeTpus 1300
A11.07.004 buoncmsa rnoTku, AecHbl U A3bluka 2000
A11.08.001 buoncmsa cam3ncTon 060a0UKM FTOpTaHn 5000
A11.08.002 broncus cansmncToin 060a04KN NONAOCTU HOCA 3500
A11.25.006 bruoncms HOBOO6pa3oBaHMs HapPYXXHOTO yxa 3000
B3Aatne matepuana Ha dnopy 200
A11.08.019 SHpoNapuHreanbHOe BBEAEHNE IeKapPCTBEHHbIX NpenapaTos 600
A16.01.012 BckpbiTue 1 gpeHnpoBaHve dpiermoHbl (abcLiecca) 4000
A16.08.054 YaaneHne HoBoobpa3oBaHMA r1OTKN 3000
A11.08.007 3aywHas HoBokanHoBas 6aokasaa 1000
A03.25.003 NccnepoBaHme opraHa ciyxa C MOMOLLbHO KaMepToHa 300
A22.30.033 Koarynauns kpoBOTOYalLlero cocysa 2500

A21.25.002 Maccax 6apabaHHbIx nepenoHokK 250



A11.07.022 Annankaums nekapCcTBEHHOrO npenapata Ha CAn3ncTyro 060104Ky NoAoCTH pTa
A16.01.004 Xupyprudeckas obpaboTka paHbl MM MHGULMPOBAHHOM TKaHM

A15.01.002 HanoxeHne NoBA3KN MPU FHOWHbIX 3aboneBaHNAX KOXW U MOAKOXHOWN KaeTyaTkm
A16.08.006.001 MepeaHas TaMnoHaga Hoca

A11.08.021.001 MNMpombiBaHMEe OKONOHOCOBLIX Ma3yX M HOCa METOAOM BaKyyMHOrO nepemMeLleHmns
A16.08.016 MpombiBaHMe NaKkyH HEOHbIX MUHAANIVH

A16.25.007 YaaneHue ywHown cepbl (1 yxo)

A11.08.004 MNyHKLMA OKONOHOCOBBIX Ma3syx

A11.25.003.001 Tyanet yxa npu BOCMaAnTebHbIX NpoLeccax

A16.01.017.001 YganeHve fobpokayecTBEHHbIX HOBOOBPA30BaHMWIA KOXM METOA0M
anekTpokoaryaauum ot 1 go 3 cm.

A16.25.008 YaaneHne MHOPOAHOrO TeNa U3 CIyXOBOro OTBEPCTUA
A02.25.001 SHAOCKOMMA CNYXOBOrO NPoxoaa (0Tockonms)
A03.08.004 PuHockonua

A03.08.001 MlapuHrockonus (npsmas)

B01.003.004.004 AHecTe3unsa annankauMoHHas

B01.003.004.005 AHecTe3na nHduabtpaumoHHas ( | kateropus)
B01.003.004.005 AnecTe3na nHunbtpaumonHas (|l kateropus)
B01.003.004.005 AnecTe3suna nHdunbtpaumoHHas ( Il kateropus)
3abop matepuana (noces)

3abop maTtepuana (Masok)

3abop matepwuana (MLLP)

A11.08.020 AHeMM3aLMsa CIM3NCTOM HOCa (TyaneT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BckpbIThe napaToH3manspHoro abcuecca

A16.08.009.001 YaaneHne noannoB HOCOBbLIX XOA0B C UCMOJ/Ib30BaHNEM BMAEOIHAOCKONMNYECKUX
TexHonorui -1 ctopoHa: 1 kateropus
A16.08.009.001 YpaneHne noamnoB HOCOBbIX XOA40B C UCMOJAb30BaHNEM BUAEO3IHAOCKOMNYECKNX
TexHonorum -1 cTopoHa: 2 kateropus
A16.08.009.001 YpaneHne noamMnoB HOCOBbIX XOA40B C NCNOAb30BaHNEM BUAEOIHAOCKOMNYECKNX
TexHonorui -1 ctopoHa: 3 KaTeropws

A16.08.010.001 Moacam3nctas BasoTOMMA HMXKHMX HOCOBBIX PakoBUWH: 1 kaTeropus
A16.08.010.001 Moacam3nctas BasoTOMUA HUXKHUX HOCOBBIX PAaKOBMH: 2 KaTeropus
A16.08.010.001 Moacnmn3ncTas Ba3OTOMMA HUXHMUX HOCOBbIX PaKOBWH: 3 KaTeropms
A16.07.087 YBynonnactvka: 1 kateropus

A16.07.087 YBynonnacTvka: 2 kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mukpockonusa JIOP opraHos

A16.08.013 Centonnactuka: 1 kateropum

A16.08.013 Centonnactuka: 2 Kateropusa

A16.08.013 Centonnactuka: 3 kateropusa

A16.08.001 ToH3MN3KTOMMA T KaTEropmmn CAOXKHOCTH

A16.08.014 Penosumumsa KocTel Hoca 1 kateropus

A15.03.003 HanoxeHwve rMncoBon NOBA3KM Npu nepesomMax Kocten (runc)

A16.08.017.001 FanMOpOTOMMA C UCMOIb30BAHWMEM BUAEO0IHAOCKONUYECKNX TEXHOAOTMI 1
KaTeropus

A16.08.017.001 FaMOpPOTOMMS C MCMO/b30BaHWEM BUAEOIHAOCKONUYECKUX TEXHONOTUI 2
KaTeropus

A16.08.017.001 NanMoOpOTOMHSA C UCMO/Ib30BAHVEM BUAEO0IHAOCKOMUYECKNX TEXHOIOTNI 3
Kateropus
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A16.08.035 YpaneHne HoBoOb6pa3oBaHMiA NOIOCTN HOca (3 KaTeropws)

A16.08.002 AgeHomgaskTomua 1 kateropus

A16.08.002 AgeHonaskTOMUA 2 KaTeropus

A16.08.002 AzeHomasKTOMKA 3 KaTeropwmsa

A16.08.001 ToH3nANIKTOMMA 2 KaTEFOPUM CIOXKHOCTH

A16.08.001 ToH3MAN3KTOMUSA 3 KAaTEFOPUM CNOXKHOCTM

YaaneHve obpa3oBaHuWs yLWHON PakOBUHbI

A16.08.064 ToH3nanoTomMuUA 1 KaTeEropmn CAOXHOCTU

A16.08.064 ToH3nANOTOMUA 2 KaTEFOPUN CNOXHOCTU

A16.08.064 ToH3nanotomMuMA 3 KaTEropmm CAOXHOCTU

A16.08.014 Peno3uums KocTelt Hoca 2 kaTeropus

A16.08.014 Peno3nums KocTel Hoca 3 Kateropus

A11.25.006 brioncms HOBOO6Pa30BaHUA HaPY>KHOTO yxa

A17.30.021 SnekTpokoarynauums

A11.08.022 KaTeTepu3aumsa npmMaaToYHbIX Nasyx Hoca

A11.07.022 Annankaums nekapCcTBEHHOrO npenaparta Ha CAn3ncTyro 060104Ky NoAoCTH pTa
A15.01.002 HanoxeHne NoBA3KN MPU FHOWHbIX 3aboneBaHNAX KOXW U MOAKOXHOM KaeTyaTkm
A16.08.006.001 MNepeaHas TaMnoHaja Hoca (yaaneHue)

A12.25.006 VicchepoBaHmne GyHKLUIA CNyxOBOW TPyObI

A11.25.003.001 MpomsbiBaHWe HagbapabaHHOro NPOCTPaHCTBA CPEAHErO yXa

A16.01.017.001 YganeHne f06pokayecTBEHHbIX HOBOODOPa3oBaHWI KOXM METO0M
anekTpokoaryaauum ao 1 cm

A16.08.007 YpaneHne NMHOPOAHOrO Tena rMoTKN Uav ropTaHn
A16.08.011 YganeHve nHopogHOro Tesa Hoca

A16.25.011 MupuHrotomus

A16.08.035 YpaneHne HoBoobpa3zoBaHMii Nos0CTK Hoca (1 kaTeropwms)
A16.08.035 YganeHne HoBoObpa3oBaHWUiA NOAOCTM HOCa (2 KaTeropus)
A16.08.008.004 MNnacTtnka KoHUYMKa Hoca (1 kaTeropwms)

A15.03.003 HanoxeHwve runcoBoi NOBA3KM NPW Nepenomax Kocten (CramnHT)

A16.27.003.001 CheHoMAOTOMMA C NCNONb30BAHNEM BMAEOIHAOCKOMMYECKUX TeXHOA0TN (1
Kateropum)
A16.27.003.001 CdeHona0TOMMUSA C MCMOb30BaHMEM BUAEOIHAOCKOMUYECKMX TEXHONOTUIA (2
Kareropum)
A16.27.003.001 CheHOMAOTOMUSA C UCMOb3OBAHMEM BUAEOIHAOCKOMUYECKMX TEXHOAOTMI (3
KaTeropum)

A16.25.042 YpaneHne HOBOO6Pa3oBaHMIA HapY>XHOIo CIyXOBOro npoxoAa (1 kateropwus)
A16.25.042 YpaneHvne HOBOO6pa3oBaHWUA HapYy>XKHOTO CIYXOBOTrO Npoxoja (2 kateropws)
A16.25.042 YpaneHvne HoBOO6pa3oBaHWMA HAapPYy>XKHOTO CIYXOBOTrO Npoxoja (3 kateropws)

A16.08.008.004 MNnactnka KOHUMKa HOCa (2 kaTeropwms)

A11.08.003.001 Brioncus camnsmnctot 060104YKN HOCOTNOTKM MO KOHTPOAEM IHAOCKOMMUYECKOTO

nccnefoBaHnA
A16.08.023 MpoMbliBaHME BepPXHEUEIOCTHOW Nasyxu Hoca

A16.03.034.002 Peno3nums KoCTel Hoca 3akpbiTas

A16.25.020 LyHTMpoBaHWe 1 apeHnpoBaHne bapabaHHON NONOCTH

A16.08.017.001 NanmMopoTOMHUSA C UCMOJIb30BAHMEM BUAEO3HAOCKOMNYECKMX TEXHONOTUI (AeTam)

A16.08.035 YpaneHne HoBOO6pa3oBaHMA MNOIOCTN HOCa (4 KaTeropws)
A16.08.017 PagmkanbHaa onepaLma Ha BepxXHeUentoCTHbIX nasyxax (1 kateropus)
A16.08.017 PagmkanbHas onepauma Ha BEPXHEYENHOCTHbIX Nasyxax (2 kateropus)

PagvkanbHas onepauma Ha BepXHeUerCTHbIX nasyxax (3 kateropus)
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AHanun3sbl

PvHouutorpamma 781

FMcTonormyeckoe nccnesoBaHve 6UONCUIAHOIO MaTepuana v MaTepuana, Nosy4YeHHOro npu
XUPYPrUyecKkrx BMeLLaTeNbCTBaX (3HAOCKOMUYECKOTO MaTepuana; TKaHel XeHCKON NoioBOM

CUCTEMbI; KOXW, MAFKMX TKaHelr; KPOBETBOPHOW U IMMOONAHONM TKaHEN; KOCTHO-XPALLEBOM 2420
TKaHW)
Y3 petam
¥Y3W cocyaos
A04.12.014 lynnekcHoe ckaHMpOBaHMe COCy0B renatobuainapHomn 3oHbl (4eTam) 1100
A04.12.005.003 [lynnekcHoe ckaHpoBaHue bpaxuouedasnbHbIX apTePUN C LIBETHbIM 1500
JONMNAEPOBCKMM KapTMPOBaHWEM KPOBOTOKA (apTepuin wen) AeTam
A04.12.003.001 lynnekcHoe ckaHMpoBaHve BPHOLLHOM aopThbl U ee BUCLepanbHbix BeTBel (Y3Ar 1300
AEeTAM)
A04.12.002.002 YnbTpa3sykoBas Aonnaeporpadus BEH HUXHUX KOHEUYHOCTEN (aeTaM) 1300
A04.12.002.001 YnbTpasBykoBas gonnaeporpadus cocysoB (apTepuii N BeH) HUKHUX 2300
KOHEeYHOCTen (AeTam)
A04.12.002 YnbTtpazBykoBas gonnaeporpaduns cocysoB (aQpTepuin 1 BeH) BEPXHMX KOHEYHOCTEN 2000
(netam)
A04.12.002.003 YnbTpasBykoBas gonnaeporpadus BeH BEpPXHUX KOHEUHOCTEN (4eTM) 1200
A04.12.001 YnbTpa3sykoBas gonnaeporpadus apTepuin BepXHNX KOHEYHOCTEN (AeTAM) 1200
A04.12.001.001 YnbTpa3sykoBas gonnaeporpadus apTepuii HUXKHMUX KOHEUYHOCTEN (AeTsam) 1300
A04.12.001.002 [lynnekcHoe ckaHMpOBaHWe apTepuii Noyek (AeTsam) 750
A04.12.001.006 YnbTpasBykoBas gonnaeporpadus TpaHcKpaHnanbHas apTepuin METOAOM 1700
MOHUTOPUPOBaHUA (AeTAM)
A04.12.014 [lynnekcHoe CKaHUpOBaHWe COCYAOB renatobuanapHOM 30HbI 1100
Y3U wutoBnaHom xenesbl
A04.22.001 YnbTpa3ByKOBOE NCCNE[0BAHNE LLMTOBUAHOW XeNe3bl U NapaliMTOBUAHbIX Xenes 750
(netam)
A04.22.001 YnbTpa3ByKOBOe NCCAe0BaHME LLIMTOBUAHON XKenesbl 1 NapalMTOBUAHBIX
Xenes/YnbTpa3BykoBOe ncciefoBaHve aMMmdatnyeckmx y3aos (0gHa aHaToMmn4yeckas 30Ha) 900
JeTam
A04.22.001.001 dnacTtorpadus WUTOBUAHOM >Kene3bl (eTM) 950
Y3/ opraHoB 6ptoWHON NONOCTH
A04.16.001 YnbTpa3ByKOBOE NCCIef0BaHME OPraHOB HPHOLLIHOWM MNOAOCTU (MeUeHb, XXeNUHbIN 1200
ny3blpb, MOAXENYA0YHAA XKeNe3a, ceneseHka) 4eTam
YnbTpa3ByKkoBOe McCiefoBaHNE OpraHOB HPHOLLHOMN MNONOCTU (MeYeHb, XXeNYHbIV Ny3bIpb, 2000
NoaXKeNyAo4Hasn Xenesa, ceneseHka, NoYkn, HagnoUYeUYHNKN, MOYEBO Ny3bipb) AETAM
A04.14.001 YnbTpa3ByKOBOe nNCCief0BaHNE NeYeHn (4eTam) 900
A04.14.002 YnbTpa3ByKOBOE NCCIEA0BaHNE XENUHOTO My3bIpsa U NPOTOKOB (AeTAM) 600
A04.14.002.001 YnbTpa3BykoBOE NUCCAEAOBAHME XENYHOrO Ny3blps C onpeaeseHNeM ero 800
COKPaTUMOCTK (AeTAM)
A04.06.001 YnbTpa3ByKOBOE NCCef0BaHNE Cene3eHKM (AeTam) 600
A04.15.001 YnbTpa3ByKOBOE NCCAE[0BAHNE NMOAXKENYAOUYHOM Xenesbl (4eTam) 600
A04.18.001 YnbTpa3ByKOBOe MCCNEA0BaHWE anmneHAMKCa (CNENON KULLKK) AETAM 800
Y3 opraHoB 3abpHOLLIMHHOMO NPOCTPaHCTBa
A04.28.002.001 ¥YnbTpa3BykoBe nccaefoBaHve Novek 1 MOYEBOro My3bipa AeTaM 950
A04.22.002 YnbTpa3sykoBOe nccaefoBaHe HaAMNOUYEUYHNKOB (AeTAM) 500
A04.28.001 YnbTpa3ByKkoBOe NCCief0BaHME NOYEK N HaANMOYeYHNKOB (AeTam) 900
A04.28.002.001 ¥nbTpa3BykoBOe UCCNeAOBaHNE NoYeK (4eTam) 750
A04.28.002.005 YnbTpa3BykoBOe UCCNeA0BaHME MOYEBOrO My3bIpsA C ONpejeneHneM OCTaTOuHOM 750
Mouu (aeTam)
A04.28.002.003 YnbTpa3BykoBOe NCCAeAOBaHME MOYEBOTO My3bIpa (4eTAM) 600
¥Y3W MoLwOHkKM
A04.28.003 YnbTpa3BykoBOe nccneAoBaHWe OPraHOB MOLLOHKM (4eTam) 850

¥Y3WU cepgua



A04.10.002 3xokapanorpadusa ( ¥Y3n cepaua aeTam)
Y3WU obwme
A04.01.001 ¥YnbTpa3ByKOBOe NcCief0BaHME MATKMX TKaHen (O4Ha aHaTOMMYecKas 30Ha) AeTaMm
A04.09.001 YnbTpa3ByKkoBOE UCCAEAOBaHWE MAEBPasbHOW NONOCTYN (4ETAM)
A04.06.003 YnbTpa3BykoBOe NCCNef0BaHNE BUNOYKOBON Xenesbl (4eTiM)
A04.18.001 YnbTpa3ByKOBOE NCCIE[0BAHME TOACTOM KULLKW (4€TAM)

¥Y3WU nanmbatnyeckux y3nos

A04.06.002 YnbTpa3sykoBoe ncciefoBaHne aMMmdaTnyecknx y3aos (04Ha aHaToMmuyeckas 30Ha) (
3a6PIOLLUNHHbIX Y3/10B) AeTAM

A04.06.002 YnbTpa3BykoBOe ncciefoBaHne auMmdaTnyecknx y3aoB (04Ha aHaToMU4yeckas 30Ha)
HaAMoYeuHbIX) AeTAM

A04.06.002 YnbTpa3BykoBOe nccnegoBaHve aumdatmyeckmx y3nos (0g4Ha aHaToMMyeckas 30Ha)
MaxoBbIX) AETAM

A04.06.002 YnbTpa3sykoBoe ncciefoBaHne ammdaTnyecknx y3aos (04Ha aHaToMuyeckas 30Ha)
NOAKNFOUMUHBIX/HAAKIOUNYHbIE AeTAM

A04.06.002 YnbTpa3sykoBoe ncciefoBaHne aMMmdaTnyecknx y3aos (04Ha aHaToMuyeckas 30Ha)
NOAMbILLIEYHbIX) AeTAM

A04.06.002 YnbTpa3BykoBOe ncciefoBaHne auMmdaTnyecknx y3aos (04Ha aHaToMU4yeckas 30Ha)
wen) AeTam

A04.06.002 YnbTpa3ByKoBOe MccaefoBaHVe AMMbaTMUecknx y310B (04Ha aHaTOMUYeckas 30Ha)
Leu, HaA/NOAKAOUNYHBIE, MOAMbILLEYHbIE, 3a0PHOLLMHHbIE, MAaxoBble AETAM

¥3W opraHoB Manoro Tasa

A04.21.001 YnbTpa3ByKOBOE NCCAE[0BAHME NPEACTATENIbHOM Xenesbl (AeTam)

A04.20.001 YnbTpa3BykoBOe nccaefoBaHne MaTKv U NpuAaTKoB TpaHcabjoMUHanbHOe OpraHoB
Masoro Tasa ( reHuTanei ) y geBoyek

Y3 Mon0ouUHbIX Xené3
A04.20.002 YnbTpaseykoBoe nccaefoBaHe MOJOYHbIX Xenes (4eTam)
A04.20.002.001 Snactorpaduns MONOYHBIX Xene3 (AeTam)
A04.20.002 YnbTpa3ByKOBOe NCCef0BaHNE MOOYHbIX Xenes (4eTAM- MaNbunKm)

Y3W ronosbl

A04.23.001 HenpocoHorpadwusa (Y3V ronoBHOro mo3sra) ¢ oLleHKOW KpoBOTOKa
(HCT +TpaHckpaHuanbHbIv gonep) 4eTAM

A04.23.001 HenpocoHorpadus (Y3 ronosHoro mo3sra) 6e3 oueHkn kposoToka (HCT) getam
A04.03.001 ¥YnbTpa3BykoBOe ncciefoBaHMe KOCTel (Yepena getam 4o 1 roaa)

A04.07.002 YnbTpa3BykoBOe NUCCAeAOBaHME CAHOHHbBIX Xenes (4eTam)

A04.08.001 YnbTpa3ByKkoBOe MCCief0BaHNE OKOJIOHOCOBbIX Masyx (aetam Ao 4-5 ner)

Y3W kocteit n cyctaBoB

A04.04.001.001 ¥YnbTpa3BykoBOe MCCNefOBaHNe Ta306epeHHOro cyctaBa (TobKo Aetun ao 1
roga)

A04.03.001 YnbTpa3ByKOBOE NCCAEf0BaHWE KOCTEN (KAHOUMNL) AeTAM

A04.04.001 YnbTpa3ByKkoBOe NcCiefoBaHWe CycTaBa (OfHOMO COYNEHEHNA
(TPYAVHO-KNFOUNYHOTO/KAKOUNYHOT0-aKPOMUaIbHOTO) AeTAM

JHAO0CKONNA
B01.059.001 Mpwuem (0CMOTpP, KOHCYyNbTaLMs) BpaYva-3HAOCKOMNMUCTa NEPBUYHBIV
B01.059.002 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpaya-3HAOCKOMNUCTA NOBTOPHbIN
A03.08.004.002 3HAOCKONMYeCKas 3HAOHa3aNbHas PeBM3MA OKONOHOCOBBIX Ma3yX
A16.30.074 KnunnpoBaHue KpoBOTOUaLLEro 3HAOCKONMYecKoe cocyaa
B01.059.001 Mpwrem (ocMOTp, KOHCYNbTaLMS) Bpaya-3HAOCKOMNMUCTa NEPBUYHbIN (Nepes onepauuen)
®unbporacrtpoayoaeHockonus (PracC)
A03.16.001 330daroractpogyosaeHockonusa (PracC)
A11.16.002 Xennun-tect npn ®racC (PubporactposyoseHoCKonms)
TecT Ha XunokobakTtepn aHTMTena knacca IgA k Helicobacter pylori)

A26.19.098 AHTUreHHbI TecT Ha Helicobacter pylori (kan)
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A11.16.002 OnpegeneHue IHK Xnnokobaktepn nuaopun B buontate CAM3UCTON XenyaKka n/uam

o 1040

JABEHaALaTUNEPCTHOM KULLKW
Antutena k Helicobacter pylori 1gG (BectepH-6510T) 3220
A11.16.002 buoncusa xenyAka C NOMOLLbIO 3HAOCKONUK (3abop maTepwmana) 500
A03.16.001.005 ®J1C (330daroracTpoayoseHOCKONMA TpaHCHa3abHas) 3100
3abop maTtepuana ans NaToMopdoaornyeckoro NccaeoBaHms 2000
A11.16.001 buoncms nuLEeBOAa C MOMOLLLbIO 3HAOCKONUK (3abop MaTepurana) 500
A11.16.003 buoncus ABEHaALATUNEPCTHOW KMLLIKM C MOMOLLbIO 3HAOCKONUK (3abop MaTepurana) 500
A03.16.001.001 330¢daroracTposyoeHOCKONMWS C 31eKTPOKOaryasLmeri KpoBoToYalllero cocya 5100
A03.16.001.004 330¢daroracTpoayoAeHOCKONUA C BBeAEHNEM NeKapCTBEHHbIX MpenapaTos 2400
A11.16.010 YctaHoBKa Ha3oracTpasbHOro 30HAa 1300
A16.12.020.002 OcTtaHOBKa KpOBOTEUEHMNS IHAOCKONUYECKas C UCMOJIb30BaHMEM 5100
TepMOoKOoarynsLmmn
A16.16.041.001 SHAOCKONMNYECKOE YAaNeHMe NONMOB 13 NULLEBOAA 6500
A16.16.041.003 SHaocKkoNMYeckoe yaaneHne NHOPOAHbIX TeN NULEeBOAA 5000
A16.16.048 SHaocKoNMYeckoe yaaneHne NHOPOAHBIX TeN U3 XenyaKa 5000
A03.08.003 330darockonus 1300
A16.16.052 SHAOCKOMMYECKOE 3/1eKTPOXNPYPruYeckoe yaaneHe HoBoobpasoBaHMsA XeyaKa 6700
(yaaneHue nonvna go 1 cm)
A16.16.052 SHAOCKOMMYECKOE 3NEKTPOXUPYPIMUYECKOE YyaaneHne HOBOOOpa3oBaHMWs Xenyaka 7900
(yaaneHwne noavna ot 1 go 2 cm)
A16.16.052 SHAOCKOMMYECKOE INEKTPOXMPYPrMYECKOe yaaneHne HoBoobpa3oBaHWs Xenyaka 9900
(yaaneHue noavna (ot 2 go 5 cm)
A11.16.002 broncus xenyaka ¢ MOMOLLbH SHAOCKONMMN (C OLLEHKOW No Kaaccudukaumm 7200
OLGA/OLGIM)

KonoHockonusa
A03.18.001.001 BuageokonoHockonus 3000
A03.19.002 PektopomMaHockonua 2100
A11.18.001 buoncmsa 060404HON KULLIKM 3HAOCKOMNMYEeCcKas (3abop MaTepuana LMMLOBbIN) 500
A11.19.001 Broncmsa CMrMOBUAHOW KULLKW C MOMOLLbIO BUAEO3HAOCKOMNYECKUX TEXHOIOMMIA 500
(3abop mMaTepuana WMMLOBbI)
A11.19.002 brioncms NPsIMOI KMLLIKN C MOMOLLbIO BUAEO3HAOCKOMUYECKUX TEXHONOMUIA (3a60p 500
MaTepvana WnnuoBbIi)
A16.18.019.001 YaaneHune noavna TOACTOM KULLKM 3HAOCKOMNMYeckoe (40 1 cm) 6900
A16.18.019.001 YaaneHune noamna TOACTON KMLLKM SHAOCKONMUYeckoe (0T 1 cM Ao 2-X cMm) 8100
A16.18.019.001 YaaneHure noamnna TOACTON KULLKM SHAOCKONMUYecKoe (bonee 2-X cM) 10900
A03.18.002 SHAOCKONMYECKas pe3eKkuus CAN3NCTON TOACTOM KULLKK 11900
A03.19.004 PekTocmrmomnaockonums 3300
A11.18.001 bruoncms 060404YHOM KMLLIKM SHJOCKONMYeckas (3abop maTepuana netieBon) 900
A11.19.001 Broncmsa CMrMOBUAHOW KULLKW C MOMOLLbIO BUAEO3HAOCKOMNYUYECKUX TEXHOIOTUIA 900
(3abop MaTepwuana netieBon)
A11.19.002 buoncms NPsSMORN KALWKK C MOMOLLbH BUAEO3HAOCKOMUUYECKUX TEXHOIOTUI (3abop 900
MaTepwvana netieBown)

bpoHxockonusa
A03.09.001 BpoHxockonus 3300
A03.08.001.001 BugeonapuHrockonus (PJ1C) 2800
A11.07.016.001 buoncusa poToraoTKN NOA KOHTPOJEM 3HAOCKONNYECKOro nccaegosaHmna (3abop 500
mMaTtepwana)
A11.08.003.001 Brioncus camnsmnctot 060104YKN HOCOTNOTKM MO KOHTPOAEM IHAOCKOMMUYECKOTO 500
nccnesoBaHusA(3abop mateprana)
A11.08.008.001 Brioncus can3ncTon ropTaHOrIOTKM MO KOHTPOEM 3HAOCKOMNYECKOro 500
nccnesoBaHusA(3abop matepurana)
A11.08.012.001 Brioncus TkaHeln Tpaxeun Noj KOHTPOJEM TPaXeoCKOMMUYEeCcKoro 500

nccneposarma(zabop matepurana)
A03.09.002 Tpaxeockonus 3300



A03.09.003 TpaxeobpoHxockonus

A03.16.002 YcTtaHOBKa Ha30OMHTECTUHANBHOIO 30HAa

A03.30.006.001 Y3kocneKkTpasbHOe 3HAOCKOMMYECKOe NCCAeAoBaHNe ropTaHu, Tpaxeu u
6poHxOB

A11.09.008 buoncusa Tpaxeun, 6POHXOB Npu BPOHXOCKOMUK
A11.09.006 3HAOTpaxeanbHOEe BBeAEHWE NeKapCTBEHHbIX NpenapaToB
JeTckas sHAOKPUHONOTUA
Mpvémel
[leTckunin 3HAOKPUHOOT (NPYeM NepBUYHBIN)
[leTckunin 3HAOKPUHOOT (NPYeM NOBTOPHbIN)
OHkonorua
Mpuémel
B01.027.001 Mpwuem (OCMOTP, KOHCYyNbTaLMsA) Bpaya-OHKO/I0ra NepBUYHBbIA
B01.027.002 Mprem (0cMOTp, KOHCYbTaLMS) Bpaya-OHKOJIOTa MOBTOPHBbIN
McnxoTtepanusa
Mpvémebl
McuxotepanesT (60 MUHYT ceaHc)
KomnnekcHble nporpamMmbl
Mporpamma Check-Up ana my>xumnH go 45 net
Mporpamma Check-Up ans >xeHwuH go 40 net
Mporpamma Check-Up ans My>xumnH ctapiue 45 net
Mporpamma Check-Up ans sxeHwmH ctapwe 40 net
Mporpamma Check-Up (Yek-An) "340POBOE CEPALIE" nauneHTsl g0 40 net
Mporpamma Check-Up (Yek-An) "340POBOE CEPALIE" nauneHTsl nocne 40 net

Komnnekc nccnegoBaHuni
Mpvém npoduibHOro cneumnanncra)

Komnnekc "Yponorus ans my>xxunn” (MepBuyHbIA Npuém yposora+Y3W npeacratenbHom xenesbl

TpaHcabAoMUHaNbHOE)

MPT ronosHoro mo3ra + MPT apTepuii ronoBHoro mo3ra + MPT weiHoro otaena No3BOHOYHMUKA +

KOHCynbTaLma HeBpoJiora
lacTposHTeponorus
Mpunémbi
B01.004.001 Mpwuem (0cMOTpP, KOHCYIbTaLMA) Bpava-racTposHTepoora nepBuYHbIn
B01.004.002 Mpwuem (0OCMOTP, KOHCYyNbTaLus) Bpaya-racTpo3HTEPOIora MOBTOPHbIN
MpoLeaypHbI KabuHeT
Yenyrn

A11.12.003.001 HenpepblBHOE BHYTPUBEHHOE BBEAEHWE NeKapCTBEHHbIX NpenapaTos
(kanenbHoE)

A11.12.003 BHyTprBeHHOE BBEAEHWE JIeKapCTBEHHbIX MpenapaTos (cTpyiHoe) (1 go3a 6e3
CTOMMOCTV Npenapata)

A11.01.002 MNoakoXHOe BBeAEHWE NeKapCTBEHHbIX MpenapaTos

A11.02.002 BHyTpuMbILLIEYHOE BBEAEHME JIeKAapPCTBEHHbIX NpenapaTtos (1 go3a 6e3 ctoumocTtn

npenapara)
A11.16.010 YcTaHOBKa Ha3oracTpasibHOro 30HAa

Ycnyrv ¢ npenapatamu

HenpepbiBHOE BBejeHWE NIEKapCTBEHHBIX NPenapaToB (kanenbHoe) LedTpuakcoH 2 rp. (1 go3a)

HenpenpepbiBHOe BBeAeHMe leKkapCTBEHHBIX NpenapaTos (kanesnbHoe) JekcameTtaszoH 4mr (1

403Q)

HenpenpepbiBHOE BBEAEHWE IEeKaPCTBEHHBIX MpenapaTos (kanensHoe) Cynbdat MarHua 5ma (1

403a)

HenpepbiBHOE BBEAEHME IeKapCTBEHHbIX Npenapatos (kanenbHoe) npeaHn3oaoH 30mr/1 ma (1

403a)

3/10POBbIVI XXENYAOK" (FacTpockonus; TecT Ha XenmkobakTep Nuaopw;
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HenpepbiBHOe BBEAEHME NeKapCTBEHHbIX Npenapatos (kaneabHoe) N1eBoPpAOKCaLNH 5 Mr/MA
100 mn (1 go3a)

HenpepbiBHOe BBEAEHWE IeKapCTBEHHbIX NpenapaTtos Metokaonpamug Smr/ma (1 go3a)
HenpepbiBHOE BBEAEHME NekapcTBeHHbIX NpenapaTtos KetonpodeH 50mr/ma (1 go3a)

HenpepbiBHOE BBeseHMe eKkapCTBEHHbIX NpenapaTtos (kanenbHoe) uutopnasuH 10ma (1 go3a)
HenpepbiBHOE BBEAEHME leKapCTBEHHbIX NpenapaTos (kanesbHoe) LepebponnsnH 5 ma (1 gosa)

HenpepbiBHOE BBefeHWE IEKAPCTBEHHBIX NpenapaToB LedTpuakcoH 2 rp. (1 go3a)

HenpepbiBHOEe BBeAeHWe leKapCTBEHHbIX MpenapaToB (KanesbHoe) NeHTOKCUPUANH Sma (1
403a)

HenpepbiBHOe BBEAEHWE IeKapCTBEHHbIX CpeacTs gpoTaBepuH 2.0 (1 fo3a)

HenpepbiBHOE BBEAEHME IeKapCTBEHHbIX CPeACTB HMKOTUHOBas kucaoTa 1.0 (1 go3a)
HenpepbiBHOE BBEAEHWE IEKAPCTBEHHBIX NpenapaToB peambepuH 1,5% 200 ma (1 po3a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapaToB BMHNOLETVH 2 MA (1 go3a)
HenpepbiBHOE BBEAEHME NEKAPCTBEHHbIX NpenapaTos Mekcnaon 5 ma (1 go3a)

HenpepbiBHOE BBeAEHME NeKapCTBEHHbIX Npenapatos (kaneabHoe) TMokToBas kucaoTta (1 go3a)
HenpepbiBHOe BBEAeHWE lekapcTBeHHbIX NpenapaTtos PepuHxxekT 50mr/ma 2 ma (1 go3a)
HenpepbiBHOe BBeAEHWE iIekapcTBeHHbIX NpenapaTos Mentpan 400 mr (1 fo3a)

HenpepbiBHOe BBeAeHWE leKapcTBEHHbIX NpenapaTtos TuamuH 50 mMr (1 go3a)

HenpepbiBHOe BBeaeHWe lekapcTBeHHbIX npenapaTtos MupunaokcnH 50 mr (1 go3a)
HenpepbiBHOE BHYTPMBEHHOE NekapCTBEHHbIX NpenapaToB AckopbrHoBas kucnota 5% (1 go3a)
HenpepbiBHOE BBeAEHME NekapcTBEHHbIX NpenapatoB AkToBervH 40 mr/ma 5 ma (1 go3a)
HenpepbiBHOE BBeAEHME NekapcTBEeHHbIX Npenapatos LiepakcoH 1000 mr/4 ma (1 po3a)
HenpepbiBHOe BBeAeHMe lekapcTBeHHbIX nNpenapaTtos Mekcngon 2 ma (1 go3a)

HenpepbiBHOe BBeAeHMe ekapcTBeHHbIX npenapatos Kcedokam 8 mr (1 fo3a)
HenpepbiBHOE BHYTPMMBbILLEYHOE BBEAEHWE IeKapCTBEHHBIX MpenapaTtos pymanoH 1 ma (1 go3a)

HenpepbiBHOe BBeAeHWe lekapcTBeHHbIX NpenapaTtoB JI-kapHWUTUH 5 Ma 200mr/ma (1 go3a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapaTtos dyduanH 5ma (1 gosa )
HenpepbiBHOe BBEAEHNE NeKapCTBEHHbIX Npenapatos Mugokanam 1 ma (1 go3a)
HenpepbiBHOE BBeAEHME NeKapCTBEHHbIX Npenapatos L-/InsnHa ScumHat 5 ma (1 go3a)
HenpepbiBHOe BBeAEHME leKapCTBEHHbIX NpenapaTtos JingokanH 2 ma (1 go3sa)

HenpepbiBHOe BBEAEHWE 1IeKapCcTBEHHbIX NpenapaTtos Mnatuand 4 ma (1 go3a)

HenpepbiBHOE BHYTPVMbILLEUYHOE BBEAEHMWE JIEKAPCTBEHHbIX MPenapaToB Muabramma 2 mi (1
403a)

HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpernapaToB LepeToH 4 ma (1 go3a)
Jetckas gepmoTononorus
Mpuémsl
[Jetckuin sepmatonor (MepBUYHbINA NpUem)
[Jetckunin sepmatonor (MOBTOPHbLIV Npuem)
[JepmoTtoseHeponorus
Mpunémbi
B01.008.001 Mpwuem (0CMOTpP, KOHCYyNbTaLMs) BpaYya-AepMaTOBEHEPOIOra NEPBUYHDIN
B01.008.002 Mpwuem (OCMOTpP, KOHCYyNbTaLMs) Bpaya-AepMaToOBEHEPOIOra MOBTOPHbIV

[JHeBHOW cTaLvioHap

B01.023.003 ExkeHeBHbIVi OCMOTP BPa4OM-HEBPOIOrOM C HabAtOAEHNEM U YXOL0M CPEAHErO 1
MAaALEero MeAMLMHCKOrO NepcoHana B OTAE/EHUN CTaumMoHapa (MpebbiBaHue B CTaLMoHape Ao
3-X yacos)

B01.058.006 ExkeiHEBHbI OCMOTP BPa4yOM-3HAOKPUHOJIOrOM C HabIHOAEHVEM U YXO40M CPefHEro
N MAajLLIero MeAULIMHCKOro NepcoHana B OTAeNeHVM cTaumoHapa (npebbiBaHme B CTaLMoOHape Ao
3-Xx yacos)
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B01.047.009 ExxeHeBHbIM OCMOTP BPauOM-TepaneBTOM C HabAHOLEHNEM U YXOAOM CPEAHEro U1

MJIafLLEro MEAULIMHCKOrO NepcoHana B oTAeNeHun ctaumoHapa (npebbiBaHve B cTaunoHape 4o 1500
3-X yacos)

B01.001.007 ExkeHeBHbI OCMOTP BpavOM-aKyLLepPOM-IMHEKONOrOM, C HabIOAEHNEM N YXOAO0M

CpeAHero 1 MaajLero MeaNLMHCKOro nepcoHana B oTaeneHun ctaumoHapa(npebbiBaHue B 1500

AHEBHOM CTaLMOHape A0 3X YacoB)

B01.057.005 ExxejHeBHbIM OCMOTP BPauOM-XUPYProM C HabAroAEHUEM U YXOAOM CPEAHErO 1

MJIaALLEro MEAULMHCKOrO NepcoHana B OTAeNeHun ctaumoHapa(npebbiBaHne B AHEBHOM 1500
cTaumoHape Ao 3x YacoB)

B01.053.006 ExkeiHEBHbI OCMOTP BPa4yOM-ypOJIOroM C HabarOAEHMEM U YXOL0M CPEAHETO U

MJIaALLEero MeAULIMHCKOrO NepcoHana B oTaeneHun ctaumoHapa(npebbiBaHne B AHEBHOM 1500
cTaumnoHape Ao 3x Yacos)

AHecrte3nonorua
OcmoTpebl
B01.003.001 OcmoTp (KOHCY/bTaLMsA) Bpa4OM-aHeCcTe310o0roM-peaHMaToI0roM NepBUYHbIN 1900
B01.003.002 OcMOTp (KOHCY/IbTaLMsA) Bpa4OM-aHECTe31010rOM-PeaHMMaToIoroM NOBTOPHbI 1300
MaHnunynayum
B01.003.004.009 ToTtanbHaa BHyTpuBEHHas aHecTe3na (A0 30 MUHYT) 5500
B01.003.004.009 ToTanbHasa BHyTpMBEeHHas aHecTe3us (go1 yaca) 10000
B01.003.004.007 CnuHanbHasa aHecTe3una (a0 1 yaca) 12000
B01.003.004.007 CnnHanbHasa aHecTe3us (40 2X YacoB) 13000
B01.003.004.008 CnuHanbHO-3NMnaypanbHas aHectesuns (o1 vaca) 12000
B01.003.004.008 CnunHanbHO-3MMAypanbHasa aHecTesna (40 2-X 4acoB) 13000
B01.003.004.010 KOMBMHMpPOBaHHBIW 3HAOTPaxeanbHbl Hapko3 (g0 1 vaca) 13000
B01.003.004.010 Kom6UHMpPOBaHHbIV 3HAOTPaxeasbHbIA HAPKO3 (40 2X 4acoB) 15000
B01.003.004.009 ToTanbHasa BHyTPMBEHHasA aHecTe3ns (402-X YacoB) 13500
B01.003.004.006 3nuaypanbHas aHecte3na (40 30MUHYT) 8000
B01.003.004.006 3nuaypanbHas aHecTesna (o 1 vaca) 12000
B01.003.004.006 SnuaypanbHas aHecTe3ns (40 2X 4acoB) 13000
B01.003.004.008 CnuHanbHO-3NMnaypanbHas aHecte3ns (80 30 MUHYT) 7000
B01.003.004.010 KOMBUHMPOBaHHbI 3HAOTPaxeanbHbI HapKo3 (40 30 MUHYT) 7000
B01.003.004.012 KOMBVMHUPOBaHHBIA MHFaAALMOHHBIM HapKo3 (40 30 MUHYT) 6000
B01.003.004.012 KoMBMHMpPOBaHHbIV UHFaNsLMOHHBIA Hapko3 (fo 1 yaca) 12000
B01.003.004.012 KoMOUHMpPOBaHHbIV UHFAASLMOHHBIA HAPKO3 (40 2X 4acoB) 13000
B01.003.004.011 CoueTaHHas aHecTte3na (40 30 MUHYT) 6000
B01.003.004.011 CoueTaHHas aHecTe3ua (a0 1 yaca) 11000
B01.003.004.011 CoueTaHHasa aHecTe3uA (40 2X YacoB) 15000
B01.003.004.009.001 BHyTpuBeHHas aHanresuna (40 30 MUHYT) 4500
B01.003.004.009.001 BHyTpuBeHHas aHanre3us (4o 1 yaca) 7000
B01.003.004.009.001 BHyTpuBeHHasa aHanre3uns (40 2-X 4acoB) 8000
B01.003.004.009.001 BHyTpunBEHHas aHanresus (CBbiwe 2-X 4acoB) 10000
B01.003.004.009 ToTanbHasa BHyTpUBEHHasA aHecTe3us (cegauma npy ®rac) 3700
B01.003.004.009 ToTanbHasa BHyTpMBEHHasA aHecTe3uns (ceAaumsa Npu KOAOHOCKOMMN) 4900
B01.003.004.009 ToTtanbHasa BHyTpuBeHHasa aHecte3us (cegaumsa npu ®rAC+konoHockonunm) 7100
B01.003.004.007 CnuHanbHas aHecte3na (40 30 MUHYT) 5500
A16.09.011 NckyccTBeHHas BeHTUAALMA nerkmx (1 yac) 1000
A16.09.011 NckyccTBeHHas BeHTUAALMA ferkmx (o 12 yacos) 7000
B01.003.004.001 MecTtHas aHecTe3ns 1000
B01.003.004.009 ToTanbHaa BHyTpUBEHHasA aHecTe3uns (40 3-X YacoB) 15000

B01.003.004.009 ToTanbHasa BHyTpMBEHHasA aHecTe3ns (CBbiwe 3-X 4acoB) 20000



B01.003.004.007 CnnHanbHana aHecTe3uns (40 3-X 4YacoB) 15000

B01.003.004.007 CnnHanbHas aHecTe3uns (CBbille 3-X 4acoB) 20000
B01.003.004.006 SnuaypanbHas aHecTesna (40 3-X 4acos) 15000
B01.003.004.006 3nunaypanbHas aHecTe3ns (CBblLIe 3-X YacoB) 20000
B01.003.004.008 CnunHanbHO-3nMAypanbHas aHecTesna (40 3-x 4acoB) 15000
B01.003.004.008 CnunHanbHO-3MMAypanbHas aHecTe3na (cBbilwe 3-x 4acoB) 20000
B01.003.004.010 KomMb6MHMpPOBaHHbIV 3HAOTPaxeabHbI HapKo3 (40 3-X 4acoB) 17000
B01.003.004.010 KomMbBMHMpPOBaHHbIV 3HAOTPaxeasbHbI Hapko3 (CBbile 3-X 4acoB) 22000
B01.003.004.012 KoMOMHMpPOBaHHbIV UHFaNsALMOHHBIA HapKo3 (40 3-X YacoB) 16000
B01.003.004.012 KOMBMHNPOBaHHBIA MHrAAALMOHHBIA HAapKO3 (CBbILLE 3-X YacoB) 21000
B01.003.004.011 CoueTaHHasa aHecTe3uns (40 3-x YacoB.) 16000
B01.003.004.011 CoueTaHHas aHecTe3ua (CBbllle 3-X YacoB) 21000

CraumoHap KpYyra0CyTOYHbIN
B01.003.003 CyTouHOEe HabtoaeHNE BpaYOM-aHECTE3NONOTOM-PEAHUMATOIOrOM 6300

CyTouHOe npebbiBaHME CONMPOBOXAAMOLLENO B KPYr/I0CYTOYHOM CTaLMoHape 3900

B01.001.007 ExxeiHeBHBbI OCMOTP BPauOM-aKyLIEPOM-TMHEKONOrOM, C HabatoAEHNEM U YXOAOM
CpefHero N MaajLwero MeAVLMHCKOro nepcoHana B OTAeNeHun cTaumoHapa(npebbiBaHune B 1800
AHEBHOM CTaLMOHape)

B01.001.007 ExkeiHEBHbI OCMOTP BpavOM-aKyLLepPOM-IMHEKONOrOM, C HabItOAEHNEM N YXOAO0M

CpefHero 1 MAajLLIero MegnLMHCKOro nepcoHana B OTAeNeHNM cTaumoHapa 6300
B01.057.005 ExkeiHEeBHbIV OCMOTP BPa4YOM-XMPYpProm ¢ HabatogeHnemM 1 yxoAoM CpeaHero u 6300
MaALLIEero MeANLIMHCKOrO NepcoHana B OTAeNeHUN CTaumoHapa
B01.028.003 ExxejHeBHbI OCMOTP BPauOM-OTOPUHONAPUHIONOTOM C HabAHOAEHWEM U YXO40M 6300
CpeAHero 1 MaajLIero MeANLMHCKOro NepcoHana B OTAeNEHUN CTalmoHapa
B01.047.009 ExxesHeBHbIA OCMOTP BpauoOM-TepaneBTOM C HabAIOAEHNEM U YXOAOM CPeAHero un 6300
MIaALLIEro MeANLMHCKOrO NepcoHana B OTAENEHUN CTaluMoHapa
B02.001.001 MpoLieaypbl CECTPUHCKOTO YXOAa MNP NOArOTOBKE NaLMEHTKM K TMHEKOOrMYeCKoM 1100
onepauumu
B02.003.001 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM, HaXOAALLMMCA B OTAENeHUN 2500
WHTEHCUBHOM Tepanuu 1 peaHnMaumm
B02.003.002 MpoLeaypbl CECTPUHCKOrO YX0Aa 3@ NaLMeHTOM, HAaXOAALLMMCSA Ha UCKYCCTBEHHOW 2500
BEHTUNALNN NETKNX
B02.003.004 lMpoLeaypbl CECTPUHCKOrO yXOAa 3a NaLMeHTOM B KPUTUYECKOM COCTOAHMM 3000
B02.003.005 lMpoueaypbl CECTPUHCKOTO YX0Aa 3a NaLunMeHToM B KOMaTO3HOM COCTOAHUMU 3000
B02.004.001 MpoLeaypbl CECTPUHCKOTO YXOAa NPU UCCe0BaHNM CEKPETOPHON GYHKLIMM Xenyaka 1900
W ABEHaALaTUMEPCTHON KULIKMN
B02.007.001 MNpoueaypbl CECTPUHCKOTO YX0Aa 3a NaLMeHTOM CTap4yeckoro Bo3pacrta 3000
B02.008.001 MpoLeaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM, CTPaAaroLLInM 3000
JAepmaToBeHepoormMyeckumm 3aboneBaHnaMm
B02.015.002 lMpoLeaypbl CECTPUHCKOTO yXoAa 3a NaLneHTOM C CepAeYHO-COCYANCTBIM 3000
3aboneBaHvem
B02.018.001 MNpoueaypbl CECTPUHCKOTO yX0Aa Npu NOArOTOBKE MaLMeHTa K 1200
KONOMPOKTONOrMYeCKon onepauum
B02.018.001 MNpoLeaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM C OTOPUHOAAPUHIONOTMYECKUMN 1200
3aboneBaHMAMU
B02.029.001 Mpoueaypbl CECTPUHCKOrO yXoAa 3a NaLneHToM ¢ opTanbMONOrMYeckumMm 1200
3aboneBaHMAMU
B02.057.001 Mpoueaypbl CECTPUHCKOTO yx0Aa Npu NOAroTOBKE NaLMeHTa K onepaumm 1200
B02.070.001 MNpoueaypbl CECTPUHCKOTO YX0Aa 3a NaLMeHTOM, CTPajaroLLMM XPOHUYECKUM 3000
60/1€BbIM CUHAPOMOM
B03.003.006 MOHUTOPVHI OCHOBHbIX MAapaMeTPOB XU3HeAeATeIbHOCTM MaumneHTa BO Bpems 1200
NpoBejeHNA aHecTe3nn
B01.053.006 ExxeiHEeBHbI OCMOTP BPa4YOM-ypOIOroM € HabaoAeHNEM U YXO40M CPEAHEro U 6300
MIaALLIEro MeANLIMHCKOrO NepcoHana B OTAeNeHUN CTaumoHapa

Kononpokronorus
Mpvémel

B01.018.001 Mpuem (0cMOTp, KOHCYAbTaLMA) Bpaya-Ko0MpPoKTOI0ra NePBMYHbIN 1900

B01.018.002 Mpwuem (0CMOTP, KOHCYNbTaLMs) Bpaya-KoNONPOKTONOra MOBTOPHbIN 1600



MaHnunynaymm

A16.19.003.001 VicceueHne aHanbHOM TpeLLMHbI (PaANOBONHOBLIM MeToz0M, 1 es.) 6500
A16.19.013.002 /lnrnposaHme reMoppounaabHbI3X Y3108 (BHYTpeHHMe y3ibl) 1 y3en 3100
A11.30.005 30HAMpOBaHME CBULLEBOTO Xoza (MpuY CBULLAX MPAMON KULLKN 1 NepraHaibHOM 1500
obnactun) 1 kateropum
A11.30.005 3oHaMpOBaHME CBULLEBOTO Xoza (MpuY CBULLAX NPAMOM KULLKN 1 NepraHaibHOM 2100
obnactu) 2 kateropmm
A16.19.018 YganeHne NHOPOAHOTO Tesia NPAMON KULWKK 6e3 pa3pesa 25000
A16.19.033 VicceueHne HOBOOGpa3oBaHWU NepuraHasbHOM 061acT U aHabHOTO KaHasa 2100
(pagnoBonHoBbIM MeToZoM 1 ea.)
A16.19.024 BckpbiTue abcuecca anmTenmanbHOro Kon4mkoBoro xoaa 5900
A16.19.034 BckpbITie napanpokTuta 15000
A03.19.002 PekTopomMaHockonus 2100
A03.19.001 AHockonus 1300
A16.19.040 By>xnpoBaHMe aHa/bHOro OTBEPCTUA 1500
Maccax aHa/IbHOro kaHana 600
MepeBs3ka paHbl NepuaHaabHOM 061acT/aHaNbHOro KaHana 700
A16.19.017 YaaneHue noanna aHaabHOro KaHana 6100
A16.19.017 YpaneHve nonmna npsmMom KMLLKK 10000
A16.01.017 YaaneHne KOHAWAOM MNepuaHaibHOM 30HbI 1 KaTeropmm CIoXHOCTH 8600
A16.01.017 YaaneHne KOHAWAOM MepraHaibHOW 30HbI 2 KaTErOPUUN CIOXKHOCTH 11600
A16.01.017 YganeHve KOHAWAOM MepraHaibHOW 30HbI 3 KaTErOPUM CI0XKHOCTH 15100
A16.19.044 Tpomb3kTOMMS NPY TPOMBO3€E HapY>KHOTO reMoppouaanbHOro y3na (1 ysen) 7000
A14.19.002 MocTaHOBKa OYNCTUTEILHOMN KAN3MbI 700
A16.19.034 BckpbIThe OCTPOro rHOMHOro NapanpokTuTa - 1 KaTeropms CAOXHOCTH 15000
A16.19.034 BckpbiTue OCTPOro rHOMHOro NapanpokKTuTa - 2 KaTeropms C0XHOCTH 20000
A16.19.034 BcKpbITME OCTPOrO FTHOMHOIO NapanpoKTuTa - 3 KaTeropms CIOXHOCTU 29900
A15.19.001 HanoxxeHve NOBA3KM Npy onepaLmsax Ha NPAMON KULLKe 700
OnepaTtnBHOE NeyeHve
A16.19.003.001 VicceueHne XpoHMYeCKOW aHaabHOM TpeLuHbl (1 KaTEropumn CIOXKHOCTH) 25000
A16.19.003.001 VicceueHne XpoHMYECKOW aHaNbHOW TPELLMHBI (2 KaTErOPUKN CIOXKHOCTH) 30000
A16.19.041 VicceueHne remopponganbHbix 6axpoMok 1 kaTeropum CNoXHOCTM 13900
A16.19.041 VicceueHmne remopponganbHbix 6axpoMOoK 2 KaTeropum CIOXHOCTM 17900
A16.19.033 VicceyeHne HOBOOGPa3oBaHWUI NepuraHasbHON 061acT U aHa bHOTO KaHana 6300
(pagoOBONHOBLIM METOAOM) 1 KaTeropmm CIOXHOCTU
A16.19.033 NcceueHre HOBOObpa3oBaHWiA NepraHanbHOM 061acTh 1 aHaNbHOTO KaHana 9300
(pafOBONHOBLIM METOAOM) 2 KaTeropum CI0XHOCTU
A16.19.024 NcceueHne IKX (anutenmanbHOro KOMUYMKOBOro xoAa) 1 KaTeropmm CI0XHOCTU 21000
A16.19.024 NcceueHne IKX (anutennanbHOro KOMUYMKOBOrO X0Aa) 2 KaTeropum CI0XKHOCTH 25000
A16.19.024 Ncceuerne IKX (anntennanbHOro KOMUYNMKOBOrO X0Aa) 3 KaTeropmm CI0XKHOCTU 29000
A16.19.013 YpaneHune reMoppounganbHbix Y3108 1 KaTeropum COXHOCTU 28500
A16.19.013 YpaneHne remoppounianbHbIX Y3/10B 2 KaTeropun CN0XHOCTM 35100
A16.19.013 YaaneHne reMoppounganbHbix Y3108 3 KaTeropum COXHOCTY 52100
A16.19.010 NcceueHre cBMLLA NPAMOM KMLIKK T KaTEFOPUM COXHOCTA 27100
A16.19.010 NcceueHre cBMLLA NPAMOM KULLKKN 2 KaTEFOPUMN CIOXKHOCTA 31100
A16.19.010 NcceueHmre cBMLLLa NPAMOM KULLKN 3 KaTEFOPUMN CIOXKHOCTA 46100
A16.19.013 YganeHve remoppouvganbHbix y310B (Mo JIoHro) 65000
A16.19.013 YaaneHune reMmoppounganbHbix Y3108 (No JIOHro ¢ nepuHaHaabHOW NAACTUKOWN) 81000

A16.19.003.001 VcceyeHmne aHanbHOM TpeLuHbI (3 KaTeropunm COXHOCTH) 35000



MegunumHcKme cnpaBkm

CnpaBKku BOAUTENIM TPAHCTMOPTHbIX CPEACTB

MeaunumnHCKoe 0CBUAETENBCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHUM K
yNpaBAeHNIO TPaHCMOPTHBIM CPeACcTBOM KaTteropum "A" nan "M", nogkateropuu "A1" nan "B1" ¢ 1300
MOTOLIMKIETHON NOCaAKOW UAN pySeM MOTOLIMKIETHOrO Tuna

MegaununHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHUn K
yrnpaBAeHWIO TPAHCMOPTHBIM CpeAcTBOM kaTeropun "A" nan "M", nogkateropum "A1" nam "B1" ¢
MOTOLIMKIETHON NOCaAKOM UAN PySeM MOTOLIMKIETHOTO TMNa (4OMOJHNTENIBHO OCMOTP
BPa4OM-HEBPOJIOrOM MO Hamnpas/IeHWIO Bpaya-TepanesTa)

MegaunumnHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHU K
yrpaBAeHWIO TPaHCMOPTHbLIM CpeacTBOM kaTeropun "B" nan "BE", nogkateropum "B1" (kpome 1300
TPaHCMOPTHOrO CPEACTBa C MOTOLMKAETHOW NOCAAKOW NN PyNeM MOTOLMKAETHOTO TMMa)
MeaunumnHCKoe 0CBUAETENBCTBOBAHME Ha Haume MeAULIMHCKMX NPOTUBOMOKAa3aHUM K
yrnpaBAeHWIo TPaHCMOPTHBLIM CpeAcTBOM KaTeropun "B" nawn "BE", nogkateropum "B1" (kpome

1700

TPaHCMOPTHOrO CpeAcTBa C MOTOLMKAETHOW NOCaAKOW UK pyneM MOTOLMKAETHOrO TMna) 1700
(AONONHWTENBHO OCMOTP BPaYOM-HEBPOJIOrOM MO Harnpas/eHWIo Bpaya-TepanesTa)
MeaununHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHUn K
YNpaB/IEHNIO TPAHCMOPTHBIM CPeACTBOM KaTeropuu "C", "D", "DE". "Tm", "Tb", uan "CE", 3600
noakateropun "C1", "D1", "C1E", "D1E" (4ONOAHWUTENBHO OCMOTP BPauoOM-HEBPOJIOrOM MO
HanpaB/ieHWIo Bpaya-TepanesTa)
Tpaematonorus

Mpuémbl
B01.050.001 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpaya-TpaBMaTo/Iora-opTonesa nepBuUHbIi 1900
B01.050.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-TpaBMaToiora-opToneaa noBTOPHbINA 1600

MaHunynauun
A11.04.003 AnarHocTnyeckas acnmpaums cycrasa 1000
A11.04.004 BHyTpucycTaBHOe BBEJEHMNE JIeKapCTBEHHbIX NpenapaTos 1300
A15.02.001 HanoxeHune noeasku npu 3aboneBaHNAX MblLLL, 500
A15.03.001 HanoxeHve NOBA3KM Npu Nepenomax Koctewn 500
A15.03.003 HanoxeHwve runcoBoi NOBA3KM NpW Nepenomax Koctemn 1500
A15.03.003.002 HanoxeHune UnpKyaspHORN FMNCOBON MOBA3KM 600
A15.03.007 HanoxkeHwve WWHbI NpU NepesioMax KocTein 600
A15.03.009 HanoxxeHne noBA3KM NMpu onepaumsax Ha KoCTax 700
A15.03.010 CHaTMe rMncoBo NoBsA3KM (IOHFeTbI) 500
A15.03.010.001 CHATUE LIMPKYASPHON IMMNCOBON NOBA3KM 600
A15.04.001 HanoxxeHve NOBA3KM Npw BbiBMXaX (MOABbLIBMXaX) CyCTaBOB 700
A16.02.007 OcBO6OXAEHME MbILLLBI M3 PYOLIOB 1 CpaLLeHnin (MMoAn3) 29900
A16.02.008 OcBObOXAEHNE CYXOXMANA U3 PYOLIOB U CpaLLeHN (TEHOIN3) 29900
A16.02.009 BoccTaHOBNEHNE MbILLLbI Y CyXOXMAUSA 26000
A16.03.034 Penosnums OTIOMKOB KOCTEN Mpu nepesomax 2600
A16.04.003 YpaneHve cBo604HOIoO AN MHOPOAHOTO Tea CcycTaBa 23000
A16.04.018 BnpasneHue BbiBMXa CycTaBa 3100
A16.30.032 VicceueHne HOBOOGPaA30OBaHUA MATKUX TKaHew 1300
A16.30.032 NcceueHre HOBOOOpPa30BaHUA MATKUX TKAHEN 1500
A16.30.032 NcceueHre HOBOOOpPa30BaHMUsA MATKUX TKAHEN 1900
A16.30.032 NcceueHre HOBOOOpPa30OBaHMUs MATKUX TKaHEN 2400
A16.01.001 YpaneHve noBepXHOCTHO PaCMnOA0XKEHHOrO MHOPOAHOrO Tesa 1000
A11.04.005 lMyHKUMA CMHOBUANLHOWM CYMKM CycTaBa 1000
A11.04.006 OkonocycTaBHOE BBEZEHME IeKapCTBEHHbIX NpernapaTos 1200
A16.03.014 YaaneHne NHOPOAHOTO Tesia KOCTH 2300
A16.03.014.001 YaaneHve MHOPOAHOFO TeNa KOCTY UHTPaMEeAYNNAPHbIX METaNIOKOHCTPYKLMIA 2600

A16.03.014.002 YaaneHve MHOPOAHOTO Tesa KOCTW 3KCTPaMeAYNAPHbIX METaNNOKOHCTPYKLIA 2700



[dveTtonorusa

Mpunémbi
B01.013.001 Mpwrem (0cMOTp, KOHCYAbTaL M) Bpaya-AneTosora neperyHbii (o 60 MUHYT) 2500
B01.013.002 Mpurem (0cMOTp, KOHCYNbTaLMA) Bpaya-AMeTonora NoBTOPHbINA (40 60 MUHYT) 2300

B01.013.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-ANeTosiora NepBUYHBINA (C onpeseneHne
NPOLLEHTHOrO COOTHOLLEHNSA BOZbI, MbILLEYHOW 1 XXMPOBOM TKaHN C MOMOLLbIO 2800
6rnonmnesaHcmetpa (80 60 MUHYT)

MaHunynauun
A05.30.014 OnpezeneHne NPOLEHTHOTO COOTHOLLEHWNS BOAbI, MbILLEYHOW U XXUPOBOW TKaHW C 1100
NoMoLLbto BrionmnegaHcmeTpa
BeseHne HopmanbHOV BepeMeHHOCTH
MpeaBaputensHoe obcies0BaHME HA PaHHUX CPOKax bepeMeHHOCTH 25038
BeseHve HopManbHOW 6epeMeHHOCTM A0 23 Hegenb 15321
BeseHve HOpManbHOW 6GeEPEMEHHOCTM C 24 HeAenn 0 POLOB 43882
BeseHne HopmanbHoM 6epemenHocTu |-l aTan 80000
Mprém (0CMOTP, KOHCYAbTaLWsA)BPaYa-TMHETMKA NePBUYHBINA (TOIBKO B COCT. MporpaMmbl "BegeHune 1400
HOpMasibHOM HepeMeHHOCTN")
CBobogHas betta/cybbeamHmLa XOpMOHMYeCcKoro roHagoTponuHa (betra XI) (Tonbko B cocT. 1400
nporpammel "BegeHre HopmaabHON BepeMeHHOCT")
Mna3meHHbIn npoTenH (PAPP-A) (TonbKO B COCT. Nporpammel "BeseHne HopManbHOM 1400
6epemeHHOCTM")
3abop kposu 13 BeHbl B BKAL (Tonbko B cocT. nporpammsl "BegeHne HopManbHoM 200

6epemeHHOCTM")

YnbTpa3sBykoBOe CKPUHWHIOBOE MCCaef0BaHmne npu cpoke 6epemeHHoctn 11-14 Hegenb no
OLleHKe aHTeHaTaNbHOro Pa3BUTMA MI0AA C LieNbiO BbISBJEHUA XPOMOCOMHbIX aHOMaWi MOPOKOB
pa3BUTUA, PUCKOB 3aleP>KKN POCTa M104a, NPeXAeBPeMEHHbIX POAOB, MPE3KAaMMNCUN (CKPUHUHT 2200
[)/npn MHOronaoaHOW 6epeMeHHOCTH (TOABKO B COCT. MporpaMmsl "BesgeHve HopmanbHOM
6epemeHHOCTM")

YnbTpa3BykoBOe CKPUHWHIOBOE MCCaef0BaHNe npu cpoke bepeMeHHocTn 19-21 Hegenn no
OLleHKe aHTeHaTaNbHOro Pa3BUTMA MI0AA C LieNbiO BbISBJEHUA XPOMOCOMHbIX aHOMaAWi MOPOKOB

pa3BUTUA, PUCKOB 3aAepP>XXKM POCTa NAoAa, NpexXAeBpPeMeHHbIX POAOB, Npe3KaamMncum (CKPUHUHF 1) 1500
(Tonbko B cOCT. NporpaMmmbl "BegeHne HopmanbHoM HepeMeHHOCTU")
JynnekcHoe ckaHMpoBaHMe cepaua 1 CocyAoB naoga (ToNbKO B COCT. Nporpammsl “"Begexne 1000
HOpMaJsibHOWM 6epeMeHHOoCT")
YnbTpa3BykoBOe UccieAoBaHWE NA0Aa/NPY MHOTOMNAOAHOW HepeMeHHOCTH (TOIbKO B COCT. 1000
nporpammel "BeseHre HopmanbHoV 6epeMeHHOCT")
®usnortepanusa
Mpuémel
B01.054.001 OcmoTp (koHCynbTaumsa) Bpava-dusnoTtepanesTa 1600
WHranaumn
A17.08.003 Aspo3osibTepanus Npu 3a601eBaHUAX BEPXHMX AblXxaTeNbHbIX MyTel (1 ceaHc) 300
A17.09.002.001 Aapo3zosibTepanusa npu 3aboneBaHNAX HUXHUX AbixaTenbHblx nyTen (1 ceaHc) 300
A11.09.007 NHranaTopHoe BBeAEHWE NeKapCTBEHHbIX MpenapaToB 1 kncaopoaa (1 ceaHc) 300
MarnuTtoTtepanus
A17.30.025 Obwas marHutotepanus 300
A17.09.005 BbicokoyacToTHas MarHuToTepanus - MHAYKTOTepMUs Npu 3ab6oneBaHmAX HUXKHUX 400
JbIxaTenbHblx nyTen (1 ceaHc)
A17.26.002 HnskouactoTHaa MarHUToTepanus Ha opraH 3peHus (1 ceaHc) 300
A17.28.004 Bbicoko4acTOTHas MarHUToTepanua - MHAyKToTepMusa nNpu 3aboeBaHnAaX NoYvek 1 400
MOYeBbIAENNTENbHOTO TPaKTa
®oHodopes
A22.30.037 CoueTaHHOE BO3AENCTBME UMMYAbCHBLIX TOKOB U GOHODOPE3 IEKAPCTBEHHBIX 300
BewlecT (1 30Ha)
dnekTpodopes
A17.03.001 SnekTpodopes nekapCTBEHHbIX MPEnapaToB NPU KOCTHOM NaToaormm 300

A17.04.001 SnekTpodopes nekapCTBEHHbIX NMPenapaToB Npu 3aboneBaHusax cyctaBos (1 ceaHc) 300



A17.08.001 SnekTpodopes nekapcTBeHHbIX MpenapaTos Npu 3aboneBaHNAX BEPXHUX

o 300
JblxaTenbHbix nyTen (1 ceaHc)
A17.09.001 SnekTpodopes nekapcTBEHHbIX MpenapaTos Npu natonorumn aerkmnx (1 ceaHc) 300
A17.13.001 SnekTpodopes nekapCTBEHHbIX MPenapaToB NPU HapyLleHUaX MuKpoumpkyaaumm (1 300
CeaHc)
A17.14.001 SnekTpodopes nekapCTBEHHbIX NPenapaToB Npu 3a601eBaHUAX NEYEHN 1 300
XenyeBblBOAALLMX NyTen (1 ceaHc)
A17.15.001 SnekTpodopes nekapcTBeHHbIX MpenapaTos Npu 3aboneBaHNAX NOAXeNYAOUHOM 300
xenesbl (1 ceaHc)
A17.19.001 SnekTpodopes neKkapCTBEHHbIX MPenapaTos Npu 3aboneBaHNsAX KnweYyHuka (1 300
CeaHcq)
A17.20.002 dnekTpodopes nekapCTBEHHbIX NMPernapaToB Npu 3ab01eBaHUAX XEHCKUX MONOBbIX 300
opraHoB (1 ceaHc)
A17.21.001 SnekTpodopes nekapcTBeHHbIX MpenapaTos Npu 3aboneBaHNAX My>XCKMNX NONOBbIX 300
opraHos (1 ceaHc)
A17.22.001 SnekTpodopes nekapCTBeHHbIX MpenapaTos Npu 3aboneBaHNAX >Keae3 BHyTPeHHeN 300
cekpeumm (1 ceaHc)
A17.23.001 SnekTpodopes nekapCTBEHHbIX MPenapaTos Npu 3aboneBaHNsAX LLeHTpaabHON 300
HepBHOM CUCTeMbI 1 FTOOBHOro Mo3ra (1 ceaHc)
A17.24.005 SnekTpodopes nekapCTBEHHbIX NpernapaToB Npu 3abosieBaHUax nepubepryeckon 300
HepBHOW cucTeMbl (1 ceaHc)
A17.25.001 BHyTpuyLLHOW 31eKTpodOope3 ekapCTBEHHbIX NpenapaToB Npu 3aboneBaHnsAX 300
opraHa cayxa (1 ceaHc)
A17.26.001 SnekTpodopes nekapCTBEHHbIX NpenapaToB Npu 3aboneBaHunsax opraHa 3pexHusa (1 300
CceaHcq)
A17.28.001 SnekTpodopes nekapCTBEHHbIX NpenapaToB Npu 3aboneBaHuax noyek (1 ceaHc) 300
A17.29.003 JlekapCTBEHHbIN 31eKTpOPOope3 Npu HeyTOUHEHHbIX 3aboneBaHusx (1 ceaHc) 300
A17.30.024 SnekTpodopes nmnyabcHbIMM Tokamm (1 ceaHc) 300
A17.30.024.001 SnekTpodopes anasmHammuecknmm Tokamu (ALIT-dpopes) 300
A17.30.024.002 SnekTpodopes crHyconganbHbiMn MogyaMpoBaHHbiMy Tokamu (CMT-dpopes) (1 300
CeaHcq)
A17.30.024.003 dnroktodopes (1 30Ha) 300
lanbBaHM3aLnA
A17.26.005 FanbBaHu3aLms Npu 3a6oneBaHUsx opraHa 3peHus (1 30Ha) 300
A17.24.002 TanbBaHM3aLma npu 3abonesBaHnax nepnpepmnyeckon HepsHol cuctemsl (1 30Ha) 300
AmMnannynbc
A17.01.013 Bo3geicTBME CUHYCOUAATBbHBIMU MOAYAMPOBaHHbIMK Tokamu (CMT-Tepanus) npu 300
3aboneBaHMAX KOXM N MOAKOXHO-XXMPOBOW KneTtyaTku (1 30Ha)
A17.03.003 Bo3geiicTBure CMHyconAaibHbIMU MOAYAMPOBaHHbIMK Tokamu (CMT-Tepanus) npu 300
KOCTHOM natonoruu (1 30Ha)
A17.13.002 Bo3geicTBME CUHYCOUAAIbHBIMU MOAYIMPOBaHHbIMK Tokamu (CMT-Tepanus) npu 300
HapyLUEeHNAX MUKPOLMPKYAALMN
A17.24.007 Bo3aelncTBME CUHYCOUAANBHBIMU MOAYANPOBaHHbIMKU Tokamn (CMT-Tepanus) npu 300
3aboneBaHusAx Nnepudepuyeckont HepeHo cuctemsl (1 30Ha)
AMB-tepanus
A17.30.018 Bo3gelicTBME 31€KTPOMArHUTHBIM M3/yYeHUEM JeLnMeTpoBOro avanasoHa (AMB) (1 300
CeaHcq)
CMB-Tepanus
A17.20.008 Bo3zeicTBME 31€KTPOMArHUTHLIM U3/TlyYeHMEM CaHTUMETPOBOTO AManasoHa 300
(CMB-Tepanus) BarHaabHO WAW PeKTasbHO NpW 3aboseBaHNAX XXEHCKMX NONOBbLIX OPraHoB
A17.30.007 Bo3gelicTBME 31€KTPOMArHUTHBIM M3/lyYEHUEM CAaHTUMETPOBOTO AMana3oHa
300
(CMB-Tepanus) (1 ceaHc)
dNeKToCTUMYNALMA
A17.02.001 SnekTpocTumynsuma Mol (1 ceaHc) 400
A17.16.002 Sn1eKTpOCTUMYAALMA XENYAOUHO-KMLLEYHOTO TpaKTa 400
A17.20.003 SnekTpoCcTUMYAALMSA Weikn maTkn (1 ceaHc) 400
A17.20.003 MHorodpyHKL1OHaNbHAA 21eKTPOCTUMYAALMA MblLwL, (1 ceaHc) 400
A17.24.011 2nekTpoCcTUMYAALMA ABUraTeNbHbIX HepBOB (1 ceaHc) 400

A17.26.003 SnekTpocTnMyasLma 3putesbHoro Hepsa(l ceaHc) 400



A17.26.004 SnekTpocTumynsuma unamapHoro Tena (1 ceaHc) 400

A17.28.002 2neKTpOCTUMYAALMA MOYETOYHNKOB Npu 3aboneBaHMAX MoYeK 1

500
MOYeBbIAeNNTENbHOrO TpakTa (1 ceaHc)
A17.28.003 SnekTpocTnmMyasLmsa moyeBoro nysbips (1 ceaHc) 500
A17.30.035 SnekTpoctumynaumsa (1 ceaHc) 400
YOO (YnbTpaduonetoBoe 06yueHme)
A18.05.005 YnbtpaduonetoBoe 0bayyHeHME KPOBU 600
A22.07.005 YnbTpaduonetoBoe 06aydeHne poTornotku (1 ceaHc) 300
A22.08.006 Bo3aelicTBMe KOPOTKUM YabTpadbnoNeToBbiM CBETOM Npu 3ab0€BaHUAX BEPXHNUX 300
ZbixaTenbHblx nyTent (1 ceaHc)
A22.09.009 Bo3zgelicTBME CENEKTUBHBIM (LLIMPOKOMONOCHBIM) KOPOTKUM YbTPapunoaeTOBbIM 300
CBETOM Mpu 3a601eBaHUAX HUXKHWX AbIXaTeNbHblx NyTen (1ceaHc)
A22.23.002 YnbtpaduonetoBoe 0bayyeHne Npu 3a601eBaHUAX LIEHTPaNbHON HEPBHOW CUCTEMbI 300
1 rosoBHoOro mosra (1 ceaHc)
A22.25.002 CBeToneyeHne KOPOTKMM YAbTPadnONETOBbIM N3NyUYeHNEM Hapy>XXHOro yxa (1 ceaHc) 300
A22.26.024 YnbtpaduonetoBoe 0bayueHne (MecTHOE) Npu 3aboseBaHUAX r1as3a n ero 300
npuaaToYHbIX Nasyx (1 ceaHc)
A22.27.001 YnbtpaduonetoBoe 0bayyeHme camsmcron Hoca (1 ceaHc) 300
A22.30.003 Bo3zgelicTBre KOPOTKMM YbTPadroNeToBbIM U3TyYeHNEM 300
NazepHas Tepanus
A22.02.001 Bo3geicTBME HU3KOUHTEHCUMBHbIM J1a3€PHbIM M3NyYeHneM npu 3aboneBaHNAX MblLLLY 400
(130Ha)
A22.04.003 Bo3gelcTBME HU3KOMHTEHCMBHbIM J1a3€PHbIM M3ayYeHnem npu 3aboneBaHmUAxX 400
cyctaBoB (130Ha)
A22.08.003 Bo3geicTBME Na3epHbIM HU3KOMHTEHCMBHbBIM M3NyYyeHneM Ha obnacTb 3eBa (1 200
CeaHcq)
A22.08.004 Bo3zeicTBME Na3epHbIM HU3KOMHTEHCUMBHbBIM U3yYeHMEeM 3HAOHa3aabHO(1 ceaHc) 400
Bo3geicTBre HU3KOUHTEHCUBHBIM 1a3ePHBIM U3yYeHneM Npu 3aboneBaHNAX BEPXHNX 400
AblIXaTenbHblx nyTen(1 ceaHc)
A22.09.010 Bo3geicTBME HU3KOMHTEHCMBHbIM J1a3€PHbIM M3ayYeHnem npu 3aboneBaHUAX 500
HUXXHUX AblXaTeNbHbIX nyTel(1 ceaHc)
A22.14.003 Bo3geicTBME HUBKOMHTEHCUBHbIM Jla3ePHbIM U3/ly4YeHneM npu 3aboneBaHmnsx 400
neyeHn ¥ XenueBblBOAALLMX NyTen (1 ceaHc)
A22.26.012 Nasepctumynauma cetyatku(l ceaHc) 400
A22.26.021 JlazepHas CTUMYAALMA LUAMAPHON MbllLbl(1 ceaHc) 400
MnacTnyeckas xmpyprus
Mpuémbl
B01.057.003 Mprém (0cMOTp, KOHCYNbTaLMS) Bpaya-niacTMyeckoro Xxmpypra nepBuYHbIn 1900
B01.057.004 Mpwrém (0CcMOTp, KOHCYAbTaLMs) Bpaya-niacTMYeckoro Xupypra noBTOPHbIN 1600
MaHnunynaymm
A16.21.027 KoppeKkumsa rmHeKoMacTum (2 MONOYHbIX XXeNe3Hbl) 70000
A16.20.085.002 MammMonaacTMka NoArpyAaHbiM 4OCTYNOM C MPUMEHEHNEM 3HAOMNPOTE3a, 200000
pacnoNoXeHHOro NOAMbILLEYHO (6€3 CTOMMOCTU MMNAHTOB)
A16.20.085.007 MammonnacTvka yMeHbLUeHWs C MPUMEHEHNEM NeprapeonspHoro goctyna (2 200000
MOJIOYHbIE Xeé3bl)
A16.07.022 KoHTypHas naactuka avua 150000
A16.26.021 Koppekums 6aedaponTosa (baedaponiactvka) - BEpXHeEro Beka 72000
A16.26.021 Koppekums 6aedaponTosa (baedaponnactvka) - HUKHEFO Beka 82000
A16.30.008 NcceueHmre KOXN M NOAKOXHOW-KNPOBON KNeTYaTKM NepesHen BProWHOM CTEHKM 200000
(absommHoNNacTUKa)
A16.25.021.001 MnacTrka BbICTyNatoWmx (OTTOMbIPEHHbIX) YLWHbIX PakoBWH (1 yxo) 60000
A16.25.021.001 MnacTrka BbICTyNatoWmX (OTTOMbIPEHHbIX) YLUHbLIX PaKOBWH (2 yxa) 80000
A16.30.058.001 MnacTnka MArknx TkaHen n6a oTKPbITbIM CNOCOHOM C UCMO/Ib30BaHMEM 90000

KOPOHapHOro AoCTyna

ToBapbl HaHomepauka

Mepyatkn natekcHble 150



Na6opartopHble nccneposaHusa (AHanusbl)

AyTOMMMYHHbIe NOPaXEHNA XeNy[0UHO-KMLLIeYHOro TpakTa. Lieanakus.

,ﬂ,VIaI'HOCTVIKa dyTOUMMYHHOTO NaHKpeaTuTa U 4pyrux |gG4-aCCOLI,VIVIpOBaHHbIX 3aboneBaHN

(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases) 1837
AHT.VITeﬂ.a knacca IgA K 3HZOMM3UIO (AHTUIHAOMU3MIHBIE aHTUTeNa, ADMA) (Anti-Endomysial 1430
Antibodies, Anti-EMA, IgA)

AHTVIT.epa Knacca IgG K caxapomuueTam (guarHoctrka 6onesnn Kpowa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, 1gG )

AHTuTENa Knaccos IgA 1 1gG K HoKanoBMAHBIM KNETKaM KuULeYHuKa, cymmapHo (Anti-Intestinal 1199
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)

AHTUTeNa knacca IgA K caxapomuueTaMm (guarHoctuka 6onesnm KpoHa) (Anti-Saccharomyces 1232

Cerevisiae Antibodies, ASCA, IgA )

AHTUTENA K aUMHAPHBIM KJeTKaM NMogxenyaouHom xenesbl, IgG n IgA cymmapHo (aHTuTena kK

3K30KPMHHOW YacTh nogxenyaouHon xenesbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)

AHTuTeNna knacca IgG K geamMuanpoBaHHbIM nenTugam ranaguna (Anti-Deaminated Gliadin Peptide,

Anti-DGP, IgG) 781
AHTUTENa K 3HTEpoumTaMm, knacca IgG 2189
AHTuTEna knacca IgA K TkaHeBoW TpaHcratoTammnHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgA)
AHTuTena knacca |gG k TKaHeBOW TpaHcratoTamuHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgG)
AHTuTena knaccos IgA 1 IgG k peTukyanHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, 19G, 1276
Total)
AHTUTena knacca IgA k untonnasme Hentpodunos (AHLIA) (Anti-Neutrophil Cytoplasmic 1232
Antibodies, ANCA, IgA)
AHTuTena knacca lgG k BHyTpeHHemy daktopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor

M 1650
Antibodies, 1gG)
AHTuTena knaccos IgA 1 IgG K 3HAOMM3MIO (AHTUIHAOMU3UNIAHBIE aHTUTeNa, ADMA), cymmapHO 1276
(Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)
AnTuTena knaccos IgA, 1gG, IgM k napueTanbHbiM KaeTkaM xenygka (AMKOK), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, I1gA, 1gG, IgM, Total)
AHTUTena knaccos IgG u IgA K GP2 aHTUreHy LieHTpOoaLMHapHbIX KNETOK MNOAXENYAO0UYHON Xene3bl

. 1980
(Anti-GP2)
AHTUTENa Knacca IgA K geamnaMpoBaHHbIM nenTuaam ravaguHa (Anti-Deaminated Gliadin Peptide,

. 781
Anti-DGP, IgA)

HacnesctBeHHble MOHOreHHble 3a601eBaHNA U COCTOAHMSA

CvHapowm bepta-Xora-Abtoba (BXA). Mownck myTaumi B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacneactBeHHast MOTOPHO-CeHCcOpHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun II. Mounck
yacTbix MyTauwmii B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
leHTUHITOHONOA00HOE 3aboneBaHue, Tun 4 TBP, u.m. 3410
Cungpom APMNA, ATN1, u.m. 3410
ApTporpunos ancranbHolin (cuHapom Ppumena-LLengoHa). Monck vactbix MyTauuii B reHe MYH3, u. 9999
M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freg. Mut.)
HacneactBeHHast MOTOPHO-CeHcopHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun |. Mownck
MyTaLMI LblraHckoro npouncxoxaeHuns B reHax NDRG1 1 SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)
CnuHouepebennspHas atakcus. Mounck yacTbix MyTaumii B reHe ATXNS, u. m. (Spinocerebellar 5148
Ataxia, Gene ATXNS, Freqg. Mut.)
CvHAPOM HekoMMaKTHOro seBoro xenyaouka (HMJDK, cuHapom HM JDK, ry6uaTtbii Muokapa,). 25707
Mownck myTaumin B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)
MeBanoHoBas auunaypvs. Mownck mytauuin B reHe MVK, m. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHanbynoakpanbHas Ancnnasms ¢ amnoguctpodueit. Mouck Mytaumii B ak3oHax 8, 9 reHa LMNA, 7161
M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)
CnvHanbHas amuoTtpodms Tunel |, Il 11, IV (c onpegenerHmem uncna konui SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, I, lll, IV (copy Number Variation SMN2))
CuHgpom Sckobapa. Mouck mytauuii B reHe CHRNG, M. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CvHapom CunbBepa. Mouck myTaumii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CuHapom Xunnens-JinHaay (Lepebpo-peTuHO-BUCLLEPabHbIA aHIMoMaTo3). INonck MyTaLuii B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene 14916

VHL, Mut)
Mcopwuas, TunuposaHne HLA-Cwb6 3300



MosiekynsipHO-TeHeTUYeCKas ANarHoCTKa paka npeacTaTeNbHOM Xeesbl

CuHgpom Anepa (akpouedanocmngaktuams). Monck yactbix MyTaumin B reHe FGFR2, u. m. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHas runepxoaectepuHemMmns (KOMMAeKCHas guarHocTuka - reHsl LDLR, APOB, PCSK9)

SnudusapHas gucnnasms, MHoXecTBeHHas. [Tonck mytauuin B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CvHapowm Apra. Mownck mytauunin B reHe PRPS1, m. (Art's Syndrome, Gene PRPS1, Mut.)
dputposepmumnsa BpoxaeHHas UxTnosHas (HebyanesHas). Mowck myTaumnin B reHe ALOXE3, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CuHApPOM KpaHuodaLanbHOW AMCMOPOUN-TYTrOYXOCTU-YbHAPHON AeBnauum Kncteit. Mownck
myTaumii B reHe PAX3, m. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

MelweyHas auctpodus Imepun-Lperidyca. Monck mytaumii B reHe LMNA, M. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

DpPUTPOLIMTO3 pPeLLeccMBHBINA (ceMeiHas HacneCcTBEHHas noavumTemums). NMounck yactbix MyTaLuii B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CuHgpom kepatuTa-uxtnosa-tyroyxoctm (KNA-cnHgpom). Momck myTaumnin B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

JNnnoanctpodus cemenHas YacTmuHas. Mounck MyTaumii B «<ropsumx yyactkax» reHa LMNA,
«ropsiy.» yu. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
Cunapom bapra. Mownck MyTaumin B reHe TAZ, M. (Barth Syndrome, Gene TAZ, Mut.)
LlepebpookynodaumockenetHblin cuHApoM. Monck myTaumii B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CuHgpom Xunnena-JinHaay (Lepebpo-peTnHo-BUCLepanbHbI aHrnomatos). OnpegeneHune uncia
konui reHa VHL, M. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

DK30CTO3bl MHOXECTBEHHbIE. [Tonck MyTaumnin B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.)
MbllweyHas AUCTpodUs NOSCHOKOHeUHOCTHas. [Mounck yacTbix myTaumin B reHax CAPN3, FKRP,
ANOS5, SGCA

lnaykoma BpoxgaeHHas. Mownck mytauunin B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

Hopmokannemuyeckuii nepuogunueckunii napanmy. NMonck Mytaumin B 3k3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxeHnsa neyenu, reHol ATP7B, PNPLA3, SERPINAT, u.m.

Monnaaktuauns. Mownck myTtaunii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)

M'vnep-IgM cuHapom. Mouck myTaumii B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBuYHas rmneptpoduyeckas octeoapTponaTus (naxuaepmoneproctos). Monck MyTauunin B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)
MwuoToHus TomceHa-bekkepa. Mownck YacTbix MyTauuii B reHe CLCN1, u. M. (Myotonia Congenita,
Gene CLCN1, Freg. Mut.)

BokoBoi ammotpodurueckmnin cknepos, C9orf72, u.m.

InomepyoumuTos noyek runoniactmyeckoro Tvna. Mowvck mytaumnin B reHe HNF1B, m. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHas MOTOpPHO-CceHCcOpHas HelponaTtus (bonesHb LLapko-Mapu-Tyta) Tmn |. Mownck
yacTbIx MyTaumi B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freg. Mut.)

CuHgpom KodduHa-Jloypu (CKN). Mownck myTaumin B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)

Monnaaktnamns. Mownck myTtaumii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

HeasnkoronbHbI XXnpoBol renatos, reH. PNPLA3, u.m.

CvHapom TAR. Momck mytaumnin B reHe RBM8A, m. (Thrombocytopenia-Absent Radius Syndrome,
TAR-Syndrome, Gene RBM8A, Mut.)

BonesHb KoyaeHa. Mownck mytaumii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.)

MwuoTtoHunueckas anctpodus, Tun 2, CNBP (ZNF9), u.m.

XoHgpogauncnnasus TodeuHas KoHpaam-XtoHepmMaHa. Mouck myTtauuii B reHe EBP, M.
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CemeliHbIN remodarounTapHbIn IMMPorncTmoumnTos. Monck mytaumin B reHe STXBP2, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

Pabgomunonns (Mmornobunypws). Monck mytaumii B reHe LPINT, m. (Myoglobinuria Acute Recurrent
Autosomal Recessive, Gene LPIN1, Mut.)

leneodusnyeckasn ancnnasms. MNMonck mytaumin B rene ADAMTSL2, m. (Geleophysic Dysplasia 1,
Gene ADAMTSL2, Mut.)
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BonesHb FannepsopgeHa-Llnatua. Mownck YacTbix MyTaLuii B reHe PANK2, u. m.
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freg. Mut.)
SpuTpokepatogepmus. Monck myTaumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.)
AtenocteoreHes (gucnnasus ge ns LWanens). Mouck mytaunii B reHe SLC26A2, M. (Atelosteogenesis
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

AHemus Janmonga-bnekdeHa. Mounck mytaumin B reHe RPS19, m. (Diamond-Blackfan Anemia 1,
DBA1, Gene RPS19, Mut.)

HedbpoTtnueckunit cungpom. Mounck mytaumin B reHe NPHS2, m. (Nephrotic Syndrome Type 1,
NPHS1, Gene NPHS2, Mut.)

Fremoduaus. Mounck MyTauuii B reHe dakrtopa IX npu remoduanm B, m. (Hemophilia B, Gene Factor
IX, Mut.)

TpuxopuHodanaHreanbHbln cMHAPOM. [Mownck myTaumin B reHe TRPS1, M. (Trichorhinophalangeal
Syndrome, TRPS, Gene TRPS1, Mut.)

CnunHanbHas ammotpodusa ¢ napaamyom avadparmel. MNomck mytaumnin B reHe IGHMBP2, m. (Spinal
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

I'vnoxoHaponnasua. MNMonck Yactbix MyTaumi B reHe FGFR3, u. m. (Hypochondroplasia, Gene FGFR3,
Freqg. Mut.)

MyTaummn nekapcTBeHHon pe3ncteHTHocT NS3, NS5A 1 NS5B pernoHoB reHoma BMpyca renatuTa
C (ana reHotunos 1a, 1b)

l'vnepkanneMumyecknii nepuoanyecknin napanunu. Monck mytaumin B 3k3oHax 13 1 24 reHa SCN4A,
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

HelpoceHcopHas HeCMHApPOMasibHas TYroyXxoCTb, MOWNCK YacTbiX MyTauuin B reHe GJB2 1 kpynHbIX
aeneunin B nokyce DFNB1

CemeliHbIn remodaroumTapHblin AaMMornctnoumtos. Mouck mytauumii B reHe STX11, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene STX11, Mut.)

Aednunt anbda-1-aHtutpuncuna, SERPINAT, u.m.

CnunHanbHas ammotpodus tvneil |, 11, 11, IV. Mownck myTaumin B reHe SMN1, M. (TONbKO NpW Haanuum
oaHol konuw reHa) (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only
Presence One Gene Copy) )

Cunapom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3,
Mut.)

CvHapowm Mannucrepa. Mownck myTaumi B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.)
OkynodapuHreanbHas MbilleyHas Anctpodus. MNMownck vactbix MyTauuii B reHe RABPN1, u. m.
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

BonesHb MepctmaHHa-LUTpeyccnepa-LlenHkepa. Mownck myTtaunii B reHe PRNP, m.
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CvHapowm Bnoxa-Cynbubeprepa (cemeriHas dopma Hesep>KaHWs NUIMeHTa). Nonck YacTbix
myTauwuii B reHe IKBKG, u. m. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freq. Mut.)

HelipoceHcopHas HeCMHApPOMabHas TyroyxocTb, MOAHbIA aHanun3 reHa GJB2

MyTauum nekapctBeHHoM peancteHTHocTM NS3, NS5A 1 NS5B pervoHoB reHomMa Bupyca renatuta
C (ans reHotmna 3)

CuHgpowm Mpucuennun. Mouck mytauuii B reHe RAB27A, M. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacneactBeHHbIM aHrMoHeBpoTuyeckmii otek. Mownck mytaumin B reHe C1NH, M. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacneactBeHHas MOTOPHO-CeHCOpHas HelponaTus (6onesHb LLlapko-Mapu-Tyta) Tun I. Mownck
MyTauwuii B reHe PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CuHgpowm Koctenno. Mownck myTaumin B reHe HRAS, m. (Costello Syndrome, Gene HRAS, Mut.)

XoHapogucnnasusa metapusapHas, Tvn Mak-Kbtocuka. Mownck mytaumin B reHe RMRP, m.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepuroanyeckas 6onesHb. Mounck mytaumii B reHe MEFV, m. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CvHapowm LLBaxmaHa-AaviMoHaa. Mounck yacTbix MyTauuin B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freg. Mut.)

XopvopeTtnHonatua bupglota, Tunvposane HLA-A29

®ubpogucnaasmsa occndumumpytoLlas nporpeccupyrowasn. NMonck MyTaumin 6e3 «ropsaumx» yyactkos
reHa ACVR1, 6e3 «ropsau.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CuHgpom BaapaeHbypra-LLaxa. Mouck myTtaumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)

CvHapom KokkewHa. Mownck myTaumin B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

Ownactpoduyeckas gucnnasus. Mounck mytauuii B reHe SLC26A2, M. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktnana Tvn B1. Mouck mytaunii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)
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CuHgpowm lpeiira (cemenHbIv runepTenopusm). Mouck myTtaumii B reHe GLI3, m. (Greig Syndrome,
Gene GLI3, Mut.)

FeHTUHrToHONOAO6HbIE 3aboneBaHMsA, KOMMAEKCHas ANarHOCTMKa, Y.M.

HacneactBeHHas MOTOpHO-CceHCcOpHas HenponaTtus (bonesHb LLapko-Mapu-Tyta) Tvn |. Mownck
MmyTaumii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CuHapom Kpy3oHa. Mownck myTaumii B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CvHapom Ocnepa-PaHato-Bebepa (HacneacTBeHHas remopparunyeckas TeneaHrmakrasmsa). Mowck
MyTauuii B reHe ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKCCyAaTVBHaA BUTPEOXOpeopeTnHasbHas guctpodus. Monck mytauuii B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nvnoanctpodus cemeinHas yactmuHas. Mounck mytaunii reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHAPOM HOrTeM-HaKoNEeHHMKa (OCTeOHNXOANCNAa3ms). Monck MyTaunii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHnyeckas ancronms. Mouck mytaumin B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBsa. Mounck yacTbix MyTaumin B reHe ATP7B, u. M. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonnHenponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CuHgpom Anbctpoma. MNMonck MyTaumii B «ropsumx» yyactkax reHa ALMS1, «ropay.» yu. m. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CuHgpowm Tpuuepa-KonnnHza-®paHueckettvt (MaHanbyno-daLmanbHblil An3ocTos). Mounck myTtauui
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

SputpokepaTtogepmus. Mouck myTtauwmii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

BonesHb ®abpu, GLA, m.

AvcTtanbHas cnuHanbHas aMMoTpobus BpoOXAEHHas Henporpeccupytolas. MNonck Mytaumii B
«ropa4mnx» yyactkax reHa TRPV4, «ropsau.» yu. m. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

JednunT KapPHUTUHA CUCTEMHBIV NEPBUYHbIN. Monck MyTaLuii B reHe SLC22A5, M. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

Atakcmsa Ppugpeiixa. Mouck yactbix MyTauuin B reHe FXN, u. m. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpowm boysHa-Konpaam (BKC, LepebporenatopeHanbHbii cuHAPOM). MNMonck MyTaumin B reHe
EMG1, M. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

Atpodus 3putenbHoOro Hepea Jlebepa. MNMonck YacTbix MyTauuii B MutoxoHapuansHon AHK, 3 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CvHapom BbepHcTaga (cMHAPOM KypuaBbix Boaoc). Movck mytauuin B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YotseHa. Mouck mytauunii B reHe TWIST1, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacneacrBeHHas MOTOpHO-CeHcOopHas Heponatusa (6onesHb LLapko-Mapu-TyTta) Tun Il. Mouck
MmyTauwuii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBaoaxoHaponnasus. MNMownck vactbix MyTauuii B reHe COMP, u. M. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedbpoTtnuecknii cungpom. Mounck mytaunii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponnasus. Mownck YacTtbix MyTaumii B reHe FGFR3, u. m. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMeHbIN X0N0A0BON ayToBOCMaUTeNbHbIN cuHAPoM NLRP3 m. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacneactBeHHast MOTOPHO-CeHcOpHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun |. Mownck
myTaumii B reHe PO, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
CnoHAnNoKoCTanbHbIN An3ocTos. Mouck mytauwmii B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedpoHodTun3. Momnck myTaumii B reHe NPHP1, M. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MeiweyHas anctpodus Imepu-Aperidyca. Monck mytauwnii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbuuHos. Mounck mytauuii B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHuam MULIBRAY. Mownck myTaumii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpodus 3puTenbHoro Hepsa Jlebepa. MNMounck YacTbix MyTauuii B MUTOXoHAPWansHo AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
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CnunHouepebennspHas atakcums. MNMonck yactbix MyTauuii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

AuncTanbHas cnuHanabHas aMuoTpodus BPOXAEHHas ¢ napaamyom avadparmbl. Monck MyTauuii B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHas fereHepaums cetuatku. MNMouck mytaumii B reHe RP2, m. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CvHapom dnepca-fanno, Tvn VI. Mouck yactbix MyTaumin B reHe PLOD, u. M. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

Cunapom Aapckora-CkoTTa (dauuoreHnTanbHas gucnnasus). Monck Mytaumin B reHe FGD1, M.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnunHanbHO-6ynbbapHas ammnoTpodus KeHHean. Momck vacTbix MyTaumii B reHe AR, u. m. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freg. Mut.)

CemeliHas runepxonectepuHemus, reH PCSK9
CvHapom MapTuHa-benn (cuHapom n1omMKoin X XpoMOCOMbI)

CVHAPOM NOMKOW X-XPOMOCOMbI € TpeMopoM/aTakcmelt, FMR1, u.m.
CuHapom Mannncrepa-Xonna. Movck mytauuin B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CuHgpom AHTAN-Bukcnepa. Mounck MyTauuii B sk3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHapowm MNdanddepa. Mounck myTtaunii B sk3oHax 7, 9 reHa FGFR2 n 3k30He 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MonekynAapHbIA CKPUHUHT Ha MUKpoAeneLnn/ MUKPOAYNanKaL M XxpOMOCOM

CemeWiHbIN remodaroumTapHblil AMMPOrncTnoLmMTos. Mounck yactbix MyTaumin B rene UNC13D, u. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AyTOMMMYHHbIV AiumdonponndepaTMBHbIN CMHAPOM. Monck MyTauuii B reHe TNFRSF6, m.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeliHbIN MeAyNNSPHbIA pak WIMTOBUAHOW Xene3bl. [Tonck MyTaumnin B 3k3oHax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CvHapowm LLBaxmaHa-AavimoHaa. Mounck myTtauuii B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CuHgpom AngepceHa. Mouck myTtaunii B reHe KCNJ2, M. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbunoTtpodusa cetuatkm, Tvn OpaHyeckeTTn (bosnesHb LTaprapara 1-ro tuna). Mounck YacTbix
MmyTaumii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopowngepemus. Mownck myTauuii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnuHouepebennspHble aTakcum, peskrie Gopmel, Y.M.
CuHgpom Yokepa-Bapbypr (CYB). Mouck mytauwnii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CuHapom Kpy3oHa ¢ YepHbIM akaHTo3oM. Mouck myTtauumii B a3k3oHe 10 reHa FGFR3, M. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemus. Mowvck mytauunin B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

'mnodocdatemmyecknin BUTaMUH D-pe3ncTeHTHbIN paxuT (MoyeuHbln docdaTHbIn aAnabeT). Mouck
myTaumi B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adasna nepeuyHas nporpeccupytollasn. Monck mytaumii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CvHapom Makneoga. Mouck mytaunii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CuHapoMm TecTukynsapHoin demuHuzaumm (CTP, cuiapom Moppwca). Monck MyTaumin B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

JKTOoAEpPMaNbHas aHrnapoTMyeckas gucnnasms. Movck mytaumin B reHe EDA, M. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MouyeyHas agucnnasms. Mownck mytauunin B reHe UPK3A, M. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

®eHunnketoHypus. Mownck YacTbix MyTaLuii B reHe PAH, u. M. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpodus 3pUTENIbHOrO HepBa C rAyXoToW. [oNCK MyTaLuii B «ropsumnx» ydactkax reHa OPAT,
«ropsiy.» yu. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HentponeHnus. Mownck mytauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeliHas runepxonectepuHemus, reH APOB100

BpoxxaeHHas HeuyBCTBUTEIBHOCTb K 601 € aHrnapo3om. Mounck MyTauuii B reHe NTRKT, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)
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SnundusapHan AnCrasns, MHOXecTBeHHas. Mouck vacTbix MyTaumin B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOM LieHTpanbHoM runoseHTuasumum (CBLT). Mounck YacTbix MyTaumii B reHe
PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

OcHOBHble HacneACTBeHHbIe 3aboneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MuoToHnueckasa anctpodus. MNMownck vactbix MyTauuii B reHe DMPK, u. m. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHast MOTOPHO-CeHcopHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun |. Mownck
MmyTauwuii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

NxTrno3 namennsipHbivi. [onck Bcex M3BeCTHbIX MyTaLuii B reHe TGM1, M. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[AvctanbHas MmoTopHas Herponatus Tvun V. Mouck myTtaunii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CvHapom Moyat-BunbcoH. Mounck mytauuin B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTnBHocTb pochoprbosnanupopocdar cmHteTassl. Monck MyTauui B reHe PRPST, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CuHgpom FepmaHckun-TNyanaka (ANbOVMHN3M F1a30-KOXHbIV C reMopparmyeckmm A1matesoM v
NMUrMeHTaLMel peTuKyI0-3HAO0TeNNabHbIX KNAETOK). Monck YacTbix MyTaumii B reHe HPS1, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MelweyHas auctpodus [roweHHa/bekkepa. Monck geneumin n Jynanmkaumin B reHe AucTpoduHa
CuHgpom Knmnnena-®enns (CMHAPOM KOPOTKOM Lwewn). Monck MyTauuii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHuometadumsapHas gucnnasus. Monck MyTauuii B «ropaumx» ydactkax reHa ANKH, «ropsu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

DpUTPOAEPMUS BPOXKAEHHASA NXTUO3Has (HebyanesHas). Monck myTaumnin B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb Kpewtuydenbara-Akoba. Monck mytaumin B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MukpodTanbm ¢ katapakTon. MNMownck myTtaumi B reHe CRYBA4, m. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTtoxoHapvanbHble 3aboneBaHns, KOMMAEKCHas AnarHoCTuKa: MUToxoHapuanbHaa AHK, u.m.
CemeliHas nepuogamnyeckas amxopagka. Mounck mytauuii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CuHapom Xy6epa (CXK). AHanmnz uncna konwmii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MetremornobuHemms, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freg. Mut.)

Xopes F'eHTMHrTOHa. MNMonck YacTbix MyTauuii B reHe IT15, u. M. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CvHapom CumncoHa-lonabu-bemens. Mouck myTtauwmii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MetuarnytakoHoBas aunaypus. MNMonck mytaumii B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
Ill, Gene OPA3, Mut.)

X-cuenneHHbi aumdonponndepatMBHbIN CMHAPOM (6onesHb [lyHkaHa, cnHgpom MypTuneo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuoanyeckas 6onesHb. Monck YacTbix MyTauuii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHus getepmmHauum nona. Monck mytaumii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOAEpPManbHas ruapoTuyeckas amcnnasms. Movck mytaumnin B reHe GJB6, M. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cuenneHHbI MOTOPHBIN HucTarMm. MNMounck myTtaumin B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HezapalueHune pogHuukoB. Mounck MyTauuii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CvHapowm Buckotta-Ongpuua (CBO). Mouck myTtaumii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MblweyHas guctpodus IMepun-pendyca. Monck MyTaLuii B reHe amepuHa Npu X-cLenaeHHon
¢dopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AkpogepmatuT 3HTeponatuyeckmnia. Monck mytauuii B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacneactBeHHas HelponaTus ¢ NoABEPXKEHHOCTLIO Napannyy ot caaBaeHus. Monck mytaumi B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)
OcTeoneTpos peLieccuBHbIV (MpaMopHas 60s1e3Hb kKocTel). Monck yacteix MyTauwmii B reHe TCIRG1,
y. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)
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FMnokannemMmyeckunii nepuoamnyeckuii napanuy. NMomck mytauuii B ak3oHax 12, 18 n 19 rena
SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

WxTrno3 ByabrapHbli. Mounck YacTbix MyTaumin B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CemeliHas runepxonectepuHemus, red LDLR

l'vnep-lgD cuHapom. Mowuck myTaumii B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

AnbBbUHN3M rnazokoxHbI TMN TA. Mownck myTaumii B reHe TYR, m. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MblweyHasn guctpodus BpoxaeHHas. Mounck yactbix MyTaumin B reHe FKRP, u. M. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb Ltaprapara. Mouck yactoix MyTaunii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannosnnounsapHas aucnnasms (C3/4). Mownck mytaumin B reHe TRAPPC2, M.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MNMHeBMOTOpaKC NepPBMNYHbIN CMOHTaHHbIN. Monck myTaumnin B reHe FLCN, m. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CuHgpom HurmereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CuHgpom BaapaeHbypra. Mouck myTtauuii B reHe PAX3, M. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MbllweyHas AncTpodus NoscHOKOHeUYHoCTHas. Mownck myTaumin B reHe FKRP, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHogm3ocTo3. Monck myTaumi B reHe CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

®enHnnkeToHypus. Mouck mytaumii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CuHgpom Cmuta-Jleman-Onuua (C/1I0C). Momck myTaumnin B reHe DHCR7, m. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumaos. Mownck yactbix MyTaumi B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MapkUHCOHa, KOMMNAEKCHaAsA AMArHOCTUKA, Y.M.

CuHapom LUAJACUN, reH NOTCH3

MblweyHas guctpodus [roweHHa-bekkepa. JlanoHuzauma X-xpoMocombl y aeBoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MukpodTansm nsonnposaHHbIi. Monck MyTaumin B reHe GDF6, M. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnuHouepebennspHble atakcmu, YacTble GOPMbI, Y.M.

CkanynonepoHeasbHas Myuonatus. NMounck Mytauuii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CemeliHbIN remodaroumntapHbln AMMporncTmoumtos. Monck mytaumii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®atanbHas ceMeriHaa MHCOMHUMA. Mownck myTaumin B reHe PRNP, m. (Fatal Familial Insomnia, FFl,
Gene PRNP, Mut.)

DK30CTO3bl MHOXECTBEHHbIE. [Tonck MyTaumnin B reHe EXT1, m. (Multiple Exostoses, Gene EXT1, Mut.)
BonesHb YHdeppuxTa-JlyHa60pra. Monck YacTbix MyTauuii B reHe CSTB, u. m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dunbpogncnaasma occndurumpytoLas nporpeccupyrowasn. NMonck MyTaumnin B «ropadmx» yyactkax
reHa ACVR1, «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

[eHTUHITOHONOA06HOE 3aboneBaHne, Tun 2, JPH3, u.m.

X-cuenneHHbI TAXKeNbIA KOMOMHUPOBAHHbIN UMMYHOAePULMT. Monck MyTaumin B reHe IL2RG, M.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHgpom Makna-Yananca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MceBgokcaHTOMa 3nacTnyeckas. Mounck yacTbix MyTauunin B reHe ABCC6, u. m. (Pseudoxanthoma
Elasticum, Gene ABCC6, Freq. Mut.)

MetremornobuHemus, CYB5R3 M. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBuyHan nerovHas runepreHsua. MNomck mytauunin B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcmsa Ppugpeixa. Mounck mytaunii B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppwu. Mounck myTtaunii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)
DpUTPOAEPMUS BPOXKAEHHASA UXTUO3HaA (HebyanesHas). Movck mytauuin B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

M'vneptpoduryeckas kapgnommonatus. Mouck mytauuii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)
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[naykoma roBEHWAbHAs OTKPbITOYroibHas (cuHapom Purepa). Mownck myTtaumii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numbepema. Mownck myTaumii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)

TpombouwnToneHus BpoxaeHHas. MNMonck mytaumii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblweyHas AMCTPOPKA NOACHOKOHEYHOCTHaA. Monck MyTaumii B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoyeyHas agucnnasms. Mownck mytauum B ak3oHax 10, 11, 13, 14, 15 rena RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KoctHas reteponnasms nporpeccupytowas. Mounck mytauuii B reHe GNAS, m. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

Bokosoi ammotpoduueckmnin cknepos (BAC), SOD1, m.

TopcroHHas guctonns, Tun 1, TORTA (DYT1), u.m.

CVHApPOM nogkoneHHoro ntepuriyma. Mowvck mytauuii B reHe IRF6, m. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb Jlepmutt-Ayknoc. Mownck mytauuii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHasn guctpodus BpoxaeHHas. Mouck myTtaumii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CvHapowm baHasH-Pannn-PyBanbbaka. MNMouck mytauwmii B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

DpUTPOLMTO3 peLeccrBHBIA (ceMeiHas HacneCcTBEHHas noavumTemums). NMonck MyTaumi B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Herponatus c napaanyamu ot cgasneHuns, PMP22, peneunn n gynavkaumm (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHuometadumsapHas gucnnasusa. Mouck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHunyeckas rpaHynemaTosHas 6onesHb. Monck mytaumin B reHe CYBB, M. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepus XaTunHcoHa-Mmndpopaa. NMownck mytaumin B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CuHgpowm Kpurnepa-Hawsapa (CKH, cemelinas xentyxa). MNownck myTauuin B rede UGT1, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CvHapowm Petta. Mouck myTaumii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

BbonesHb bexueta, TunmposaHne HLA B51

HapyweHus getepmuHauum nona. AHanms Haanums reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblWweyHas ANCTPOPUa NOACHOKOHEUYHOCTHaA. Monck myTauuii B reHe SGCA, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHas MOTOPHO-CeHCOpHas HelponaTus (6onesHb LLiapko-Mapu-Tyta) Tun Il. Mownck
myTauwmii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AyTOMMMYHHbIV AumdonponndepaTMBHbIN CUHAPOM. [TOUCK MyTaLWii B «<rOPAUMNX» yYacTKax reHa
TNFRSF6, «ropsu.» yu. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

M'vnep-IgD cnHgpom. Mounck MyTaLmnin B «ropadmx» yyactkax reHa MVK, «ropau.» yu. m. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MbiweyHas anctpodus, Tun Pykysama. Monck mytaumin B reHe FKTN, M. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CuHgpom ESC (cuHapom FNonbamaHa-®Paspa). Mownck myTtaumin B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CvHapowm BaH gep Byaa. Mounck myTtaunii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PetnHowwmauc. Mownck myTtaumin B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMelHbIN remodaroLmTapHblin ammdoructnounTos. Monck mytaumin B reHe UNC13D, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpos peLeccuBHbIi (MpamopHas 6oae3Hb kocTei). Mownck MyTaumnin B reHe TCIRG1, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BonesHb YHdeppuxta-SlyHabopra. Mowck myTaumin B reHe CSTB, m. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbli aumdonponndepaTMBHbIN CMHAPOM (6one3Hb [lyHKaHa, cMHAPOM [TypTuabo).
Mouck myTauuii B reHe SH2D1A, M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb becta. Mounck Bcex M3BECTHbIX MyTaLmin B reHe BEST1, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHuocuHocto3s. Mownck myTtaumii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)
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KpaHnocuHocTos. Mouck myTaumii B reHe MSX2, m. (Craniosynostosis Type 2, Gene MSX2, Mut.) 11264

CI'IOHFVIOd)OpMHaﬂ 3Hu,eq)anonam;| C Hel\/’IpOI'ICVIXI/ILleCKVIMI/I npoasaeHnamn. Mownck MyTaLI,VIf/] B reHe

PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.) 14916

WxTtno3 bynnesnbini. Mownck mytauuin B reHe KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene KRT2, 29975

Mut.)

CuHgpom KapneHTepa (akpouedpanonoamcnHAaKTUAMS BTOPOro Tmna). Monck myTtaumii B reHe 29975

RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

CvHapowm [xekcoHa-Beincca. Mownck myTaumin B ak3oHe 9 reHa FGFR2 v ak3oHe 7A reHa FGFR1, m. 9999

(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MNceBaokcaHTOMa 3nacTuyeckas. Mowck MyTaumin B reHe ABCC6, M. (Pseudoxanthoma Elasticum, 119724

Gene ABCC6, Mut.)

Cnactuueckas napanaerua LWrpromnens, Tun 4, SPAST (SPG4), u.m. 6930
OHkosiornyeckue 3aboseBaHns

MyTauun B reHe MET 12331

HacneactBeHHble cryyan paka MONOYHOM xenesbl n/mam amuHnkos (reHbl BRCA1, BRCA2) 4785

(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))

MyTtauun B reHe POLE 8327

Onpegenenve Tpancnokaummn 1p/19q 11165

WNccnepoBaHne xpomocom B abOpTVBHOM MaTepuane, CKPUHUHT 10010

CVHAPOM MHOXECTBEHHOM 3HAOKPUHHOM Heonnasum 2B Tuna (reH RET) (Multiple Endocrine 5148

Neoplasia Type 2B (Gene RET))

HacneactBeHHble cnyyan BRCA-accoummpoBaHHOIo paka y My>XUnH: paK rpyAHOMN,

NoAXKeNyAOYHOW, NpesCcTaTeIbHOM Xenes, pak andek (reHsl BRCA1, BRCA2) (6e3 onucaHus 4290

pe3ynbTaTtoB BpayoM-reHeTkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))

CeMeliHbIN MeAyNNSPHbIN pak WUTOBUAHOM Xenesbl (3k30Hbl 10, 11, 13, 14, 15 reHa RET) (Familial 21406
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

C/HAPOM MHOXECTBEHHOM 3HAOKPUHHOM Heonnasum 2A tuna (3k3oHbl 10, 11 reHa RET) (Multiple

Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET)) 9999
MyTauun B reHe IDH2 11682
WNccnepoBaHue XxpoMocom B abOpTUBHOM MaTepurane, paclumpeHHoe 23199
KonnyectBeHHOE onpeaeneHne COOTHOLLIEHWS HOPMaibHOrO U MyTaHTHOro annenev 617V/617F B 8800

14 3k30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)

HacneactBeHHble cnyyan BRCA-accoummMpoBaHHOIO paka y My>KUnH: paK rpyAHOMN,

nozxkenyAo4HOM, NpeacTaTeNbHON xenes, pak andek (reHbl BRCA1, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

OnpegeneHve metnanposaHus reHa MGMT 11682
MyTauwnsa PIK3CA 11682
Onpezenexve abepaumii C228T n C250T B reHe TERT 8327
HacneactBeHHble ciyyan paka MOJNOYHOM Xenesbl n/van audHnkos (reHsl BRCA1, BRCA2) (6e3
onucaHus pesynbTaTtoB Bpayom-reHeTnkoM) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCA1, BRCA2) (without Description))
MyTauwnn B reHe IDH1 11682
®epMeHThI

A09.05.039 NakTatgernaporenasa (1A, L-naktat, HA+OkcmaopeaykTasa) (Lactate

165
Dehydrogenase, LDH)
G6PD 3pnTpOLNTOB, akTUBHOCTb 3278
A09.05.042 AnaHnHammHoTpaHchepasa (AnAT, AT, riyTaMUMHO-NMPOBUHOrPaAHas TpaHCaMNHa3a, 165
I'MT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbda-amunasza (?-amunasa, gnactaza) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbda-amunasa naHkpeatndeckas (P-nsodepmeHT amunasbl) (Pancreatic ?-Amylase) 275
XonunHactepasa (S-lMceBaoxonnHactepasa, xoanHactepasa ll, S-X3, auuaxoanHrugponasa) 253
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 ®ocdartaza wenouHas (LLL®) (Alkaline Phosphatase, ALP) 165
A09.05.173 Jlnnaza (Tprayuaranueponaumarngponasa) (Lipase) 319
®ocdaraza kncnas (KP) (Acid Phosphatase, ACP) 220
FamMma-raytamuntpaHcnentugasa (T, rayTamuntpaHcnentugasa) (Gamma-Glutamyl Transferase, 165

GGT)



A09.05.043 KpeatunHkmHasa (KpeatnHpochokmHasa, KK, KOK) (Creatine Kinase, CK, Creatine

Phosphokinase, CPK) 264
A09.05.041 AcnaptatamuHoTtpaHcdepasa (AcAT, ACT, riyTaMmnHO-LLLaBeNeBOYKCyCHas
TpaHcamuHa3a, MLLT) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)
KpeaTnHknHaza-MB (KpeatnHdocdokmHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, 341
Creatine Phosphokinase-MB, CPK-MB.)
HLA-TunnpoBaHue 1 pesyc-baktop
TunupoBaHume reHoB cuctembl HLA Il knacca (reHbl DRB1, DQAT, DQB1) (System Human Leukocyte 5841
Antigen (HLA) Class II, Typing (Genes DRB1, DQA1, DQB1))
OnpegeneHune reHoTuna pesyc-dakropa (6e3 onvcaHns pesybTaToB BPa4YOM-reHETUKOM) 9768
(Genotype of RH factor Definition (without Description))
OnpegeneHune nona nioga. BeiseneHve Y-xpomocombl naoga B kposun matepu (Y-chromosome of
. ) 4510
the fetus in the mother's blood)
OnpegeneHue pesyc-daktopa (Rh factor Definition) 6820
OLeHKa cBepTbIBatOLLLEW CUCTEMbI KPOBY
MnasmuHoreH (Plasminogen) 660
®akTop VIl (@aHTuremoduabHbin rnobyann A) (Antihemophilic Globulin A, FVIII) 1133
A09.05.051.001 D-anmep (D-Dimer) 1133
A09.05.050 ®unbpwuHoreH (Fibrinogen, FG) 231
A12.05.039 AkTBMpOBaHHOE YacTU4YHOeE (NnapumanbHoe) TpoMmbonnactuHoBoe Bpems (AHYTB 165
(AMTB), kedannH-kaonnHosoe BpeMs) (Activated Partial Thromboplastin Time, APTT)
®akTop IX, akTrBHOCTb, % (PakTop Kpuctmaca, aHTureModubHbili daktop «B») Factor IX, Activity,%
. . . o 484
(Christmas Factor, anti-hemophilic globulin “B")
A12.05.027 MpoTpomMbuH (npotpoMbuHosoe Bpems, MNB), MHO (MexayHapogHoe
HOpMasiM30BaHHOe oTHowweHwue) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpomburHoBoe Bpems (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonuaHouHbIM aHTUKoaryasHT (BA) (Lupus Anticoagulant, LA ) 803
MpoteunH C, % aktueHoCTK (Protein C, % Activity) 1969
AHTU-Xa akTnBHOCTb, ME/MA (TenapwH, koHueHTpauus, ME/Mn), Anti-Xa activity, IU/ml (Heparin 1837
concentration, 1U/ml)
®aktop BunnebpaHaa, aHtureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTUTpOMOBUH llI, % akTuBHOCTK (AT I, Antithrombin 11I, % Activity) 363
MpoTeunH S cBoboaHbIN (Protein S, Free) 2442
Benkn n aMMHOKNCAOTI
CBOb6OAHbIE NETKUNE Lieny UMMYHOMN06y/IMHOB Kanna v aambaa B mode (Urine immunoglobulin free 1474

light chains (FLC) kappa and lambda)

M-rpaAneHT, CKPUHWHT. NeKTPOoPOope3 CbIBOPOTKM KPOBU, UMMYHODUKCALMSA C NMOAMBANEHTHOM

aHTMCbIBOPOTKOM, KOIMYECTBEHHas oLeHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of

M-Protein (without Typing))

Bbenok BeHc-/I>xoHca B Moye: MMMyHObMKCaLMA, KONMYECTBEHHOE onpejeneHmne, TMNnuposaHune

kanna, nambaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )

A09.05.014 benkosble ¢ppakumm (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpaguneHT, TuNnupoBaHune. dn1ekTpodopes CbIBOPOTKM KPOBU, UMMYHOdUKCALMS C NaHeNbHo

aHTUCbIBOPOTOK (pa3genbHo k IgG, IgA, IgM, kanna, nambaa), konmyectBeHHas oLeHka M-6eska 4389

(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)

CBOb6OAHblE Nerkue Leny MMMYHOr100yaMHOB Kanna v aambaa B ankeope (Cerebrospinal Fluid

A . . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBobOHbIE Nerkue Lenu MMMYHOII06Y/IMHOB Kanna u aamba CbiIBOPOTKM C pacyeToM MHAeKca 2156
Kanna/nambaa
Bbenok beHc-/I>xoHca B MOYe, CKPUHUHT € MPUMEHEHNEM MMMYHODUKCALMM U KONNYECTBEHHOEe

. . . e 2068

onpegenerue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 AnbbymuH (Albumin) 231
A09.05.010 Obwmin 6enok (Protein Total) 165
A09.05.214 TomouuctenH (Homocysteine) 1419

dnekTpodopes benkosB Mouwn, onpegeneHue Tmna npotemHypun (Urine Protein Electrophoresis) 1650



AnneprokomnoHeHTbl ImmunoCAP

Kanycta 6enokouaHHas (f216) IgE, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHASA, nArtv1 (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonw (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CeuHuHa (f26) IgE, ImmunoCAP 693
TapakaH pbixuii (npycak) (i6) IgE, ImmunoCAP 693
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) 792
Kaptodens (f35) IgE, ImmunoCAP 693
KoHanbbymuH snua, nGal d3 (f323) IgE, ImmunoCAP 913
Cwmecb annepreHoB gomatuHel nolam (Hollister-Stier) (hx2) IgE, ImmunoCAP 1375
Candida albicans (m5) IgE, ImmunoCAP 693
fla nuensl megoHocHow (i1) IgE, ImmunoCAP 693
Al ocbl 06bIKHOBEHHOM (i3) IgE, ImmunoCAP 693
XnoprekcnanH (c8) IgE, ImmunoCAP 693
Mepcuk (f95) IgE, ImmunoCAP 693
Aumenb (f6) IgE, ImmunoCAP 792
Apoxokm nekapckme (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 693
Oomykoug, nGal d1 (f233) IgE, ImmunoCAP 913
Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP 2013
Osuga, anutenuii (€81) IgE, ImmunoCAP 693
Knew, gomawuHen nsinm / D. pteronyssinus (d1) IgE, ImmunoCAP 693
Bepesa 6bopogasuatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP 2013
Kpab (f23) IgE, ImmunoCAP 693
OBanbbyMuH, anbbyMuH anuHbli, nGal d2 (f232) IgE, ImmunoCAP 913
Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP 913
Anbda-naktanbbymuH (nBos d4) (f76) IgE, ImmunoCAP 913
BanaH (f92) IgE, ImmunoCAP 693
Matro (f91) IgE, ImmunoCAP 693
Mopckas cBuHka, anuteanii (e6) IgE, ImmunoCAP 693
Tpuntasa, ImmunoCAP 3025
Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP 2013
Monyraw, nepo (e213) IgE, ImmunoCAP 693
Anynbin xentok (f75) IgE, ImmunoCAP 693
Kowka, nepxotb (e1) IgE, ImmunoCAP 693
Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP 2013
JomawHss neinb (Hollister —Stier) (h2) IgE, ImmunoCAP 693
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP 2013
Cobaka, rCan f 1 (e101) IgE, ImmunoCAP 2013
Msco kypuubl (f83) IgE, ImmunoCAP 693
MonbiHb ropbkas (w5) IgE, ImmunoCAP 693
Malassezia spp. (m227) IgE, ImmunoCAP 693
Cobaka, rCan f 2 (€102) IgE, ImmunoCAP 2013
®opmanbgerng / dopmanun (k80) IgE, ImmunoCAP 693

Mopkossb (f31) IgE, ImmunoCAP 693



Coesble 6066 (f14) IgE, ImmunoCAP

JomawHsas nbinb (Greer Labs.) (h1) IgE, ImmunoCAP

Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP

OgyBaHuUMK 0bbIKHOBEHHBIN (W8) IgE, ImmunoCAP

Cwmecb annepreHoB naecedn (mx2) IgE, ImmunoCAP

Kpesetka (f24) IgE, ImmunoCAP

TponomunosunH kpeseTok, rPen a1(f351) IgE, ImmunoCAP
MperindpyT (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

Mosnoko koposbe (f2) IgE, ImmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHAS, nArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MuagunH nwennusl, rTria 19 (f416) IgE, ImmunoCAP
Cmecb nueBbIx annepreHos (fx15) IgE, ImmunoCAP

Cobaka, nepxotb (e5) IgE, ImmunoCAP

Cmecb annepreHoB Msca (fx73) IgE, ImmunoCAP

Cmech aeTckux nuwesbix annepreHos (fx5) IgE, ImmunoCAP
MogconHeuHunk (w204) IgE, ImmunoCAP

fibnoko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momuaop (f25) IgE, ImmunoCAP

Kapn, napeanbbymuH, rCyp c 1 (f355) IgE, ImmunoCAP

A wepuwna (i75) IgE, ImmunoCAP

Cmech MblabLpbl paHHeuBeTywux ayroebix Tpas (gx1) IgE, ImmunoCAP
Bepesa 6opogasuatas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Mpeumxa (f11), IgE, ImmunoCAP

CradpunokokkoBbIi 3HTepoTokcrH A (m80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapwH (f302) IgE, ImmunoCAP

KaseuH, mosnoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB niecHesblx rpnbkos (mx1) IgE, ImmunoCAP
Mernuuanmy V (c2) IgE, ImmunoCAP

CaxapHas cekna (f227) IgE, ImmunoCAP

Cmeck annepreHoB nblibLbl gepeBbeB (1x9) IgE, ImmunoCAP
Fopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MuHgans (f20) IgE, ImmunoCAP

MpubbI (wamnuHboHsbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)
Knew, gomatiHewt nbiam / D. farina (d2) IgE, ImmunoCAP
BapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayk (f17) IgE, ImmunoCAP

Mwennua (f4) IgE, ImmunoCAP

693
693
693
693
792
1375
693
2013
693
693
693
693
693
693
2013
2013
1375
693
1375
1375
792
693
693
693
2013
693
1375
2013
693
693
1727
2013
792
913
1375
693
792
1375
792
792
792
693
693
792
693
693



JNiumon (f208) IgE, ImmunoCAP 693

Bblunii cbiBOPOTOUHBIN anbbymumH, nBos d6 BSA (e204) IgE, ImmunoCAP 2013
BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP) 792
Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) 792
Yaii nauctosoli (f222) IgE, ImmunoCAP 792
CmMecb aniepreHoB MblabLpbl COpHbIX Tpas (wx1) IgE, ImmunoCAP 1375
CmopogauHa kpacHas (f322) IgE, ImmunoCAP 792
Kakao (f93) IgE, ImmunoCAP 693
Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2013
Kowka, rFel d1 (e94) IgE, ImmunoCAP 2013
FrossaauHa (f27) IgE, ImmunoCAP 693
Kuewm (f84) IgE, ImmunoCAP 693
JNnsouum sariya, nGal d4 (k208) IgE, ImmunoCAP 913
AMb6po3msa Bbicokasi, nosabiHoANCTHas, nAmb a1 (w230) IgE, ImmunoCAP 2013
MonbiHb 06bIKHOBEHHAs (W6) IgE, ImmunoCAP 693
Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 792
NernvunmnnvH G (c1) IgE, ImmunoCAP 693
Tumodeeska nyrosas (g6) IgE, ImmunoCAP 693
Bepesa (t3) IgE, ImmunoCAP 693
Kowwuka, cbiBOpOoTOUHbIN anbbymuH, rFel d2 (e220) IgE, ImmunoCAP 2013
CradnNOKOKKOBBIV 3HTEPOTOKCUMH B (M81) IgE, ImmunoCAP 693
Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) 792
BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 792
O6wwmii Ig E ImmunoCAP 759
C1adnNOKOKKOBBIV 3HTEPOTOKCMH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2013
AnuHbin 6enok (f1) IgE, ImmunoCAP 693
Osec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbgepeit (f85) IgE, ImmunoCAP 693
3emnsnHuka, KnybHuka (f44) IgE, ImmunoCAP 693
Toikea (f225) IgE, ImmunoCAP 693
Alp ocbl natHucTow (i2) IgE, ImmunoCAP 693
Monoko ko3be (f300) IgE, ImmunoCAP 792
Tpecka atnaHTuueckas (f3) IgE, ImmunoCAP 693
Kypwuua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, CbIBOpOTOUHbIN anbbymuH, nCan f3 (e221) IgE, ImmunoCAP 2013
Pomaluka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTOWAHbBIN apTpwT, MOpaXKeHWs CycTaBoOB

MonekynspHo-reHeTnyeckoe nccnegosaHune HLA-B27 (Molecular Genetic Testing HLA-B27) 1705



AHTUTENA K LUKANYECKOMY LMTpyAanHuposaHHomy nentuay (ALLLLM) (Anti-Cyclic Citrullinated
Peptide, anti-CCP)

AHTuTena knacca IgG k kepatuHy (AHTUKepaTMHOBbIe aHTUTena, AKA, AHTUdMAarrprHoBble
aHTuTena, APA) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)

PeBmatomgHbili daktop, IgA (PO IgA; Rheumatoid Factor, RF, IgA)

Kpuctannbl B Ma3ke CMHOBMaNbHOW XUAKOCTU (MOHOYpaT HaTpus, nupodocdat kanbLms) (Synovial

Fluid Smear, Crystals)

AHTuTena knacca IgG K MOANLNMOUPOBAHHOMY LIUTPYIMHUPOBAHHOMY BUMEHTUHY (aHTU-MLIB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin
Antibodies, Anti-Sa Antibodies, IgG)

LinTomeranosupycHasa nipekums (umtomeranosmpyc, LiIMB)

Lntomeranosupyc, onpegenenve AHK B cockobe anntennanbHbix KNETOK camsmcrton Hoca (CMV
DNA, Scrape of Nasal Epithelial Cells)*

LunTtomeranosupyc, onpegenenne JHK B cockobe anntennanbHbix knetok potornotkm (CMV DNA,
Scrape of Faucial Epithelial Cells)*

Lintomeranosupyc, onpegenerne AHK B BeHo3Hon kposm (CMV DNA, Blood)*
Lutomeranosupyc, onpegenerve HK B Boinote (CMV DNA, Exudate)*
LinTomeranosupyc,kadectseHHoe onpegenenmne JHK B cbiBopoTtke kposu (CMV DNA, Serum)*

AHTuTena knacca IgM k untomeranosmpycy (Anti-CMV IgM)

Lntomeranosupyc, onpegenenve AHK B cekpete npocrtartsl, 3skynste (CMV DNA, Prostatic Fluid,
Semen)*

Liutomeranosupyc, onpegenenvie JHK B cockobe anutenmnanbHbix knetok koxu (CMV DNA, Scrape

of Skin Epithelial Cells)*
Liutomeranosupyc, onpegenervie JHK B moye (CMV DNA, Urine)*

LLVITOMeFa}'IOBI/IpyC, onpeaeneHne ,ﬂ,HK B COCKObE anuTeNmanbHbIX K1eTok YPOreHnTanbHOro TpakTa

(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lutomeranosupyc, onpegenenve JHK B citoHe (CMV DNA, Saliva)*

LinTomeranosupyc, konnvectseHHoe onpegeneHne JHK (Cytomegalovirus, DNA) B cbiBOpOTKE
KpoBM

ABngHocTb Anti-CMV IgG

AHTuTena knacca lgG k uutomeranosmpycy (Anti-CMV IgG)

Luntomeranosupyc, onpegenenve AHK B cockobe anuntennanbHbix KNETOK KOHbHOHKTMBbI (CMV
DNA, Scrape of Conjunctiva Epithelial Cells )*

LuTomeranosupyc, onpegenenvie AHK B cnuHHomo3rosoi xuakoct (CMV DNA, Cerebrospinal
Fluid)*

MWKpO3/1eMEHTbI B MOYe
Megab, Moua, pazosas nopuus (Copper, random urine; Cu)
Kagmuin (Cd) B moue (Cadmium (Cd), Urine)
KobanbT (Co) B Moue (Cobalt (Co), Urine)
Tannunm (Tl) B moue (Thallium (Tl), Urine)
Mog (1) B moue (lodine (1), Urine)
MapraHey, (Mn) B moye (Manganese (Mn), Urine)
Xenezo (Fe) B moue (Iron (Fe), Urine)
Ptytb (Hg) B MOUe (Mercury (Hg), Urine)
AntomuHnia (Al) B moue (Aluminum (Al), Urine)
Mpobonoarotoska (cyToyHas Moya)
LinHk (Zn) B Mmoue (Zinc (Zn), Urine)
Megab (Cu) B cytouHom moye (Copper (Cu), 24-Hours Urine)
Hukenb (Ni) B moue (Nickel (Ni), Urine)
CeneH ( Se) B moue (Selenium ( Se), Urine)
MpobonoarotoBka (Moya)
CeuHew (Pb) B moue (Lead (Pb), Urine)
Mblwwbak (As) B Moue (Arsenic (As), Urine)

CTonbHsAK

1452

2244

1232

1705

1518

275

275

418
275
418
539

275

275

275

275

275

407

1144
396

275

275

1298
1298
1298
1298
1298
1298
1298
1298
1298
748

1298
1298
1298
1298
748

1298
1298



AHTuTena knacca IgG k ctonbHsYHOMY aHaTokcuHy (Anti-Tetanus toxoid 1gG) 990

Mwukpo3anemeHTbl B KPOBU (CbIBOPOTKA KPOBW, LieNbHas KPOBb)

Hukenb (Ni) B ciBopoTke kposu (Nickel (Ni), Serum) 275
PryTb (Hg) B BeHO3HOM Kposu (Mercury (Hg), Blood) 1298
MNMpobonoarotoska (CbIBOPOTKa KPOBM) 748
Mbiwbsk (As) B cbiBopoTke kpoBu (Arsenic (As), Serum) 275
Kagmuii (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum ) 275
KobanbT (Co) B cbiBOpoTKE KpoBu (Cobalt (Co), Serum) 275
Hukenb (Ni) B BeHo3HoM kposwm (Nickel (Ni), Blood) 1298
LiMHk (Zn) B BeHO3HOW KpoBw (Zinc (Zn), Blood) 1298
Vog B cbiBopoTke (lodine, serum) 275
3onoT10 (Au) B cbiBOpOTKe KpoBM (Gold (Au), Serum) 275
Megb (Cu) B ceiBOpoTKe KpoBu (Copper (Cu), Serum ) 275
MpobonoarotoBka (KPOBb Lie/bHas) 748
Megab (Cu) B BeHo3HOI kposwu (Copper (Cu), Blood) 1298
CsuHew, (Pb) B BeHo3HOM kpoBw (Lead (Pb), Blood) 1298
MapraHey, (Mn) B BeHo3HOM kpoBK (Manganese (Mn), Blood) 1298
LiMHK (Zn) B cbiBOpOTKE KPOBWM (Zinc (Zn), Serum) 275
JNntnia (Li) B cbiBOpoTKe KpoBw (Lithium (Li), serum) 275
Kagmuia (Cd) B BeHo3Hol kposu (Cadmium (Cd), Blood) 1298
CeneH (Se) B cbiBopoTKe kpoBu (Selenium (Se), Serum) 275
CeneH (Se) B BeHO3HOU kpoBWu (Selenium (Se), Blood) 1298
MapraHey, (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum) 275
KobanbT (Co) B BeHO3HOW Kposu (Cobalt (Co), Blood) 1298
TpunoaTMpoHnH peeepcuBHbIi (T3 peBepcuBHbIR, Reverse Triiodthyronine). 6567
Tannuni (Tl) B cbiBopoTKe Kposu (Thallium (Tl), Serum) 275
MNMpobonoarotoska (Nna3ma KPoBW (renapwiH)) 748
MoanbaeH (Mo) B cbiBopoTKe Kposu (Molybdenum (Mo), Serum) 275
OHKOTEMATONOTNA
AHanv.|3 nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene rearrangements (FISH, 10835
quantitative))
AHa}jIVI3.MyTaLI|I/IVI B reHe MPL, TMLIP, kauecTBeHHbIN (Analysis of MPL gene mutations, PCR, 4829
qualitative)
AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napaduHoBbix cpe3ax (MmcToFISH, konnu.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 14927
quantitative))

AHanuns xumepHoro reHa MLL/AF4 -t(4;11) (MLUP, kau.) (Analysis of chimeric gene MLL/AF4 -t(4;11)
(PCR, qualitative))

AHanun3 nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konunu.) (Analysis of BCL- 6 gene
rearrangements (der(3)(q27) (FISH, quantitative))

AHann3 MmoHocomuu, geneumn 13 xpomocomsl — (del(13), -13) (FISH, konnu.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

2486

10835

AHanu3 geneummn TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835

AHanus TpaHciokaumm t(2;5)(p23;q35) Ha napadumHoBbIx cpe3ax (rncToFISH, koany.) (Analysis of 14927
translocation t(2;5)(p23;g935) on paraffin slides (FISH Histology, quantitative))
AHanu3 Bcex cneumndunyeckmnx abeppaumnin Ha napadurHoBbIX cpesax (rncToFISH, konny.) (Analysis of

all specific aberrations on paraffin slides (FISH Histology, quantitative)) 14927
AHanu3 TpaHcnokauwmm t(11;14)(q13;932) Ha napadurHoBbIX cpe3ax (rnctoFISH, konny.) (Analysis of 14927
translocation t(11;14)(q13;932) on paraffin slides (FISH Histology, quantitative))
AHanun3s tTpaHcnokaumm t(11;14)(q13;932) (FISH, konunu.) (Analysis of translocation t(11;14)(q13;932)

o 10835
(FISH,quantitative))
AHanuz xumepHoro reHa PML/RAR? -t(15;17) (MUP, kau.) (Analysis of chimeric gene PML/RAR? 2486

-t(15;17) (PCR, qualitative))



AHanun3 xumepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLP, kau) (Analysis of chimeric gene
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanu3 Tpucommm 12 xpomocombl (+12) (FISH, konny.) (Analysis of chromosome 12 trisomy (FISH,
quantitative))

KauectBeHHas oueHka Hanmumns comatmyeckon mytauum V617F B 14 ak3oHe reHa JAK2 (Qualitative
assessment of presence of gene JAK2 617F somatic mutation)

AHanuz TpaHcnokaumm t(11;18)(q21;921) (FISH, koanu.) (Analysis of translocation t(11;18)(g21;921)
(FISH, quantitative))

KapvoTtun oHkoremaTonormnyeckuin (Karyotype, Hematologic Disorders, Peripheral Blood)

AHanuz geneumm TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative))

AHanu3 TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanus xmumepHoro reHa BCR/ABL - t(9;22), onpegenervie Tnna TpaHckpunta BCR/ABL rena - MNLUP,
kauecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript
type, PCR, qualitative)

AHanus geneuun 12p (FISH, konwny.) (Analysis of 12p deletion (FISH, quantitative))

AHanun3 xumepHoro reHa BCR-ABL (FISH, konnu.) (Analysis of chimeric gene BCR-ABL, FISH,
quantitative)

AHanun3 nepectpoek BCL2 reHa Ha napadurHoBbIx cpe3ax (rnctoFISH, konny.) (Analysis of BCL2 gene
rearrangements on paraffin slides (FISH Histology, quantitative))

AHanus nepectpoek reHa PDGFR?(FISH, konnu.) (Analysis of gene rearrangements PDGFR? (FISH,
quantitative))

AHanu3 nepectpoek reHa FGFR1 (FISH, konnu.) (Analysis of gene rearrangements FGFR1 (FISH,
quantitative))

AHanun3 xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kau.) (Analysis of chimeric gene E2A/PBX1 -
t(1;19) (PCR, qualitative))

AHanun3 myTaumin B reHe BRAF (V600E) (MLLP, kau)

AHanuns nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome 5 rearrangements (FISH,
quantitative))

AHanuz TpaHcnokauum t(4;14)(p16;932) (FISH, konnu.) (Analysis of translocation t(4;14)(p16;932)
(FISH, quantitative))

AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of translocation t(14;16)
(IGH/MAFB) (FISH,quantitative))

AHanu3 oTHocuTeNbHOM akcnpeccun reHa BCR/ABL -konmuectseHHas RQ MLLP (MLLP B peanbHom
BpemMeHu, konuu.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LimToreHeTnyecknin aHanmn3 KneTok KoctHoro mosra (kapuotun) (Cytogenetic analysis of bone
marrow (karyotype))

AHanus xumepHoro reHa FIP1L1/PDGFR?(FISH, konunu.) (Analysis of chimeric gene FIP1L1/PDGFR?
(FISH, quantitative))

AHanu3 nepectpoek MLL reHa (FISH, konunuy.) (Analysis of MLL gene rearrangements (FISH,
quantitative))

AHanu3z nepectpoek 7 xpomocomsl (FISH, konnu) (Analysis of chromosome 7 rearrangements (FISH,
quantitative))

AHann3 MmoHocomum, geneumn 13 xpomocomsl — (del(13), -13) (FISH, konnu.) (Analysis of
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanun3 myTaumin B 12 ak3oHe JAK2 rena (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR
qualitative))

AHanun3 nepectpoek BCL2 reHa t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konnu.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(g21;q11) (FISH,
quantitative))

WccnepoBaHve myTaumoHHoro cratyca BCR-ABL reHa (MeToz npAMOro ceKkBeHMpOBaHUA No
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)

AHanus nepectpoek 1 xpomocomsl (FISH, konny.)

AHanuns nepectpoek 3q (FISH, konny.) (Analysis of 3q rearrangements (FISH, quantitative))

AHanun3 xumepHoro reHa RUNXT/RUNX1T1 -t(8;21) ( MLLP, kau.) (Analysis of chimeric gene
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))

Ananuz geneumm 20q (FISH, konnu.) (Analysis of 20q deletion (FISH, quantitative))

AHanus nepectpoek MYC reHa ( t(8;14)(g24;932)-t(2;8)(p11;924), t(8 ;22)(q24;q11)) (FISH, konnu.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24;,q11) (FISH,
quantitative))

AHanus myTaumi, geneumnii, uHcepunii B reHe CALR (MLLP, kau.) (Analysis of CALR gene mutations,
deletions, insertions, PCR, qualitative)

AHanu3 nepectpoek IGH reHa (FISH, konnu.) (Analysis of IGH gene rearrangements (FISH,
quantitative))

AHanu3s TpaHcnokaunu t(2;5)(p23;935) (FISH, konunu.) (Analysis of translocation t(2;5)(p23;935) (FISH,
quantitative))
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OnpegeneHne 61ONOTMYECKOrO POACTBA B CEMbE: OTLIOBCTBA M MaTEPUHCTBA

[JocTaBka pesy/bTaTa UCCAeA0BaHUs Mo OnpeseneHnto B1oNorMyYeckoro poACTea B 3aneyaTaHHOM
KOHBEpPTE B MEANLMHCKNIA oduC

[lonoHWTENbHBIN YYaCTHUK ncciesoBaHns (pebeHok uan matb uam otew) (Additional research
participant (child or mother or father))

CpouHoe ycTaHoB/IEHME BMONOrMUYECKOro POACTBA A1 OAHOIO U3 poaunTenel npu 6eccnopHoM
poactse gpyroro (3 uen.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpouHoe ycTaHOBAeHWe 6UONOTMUYEecKoro POACTBa A1sl OAHOIO U3 poAuTenel Mpu OTCYTCTBUM

apyroro (2 uen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHOBNEHWE BUONOTMYECKOrO POACTBA A/ OAHOTO U3 POAWTENEN NPU OTCYTCTBMMN Apyroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHoBNeHWE BMONOTUYECKOrO POACTBA A1 OAHOIO U3 POAMTENeN Npu 6eCcCnOpHOM POACTBE
apyroro (3 yen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

1320

6303

17787

ViccnepoBaHus Kana

Konporpamma (Koprogramma, Stool) 374
J03MHOPW/IBbHBIN HEMPOTOKCUH B CTyNe 4059
30HYANH beKanbHbIN 6127
KanbnpotektnH dekanbHbii (Fecal Calprotectin) 2618
XenuHble kncnoTbl B CTyNE 3542
Anbda-1-aHTuTtpuncuH B kane (Alpha-1-Antitrypsin, Feces) 1727
CreatokpwuT cTyna 1463
WNccnegoBaHme Kana Ha CKpbITYHO KpOBb. KauecTBEHHbIN MeTog, 253
AHanu3 kana Ha anua renbMuHTOB (Akua rancrtos) (PRO Stool, Helminth Eggs) 308
XUMOTPUNCUH B CTyNe, aKTUBHOCTb 1980

CKpblTas KPOBb B Kasie (KONIopeKTa/ibHble KPOBOTEUEHMSA), KOIMUYECTBEHHbIN UMMYHOXUMUYECKUIA

metoa FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold) 715
Onactasa 1 (31), naHkpeatnueckas 3nactasa 1 (Elastase 1, E1) 2772
CopeprkaHue yrneBoAoB B Kase (peayLmpytoLlue Belectsa B kane) (Stool Sugars, Reducing 616
Substances, Fecal)

AHanu3 kana Ha npoctenwwe (PRO Stool) 308
WNccnepoBaHune Ha aHTepoburos (aiiua octpuy), wnatens (Enterobiasis, Spatula) 286
OctaTouHas ocMonApHOCTL cTyna (Stool osmotic gap) 1265

LInTokmHbI
Wutepnenkunn-10 (M1-10) (Interleukin 10, IL-10) 2035
WNutepneinkunn-6 (U1-6) (Interleukin 6, IL-6) 2035
®akTop Hekpo3za onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
NHtepnenkun-1? (UN-17) (Interleukin 1 Beta, IL-1) 2035
Nutepneinkunn-8 (UJ1-8) (Interleukin 8, IL-8) 2035
Onpegenenne cneunduyeckmx IgE: nuwiesble annepreHsl

MaHenb nuwwesble anneprensl, IgE (Food Allergy Panel, IgE) 4037
Cenbpepei, IgE (Celery, IgE, F85) 484
Koposbe monoko, IgE (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 484
Orypel, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
lpenndpyrT, IgE (Grapefruit, IgE, F209) 484
Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 484

Anunbin xenTok, IgE (Egg Yolk, IgE, F75) 484



OscaHunua nyrosas (g4) IgE, ImmunoCAP 792

Kpesetku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
Kny6Huka, IgE (Strawberry, IgE, F44) 484
flbnoko, IgE (Apple, IgE, F49) 484
CsuHuHa, IgE (Pork, IgE, F26) 484
bapanwuHa, IgE (Lamb, IgE, F88) 484
Tomartsl, IgE (Tomato, IgE, F25) 484
Mekapckune apoxcky, IgE (Baker's Yeast, IgE, F45) 484
Kaptodens, IgE (Potato, IgE, F35) 484
Jinmon, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484

CMech nuLLEeBbIX annepreHoB 3: CBMHWHA, KYpMHOE MSCO, roBsavnHa, bapaHuHa, IgE (FP73 (F26, F27,

F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)* 1045
MaHenb annepreHos "MNueBble 2" 1919.5
KazewH, IgE (Casein, IgE, F78) 484
Kuew, IgE (Kiwi Fruit, IgE, F84) 484
Kanycra kouaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHwnyHas Myka, IgE (Wheat, IgE, F4) 484
Cmech nuLLeBbIx annepreHoB 1: anenbcyH, baHaH, abnoko, nepcuk, IgE (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgE)*
MopkoBs, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
banaH, IgE (Banana, IgE, F92) 484
Coesble 606bl, IgE (Soybean, IgE, F14) 484
LWokonag, IgE (Chocolate, IgE, F105) 484
AnuHbin 6enok, IgE (Egg White, IgE, F1) 484
CmMech nuLLEeBbIX annepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food 1045
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*
TeikBa, IgE (Pumpkin, IgE, F225) 484
®yHayk, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
JNlowagap, nepxotb (e3) IgE, ImmunoCAP 792
Apbys3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxb (f5) IgE, ImmunoCAP 792
loBsavHa, IgE (Beef, IgE, F27) 484
OscsAHaa myka, IgE (Oat, IgE, F7) 484
MNaHenb annepreHos "Muwesblie 1" 1919.5
lpeuHeBas myka, IgE (Buckwheat, IgE, F11) 484
MueHble apoxokw, IgE (Brewer's Yeast, IgE, F403) 572
Kpabel, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
Matro, IgE (Mango, IgE, F91) 484
MuKpO31eMeHTbI B BOJIOCaX
Kanbuwmin (Ca) B Bonocax (Calcium (Ca), Hair) 1298
KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1298

LnpkoHwnia (Zr) B BoNocax (Zirconium (Zr), Hair) 1298



MarHwii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298

Bepuannin (Be) B Bonocax (Beryllium (Be), Hair) 1298
CeuHel (Pb) B Bonocax (Lead (Pb), Hair) 1298
MonnbgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298
Antomumumia (Al) B Bonocax (Aluminum (Al), Hair) 1298
Ptytb (Hg) B BONtOCax (Mercury (Hg), Hair) 1298
MapraHey, (Mn) B Bosiocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Boniocax (Selenium (Se), Hair) 1298
BaHaaun (V) B Bonocax (Vanadium (V), Hair) 1298
Kpemuwni (Si) B Bonocax (Silica (Si) , Hair) 1298
Pybuauii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298
BucmyT (Bi) B BO10Cax (Bismuth (Bi), Hair) 1298
®ocdop (P) B Bonocax (Phosphorus (P), Hair) 1298
MpobonoarotoBka (BOOChI) 748
Megab (Cu) B Bonocax (Copper (Cu), Hair) 1298
CypbMma (Sb) B Boiocax (Antimony (Sb), Hair) 1298
I7Iop, () B BONocax (lodine (1), Hair) 1298
Bapwii (Ba) B Bonocax (Barium (Ba), Hair) 1298
Bop (B) B Bonocax (Boron (B), Hair) 1298
JNaHTaH (La) B Bosiocax (Lantanum 9La), Hair) 1298
Xeneso (Fe) B Bonocax (Iron (Fe), Hair) 1298
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) 1298
Xpom (Cr) B Bonocax (Chromium (Cr), Hair) 1298
CrpoHuwmii (Sr) B Bosiocax (Strontium (Sr), Hair) 1298
Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) 1298
Hatpwuii (Na) B Bonocax (Sodium (Na), Hair) 1298
MnaTtunHa (Pt) B BOAocax (Platinum (Pt), Hair) 1298
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair) 1298
MbiwbaAk (As) B Bonocax (Arsenic (As), Hair) 1298
Kagmuin (Cd) B Bonocax (Cadmium (Cd), Hair) 1298
Kanun (K) B Bonocax (Potassium (K), Hair) 1298
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) 1298
LInHk (Zn) B Bos1ocax (Zinc (Zn), Hair) 1298
Onogo (Sn) B Bosiocax (Tin (Sn), Hair) 1298
Nntui (Li) B Bonocax (Lithium (Li), Hair) 1298
3on0To (Au) B Bosiocax (Gold (Au), Hair) 1298
Tanann (Tl) B Bonocax (Thallium (TI), Hair) 1298
lFannnn (Ga) B Bosiocax (Gallium (Ga), Hair) 1298

CuctemMHble 3ab60/1eBaHMA COEAMHUTEIbHOWN TKaHW

AHTUTena knacca IgG K akcTparnpyeMomy HykneapHoMy aHtureHy (SHA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTUHYKNEaPHbIX aHTUTEN NPW CKNepoAepMUn (pasgenbHoe OnncaHne aHTuTen K
aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, ¢pubpuanspuH, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), ummyHobnoT (Scleroderma (Systemic Sclerosis) Antibody Panel: 4411
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, pnbpuanspuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52, Immunoblotting)

AHTMszepHble aHTUTeNa (AAA, aHTUHYKNeapHble aHTUTena), ckpuHUHT (Anti-Nuclear Antibodies,
ANA, Screening)

1232

517



AHTUHYKNeapHbIA dakTop, HEp-2 cybctpat (AH®, TUTPbI, aHTUHYKI€apHbIe aHTUTeNa METOA0M
HenpsaMon MMyHodtoopecLieHUMN Ha npenapaTtax HEp-2-knetok) (Antinuclear Antibodies, ANA, 1265
Hep-2 Substrate, ANA-Hep?2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTUHYKNeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 k[a), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy),

nmmyHobnoT (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, 3509
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
AHTUTeNa knacca |gG K Hykneocomam (aHTUsAepPHbIE aHTUTeNa), CKpUHKHT (Anti-Nuclear 1232
Antibodies, ANA, IgG, Screening)
AT K NPOTPOMOWHY, CKPUHWHT 1089
AHTuTena knacca IgG k gycnupanbHon HatneHow AHK (aHTn-acAHK 1gG, aHtn-AHK) 627
(Double-Stranded (Native) DNA 1gG Antibodies, Anti-dsDNA IgG)
AHTuTeNna Kk ammooumTtam, knacca IgG 1727
KnvHuueckme TecTtbl
B03.016.014 NccnepoBaHme moum no metogy HeumnopeHko (Nechiporenko's Urine Test) 253
KanbLmin mouu, kauectBeHHbI TecT (Mpoba Cynkosumya) (Sulkowitch Urine Calcium Test) 143
B03.016.006 AHann3 Mouu obwunii (AHann3 Moumn obLnii ¢ Mnkpockonuein ocagka) (Complete 253
Urinalysis, Microscopic Examination)
lenatut C BupycHasa nidpekumsa (Bupyc renatuta C, Hepatitis C Virus, HCV)
Bupyc renatuta C, konmuectseHHoe onpegenenve PHK Bupyca 1 renotunuposaHue (tunebl 1, 2, 3) 2048
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))
NHTepnenkunH-28B (M1J1-28B), reHoTUNMpOBaHue (MCCaefoBaHNe reHETMYECKUX MapKepoB,
onpeaenaowmnx 3PPeKTMBHOCTL JeveHna XpoHnyeckoro renatnta C nHTeppepoHOM 1 792
pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))
Bupyc renatuta C (CITO), onpeaeneHune PHK B nnasme kposw, konnvectseHHoe (HCV RNA, Plasma,
T 23034
Quantitative)
Bupyc renatuta C (BI'C), ynbTpauyscteuTensHoe onpegenerne PHK BIC (Hepatitis C Virus (HCV) 3355
RNA, Ultrasensitive PCR)
AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396
AHTUTena knacca |gG Kk aHTUreHam Bupyca renatuta C, BbiiBAsAEMble METOAOM MMMYHOBAOTTUHIA 5621
(Anti-HCV IgG, Immunoblot)
Bupyc renatuta C, onpegeneHve PHK B cbiBopoTke kpoBw, kavectBeHHoe (HCV RNA, Serum, 693
Qualitative)*
Bupyc renatuta C, onpegenenve PHK B cbiBopoTke kposu metogom [MLIP, konnuectseHHoe (HCV 3454
RNA, Serum, Quantitative, PCR)*
Bupyc renatuta C, onpegeneHve PHK B nna3me, reHotMnupoBaHue ¢ cybTunamu (tunbl 1 (cy6Tmnbl
1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*
Bupyc renatuta C, onpeagenerve PHK B naasme kposw, konnyectseHHoe (HCV RNA, Plasma,
TR 11517
Quantitative)
CradpunokokkoBas MHOeKL S (CTadnaoKokK 3010TUCTbIW, Staphylococcus aureus)
MoceB Ha 30/10TUCTbIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 3010TUCTBIN CTadUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne 4yBCTBUTENBHOCTU K aHTUMUKPOBHBLIM NMpenapaTtam 1078
n 6aktepuodaram (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 30710TUCTbIV CTaPUNOKOKK (METULMANNH-PE3NCTEHTHbIN 3010TUCTbIN CTadUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHune UyBCTBUTENBHOCTU K PaClUMPEHHOMY CEKTPY 2145

aHTMMKKPOBHLIX NpenapaTos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus

— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTBIN CTadUNOKOKK (METULMANNH-PE3UCTEHTHBIN 30JI0TUCTLIN CTaPUNOKOKK,

MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

Moces Ha 30n10TUCTBIN cTadunaokokK (Staphylococcus aureus, onpegeneHne HUyBCTBUTENBHOCTU K

aHTMMKKPOBGHbLIM Npenapatam 1 Hbaktepuodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 30710TMCTbIV cTadunokokk (Staphylococcus aureus), onpeseneHne YyBCTBUTENBHOCTM K

paclmpeHHOMY CnekTpy aHTUMUKPOOGHbBIX Npenapatos (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

Moces Ha 30n10TUCTbIN cTadunaokokk (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

Moces Ha 30n0TUCTBIN cTadunokokk (Staphylococcus aureus), onpeaeneHne YyBCTBUTENbHOCTU K
aHTMMUKpPOBGHBIM NpenapaTtam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

715



MoceB Ha 30/10TUCTbIN CTAPUIOKOKK (METULMANMH-PE3NCTEHTHBIN 30I0TUCTBIA CTadbUNOKOKK,

MP3C) (Staphylococcus aureus), onpeseneHue UyBCTBUTENbHOCTU K aHTUMUKPOBHbLIM Npenapartam 880
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria

Identification and Antibiotic Susceptibility Testing)

l'epnec (repnec-Bupycobl Yesoseka 1 u 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)

lepnecsupyc 1 1 2 Tunos, onpegenexve JHK B moue (HSV-1, 2 DNA, Urine)* 275
lepneceupyc 1 1 2 Tvnos, onpeaenexve JHK B cbiBopoTke KpoBw, TnuposaHue (HSV-1, 2 DNA, 660
Serum, Typing)*

Fepnecsupyc 1 1 2 Tunos, onpegenerune JHK B cockobe anmTennansHbiX KNETOK KOHBIOHKTUBSI
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*

lepnecsupyc 1 1 2 Tvnos, onpeaenerHve JHK B cockobe 3nntenvanbHbIX K1eTOK KOHbIOHKTUBBI, 462
TunuposaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

275

lepnecsupyc 1 n 2 Tunos, onpegenenve HK B Mmoue, Tunuposanme (HSV-1, 2 DNA, Urine, Typing)* 462
AHTuTena knacca IgG k Bupycy npoctoro reprieca 1 v 2 Tunos (Anti-HSV-1, 2 1gG) 484
Fepnecsupyc 1 v 2 Tunos., onpegenenve AHK B BeHo3HOM kpoBw, TnuposaHue (HSV-1, 2 DNA, 660
Blood, Typing)*

l'epnecsupyc 1 1 2 Tvnos, onpegenexve JHK B CMMHHOMO3roBOW XuUaKOCTY, TUNnpoBaHune (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*

Fepnecsupyc 1 v 2 Tunos., onpegenenvie AHK B Beinote (HSV-1, 2 DNA, Exudate)* 275
lepnecsupyc 1 v 2 Tunos, onpegenenvie JHK B cockobe anutenmnanbHbIx KA€TOK POTOTIOTKY, 462
TunupoBaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*

AHTuTENa knacca IgM k Bupycy npoctoro repneca 1 u 2 tunos (Anti-HSV-1, 2 IgM) 506
lepneceupyc 1 1 2 Tvnos, onpeaenerve JHK B cockobe anutennanbHbIX KNETOK ypOreHUTaabHoro 462
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

lepnecsupyc 1 1 2 Tvnos, onpegenexve AHK B citoHe, Tunmuposanme (HSV-1, 2 DNA, Saliva, 462
Typing)*

lepnecsupyc 1 v 2 Tvnos, onpegenenve JHK B BbinoTe, TMnuposanne (HSV-1, 2 DNA, Exudate, 462
Typing)*

lepnecsupyc 1 1 2 Tvnos, onpegenexve AHK B BeHo3HoM kposu (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 n 2 Tvnos., onpeaenenve JHK B catoHe (HSV-1, 2 DNA, Saliva)* 275
lepnecsupyc 1 1 2 Tvnos, onpeaenerve HK B cockobe anutennanbHbix knetok koxu (HSV-1, 2 275

DNA, Scrape of Skin Epithelial Cells)*

lepnecsupyc 1 1 2 Tunos, onpegenexne JHK B cockobe anutennansHbIX KNETOK CAM3NCTON HOCA, 462
TvnupoBaxue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepnecsupyc 1 v 2 Tunos, onpegenenvie JHK B cnnHHomo3srosoli sxxungkoctu (HSV-1, 2 DNA,

Cerebrospinal Fluid)* 275
lepnecsupyc 1 n 2 Tunos, onpegenenvie JHK B cekpete npoctatsl, 3akyaate (HSV-1, 2 DNA, 275
Prostatic Fluid, Semen)*

lepneceupyc 1 1 2 Tvnos, onpeaenexve JHK B cekpeTe npocTaTbl, 3aKyaaTe, TunnposaHune (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*

AHTuTena knacca IgG k Bupycy npocroro repneca 2 tuna (Anti-HSV-2 IgG) 605
lepneceupyc 1 1 2 Tvnos, onpeaenexve JHK B cbiBopoTke kposu (HSV-1, 2 DNA, Serum)* 418
lepnecsupyc 1 1 2 Tunos, onpegenerve JHK B cockobe anutennanbHbix KNETOK CAU3MNCTON HOCa 275

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
ABunaHocTb Anti-HSV IgG 770

Fepnecsupyc 1 v 2 Tvnos, onpegenenvie HK B cockobe anuTennanbHbIX KIETOK YPOreHUTanbHOro

TpakTta (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 1 v 2 TMnos., onpegenenvie HK B cockobe anutennanbHbIx KNETOK KOXH, 462
Tnuposaxue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTuTena knacca IgG k Bupycy npocroro repneca 1 tuna (Anti-HSV-1 IgG) 748
lepnecsupyc 1 1 2 Tvnos, onpeaeneHve JHK B cockobe 3nutenvanbHbIX KAETOK POTOMI0TKM 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTuTena k KopoHaBmpycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakuMHanbHble (AnnBakKopoHa, BekTop) aHTuTena k SARS-CoV-2 (N-, S-6enkn),
SARS-CoV-2-IgG-BekTop, kauectBeHHbI TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHnaeupyc SARS-CoV-2, onpeaeneHve PHK B Ma3ke co CAM3NCTON HOCOMNOTKN N POTOTIOTKM 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTWTENa, KOMYECTBEHHbIE, K cnarikoBomy (S) 6esky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419

spike (S) protein (RBD), IgG, quantitative).



KopoHasupyc SARS-CoV-2, onpegeneHne PHK B Maske CO CIM3UCTON HOCOMIOTKMA U POTOTNOTKM

(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear) 1419

AHTuTena k SARS CoV-2 (S-6enky, Bkatovas RBD), IgG, KonmyecTBEHHbIN 1419

AHTUTENA K cnankoBoMmy (S) 6enky SARS-CoV-2, IgG, kauectBeHHOe onpegenerue. OLeHka
nmmyHuteta 40O v MOCNE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, 1gG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTuTena k KopoHaBmpycy SARS-CoV-2 (HykneokancmaHomy 6esky), IgG, 36601t (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 759
ABunaHocTb aHTMTen k SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
MwukonnasmeHHas nHdekLmsa, MMKONIa3Mo3
AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550
Mukonnasma (Mycoplasma genitalium), onpegeneHune IHK B cockobe anmTennanbHbIX KN€TOK 275
yporeHuTanabHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mukonnasma (Mycoplasma hominis), onpegenenune IHK B cockobe annTennanbHbix KNeTok 275
yporeHuTanabHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mukonnasma (Mycoplasma pneumoniae), onpegenermne AHK B nnasme kposu (Mycoplasma 429
pneumoniae, DNA, Plasma)*
AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671
Mukonnasma (Mycoplasma pneumoniae), onpegenerve AHK B cockobe anutenvanbHbIX KNeTok 231
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca lgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mwukonnasma (Mycoplasma pneumoniae), onpegenerve HK B mokpoTe (Mycoplasma
X 649
pneumoniae, DNA, Sputum)*
Mukonnasma (Mycoplasma hominis), onpegenenune AHK B cekpeTe npocTathl, 3saKyasTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca IlgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 462
Mukonnasma (Mycoplasma genitalium), onpegeneHue IHK B cekperte npocTathl, 39KyasTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mwukonnasma (Mycoplasma pneumoniae), onpeaenerve AHK B citoHe (Mycoplasma pneumoniae, 231
DNA, Saliva)*
Mukonnasma (Mycoplasma hominis), onpegenerune AHK B moue (Mycoplasma hominis, DNA, 275
Urine)*
AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis I1gA) 671
Mukonnasma (Mycoplasma genitalium), onpegenenne HK B moue (Mycoplasma genitalium, DNA, 275
Urine)*
HeopraHuueckue Belyectsa
A09.05.127 MarHuin (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuwnin obwmii (Ca) (Calcium Total) 209
Kanuin/Hatpuin/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 275
Kanbumin noHmsnposaHHbin (Ca2+, cBoboaHbIN Kanbunii) (lonized Calcium, Free Calcium) 396
A09.05.033 ®ocdop HeopraHuueckuii (P) (Phosphorus (P)) 209
JNlaTeHTHas (HeHacbIWEeHHas) Xene30CBA3bIBaroLLasn CNoCobHOCTL CbiBOPOTKM KpoBu (JIXKCC, HXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 Xenezo (Fe) B cbiBopoTke KpoBu (Iron (Fe), Serum) 209
lMcTonornyeckme nccnefoBaHUs C OKpaLMBaHWEM reMaToOKCUANH-303MHOM
FacTpuT, accoummpoBaHHbiin ¢ Helicobacter pylori (ructonornueckunin npodunb) (Helicobacter pylori
- L 4004
Associated Gastritis)*
Onpegenexne mytaumi reHa PDGFRa 15070
MMmyHoructoxnmmnueckoe nccnegoBanme (1 mapkep): yrounatowee NIMX-uccnegosanme ¢ 1694
ncnosib3oBaHneM 1 aHTuTena (Mapkepa)
Onpegenexue skcnpeccun benka PD-L1 B TkaHn onyxoan metogom UIMX ¢ ncnonb3oBaHnem
aHTuTen k PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
Onpepgenenne mytaumi reHa cKIT 12760
KoHcynbTaums rotoBbIx ructonormyeckmx npenapatos (1 ctekno + 1 6s10k) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpegeneHne pacnpocTpaHeHHbix MyTauuii reHos BRCA1,BRCA2 npu pake MOOUYHOM XKenesbl v 8140

AVYHNKOB B BoncuinHom matepuane



l'McTonornyeckoe ncciegoBaHve buonTtatos xenyaka (PAS-peakuuns) 319

OnpegeneHve nepectpoek reHa ROS1 8800
Onpegenexne mytaumi B 18,19.20, 21 ak3oHax reHa EGFR 10890
Onpegenerune mMyTaumin Bo 2,3,4 3k30He reHa NRAS 7700
Onpegenenune myTaumin B 15 ak3oHe reHa BRAF 5280
Onpegenenune myTaumin Bo 2,3,4 3k3oHe reHa KRAS 7700
Onpegenenue akcnpeccumn 6enka PD-L1 B TkaHu onyxonn metogom UIMX ¢ ncnonb3osaHvem

aHTuten k PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).

OnpezeneHne MMKpocaTeNNInTHOW HecTabuabHocTn (MSI) 6820
Onpegenenue runepakcnpeccum reHa HER2 (KONMAHOCTb reHa) 12760

AnddepeHunanbHas gnarHoCTKa MenaHoMbl, UMMyHornctoxmmmyeckoe (UNX) nccnegosaxwe,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BuoncuiiHas AVnarHoCTuKa 4epMaTo30B - MOpq}OﬂOFI/ILIECKOE nccnegoBsaHne 61oNTaToB B uenax

AnarHocTuky 3aboneBaHunii Koxu (Kpome HoBoobpasosaHuii) (Pathology of skin biopsyes)* 2233
Mcroxnmumnueckoe nccnegoanue Helicobacter pylori (cnm3b) (Helicobacter pylori, Mucus,

. . . 2112
Histochemical Study)
OnpepeneHve nepectpoek reHa ALK 8800

FMcTonornyeckoe nccnegoBaHve BUONCUIAHOIO MaTepuana 1 Matepuana, Mosy4YeHHOro npu
XUPYPruvecknx BMeLlaTenbCTax (3HAOCKONMUYECKOro MaTepuana; TKaHel XXeHCKOW NoNoBOW 2420
CUCTEMbI; KOXM, MATKWX TKaHEW; KPOBETBOPHOW U TMMOOUAHON TKaHewW; KOCTHO-XPALLEBOMN TKaHM)*

Onpegenenue akcnpeccumn 6enka PD-L1 B TkaHn onyxonn metogom UTMX ¢ ncnonb3oBaHnem

aHTmTen k PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
OnpepgeneHune skcnpeccum PDL1 8140
AnddepeHumnanbHaa gnarHocTmka MenaHoMbl, UMMyHoructoxnmmnyeckoe (UIMX) nccnegosanne,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)
OHkomapkepbl

SCC (AHTWreH NAOCKOKAETOYHOW KapuuHoMbl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486
CA-19-9 (YrneBoaHbIn aHTMreH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpaHuH A (Chromogranin A, CgA) 5247
PakoB0o-3M6proHanbHbI aHTUreH (P3A, kapurHo3IMbproHanbHbIn aHTUreH) (Carcinoembryonic

. 627
Antigen, CEA)
CA-242 (¥YrneBOAHbIN aHTUreH 242, onyxoneBbii Mapkep CA-242) (Carbohydrate Antigen CA-242,

924

Tumor Marker CA-242)
ROMAT1 PacueTt nHgekca 77
HenpoHcneumndunueckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MCA obwmin (Mpoctatnyeckuii cneuudunyecknin aHtureH obuwmin) (Prostate-Specific 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MO4Y€BOro ny3sblps, UCCNef0BaHNe pacTBOPMMbIX GparMeHTOB LIMTOKepaTUHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 3g0poBbs npoctathbl (NMCA obu., NCA cB., -2proPSA, phi) 3190
HE4 (benok 4 anunamnanmmca yenoseka) (Human Epididymis Protein 4, HE4) 1122
Beta-2-mukpornobyauH (?-2-MuKporiobynvH) B cbiBOpoTke KpoBu (Beta-2-Microglobulin, BMG, 957
Serum)
A09.05.130 MCA o6wuin (MpocTtatnueckuii cneumduyecknii aHTureH obumii) (Prostate-Specific 484
Antigen Total, PSA Total)
ROMAZ2 PacueT nHaekca 77
Anbda-detonpotenH (ADM) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBogHbili aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogHbin aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 MCA cBob60oaHbI% (MpocTaTnyeckmin cneunduyeckmini aHTUreH CBOBOAHbIN)* 484
CA-72-4 (YrneBoaHbIN aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LUuntokepatuHoBbin dparmeHT (Cyfra 21-1, dparmeHT uutokepatnHa 19) (Cytokeratin 19 Fragments, 946

C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)



Beta-2-mukpornobyavH (?-2-mukpornobynunH) B mouye (Beta-2-Microglobulin, Urine) 957
Benok S100 (S100 Protein) 2739

TpuxoMoHKas (TpuxomoHaza)

TpuxomoHaga, onpegenerune AHK B moue (Trichomonas vaginalis, DNA, Urine)* 275

TpuxomMoHaga, onpegenenne AHK B cekpete npoctathl, 3skyasaTe (Trichomonas vaginalis, DNA, 275

Prostatic Fluid, Semen)*

TpuxoMoHaga, onpegeneHune AHK B cockobe anmTennanbHbIX KNETOK YpOreHnTaabHOro TpakTa 275

(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) 671
MpouepaypHble ycayru (Procedural services)

MonyyeHue cbiBOpoTKM Be3 nocneaytowero nccnesosanus (Blood serum derivation without further 320

examinations)**

B3atne matepwnana gna NUP anarHoctnkm 350

B3satune kposu 6e3 nocneaytollero nccnepgosanms (Blood sampling without further examinations)** 190

B3saTne cockoba bykkanbHOro anuTenus y Asyx venosek (Buccal epithelium sampling, 2 persons) 180

B3sTne umTonormyeckoro matepuana, matepuana ans MLP anarHoctnkn, MMKpobruonornyeckmnx
nccnepoanmin (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3atune citoHbl gna MUP auarHoctvkm (Saliva sampling for PCR) 50

A11.12.009 B3saTne kpoBu 13 nepundepnyeckon BeHbl 200

Mpoueaypa B37TMA BLUoMaTepmana Ha 3HTepobuos (Biomaterial sampling for the enterobiasis test) 77

B3sTne cockoba bykkasbHOro anuTenus y Tpex yesnosek (Buccal epithelium sampling, 3 persons) 270

B3sTve kanuanapHol KPoBM (MMetOTC OrpaHUYEHNs MO B3ATUIO KamNWANSAPHON KPOBY; YyTOUHANTE Yy 190

aAMuHUCTPaTopa MegununHckoro oduca) (capillary blood sampling)

B3atune cockoba bykkanbHoro anuteamns (Buccal epithelium sampling) 90
FENATUT C

Bupyc renatuta C PHK, reHotunupoBanue 6 reHotunos (1a,1b,2,3a,4,5a,6) 2618
MWKpPOBUOLEHO3 YPOreHNTaNbHOro TpaKTa

YcnoBHO-NaToreHHble MUKOMAa3Mbl, MOHUTOPUHT 3¢ dekTMBHOCTM NeveHns (Ureaplasma parvum) 396

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

NHBNO®JIOP ? ycnoBHO-MaToreHHble MUKOMAa3Mbl YesioBeka (YporeHuTabHbIi CKPUHUHT) 508

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

NHBENO®JIOP-komnnekcHoe nccnesoBaHie MUKPO®a0pbl YpOreHnTaabHoro TpakTa 3058

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepwanbHbIn BarvHo3 (Bacterial Vaginosis, BV) 1694

WNccnepoBaHune 6roLieHo3a yporeHntanbHoro tpakta. ®emodnop 8. (UROGENITAL TRACT 1628

MICROBIOCENOSIS (PCR Panel Femoflor 8))

BbisBneHue Bo3byantenen UMMM (4 + KBM): onpegenenve AHK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK uenoseka (Identification of 1023

Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

MobunyHkyc, onpegenenve JHK B cockobe anutennanbHbIX KNETOK yPOreHUTaabHOro TpakTa 231

(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YcnoBHO-NaToreHHble MUKOMAa3Mbl, MOHUTOPUHT 3pdekTMBHOCTM NedveHnsa (Mycoplasma hominis) 396

(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

NH6rnodpnop CkpunH. CKPUHUHIOBOE NCCef0BaHNE MUKPOPAOPbI YPOreHNTaNbHOro TpakTa 1870

YcnoBHO-NaToreHHble MUKOMAA3Mbl, MOHUTOPUHT 3¢ dekTMBHOCTM NedeHns (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

Bbisnenwve Bo3byantenet UMMM (7 + KBM), cockob anutenvanbHbIX KNETOK YPOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

WNccnepoBaHune broleHosa yporeHutanbHoro tpakta. ®emodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
NHBNO®/TOP-3KCIMEPT. PaclumpeHHoe ncciesoBaHne MUKPOGaIopbl yporeHNTasibHOro TpakTa. 2200
CKpUHUHT Mukpodaopbl yporeHutanbHoro Tpakta. Pemodnop CkpuH. (UROGENITAL TRACT 2035

MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))
Buodnop 1364

Nubunodnop Makcu 4202



M MKPO31EMEHTbI B HOTTAX

Mbliwwbsak (As) B HOrtsx (Arsenic (As), Nails) 1298
CeuHel (Pb) B HorTsax (Lead (Pb), Nails) 1298
CypbMma (Sb) B HorTax (Antimony (Sb), Nails) 1298
Xpowm (Cr) B HorTaix (Chromium (Cr), Nails) 1298
OnoBso (Sn) B HorTtax (Tin (Sn), Nails) 1298
Ptytb (Hg) B HOrTsAx (Mercury (Hg), Nails) 1298
XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1298
Kagmui (Cd) B Hortsix (Cadmium (Cd), Nails) 1298
Fepmannii (Ge) B HorTsax (Germanium (Ge), Nails) 1298
MonunbaeH (Mo) B Hortax (Molybdenum (Mo), Nails) 1298
®ocdop (P) B HorTsax (Phosphorus (P), Nails) 1298
MpobonoarotoBka (HOrTK) 748
BaHagui (V) B Hortax (Vanadium (V), Nails) 1298
BucmyT (Bi) B Hortaix (Bismuth (Bi), Nails) 1298
Kanbuwmin (Ca) B HorTax (Calcium (Ca), Nails) 1298
NanHTaH (La) B HorTax (Lantanum (La), Nails) 1298
Megab (Cu) B HorTsax (Copper (Cu), Nails) 1298
AntomuHui (Al) B HorTsax (Aluminum (Al), Nails) 1298
30070 (Au) B HorTax (Gold (Au), Nails) 1298
Fannui (Ga) B HorTax (Gallium (Ga), Nails) 1298
CeneH (Se) B HorTax (Selenium (Se), Nails) 1298
Nvtun (Li) B HorTax (Lithium (Li), Nails) 1298
LInHK (Zn) B HOrTax (Zinc (Zn), Nails) 1298
Bop (B) B HorTax (Boron (B), Nails) 1298
Bapui (Ba) B HorTax (Barium (Ba), Nails) 1298
Wog, (1) B Hortsax (lodine (1), Nails) 1298
Bepuanuii (Be) B HorTsax (Beryllium (Be), Nails) 1298
Kanun (K) B Hortax (Potassium (K), Nails) 1298
Ko6anbT (Co) B Hortsix (Cobalt (Co), Nails) 1298
Bonbdpam (W) B Hortax (Tungsten, Wolframium (W), Nails) 1298
Tanann (Tl) B HorTax (Thallium (TI), Nails) 1298
Kpemnwni (Si) B HorTax (Silica (Si), Nails) 1298
Hukenb (Ni) B Hortsix (Nickel (Ni), Nails) 1298
Marnuin (Mg) B Hortax (Magnesium (Mg), Nails) 1298
CtpoHumii (Sr) B HorTax (Strontium (Sr), Nails) 1298
Pybuawnii (Rb) B Hortsix (Rubidium (Rb), Nails) 1298
Hatpuin (Na) B HorTsx (Sodium (Na), Nails) 1298
MapraHey, (Mn) B HorTax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1298
LinpkoHuia (Zr) B HorTsx (Zirconium (Zr), Nails) 1298
MnaTtunHa (Pt) B Hortax (Platinum (Pt), Nails) 1298

FTOPMOHAJIbHbIE MICC/IEAOBAHWA

MeTabonnTbl 3CTPOreHOB W NporectepoHa, 24-4 mouva (Estrogens and progesterone metabolites,
24-h urine)

MenatoHuH, nia3ma (Melatonin, plasma) 2640

6710



JernapoanvaHapocTepoH (HEKOHBHOIMPOBAHHbIN) 1474

BMY-mnndekums, nanmanomasmpycHas nidekuma (BUpyCc nanuaiomMbl YesoBeka)

Brpyc nanmanomel YesioBeka BbICOKOTO OHKOTEHHOTO prcKa, CKpUHUHT 14 Tvnos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTokK
cnmsmnctor npamon kuwkm (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanuanomel yenoseka, onpegenexve AHK 4 Tunos: 6, 11, 16, 18 + KBM B cockobe
anuTenunanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Bupyc nanuanombl YenoBeka BbICOKOrO OHKOTE€HHOro pucka, reHotunuposaHue JHK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutennanbHbIX KNeToK

385

yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Brpyc nanmanomel YesoBeka BbICOKOTO OHKOTEHHOTO pucKa, CKpHUHT 14 Tvnos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok 385

yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Brpyc nanmanombl YesioBeka HU3KOro OHKOreHHOro pucka, onpegenexmve JHK 3 tunos: 6, 11, 44 +
KBM B cockobe anutennanbHbix KNeTok cansmcron npamont kuwkmn (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanuanombl YenoBeka BbICOKOrO OHKOreHHOro pucka, onpegenerve HK 16 n 18 tunos +

KBM B cockobe anutenmanbHbIX KIETOK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Brpyc nanmanombl YesioBeka HU3KOro OHKOrEHHOro pucka, onpegenenve [JHK 3 tunos: 6, 11, 44 B

cockobe anuTennanbHbix knetok potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

AnddepeHumposaHHoe onpegenerne AHK BIMY (Bupyc nanuanomel yenoseka) 14 tmnos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenvanbHbIX KNeTok
yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Brpyc nanmanomel YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenerve JHK 3 tunos: 6, 11, 44 +
KBM B cockobe anutennanbHbix KNeTok yporeHutansHoro tTpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanmanombl YesioBeka BbICOKOrO OHKOTEHHOTrO pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenerve JHK B cockobe anuntenmanbHbIX KNeTok
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potornoTkn (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 385
56, 58, 59, 66, 68) Screening )*
Bupyc nanuanombl yenoBeka, onpegenexqve AHK 21 tvna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52,53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe anuTenmanbHbIX KIeTOK YPOreHUTaabHOro TpakTa 2695
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Brpyc nanmanomel YesioBeka BbICOKOTO OHKOTEHHOTO pucKa, CKpUHUHT 14 Tvnos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok 385
yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Kananpos, kaHanaa
Kanaunaa, onpegenenve [IHK B Bbinote (Candida albicans, DNA, Exudate)* 275
Kanaunaos, Tunuposanwue (Candidiasis, Typing) 737

MoceB Ha gpoxokenofobHele rpubsl (pogos Candida, Cryptococcus) ¢ onpegeneHnem
YYBCTBUTENIBHOCTU K aHTUMUMKOTUYeckuM npenapataM (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

Kangunaos, ckpuHuHr (Candidiasis, Screening ) 396
KaHnanga, onpeaenenne AHK B cekpeTe npoctaThl, 3skynsaTe (Candida albicans, DNA, Prostatic Fluid, 275
Semen)*
Kangunaa, onpegenerne JHK B cockobe anuTennanbHbIX KNETOK CIU3UCTON NPAMONA KULLIKK 275
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
Kangunaa, onpegenenne JHK B cockobe anntennanbHbix knetok potornotku (Candida albicans, 275
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG) 572
Kanaunzaos, ckpyHuHr 1 TunuposaHme (Candidiasis, Screening and Typing) 1012
AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 781
Kanaunaa, onpegenenne JHK B moue (Candida albicans, DNA, Urine)* 275
Kangunaa, onpegenenne JHK B cockobe anutennanbHbix knetok koxu (Candida albicans, DNA,

! L " 275
Scrape of Skin Epithelial Cells)
Kangunaa, onpegenenne JHK B cockobe anmTennanbHbix KNETOK yporeHuTanbHoro tpakrta (Candida 275

albicans, DNA, Scrape of Urogenital Epithelial Cells)*



Kangunaa, onpegenenne JHK B caroHe (Candida albicans, DNA, Saliva)* 275
MuKpoburonornueckmne nccaesoBaHus: Hecneundbryeckme BocnaamtesbHble 3a601eBaHNA Pa3NNYHbIX JOKaAM3aLmi

AvcbakTepros knweyHmka (MoanduLmMpoBaHHbIi MeTog) ¢ Yb®d 1837

MoceB oTAENAAEMOrO BEPXHUX AbIXaTeNbHbIX MyTel Ha MUKpodIopy, onpeaeneHve

YYBCTBUTENIBHOCTM K paclUMPEeHHOMY CMeKTpy aHTUMMUKPOOHbIX npenapaTtos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB OTAENAEMOrO rna3 Ha MUKPOGIOPY, OnpeseieHne YyBCTBUTENBHOCTU K @aHTUMUKPOBHbIM

npenapaTam u baktepnodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

MoceB oTaensieMoro rnas Ha MMkpodaopy, onpeaeneHne HyBCTBUTENbHOCTU K PaclUMPEHHOMY

cnekTpy aHTMMUKPOo6HbIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

MoceB Ha NaTOreHHYHO 1 YCIOBHO-MATOreHHYHO MUKPOPIOPY KULLEUHMKA C OnpeseneHnem

UYBCTBUTENBHOCTW K aHTUMUKPOOHbIM Npenapatam U 6akteprodaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

MoceB Ha NaTOreHHyo 1 YCNOBHO-MATOTeHHY0 MUKPOGIOPY KULIEYHMKa C onpeaeneHnem

UYBCTBUTENBHOCTM K aHTUMUKPOBHbIM npenapatam (Stool Culture, Pathogenic Intestinal and 1518
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB rpyaHOro MoJsioka Ha MUKPOGIOpY, OnpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM

npenapaTam n baktepnodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 1078
and Bacteriophage Efficiency Testing)*

AvncbakTepros kuweyHnka (MoANGULMPOBAHHBIA METOA) 1727

MNoceB OTAENAEMOrO yLIel Ha MUKPObIOpY, ONpesesieHne YyBCTBUTENBHOCTU K PacLUMPEHHOMY
CrekTpy aHTUMKKPOBHbIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Ttesting)*

MoceB OTAENAeMOro rnas Ha MUKPOobIopY, onpeseneHne YyBCTBUTENBHOCTU K aHTUMUKPOGBHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpysHOro MoJsioka Ha MUKpobIopy, OnpesesieHne YyBCTBUTENBHOCTU K PaclUMpPEHHOMY
CneKkTpy aHTUMUKPOBHbIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic 2145
Susceptibility, Enlarged Testing)*

MoceB NyHKUMOHHOIO Matepuana Ha MUKPOGIOpY, onpeseneHne YyBCTBUTENbHOCTM K

aHTUMMKPOBHBLIM NpenapaTaMm (Punctate Fluid Culture. Bacteria Identification and Antibiotic 913
Susceptibility Testing)

MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPOdIopY, onpeseneHne YyBCTBUTENbHOCTY K

aHTMMUKpPOBGHBIM Npenapatam n H6akteprodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Moces xenun Ha MMKpodaopY, onpeaeneHne HyBCTBUTENbHOCTU K aHTUMUKPODBHbLIM NpenapaTtamM

1276

(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 1144
MoceB Ha aHa3pPobHyr MUKPOdAOPY, ONpeAeneHne HyBCTBUTENbHOCTM K aHTUMUKPOBHBIM 1540
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB MOKPOTbI N TPaxeobpoHXMaabHbIX CMbIBOB Ha MUKpodaopy, onpeaeneHne

YYBCTBUTENBHOCTW K @aHTUMUKPOBHBIM Mpenapatam 1 MUKpockonuein maska (Sputum and 1188
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,

Microscopy)*

MNMoceB MouM Ha MUKpOdIOpPY, ONpeAeneHne YyBCTBUTENbHOCTU K aHTUMWKPODBHBLIM NpenapaTam v

6akTtepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage 1078
Efficiency Testing)*

A12.20.0017 Mukpockonunyeckoe nccaefoBaHmne BaaraiunHbIX Ma3kos 495
MoceB Ha ypeanna3mbl, OnpeAeseHne UyBCTBUTENbHOCTY K aHTUMUKPOBHBIM Npenapatam 748
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyaHOro MoJsioka Ha MUKPOGIopY, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM 880

npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB OTAENAEMOrO NOJIOBLIX OPraHOB Ha MUKPOGIOPY, ONpeseneHne YyBCTBUTENbHOCTM K

paclIMpeHHOMY CMeKTPY aHTUMMUKPOBHBIX Npenapatos (Genitourinary Tract Culture. Bacteria 2464
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MNMoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPOGIOpY, OnpesesieHne YyBCTBUTENBHOCTM K

aHTUMKKpPOHHBLIM NpenapaTtam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and 880
Antibiotic Susceptibility Testing)*

MoceB Ha MVKOM/Ia3Mbl, ONpeje/ieHne YyBCTBUTENBHOCTU K aHTUMUKPOGHbIM NpenapaTtam
(Mycoplasma hominis Culture. Bacteria |dentification and Antibiotic Susceptibility Testing)*
MoceB Ha MVKPOGNOPY OTAENSAEMOTO MOJIOBbIX OPraHOB, ONpPeAeeHNe YyBCTBUTENbHOCTM K
aHTUMKKpPOBHBLIM NpenapaTam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

MoceB OTAENSIEMOrO YLlelh Ha MUKPODAOPY, ONpeseseHne YyBCTBUTENbHOCTM K @aHTUMUKPOBHBLIM

npenapaTaM n baktepnodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*
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MoceB MouM Ha MUKpOdAOpPY, ONpeAeneHne YyBCTBUTENbHOCTU K pacLUMPEHHOMY CMeKTpY
aHTUMKKpPObHBIX NpenapaTtos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility, 2145
Enlarged Testing)*

MoceB oTAENAAEMOrO BEPXHUX AbIXaTeNbHbIX MyTel Ha MUKpodaopy, onpeaeneHve

YYBCTBUTENBHOCTM K aHTUMUKPOBHBLIM NpenapaTtam un baktepunodaram (Upper Respiratory Culture. 1122
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MNoceB OTAENSEMOrO yLlelh Ha MUKPODAOPY, ONpeseseHne YyBCTBUTENbHOCTM K aHTUMUKPOBHBLIM

: e 2 o . 1276
npenapatam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
WNccnepoBaHve Ha 6roLeHo3 BaaranvLlia, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM 1
aHTVMUKOTUYECKMM MpenapaTtam (C MUKPOCKOMMWEN HAaTUBHOTO Npenaparta, OKpaLleHHOro no 1650

l'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

MNMoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPOdIopY, onpeaeneHne YyBCTBUTENbHOCTU K

pacLUMpeHHOMY CnekTpy aHTUMUKPOBHBIX npenapatos (Wound/Pus/Aspirate/Tissue Culture. 2145
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces xenun Ha MMKpodaopy, onpeaeneHne HyBCTBUTENbHOCTU K PaClUMPEHHOMY CeKTpY

aHTUMKKpPOBHBIX NpenapaTtos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged 2365
Testing)*
Moces rpysHoro Mmonoka Ha mukpodaopy (Breast Milk Culture. Bacteria Identification) 715

MoceB OTAENAEMOrO MOJIOBbIX OPraHOB Ha MUKPODIOPY, ONpeseneHne YyBCTBUTENbHOCTM K
aHTMMUKKPOBGHBIM Npenapatam 1 H6aktepuodaram (Genitourinary Tract Culture. Bacteria 1474
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

AgeHosupyc (Adenovirus), AnapeiHbiii CUHAPOM, aHTUreHHbIM TecT (Adenovirus. One Step Rapid

Immunochromotographic Assay) 7
MoceB MOUM Ha MUKpPODAOPY, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam 880
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTBI U TPaxeobPOHXMaNbHbIX CMBIBOB Ha MUKPOBAOPY, OnpeaeneHmne

YyBCTBUTE/IbHOCTM K PaCLUIMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX MPenapaToB U MUKPOCKOMWew 2387
maszka (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xennkobaktep nunopwu (Helicobacter pylori), aHtureHHbiv Tect (Helicobacter pylori. One Step Rapid 957

Immunochromotographic Assay)

MoceB OTAENAEMOrO BEPXHUX AbIXaTe/lbHbIX MyTel Ha MUKPOhAOpY, onpeaeneHmne
YyBCTBUTE/IBHOCTW K @aHTUMUKPOOGHbIM Npenapatam (oAHa nokanusaums) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MyHKLMOHHOIO MaTepuana Ha MUKpodIopy, onpeseneHne YyBCTBUTENbHOCTY K

paclmMpeHHOMY CnekTpy aHTUMUKPOOHbIX Npenapatos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Ha NaTOreHHyto 1 YCNOBHO-MATOrEHHYH MUKpodaopy kuwwedHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
ButamuiHbl
ButamnH B6 (nupugokcanbdocdar) 2398
ButamuH B1 (TnamuH) 2398
ButamuH B12 (umaHokob6anamuH, kobanamumH) (Cobalamin) 693
ButamuH E B cbiBOpoTKe (anbda-Tokodbepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamunH B5 (naHTOTEHOBAs KMCAOTA) 2398
1,25-pgurngpokeusutamuH D3 (1,25-dihydroxivitamin D3) 2090
ButamunH B3 (HUKOTUHamMmA) 2398
Butammn 25(0OH)D2 n 25(0H)D3, pa3gensHoe onpeaeneHmne (BIXX - MC/MC) 6006
A09.05.080 donmesas kncnota (Folic Acid) 957
ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2398
ButamuH K1 B cbiBopoTke (PuanoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
Butamunu B7, H (BrnoTtuH) 2398
AKTVBHbIV BUTamuH B12 (TonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
Beta-kapoTuH 2398
ButamuH B2 (pnbodnasuH) 2398
ButamuH C (ackopbuHoBas kuncnorta) 2398
PetnHun nanbmutat 2398

AyTOVIMMyHHbIe HeBpOJornyeckmne 3aboseBaHus



Antutena k LGI1 n CASPR2 (koMnOHeHTbI KOMMAeKca KanmeBblx KaHanos), [gG, ceiBopoTka KpoBu 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)

AH'I?VIHelT/'IpOHaanbI.e auTTena, IgG, meTog Henpsamon nmmyHodayopecueHumn (Neuronal 3311
antibodies, IgG, Indirect immunofluorescence (IIF))

AHTUTENa K aLeTNX0NIMHOBOMY peuenTopy (AxP, amarHocTka MmacTeHun), CyMMapHoO 5731
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)

AHTuTena k peuentopam HenpoHos TMnos NMDA,CASPR, LGI, AMPAT, AMPA2, GABART knacca 13607
IgG, pa3aensHo, onpegeneHne B CbiIBOPOTKE

AHTuTena knacca IgG k ckenetHbiM Mbiwam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 1gG) 1221
Antntena Kk NMDA rnytamatHoMy peuenTopy, IgG, onpegenerve B anksope (aHTM-NMDAR IgG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)

Mwuo3uT-cneunduuHblie aHTUTeNa knacca IgG (naiH-6n01: Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTuTena knaccos IgG u IgM k ranranosngam (nanH-6a0t: GM1; GM2-GM3-GM4; GD1a, GD1b,

GD2-GD3, GT1a, GT1b, GQ1b, cynbdatngpl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTUTena k AcAHK B cbiIBOPOTKE KPOBW, MOATBEPXKAAMOLLMIA TECT C MCNONb30BaHUEM cybCTpaTa

Crithidia luciliae, IgG, meTogom Henpsmon nmmyHodaroopecueHuun (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

lAI\:I;TVITejla K MvenuHy |gG, metog Henpsmoi nmmyHodatoopectieHumn (Anti-myelin antibody, 19G, 1474
AHTuTena knaccos IgA, 1gG, IgM k akBanopuHy 4, cymMmapHO (41MarHoCT1ka HeMpoOnNTUKOMUENNTa,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

OnuroknoHanbHbIv IgG B IkBOpPE (LiepedpocnmHanbHOM XUAKOCTM) U CbIBOPOTKE KPOBM 4389

(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)
AHTUTENA K MbILWEYHO-cneumdrnyeckon TMpo3nHKMHase (aHTu-MuSK) B cbiBOpoTKe KpoBM,

(Muscle-specific tyrosine kinase (MuSK) antibody) >478
AHTuTena k peuentopam Henporos Tunos NMDA,CASPR, LGI, AMPAT1, AMPA2, GABAR1 knacca 13750
IgG, pa3genbHo, onpegeneHne B IMKBOPe
AHTuTena k LGIT n CASPR2 (KOMMNOHEHTbI KOMMaeKkca KaameBbix kaHanos), IgG, amksop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)
AHTuTena k GAD (rnytamatgekapbokcunase), IgG, amksop (Anti-GAD (glutamic acid decarboxylase), 2079
IgG, CSF)
AHTMHeNpOHanbHble aHTUTeNa knacca IgG (nariH-6101: Hu (ANNA1), Yo-1 (PCAT), CV2, Ma2, Ri
(ANNAZ2), amdundwmzun) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCAT), CV2, Ma2, 5731
Ri (ANNAZ2), Amphiphysin))
AHTuTena knacca IgG NMDA (N-meTtun-D-acnapraT) rayramaTtHOMY peLientopy B 4389
coiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG)
KoMnoHeHTbl kKoMnaemeHTa
Cucrtema KoMnaemeHTa: oLeHka dyHKLMoHanbHon aktueHocT (CH50) (Functionality Test of 1474
Complement (CH50))
Nurmnbutop C1-3ctepasbl (C1-Esterase Inhibitor, C1-INH) 2156
C4 KomnoHeHT cuctembl komnaemeHta (Complement Component C4) 396
C3 KomnoHeHT cuctembl komnaemeHta (Complement Component C3) 396
KpacHyxa
AHTUTena knacca |gG K aHTUreHaM BMPYCa KPacHyxW, BbliBASEMble METOAOM UMMYHODBNOTTUHTa 5621
(Anti-Rubella IgG, Immunoblot )
AHTUTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 539
AsungHocTb Anti-Rubella IgG 1067
Onpegenerune PHK (Rubella virus, RNA) B cbiBOpOTKE KpOBHM 649
AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) 396
lenaTtnt B BMpYCcHas nHdekuma (Bupyc renatuta B, Hepatitis B Virus, HBV)
AHTuTena knaccos IgM n IgG k HB-core aHTureHy Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517
IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
HBs-aHTureH Bupyca renatuta B (HBs-aHTVreH, MOBEpXHOCTHbIN aHTUIeH BUpYyca renatuTa B,
«a@BCTPAIMNCKUIA» aHTUTEH), KoMyecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, 1452
Quantitative)
HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 561
AHTUTena knacca IgM k HB-core aHTUreHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 693
B Core Antigen; HBV Core Antibodies IgM)
Bupyc renatuta B, onpeaenenune HK B cbiBOpoTKe KpoBwu, konnyectseHHoe (HBV DNA, Serum, 3751

Quantitative)*



Bupyc renatuta B, onpeaenenune JHK B cbiBOpoTKe KpoBw, KavectseHHoe (HBV DNA, Serum,

Qualitative)* 418
AHTuTena k HBs-aHTureny Bupyca renatuta B (Anti-HBs, HBsAb) 627
AHTuTena k HBe-aHTureny Bupyca renatuta B (Anti-HBe, HBeAb) 517
HBs-aHTureH Bmpyca renatuta B (HBs-aHTWreH, MOBepXHOCTHbIN aHTUIeH BUpYyca renatuTa B, 264

«@BCTPaNIMNCKNN» aHTUreH), KauecTBeHHbIV TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
YrneBogbl

[ 1FOKO30-TONIEPaHTHBIN TECT C OnpeaeneHneM rarko3bl 1 C-nenTuia B BEHO3HOM KPOBM HaToLLakK
W nocne Harpysku vepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 NccnepoBaHme ypOBHS M1HOKO3bl B KPOBU 143
Nakrat (Lactate) 572
®pykTo3amuH (Fructosamine) 891
A09.05.083 nkmposaHHbIv remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 506

[ 1FOKO30TOIePaHTHbIN TeCT Npy HepeMeHHOCTH (NepopasbHbIf FFOKO30TONepPaHTHbIN TecT, [T,
OrTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 ['10KO30-TOIEPAHTHBIN TECT C OMNpPeseNeHNeM IIH0OKO3bl B BEHO3HOW KPOBW HaTOLLLaK U
nocae Harpysku vepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)
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Cneumndunueckne beaku

A09.05.009 C-peakTuBHbIV 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTuctpentonmsnH-O (AC/-0, AC/10) (Antistreptolysin-O, ASO) 374
Anbda-T1-aHtutpuncuH (ATAT), peHoTunmposaHue (Alpha-1-Antitrypsin, ATAT, AAT, Phenotyping) 2596

Hatpuitypetuueckoro ropmoHa (B-tuna) N-koHueson nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 ®eppuTtuH (Ferritin) 506
Kapboruapart -geduumnTHbI TpaHCcheppuH ¢ anekTpodoperpammoli (Carbohydrate-Deficient

2816

Transferrin with results on an electrophoregram (CDT)) 3322
lencuanH 25 (broaktneHeliin) (Hepcidin 25, bioactive) 6567
Mapkep cepaeyHomn HegocTaTouHOCTU ST2 pacTBopuMsli (ST2, sST2, kapanomapkep) (Soluble ST2 2739
(Heart Failure’'s biomarker))
A09.05.008 TpaHcheppuH (Cuaepodunun) (Transferrin) 484
MwuornobuH (Myoglobin) 572
Anbda-2-makpornobyaunH (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTuTENa knacca IgG k rnaBHomy 6enky Hapy>KHon MembpaHbl MOMP n AHtuTena knacca IgG
Pgp3 (MembpaHoaccoLmpoBaHHbIn naasmuaHblin 6enok) Chlamydia trachomatis >72
PesmaTounaHbin daktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-I (Troponin-I) 627
BbicokouyBcTBUTENbHBIN C-peakTuBHBbIN 6enok (kapamno) 594
A09.05.077 Lepynonnazmun (Ceruloplasmin) 649
rantornobuH (Haptoglobin) 638
Anbda-T1-aHtutpuncuH (ATAT), koHueHTpaums (Alpha-1-Antitrypsin, ATAT, AAT, Concentration) 1386
Kapborunapat-gedununtHeiin TpaHcdeppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PactBopuMble peuenTopbl TpaHcdheppuHa (pTPP, Soluble Transferrin Receptor, sTfR) 1870
D03UHOMWABHBIN KaTOHHbIN H6enok (Eosinophil Cationic Protein, ECP) 869
Ypeannazmos (ypeannasmbl)
Ypeanna3ma (Ureaplasma parvum), onpegenenve IHK B moue (Ureaplasma parvum, DNA, Urine)* 275
Ypeanna3ma (Ureapla;ma parvum), onpegeneHve JHK B cekpeTe npoctatbl, 3skynsTte (Ureaplasma 275
parvum, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpeaenenmne AHK B cockobe
3NWTENNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671



Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenune JHK B cekpeTe

npoctathl, 3skynaTe (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 275
Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenue AHK B moue

- o 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)
Ypeanna3ma (Ureaplasma parvum), onpegenenve AHK B cockobe anutenvanbHbIX KNeTok 275
yporeHuTansHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*
Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpeseneHune IHK B cekpeTte npoctathl, 275

ankynate (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHune AHK B cockobe
3NUTeNNaNbHbIX KNETOK yporeHnTanbHoro TpakTa (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpezeneHune AHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnunpaTopHO-CUHLMTMaNbHAA MHPEKLNA (PeCIMPaTOPHO-CUHLUTUANBHBIV BUPYC)
AHTuTena knacca IgG Kk pecnmpaTopHO-CMHUMUTUaNbHOMY BUpycy (Anti-Respiratory Syncytial Virus
781
(RSV) I1gG)
AHTUTena knacca IgM k pecnvpaTopHO-cUHLMTUaNbHOMY BUpYCY (Anti-Respiratory Syncytial Virus
781
(RSV) IgM)
O6pa3 XW3HW 1 reHeTnyeckme PpakTopbl
OnacHOCTb Npw NpremMe opabHbIX KOHTpaLenTnBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
3003
(Genes F2, F5))
OnacHOCTb Npw NpremMe opasbHbIX KOHTPaLEenTnBOB (reHbl F2, F5) (6e3 onncaHuns pesynbtatoB 2695
BpauoM-reHeTnkom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapyLweHuns cnepmatoreHesa, 6 mapképos (Mvkpogeneunn nokyca AZF) (6e3 onvcaHua 3916
pe3ynbTaToB reHeTUKOM)
MogrotoBka K onepaumnn (reHbl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811

MTHFR, MTRR, MTR, F2, F5))

MoaroToBka k onepaumu (reHibl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesyibTaTtoB
BpayoM-reHeTukom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898
Description))

Onpegenenve cneundunyeckmx |gG: nuwiesble annepreHsl

Kpesetku (F24), annepreH-cneumndudeckme IgG (Shrimp, IgG, F24) 572

Puc (F9), annepreH-cneuunduyeckue IgG (Rice, 1gG, F9) 572

Cmech nuLLeBbIX annepreHoB 1: anenbcuH, baHaH, abaoko, nepcuk, IgG (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgG)*

Kvewn (F84), annepreH-cneumndpunyeckme IgG (Kiwi Fruit, IgG, F84) 572

lpeuHeBas myka (F11), annepren-cneunduueckue IgG (Buckwheat, 1gG, F11) 572

Tpecka (F3), annepreH-cneundunueckme IgG (Codfish, IgG, F3) 572

CMecb nuLLeBbIX annepreHos 3: CBMHMHA, KyPUHOE MACO, TOBAAMHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpeAengHme cneunduryeckmx MMmyHornobyanHos knacca G (IgG) K nuLieBbIM annepreHam (Basic 15840
Food Profile, IgG)

Kny6Huka (F44), annepren-cneuuduyeckme 1gG (Strawberry, IgG, F44) 572

OscaHas myka (F7), annepreH-cneuynduyeckme IgG (Oat, IgG, F7) 572

Lokonag, (F105), annepreH-cneymndunueckme IgG (Chocolate, IgG, F105) 572

Cmecb nuieBbix annepreHos (fx21) IgE, ImmunoCAP 1375
MweHnyHas myka (F4), annepreH-cneunduueckue IgG (Wheat, IgG, F4) 572

Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572

Koposbe monoko (F2), annepren-cneunduueckne IgG (Milk, IgG, F2) 572

Towmartsl (F25), annepreH-cneunduyeckune IgG (Tomato, 1gG, F25) 572

Mpoco (F55), annepren-cneuuduyeckme IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, IgG, F210) 572

BapanuHa, IgG (Lamb, 1gG, F88) 572

CsuHuHa (F26), annepreH-cneuyunduyeckme IgG (Pork, IgG, F26) 572

JNinmon (F208), annepren-cneynduueckme IgG (Lemon, IgG, F208) 572

banaH, 1gG (Banana, IgG, F92) 572

AnyHbin xentok (F75), annepreH-cneundunueckue IgG (Egg Yolk, I9G, F75) 572



AnuHbln 6enok (F1), annepreH-cneundunueckme IgG (Egg White, IgG, F1) 572

KypuHoe msco (F83), anneprex-cneunduueckme IgG (Chicken Meat, 1gG, F83) 572
Kaptodensb (F35), annepren-cneuymnduueckme IgG (Potato, IgG, F35) 572
Anenbcu, IgG (Orange, 19G, F33) 572
MperindpyT (F209), annepren-cneunduyeckme IgG (Grapefruit, IgG, F209) 572
Matro (F91), annepreH-cneuunduyeckme IgG (Mango, I1gG, F91) 572
Apaxuc, IgG (Peanut, IgG, F13) 572

CmMecb MuLLEBbIX annepreHoB 2: KMBKW, MaHro, 6baHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1430
ToikBa (F225), annepren-cneunduyeckue IgG (Pumpkin, IgG, F225) 572
Coesble 606bI (F14), annepren-cneunduyeckue IgG (Soybean, IgG, F14) 572
MopkoBsb (F31), annepren-crneundunueckue IgG (Carrot, 1gG, F31) 572
rossauHa (F27), anneprex-cneunduueckune IgG (Beef, IgG, F27) 572
Mekapckue gpoxckm (F45), annepreH-cneunduueckmne IgG (Baker's Yeast, 1gG, F45) 572
Kanycta kouaHHas (F216), annepreH-cneunduyeckme IgG (Cabbage, 1gG, F216) 572
MueHble apoxokm (F403), annepreH-cneundunueckune IgG (Brewer's Yeast, 1gG, F403) 572
®yHayk (F17), annepreH-cneumndunueckme IgG (Hazelnut, IgG, F17) 572
KazewuH (F78), annepreH-cneundunueckune IgG (Casein, IgG, F78)) 572
Mepcwuk (F95), annepreH-cneumnduueckme IgG (Peach, IgG, FI95) 572
fibnoko (F49), annepren-cneunduueckme IgG (Apple, IgG, F49) 572
l'epnec-Bupyc YenoBeka 6 Tvna
AHTuTena knacca IgG k repnecBupycy yenoBeka 6 Tvna (Anti-HHV-6 IgG) 671
l'epnecsupyc 6 Tvna, onpegenexve JHK B citoHe (HHV-6 DNA, Saliva)* 275
l'epnecsupyc 6 Tvna, onpegenerHne JHK B cockobe anuTennanbHbiX KNETOK yporeHUTaabHOro 275
Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
lepnecsupyc 6 Tuna, onpesaenenne JHK B cekpete npoctatbl, 3akynate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
l'epnecsupyc 6 Tvna, onpegenerune JHK B cockobe annTenmanbHbiX KNeTOK CANM3MCTON HOca 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 Tuna, onpesenenne JHK B moue (HHV-6 DNA, Urine)* 275
l'epnecsupyc 6 Tvna, onpegenerune AHK B cnmHHoMo3rosoi xugkoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tvna, onpegenerve AHK B Bbinote (HHV-6 DNA, Exudate)* 275
lepnecsupyc 6 Trna, onpegenexune [JHK B BeHo3Hon kposu (HHV-6 DNA, Blood)* 418
l'epnecsupyc 6 Tvna, onpegenexHve JHK B cockobe anutenvanbHbIx Kaetok potoraotku (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecBupyc 6 Tvna, onpeaenenne JHK B ceiBopoTke kpoBu (HHV-6 DNA, Serum)* 418
XnamuauiiHas nHpeKL s, XxnaMuanos (xaammuamm)

Xnammawnsa (Chlamydia pneumoniae), onpegenenune AHK B catoHe (Chlamydophila pneumoniae,

. 429
DNA, Saliva)*
Xnamuams (Chlamydia trachomatis), onpegenenve AHK B cekpete npoctathl, 3skynste (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTUTena knacca IgG k 6esky Tennosoro woka (BTL) Chlamydia trachomatis (Anti-cHSP60 IgG) 583
AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnammamsa (Chlamydia pneumoniae), onpegenenne AHK B nnasme kpoewn (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgG ) 561
AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cockobe anutennanbHbIx KNeTok 275
cnvsnctor npsamoi kmwkm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamunamsa (Chlamydia trachomatis), onpegenerve JHK B cockobe 3nuntenvanbHbIX K1eTok 275

yporeHuTansHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG) 539



XenvkobakTtep nunopw, onpesenerune JHK B 6bronTate cAv3nNCTON xenyaka n/vam
ABeHaguaTvnepcTHon kuwwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe 3nuntenvanbHbIX K1eTok

koHboHKTUBLI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamunamsa (Chlamydia pneumoniae), onpegenenne JHK B mokpote (Chlamydophila pneumoniae,
869
DNA, Sputum)*
AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamuams (Chlamydia trachomatis), onpesenenve AHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamunams (Chlamydia trachomatis), onpeaenerve JHK B cnnHHomosrosow xungkoctu (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B Bbinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cuHoBranbHom xungkoctn (Chlamydia
. . . 506
trachomatis, DNA, Synovial Fluid)*
Xnamuams (Chlamydia pneumoniae), onpegenenune AHK B cockobe anuTenmanbHbiX KNeTok 429
potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe 3nunTenvanbHbIX K1eTok 275
potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Cnodunnnc
BnegHaa TpenoHema, onpeaeneHne [HK B cekpeTe npocrathl, 3akyaate (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BnegHasn TpenoHema, onpegeneHne JHK B cockobe annTesManbHbIX KNETOK YPOreHUTanbHoro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
BbneaHas TpenoHema, onpegenermne AHK B moue (Treponema pallidum, DNA, Urine)* 275
BneaHas TpenoHema, onpesenerune AHK B cnmHHomo3rosol xuakoctu (Treponema pallidum, 275
DNA, Cerebrospinal Fluid)*
BnegHas TpenoHema, onpegeneHne AHK B cbiBopoTke kposu (Treponema pallidum, DNA, Serum)* 407
BneaHas TpenoHema, onpegenenne AHK B otaensemom (Treponema pallidum, DNA, Secretion)* 275
AHTuTena knaccos IgM 1 IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 418
IgG, Total)
BnegHas TpenoHema, onpegeneHne AHK B cockobe anuTenmanbHbix KneTok koxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BneaHas TpenoHema, onpesenermne AHK B cockobe anuTenmanbHbIX KAeTOK POTOFI0TKN 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca IgG k Treponema pallidum, BbisBAsieMble METOA0M MMMYHOBAOTTUHTa
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
BnegHas TpenoHema, onpegeneHune AHK B cockobe anmTenmanbHbIX KNeTOK KOHBHOHKTUBSI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudunnc RPR — aHTmkapauonunuHoseiin Tect (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTuTena knacca IgM k Treponema pallidum, BbisBAsieMble METOL0M MMMYHOBOTTUHTa
. . 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHka aHAPOreHHOro craTyca
A09.05.078 TectocTtepoH (Testosterone) 385
JervapoanvaHgpoctepoH-cynboat (A3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-ketoctepoungbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
FnobynunH, cesasbiBatowmnii nonosble ropMoHsbl (FCMT) (Sex Hormone-Binding Globulin, SHBG) 396
AHzpocTeHanoH (Androstenedione) 1100
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBobOAHbBI TecTocTepoH (Free Testosterone) 957
AHAPOCTEHAMON TAOKYPOHUZ (AHAPOCTaHAMON ratokypoHug) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
AvrvapotectoctepoH (AIT) (Dihydrotestosterone, DHT) 1430
Broxummna moum (pasoBas 3KCKpeLms)
Benok, pasoBas nopums Moun (C KpeaTMHUHOM U PacyeToOM HOPMaAM30BaHHOTO NO KPeaTUHUHY 286

nokasatens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)



MarHuid, pasoBasi MOpLMA MOUM (C KPeaTUHWHOM M PacUYeTOM MarHwin/KpeaTuHUH OTHOLLEHUS)

(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation) 283

MoueBas KMCN0Ta, pa3oBas MopLMs MOYK, C KPeaTUHVUHOM M Pac4eTOM HOPMaan30BaHHOTO MO 308

KpeaTVHWHY NOK-s

®ocdop, pasosas nopumns MOUM (C KPEAaTUHUHOM N PacyeTOM HOPMAaaN30BaHHOIO MO KPEaTUHUHY

nokasatens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319

calculation)

OkcanaTtbl, pa3oBas NOpLMsA MOUM (C KPeaTUHUHOM 1 PacyeToM HOPMaaN30BaHHOTO Mo

KpeaTuHWHY noka3satens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1485

calculation)

AnbBYMUVH, pa3oBas Nopums Moun (C KPeaTHMHOM WM PacyeToM asbbyMUH/KpeaTUHWH

otHowweHua) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 495

UACR)

Kanbuwmii, pazoBas nopums Moum (C KPEaTUHUHOM M PacYETOM KasbLMiA/KpeaTUHUH OTHOLLEHWS) 220

(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)

KoHueHTpauwmsa B moue (Urine Creatinine) 55
Onpegenexve cneundunyeckmx IgE: annepreHbl XXNBOTHbIX

TapakaH, IgE (Cockroach, IgE, 16) 484

Cobaka, IgE (Dog Epithelium, IgE, E2) 484

Osuga, anutenwuii, IgE (Sheep Epithelium, IgE, E81) 484

BonnwucTbili nonyraw, nepo, IgE (Budgerigar Feathers, IgE, E78) 484

CMecb annepreHoB JOMALUHMX FPbI3YHOB: ANUTENIA MOPCKOM CBUHKM, SMUTENNIA KPOMKA,
3NUTENNI XOMsKa, Kpbica, Mbilwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 1045
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuHKa, anuTtennii, IgE (Guinea Pig Epithelium, IgE, E6) 484

Kowwka, IgE (Cat Dander-Epithelium, IgE, E1) 484

Kypwua, nepo, IgE (Chicken Feathers, IgE, E85) 484
BUY-nHdekuma (Bupyc nmmyHoaedmLMTa YenoBeka)

AHtutena k BUY 1 n 2 n anturen BUY 1 n 2 (HIV Ag/Ab Combo) 319

BNY-1, onpepenerne PHK B nnasme kposu (HIV RNA, Plasma)* 14234

JNexapcTBEHHbI MOHUTOPUWHTF

3Beponumyc (Everolimus) 3630
LUuknocnopwH (Cyclosporine, Cyclosporine A, Sandimmune) 1045
TepudayHomuga, nepayHomug (Mmetaboaut) (Teriflunomide, Leflunomide metabolite) 3630
JNleBeTnpaueTtam (Levetiracetam, Keppra ®) 3740
KapbamazenwvH (GuHnencuH, Terpeton) (Carbamazepine, Tegretol) 2882
MwutoTaH, nnasma kposwu (Mitotane, o, p?-DDD, plasma) 3630
®enntonH (AndennH, AnnantuH) (Phenytoin) 1276
Takponmmyc (AaBarpad, Mporpad, Mpotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic, 1573
Tacrosel)
NamotpuaxmH (Lamotrigine) 3740
BanbnpoeBsas kucnoTta (JenakvH, KoHBynekc) (Acidum Valproicum, Depakin, Convulexs) 891
A09.05.035.002 ®eHobapbutan (JltomuHan) (Phenobarbitalum) 2882
[oHopes (rOHOKOKK)

FoHokokk, onpeaeneHne JHK B cekpete npoctathl, 3sakynste (Neisseria gonorrhoeae, DNA,

. . 275
Prostatic Fluid, Semen)*
F'oHokokk, onpegenexmne [HK B cockobe annTennanbHbix KNETOK CAN3NCTON NPAMORN KULLIKK 275
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
FoHokokk, onpeaeneHve AHK B cuHoBmansHom xuakoctn (Neisseria gonorrhoeae, DNA, Synovial 506

Fluid)*

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpeseneHne YyBCTBUTENBHOCTU K
aHTUMKKpobHbIM NpenapaTam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

loHokokk, onpegeneHve HK B cockobe anutenvanbHbIX KNeTok KOHbIOHKTMBbI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

FoHokokk, onpeaeneHve HK B cockobe anutenvanbHbix knetok potornotku (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

275

275



FoHokokk, onpegeneHve JHK B moue (Neisseria gonorrhoeae, DNA, Urine)*

FoHokoKK, onpesenerune AHK B cockobe anmTennanbHbiX KNETOK YpOreHWUTanbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

JNlaktobakTepun, naktTobaumanb

Naktobaktepun, onpegeneHune AHK B cockobe anuTennanbHbIX KNETOK YPOreHNTabHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpuamnos, nceBgomMemMbpaHO3HbIA KOANT
Pa3genbHoe onpeaeneHune TokcnHa A n TokemnHa B Clostridium difficile B kane, aHTUreHHbIN TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)
Mocee Ha knoctpuaum (Clostridium difficile, nceegomembparozHbi koaut) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpalumsaHve no MNanaHukonay ? Pap-tect
Lintonormnyeckoe nccnepoBarme briomatepurana cockoboB By/ibBbl U BAaraaunila, KpoMe LLenku
MaTku (okpawmsaHue no NanaHukonay, Pap-tecr)
LimnTonornyeckoe nccnesoBaHve bruomateprana Wwenku Matku (okpawmsaHue no ManaHukonay,
Pap-Tect) (Cytological Examination: Cervix, Pap-test)

Onpepgenenne cneuunduyeckmx IgE: bbiToBbIE annepreHsbl
JdomawHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)
Cwmecbk annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

OnpegeneHue cneumnduryecknx IgG: GbITOBbIE anNepreHsi

Knew, Dermatophagoides farinae (D2), annepreH-cneyunduueckme IgG (Dermatophagoides farinae,
IgG, D2)

JdomawHas neinb/Greer (H1), annepren-cneumdunyeckme IgG (House Dust — Greer, IgG, H1)

MneceHb Cladosporium herbarum (M2), annepren-cneumdunveckne IgG (Cladosporium herbarum,
IgG, M2)

Cwmecb annepreHoB naecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1gG)*

MneceHb Penicillium notatum (M1), annepreH-cneuyndunueckme IgG (Penicillium notatum, IgG, M1)

Knew, Dermatophagoides microceras (D3), annepreH-cneuyndunueckue IgG (Dermatophagoides
microceras, 1gG, D3)

Knew, Dermatophagoides pteronyssinus (D1), anneprex-cneumounyeckue |gG (Dermatophagoides
pteronyssinus, IgG, D1)

MneceHb Alternaria tenuis (M6), annepreH-cneunduueckue IgG (Alternaria tenuis, IgG, M6)

PenpoayKTuBHOE 340pOBbE

Hapylienuna cnepmatoreHesa: paclumperHas naHenb (AZF-pernon) (6e3 onncaHna pesynbTtaTos
BpayoM-reHeTukoMm) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without
Description))

Xouy cTaTb MaMo: OCoXHeHWs HepemMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onuncaHua pesynbtaTtoB Bpavom-reHeTvkoM) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

BpoxaeHHas runepnnasua HagnoveuHunkos, reH CYP21A2, u.m. (Gene CYP210HB, Freq. Mut.)

CKJIOHHOCTb K TPOMb03aM Npu BepeMeHHOCTU: MUHUMabHas naHenb (reHsl F2, F5) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5))

l'eHeTnyeckme dakTopbl Myxckoro 6ecnioauns (reHbl AR, CFTR; AZF-pervoH) (Genetic Factors of
Male Infertility (Genes AR, CFTR; AZF-Region))

Bo3HMKHOBEHWE N30/ IMPOBaHHbIX MOPOKOB pa3BuTUA Y naoga (reHsl MTHFR, MTRR, MTR) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR))

Xouy cTaTb MaMo: ocnoXHeHns bepemMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD))
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MpuBbIYHOE HeBblIHaLLVBaHWe 6epeMeHHOCTH, B T. Y. CKJIOHHOCTb K TpoM603am npu 6epeMeHHOCTM:
paclwmpeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 onvcaHus pesyabTaToB
BpayvomM-reHeTrkoMm) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpomboTnueckme 0CNOXHEHWSA NPU CTUMYAALUKN oByAsauun (reHbl F2, F5) (6e3 onvcaHus
pe3synbTaToB BpauoM-reHetkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))

Bo3HMKHOBEHVE N30IMPOBaHHbIX MOPOKOB pa3BuTUA y naoAa (reHsl MTHFR, MTRR, MTR) (6e3

onucaHus pesyibTaTtoB Bpayom-reHeTnkoMm) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecto3bl n peTonnavleHTapHaa HegoctatouHoCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpoMboTnUEeCKNE OCNOXKHEHWA NPU CTUMYAALMKN OBYAALMK (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TpOMbH03aM NMpu 6epeMeHHOCTU: MUHMMAJIbHas NaHenb (reHsbl F2, F5) (b6e3 onncaHms
pe3ynbTaToB BpauoM-reHeTnkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

MpuBbIYHOE HeBbIHALLUMBaHWE BePEeMEHHOCTH, B T. Y. CKJIOHHOCTb K TPOM603am npu 6epeMeHHOCTM:

pacwupeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

F'ecTo3bl U deTonnaLeHTapHas HegoctaTtouHoCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onucaHus pesynbTaTtoB Bpayom-reHeTnkoM) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHble ciyyan paka MONOYHOM xenesbl n/man smyHnkos BRCA1, BRCA2, CHEK2, NBS1

7898

11671

3003

(Hereditary Breast and/or Ovarian Cancer) 10285
OxpawwnsaHve no PomaHoBckoMy-I'Mm3se

WNccneposaHne mokpoTsl (Examination of Sputum) 825

WNccnepoBaHme TpaHccyaaToB, 3kccyaaToB, cekpetoB (Examination of Transudates, Exudates, 508

Secrets)

WNccnepoBaHus npoMbiBHbIX Bog 6poHxoB (VccnesoBaHue cMbiBoB ¢ 6poHxoB) (Examination of 649

Bronchial Washouts)

WNccnepoBaHue nyHktatoB koxu (Examination of Punctates: Skin) 649

WccnepoBaHue aHpockonmyeckoro Matepuana (Examination of Endoscopic Material) 649

A08.20.004 LuTonornyeckoe nccnefoBaHme acnmparta U3 noaocTu MaTku 660

WccnegoBaHme 3HA0CKONMYECKOrO MaTepuana Ha Haanumne Helicobacter pylori (Examination of 781

Endoscopic Material: Presence of Helicobacter pylori)

Lintonornyeckoe nccnepoBaHme matepuana, noay4eHHOro nNpu XMpypruvyecknx BMeLLaTenbCTeax u

Apyrux cpouHbix nccnegoanmsx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

XKugkoctHas uutonorus. Liutonornyeckoe nccnesoBaHve buomatepurana LWenkn MaTku
(okpawwmBaHue no MNanaHukonay, TexHonorus ThinPrep ®)*

Liutonornyeckoe ncciefoBaHme snMTenms Wenkn MaTku ¢ OnMcaHWeM no TEPMUHOIOTMYECKO
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

LinTonornueckoe nccnesoaHmne cockoba (Maska) CAM3nMCTon 06010UKM MOAOCTU HOCa (0aHa

nokanusauws) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

1320

WccnegoBaHwve BbigeneHnn U3 MoIouHOM xenesbl (Examination of Breast Discharge) 528
WNccnegoBaHme nyHKTaTOB ApPYyrux opraHoB 1 TkaHen (Examination of Punctates: Other Organs and 825
Tissues)
WccnepoBaHue otneyatka ¢ BHyTpuMatouHon cnvpanv (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
WNccnepoBaHue nyHKTaToB MOIOUHOW Xene3bl (Examination of Punctates: Breast) 649
WNccnepoBaHme cockoboB 1 0TrieuaTKoB OMyXosiel 1 onyxonenofobHbix obpasoBaHuii (Examination

. : . . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
VccneposaHme moun (Examination of Urine) 528

LinTonornyeckoe nccnefoBaHvie nyHKTaTa LWMTOBUAHON Xee3bl C ONMcaHneM Mo

TepMuHonornyeckon knaccndukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

WNccnepoBaHme cockob0B M OTMEYaTKOB C MOBEPXHOCTM KOXM U cAm3ncTbix (Examination of
Scrapings and Prints of Skin and Mucous Membranes)

WNccnegoBaHme cockoboB LUEVKN MaTKK U LiepBrKanbHOro kaHana (Examination of Scrapings: Cervix
and Cervical Canal )

429

627
Kopb
AHTuTena knacca IgM k Bupycy kopm (Anti-Measles IgM) 781



AHTuTena knacca lgG k Bupycy kopwu (Anti-Measles 1gG) 880

KneweBon aHUedanunt, BUpPYC KnelleBoro s3Huedannta

AHTUTena knacca IgG K BMpYycy knelyeBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)
IgG)

JNlabopaTtopHoe nccnesoBanne knewa ans Boissnenns PHK/AHK Bo3byautenen nibekumi,
nepejaroLLmnxca NKCOL0BbIMUN KeLamu: KJ'IELLI,EBOI7I SHUEDANINT, BOPPESTINO3 (BONE3Hb
NAVIMA), AHAMIA3MO3, SPJINXMNO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. |, Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)

AHTuTena knacca IgM k Bupycy kieweBoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

528

IgM) 671
HacnepctBeHHble 60/1€3HM 0BMeHa BELLLECTB Y HOBOPOXKAEHHbIX/CKPUHUHT «[1aTOuKa»

BIXXX-MC-MC opraHuyeckmx kucnot (cykumHmnauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949

Yacras myTtaums B reHe HADHA (Hef0CTaTOMHOCTb A/IMHHOLENOYEYHOW

3-rugpokcraumn-KoA-gerngporeHasbl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511

Dehydrogenase (LCHAD) Deficiency))

CKpUHWHT HoBOpOXAeHHbIX «[TATOYKA» (Newborn Screening "HEEL")* 5489

OnpegzeneHne akTMBHOCTW BUOTUHMAA3bI (HEA0CTaTOYHOCTL BUOTUHKAA3LI) (Biotin-Dependent 5511

Carboxylases Activity (Biotinidase Deficiency))

Yacras myTtaums B reHe GCDH (rnytaposas aunaypus tvn 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5511

Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHann3 cnekTpa opraHMYeckux KUCIOT MOUYM METOAOM ra3oBOM XpoMaTorpadum ¢

macc-crnektpomeTtpuen (FX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

YactnuHbil aHanms reHa ASS (umtpyanuHemus) (ASS Gene, Freq. Mut. (Citrullinemia)) 10483
MonHbili aHanu3 reHa GCDH (rnytaposas auuaypws un 1) (GCDH (Glutaryl-CoA Dehydrogenase)

. S 44440
Gene (Glutaric Aciduria, Type 1))
Yacras myTtaums B reHe ACADM (Hef0CTaTOMHOCTb CpeAHEeLLeNoYeyYHON AernaporeHasbl XUPHbIX
kncnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))
Yactble myTaumm B reHe FAH (tupo3unHemusa tvn 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174
Yactas myTtauums B reHe BTD (HegoctatouHocTb 6BroTMHMAa3bl) (BTD (Biotinidase Deficiency) Gene, 5511
Freq. Mut.)
MonHbi aHanms reHa FAH (tupo3sunHemus tun |) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbIn aHann3 reHa OTC (HeAOCTAaTOUYHOCTb OPHUTUHTPaHCcKapbamuaassl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
Swepmnxmos (K1weyHas nanouka, swepmxus, Escherichia coli)

MoceB Ha kuwweuHyto nanouky (Escherichia coli O157:H7, swepuxnos), onpesenerHve

YYBCTBUTENILHOCTW K aHTUMUKPOBHbIM npenapatam u Hakreprnodaram (Escherichia coli O157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuwweyHyto nanouky (Escherichia coli O157:H7, swepuxnos), onpeseneHve

YYBCTBUTENBHOCTM K aHTUMUKPOBHbLIM Npenapatam (Escherichia coli O157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

WNccnepoBaHue Ha kuweuryto nanouky (Escherichia coli O157:H7, swepwxunos), anapeiHbii

CUHAPOM, aHTUreHHbIn TecT (Escherichia coli O157:H7. One Step Rapid Immunochromotographic 1023
Assay)

ML

Bupyc nmmyHogedunumta yenoseka tmna 1, kayectseHHoe onpegenerHve PHK (Human

immunodeficiency virus, quality, RNA) B cbiBOpOTKe KpoBu 277
Mapsosupyc B19, onpeaenerne AHK 363
Pesyc-dakTop nnoga. BeiseneHme reHa RHD nioga B kposu matepu (RHD gene of the fetus in the 6105
mother's blood)

Mapsosupyc B19, onpeaenenne JHK 363
MNapsosupyc B19, onpeaenenne JHK 363

AHTUTEHHBIE TECTbI
JNernoHenna, BbifiBNEHWE aHTUrEHa B MoYe, UMMyHoxpomaTtorpadus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)
PecnnpaTtopHo-cvHLMTManbHbIn BUPYC (PC-UHdeKLUs), BbIABAEHMNE aHTUTEHA,
nmmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

Xnamuawu, BbiSIBEHWE aHTUreHa B Ma3Kax YpPOreHWTas bHOro TpakTa, UMMyHoxpomaTtorpadus

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122



FoHOpes, BbisBAEHWE aHTUreHa, MMMyHoxpoMaTorpadus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)

KamnunobakTep, gnapeliHblii CUHAPOM, BbiIBIeHWE aHTUreHa B Kase, UMMyHOXpomaTorpabus 1144
(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)

HOPOBWPYC (Norwalk virus) - agvapeiHbiii CUHAPOM, BbiBAEHWE HOpOoBMpYca reHorpynn | n |l B

kane, ummyHoxpomatorpadus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

lMHEBMOKOKK, BbiAB/IEHME aHTUTEHa B Moue, nmmyHoxpomatorpadmsa (Streptococcus pneumoniae, 1584
One step rapid immunochromotographic assay, antigen, urinae)

SHTepOBUPYC, BbiABNEHWE aHTUreHa B Kane, MMyHoxpomMaTorpadus (Enterovirus, One step rapid 1199

immunochromotographic assay, antigen, stool)
AyTOMMMYHHbIe 3a601eBaHNA KOXMU

AHTUTena knacca IgG k gecMmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2376

AHTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa)

Antibodies, Antibodies to BP Antigen 1, IgG) 2376
AHTuTena knacca IgG k 6esky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTUTena knacca IgG k gecmocomam anungepmmca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376
and Desmoglein 3, DSG3 Antibodies, IgG)
AHTUTeNa K 6asanbHON MemMbpaHe koxw, IgG (Basement membrane zone antibodies, IgG) 2222
AHTUTena knacca IgG k gecMmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376
XennkobaktepHas HbeKLMS (xenmkobakTep)
AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTena knacca IgG k Helicobacter pylori, BbisiBAsieMble METOAOM UMMYHOBAOTTUHTA 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTuTena knacca IgA « Helicobacter pylori, BbisiBAsieMble METOAOM UMMYHOBAOTTUHTA 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypeasHblii aAbixaTenbHbll TecT (??C-YAT, 13C-Urea Breath test, UBT). BoisBneHune 2308
nHdekumn Helicobacter pylori
AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 770
Tybepkynes (Mnkobaktepun Tybepkynesa)
MukobakTtepum Tybepkynesa, onpegeneHne JHK B mokpoTe (Mycobacterium tuberculosis, DNA, 649
Sputum)*
MukobakTtepumn Tybepkynesa, onpegenerune AHK B cuHoBManbHoM xungkoctv (Mycobacterium 506
tuberculosis, DNA, Synovial Fluid)*
Mukobaktepun Tybepkynesa, onpegeneHune AHK B cnmHHomo3rosom xugkoct (Mycobacterium 275
tuberculosis, DNA, Cerebrospinal Fluid)*
Mukobaktepun Tybepkynesa, onpegeneHune AHK B Boinote (Mycobacterium tuberculosis, DNA, 275
Exudate)*
MukobakTtepum Tybepkynesa, onpegeneHne JHK B cekpeTe npoctaTthbl, 3akyasTe (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTuTena knaccos IgM, IgA, 1IgG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium
) 1793
tuberculosis IgM, IgA, IgG, Total)
Mukobaktepun Tybepkynesa, onpegeneHue AHK B moye (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mukob6aktepun Tybepkynesa, onpegeneHue [IHK B ceiBopoTke kpoBu (Mycobacterium tuberculosis, 429
DNA, Serum)*
Mukobaktepum Tybepkynesa, onpegeneHune AHK B MeHcTpyanbHol kpoeu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KomMnsiekcHble MMMYHOIOTMYECKUe NCCaes0BaHNsA
Lnpkynmpytowme nmmyHHble komnaekcol (LIK) o6wume (Circulating Immune Complexes (CIC) 1188
Total)
®arouwnTapHas akTMBHOCTb NekouuntoB (Phagocytic Activity of Leucocytes) 1100
CnocobHocTb anmdoumToB K aktnauum (Lymphocyte Activation Ability) 3795
CD4+ T-aumooumnTtbl, % 1 abcontoTHoe konmyectso (T-xennepsl, CD4+ T-cells, Percent and 1507
Absolute)
AkTnBMpoBaHHble anmdountsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-ammobountbl, % 1 abcontotHoe konmyectso (CD19+ ammoounTsl, B-cells, Percent and Absolute) 1507
®eHoTUNMpOBaHWe AMMPOLNTOB (OCHOBHBIE cybnonynauun) — CD3, CD4, CD8, CD19, CD16, CD56 3795

(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)



NmmyHornobynvnbel G (nogknaceel IgG1, 1gG2, IgG3, IgG4) 13761

BeTpsiHas ocna (onoscbiBatoLWMA AnLLIai)

AHTUTena knacca IgM K BMpYycy BETPSHOW OcCrbl 1 omnoscbiBatoLero aunwas (Anti-Varicella-Zoster

Virus IgM, Anti-VZV IgM) 858

Bupyc Varicella-Zoster, onpegenenune JHK B cbiBopoTtke kposu (Varicella ZosterVirus, DNA, serum) 396

AHTUTena knacca |gG K BMpYycCy BETPAHOM OCMbl 1 onoscbkiBaroLero anwas (Anti-Varicella-Zoster 781

Virus 1gG, Anti-VZV IgG)

Bupyc Varicella-Zoster, onpegenenune [HK B cockobe annTenmanbHbiX KN1eTOK CAN3MCTON 396

potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpegenenne JHK B catoHe (VaricellaZosterVirus, DNA, saliva) 396
[v3eHTepusa bakTepranbHas, LWureanes, Wureabl

MoceB Ha MaToreHHyto KMLLeYHYH GAopY, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbLIM

npenapaTam u baktepnodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

PMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) 484

MoceB Ha naToreHHyto kuweuHnyto daopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 858

Identification)

PITA c Shigella sonnei (Shigella sonnei, IHA) 484

MoceB Ha MaToreHHyto KMLLEYHYH GAOpY, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbLIM

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067

Susceptibility Testing)

PMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

MMMyHOrVICTOXVIMVIl-IeCKVIe nccaepoBaHma

HER2/neu akcnpeccus, HER2-cTaTyc, UMMYyHOIrMCTOXMMUYeckoe nuccaepoBaxme, IFX (buomatepuman,

durKkcnpoBaHHbIn B napadpuHoBom b1oke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npeacratenbHOM Xenesbl — KOMMIEKCHOE MMMYHOTUCTOXMMUYECKOe UcCNefoBaHne C OLeHKOM

akcnpeccun: anbpa-metunaumn-KoA-pauemassl (P504S, AMACR), LMToKepaTMHOB BbICOKOTO

MonekynspHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)*

NmmyHoructoxmmmyeckoe (VIFX) nccnegosanme: gnarHoctrka anmeonponandepatmsHbIX

3aboneBaHWn (briomaTepuman, 3aKatoUeHHbIN B napaduHoBbIi 610k) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccus, IMMYHOFMCTOXUMUYECKOE UCCAe0BaHMeE: OLeHKa NpoandepaT1BHON

aKTMBHOCTM no 3kcnpeccum Ki-67 (buomatepwman, GUKcMpoBaHHbIV B popMaivHOBOM bydepe) 5599
(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

NMmyHornctoxnmmyeckas AvarHocTmka XpoHMYeCckoro sHAOMeTpUTa — BbifiBJIeHMe
nnasmaTmyeckmx knetok (CD138) (buomatepuan, pukcnpoBaHHbI B napadmHosom 6s0oke) (Chronic
Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Paraffin Block))

NmmyHoructoxmmmnyeckoe (VIFX) nccnegosanme: gnarHoctrka anmeonponandepatmsHbIX
3aboneBaHunn (briomatepuman, PUKCMPOBaHHbIN B opMannmHoBomM bydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeLienTopbl K 3CTPOreHam 1 NporectepoHy, MMYHOFUCTOXUMUYECKOEe NCCae0BaHme

(6buomatepuan, ukcmpoBaHHbIi B napaduHoBom 6aoke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

NMMmyHornctoxnMmyeckoe ncciefoBaHve mapkepa paHHen AnarHocTMKN AUCNAasmmn C BbICOKOM
CTeneHbto pucka osnokavectsaeHus: p16INK4a (6bromatepuran, GrukcMpoBaHHbIN B napapuHOBOM
6s10ke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

ViImmyHoructoxummnyeckoe (UIMX) nccneposanme: guarHocTka ructoreHesa Metactasos npu
HeyCTaHOBJ/IEHHOM NEePBUYHOM ouvare (CNeKTp MapkepoB A5 BbIABNEHWUA TKaHeBOW
npuHagnexHocTn) (bromatepuan, 3akatoueHHbIR B napapuHoBbilii 610k) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeLienTopbl K 3CTPOreHam 1 NporectepoHy, UMMYHOFMCTOXUMUYEeCKoe nccnegosanue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npeactatenbHOM Xenesbl — KOMMIEKCHOE MMMYHOTUCTOXMMUYECKOe UCCNeA0BaHMe C OLLEHKOM
akcnpeccun: anbda-metunaumn-KoA-pauemassbl (P504S, AMACR), untokepaTMHOB BbICOKOTO
MonekynapHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)
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7051



VIMMYHOTMCTOXMMMYECKOE UCCNEA0BaHME MapKepa PaHHeR ANarHoCTMKN AUCNAa3nKU C BbICOKOM

cTeneHbto pucka osnokadecteneHns: p16INK4a (buomatepuan, GukcpoBaHHbIA B GOpMasvHOBOM 4873
6ydepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,

Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

Onpegenexne HER2 ctatyca onyxoan MeTogoM MMMYHODNYOPECLEHTHOW rmbpuamsauum in situ 32626
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccusi, MMMYHOFMCTOXUMMUYECKOE UCCEeA0BaHNME: OLeHKa NpoandepaTvBHON

aKTMBHOCTM Mo 3kcnpeccum Ki-67 (buomatepwman, ukcmpoBaHHbIl B napadrHosom 6oke) (Ki-67 5599
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical

Study (Fixed Biomaterial in Paraffin Block))

VIMMyHOIrMcTOXMMMYeckas AMarHocTnka XpoHNMYeCKoro sHAOMETpUTa — BbiABEHME

nnasmaTmyeckmx knetok (CD138) (buomatepuan, GUKCUPOBaHHBIA B dopmManvHoBoM bydepe) 5500
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccus, HER2-cTaTtyc, uMMyHOrnctoxnmmnyeckoe nccnegosanue, IMX (buomatepuran

durkcnpoBaHHbIn B dopmannHosom bydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VImmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasos npum

HeyCTaHOB/IEHHOM NEPBUYHOM ouvare (CNeKkTp MapKepoB A5 BbIABNEHWUA TKAHEBOW

npuHagaexHoctn) (bromatepuan, dbukcpoBaHHbI B dopMannHoBom bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

OueHka OYyHKLUAN LLIMTOBUAHON >Kenesbl

A09.05.065 VccnepoBanme ypoBHs TupeoTponHoro ropmoHa (TTT) B kposu 363
A09.05.064 TrpokcnH obwwnii (T4 obwuin, TeTpalioATMPOHUH obwmin) (Total Thyroxine, TT4) 385
A09.05.061 TpuinoaTMpoHUH cBoboAHbIN (T3 cBoboAHbIN) (Free Triiodthyronine, FT3) 385

AHTUTENA K MMKPOCOMa/IbHOM dpakunm TnpeountoB (AT K MUKPOCOMaNbHOMY aHTUTeHY
Tnpeouutos, AT-MAT, AMAT, TpeousHble aHTUMUKPOCOMabHble aHTuTena) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 NccnepoBaHve ypoBHs cBO6oAHOTO TMpokcrHa (CT4) CbiBOPOTKN KPOBU 385

AHTUTENa K TUpeounaHol nepokcngase (AT-TMNO, MMkpocomanbHble aHTUTENa) (Anti-Thyroid 429
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTnTena k peuentopam TTT (AT K peLienTopam TMPEOTPOMHOro rOPMOHa B

cbiBOpOTKe KpoBw, AT-pTTrl) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)

AHTuTena k TMpeornobyamnny (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies, 484
Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG)

A09.05.117 Tupeornobyaun (TT) (Thyroglobulin, TG) 693
TVPOKCUMHCBA3bIBatOLLLAA CMOCOBHOCTL (MOT/IOLWEHNE TUPEOUAHBIX FOPMOHOB; UHAEKC CBA3bIBAHWS

TUPOKCUHa; UHAEKC cBobogHoro TpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)

A09.05.060 TpuiioatmpoHuH obwmin (T3 o6wmin) (Total Triiodthyronine, TT3) 385

MpoaykTbl ana ceptndurkaTos

KopoHasupyc SARS-CoV-2, onpegenerne PHK B Ma3ke CO CAM3NCTON HOCOFIOTKN U POTOFIOTKM 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)

BbICOKOTEXHONOTNYUHBIE UCCEA0BaHNS NOYBbI
MNMouBa: KOMMEeKCHas arpoxnMmyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: KOMMEKCHas ToKcMkonormyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934

OueHka dyHKUMM runodmsa

A09.05.066 ComaToTponHbI ropMoH (comatotponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 AnpeHOKOPTUKOTPOMHbI ropMoH (AKTT, kopTnkoTponuH) (Adrenocorticotropic

682
Hormone, ACTH)
ComatomeamH C (MHcyamHonogobHbIl daktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 JltoTenHmsnpytowwmin ropmoH (JI) (Luteinizing Hormone, LH) 385
MakponponaktuH (Macroprolactin)* 1188
A09.05.087 MponaktuH (Prolactin) 385
A09.05.132 ®oanvkynoctumyavpytrowwmii ropmoH (®CT) (Follicle Stimulating Hormone, FSH) 385

AyTOMMMYHHbIe NOPaXxKeHNA NeyeHu

AHTUTeNa knacca IgG K acnanoravkonpoTemHoBoMy peLentopy (aHTM-ASGPR) (Autoantibodies 1705
Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)



AnTuTena knaccos IgA, 19G, IgM K MuToxoHapUaM (AHTUMUTOXOHAPWaNbHbIe aHTUTena, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, IgG, IgM, Total)

MaHenb aHTWTEN Knacca IgG npw ayTOMMMYHHBbIX 3aboneBaHuax nederun (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52), nmmyHo6.10T (Autoimmune Disease

Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG, 3652
Immunoblotting)
AHTWTENA K MUKPOCOMaM NeyeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, 1gG+IgM+ IgA)
AHTuTena knaccos IgA, 1gG, IgM K rnagkon myckynatype, cymmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)

AyTOUMMYHHblE SHAOKPUHOMATUK: caxapHbI Anabet 1-ro Tvna
AHTUTena knacca IgG k uHcynunHy (Insulin Autoantibodies, I1AA, IgG) 671
AHTuTena k Tpo3sunHdocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, IA-2 Ab, 1705
Tyrosine Phosphatase Antibodies)
AHTuTena knacca IgG k beta-knetkam nogxenygouHol xenesbl (Anti-Islet Cell Antibodies, Islet Cell 1518
Autoantibodies, ICA)
AHTWTENa K aHTUreHaM KIeToK noaxenyaouHol xenesbl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)
AHTuTena knacca IgG k rnytamataekap6okcunase (aHTn-GAD) (Anti-GAD Antibodies, Glutamate 1749

Decarboxylase Antibodies, AT-GAD, 1gG)
NepcrHum (nepcrHmnos, ncesgoTtybepkynes)

Moces kana Ha nepcuHuu (Yersinia enterocolitica, nepcrHNO3, onpeaeneHne HyBCTBUTENbHOCTU K
aHTMMKKpPOB6HbIM NpenapaTtam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PIrA c Yersinia enterocolitica cepotmna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica 1gG) 539
AHTuTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PMrA c Yersinia enterocolitica cepotmna O:3 (Yersinia enterocolitica O:3, IHA) 484
PMrA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cncrema cBepTbIBaHMA KPOBU
PaclumpeHHoe nccnepoBaHve reHoB cMcTeMbl reMocTasa (reHel F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))
TpombouwnTapHbIn peuenTtop dmbpuHoreHa (reH ITGB3) (6e3 onvcaHus pesyibTaToB 1386

BpayoM-reHeTukom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
TpoMb603bl: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onvcaHus pesyabTaToB

BpayvomM-reHetnkoM) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

MMneparperauus TpoM60LMTOB, NoanMopdusm reHa ITGA2 ¢.759 C>T Hyperaggregation of 3036
platelets, gene polymorphism ITGA2 c.759 C>T

Tpomb0o3bl: cokpalleHHas naHesb (reHbl F2, F5) (6e3 onuncaHnsa pe3ybTaToB BpauoM-reHeTMKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

M'vnepromouucterHemus (reHbl MTHFR, MTRR, MTR) (6e3 onuvcaHus pe3ynbTaToB 5203

BpayvoM-reHeTnkoMm) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

l'vneparperauns TpoMboLmToB, NoAnMopdm3m reHa ITGA2 ¢.759 C>T (6e3 onvcaHns pe3yabTaToB

BpauoM-reHeTukoM) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

Tpombo3bi: cokpaleHHas naHens (rexbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
M'vnepromouuctenHemus (reHbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5808
MTRR, MTR))
Tpombo3bi: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe nccnepoBaHve reHoB cucTeMbl remocTasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onvcaHuns pe3yibTaToB BpayoM-reHeTukom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Jlnctepunos, ancrepun
JNuctepun, onpegenenne JHK B cninHHoMO3roBow xungkoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
JNnctepun, onpeaenerne HK B moue (Listeria monocytogenes, DNA, Urine)* 253
JNucrepun, onpegenerne AHK B cockobe anuTenmanbHbIX KNeTOK CAM3UcTon Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*



Moces Ha anctepun (Listeria monocytogenes) ¢ onpeaeneHnem YyBCTBUTENbHOCTM K
aHTUMMKPOBHBIM NpenapaTam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenenne AHK B nna3me kposu (Listeria monocytogenes, DNA, Plasma)* 231

JNucrepun, onpegenerne JHK B cockobe anutenvanbHbix KaeTok potornotku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
JNnctepun, onpegenenne JHK B cnHoBmanbHom xugkoctm (Listeria monocytogenes, DNA, Synovial

Fluid)* >06
Onpegenenne cneunduyeckmx IgE: annepreHbl NbiibLbl pacTeHni

CMmecb annepreHoB TpaBbl: KOJIOCOK AYLUNCTbIN, POXKb MHOTONETHASA, TUMObEeEeBKa, POXb

Ky/NIbTVBUPOBaHHas, byxapHuk wepctuctbi, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*

Tonons, IgE (Cottonwood, IgE, T14) 484
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 484
Tumodeeska, nbinbLa, IgE (Timothy Grass, IgE, G6) 484

CMecb annepreHoB COPHOM TpaBbl: aMOPO3U1s NOJIbIHHOANCTHASA, MOJIbIHb OObIKHOBEHHaS,
NoZOPOXHWK, Mapb benas, yeptononox pycckuii, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbinbua, IgE (Birch, IgE, T3) 484
MonbiHb 06bIKHOBEHHAS, Nbiabua, IgE (Mugwort, IgE, W6) 484
CMecb annepreHoB JepeBbeB: 0/1bXa, NelliHa 0bblkHOBEHHas, UBa, bepesa, ay6, IgE (TPI (T2, T4, 1045

T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

CMecb annepreHoB TpaBbl: eXa cObopHas, OBCAHHMLA JyroBas, PoXb MHOTONETHSAS, TUMOdeeBKa,
MATANK nyroBo, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

Mapkepbl MeTabo/iM3Ma KOCTHOW TKaHU

25-OH ButammH D o6wmin (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
Aesokeunupugunnonnd (AMNA) B moue (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737

N-TepMUHanbHbIV Nponentua npokoanareHa 1 obwuin (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-KoHLeBble TenonenTuabl koanareHa | Tvna (6eta-CrossLaps, C-TepMuHanbHbIi Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1496

OnvromepHbI MaTpUKCHBIA Benok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695

CTpenToKokKoBasa MHPeKL A (CTPenToKoKKK rpynn A n B)

MoceB Ha 6eTa-reMoIMTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae), onpezeneHve UyBCTBUTENBHOCTY K aHTUMUKPODOHBLIM NpenapaTtam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB Ha 6eTa-reMoANTUYECKNIN CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus 759

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification)

CTpenToKOKK rpynnbl B, aHTUreHHbIN TecT (Streptococcus Group B. One Step Rapid
Immunochromotographic Assay)

CTpenToKOKK rpynmbl A, aHTUreHHbIN TecT (oTAensemoe poTornoTku) (Streptococcus Group A. One
Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMoANTUYECKMIN CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus
pyogenes), onpejesieHne YyBCTBUTENBHOCTU K aHTUMUKPOOHbIM npenapatam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

1155

957

CrpenTokokk, onpegeneHune AHK B catoHe (Streptococcus spp., DNA, Saliva)* 429
MoceB Ha 6eTa-reMoMTMUECKNI CTPENTOKOKK rpynibl A (Streptococcus group A, Streptococcus

) AL 682
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CrpenTokokk, onpegeneHue [IHK B nnasme kposwu (Streptococcus spp., DNA, Plasma)* 649
CrpenTokokk, onpegeneHue [AHK B cockobe anuTennanbHbIX KNETOK poTOrioTkm (Streptococcus 429

spp., DNA, Scrape of Faucial Epithelial Cells)*

CrpenTokokk, onpeaenenne HK B mokpoTe (Streptococcus spp., DNA, Sputum)* 869

broreHHble aMUHbI

A09.28.034.001 MeTaHedprHbI GpakLMOHNPOBaHHbIE (CBOGOAHbIE M KOHBHOTMPOBAHHBIE),

24-yacoBas Mmouya (Metanephrines fractionated, free and conjugated , 24-h urine) 2486



MeTabonnTbl KaTexoNaMMHOB 1 CEPOTOHMHA, CYyTOYHAA MoYa: BaHWIUAMUHAANeBas kucnoTa (BMK),
romMoBaHWInMHoBas kncnota (MBK), 5-rugpokcmmnHgonykcycHas kucnota (5-FTMYyK)(Catecholamines

and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 2486
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepOoTOHMH B CbIBOPOTKe KpoBw (Serotonin, Serum) 2299
KatexonamuHbl (agpeHannH, HopagpeHaavH, godamuH) B mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KatexonamuHbl (agpeHannH, HopagpeHanavH, gopamunH) B nnasme kposu — KATENJ 2299
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
l'vctamuH B niasme kposu (Histamine, Plasma) 2662
MeTtaHedpurHbl GpaKkLMOHNPOBaHHbIE, pa3oBas Mouya (CBOOOAHbIE + KOHBIOIMPOBaHHbIE)
. . . . 2013
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHbl (agpeHannH, HopagpeHaavH, godamuH) B mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnuncTopxo3 (kowwaubs AByycTka, Opisthorchis felineus)
AHTuTena knacca IgG k aHTUreHam onucropxuca (Anti-Opisthorchis felineus 19G) 869
Nambanos,nambann
Nambanu (Giardia liamblia), anapenHbin cMHAPOM, aHTUreHHbIV TecT (Giardia liamblia. One Step 957
Rapid Immunochromotographic Assay)
AHTuTena knaccos IgM, 1gG, IgA k aHTureHam nambanin, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 627
IgA, Total)
Broxnmumna moum (CyTouHas 3KCKpeLua)
A09.28.027 AMWia3a B MOYe CYTOUYHOW WM MOPLMOHHOW 3a M3MepeHHoe Bpems (Anbda-amunasa,
. . 253
Amnactasa Mmoun) (Amylase, 24-Hour or Timed Urine)
Kanbumn (Ca), cytouHas moua (Calcium (Ca), 24-Hour urine) 220
Kanwii (K), Hatpuin (Na), cytouHas moua (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpoba Pebepra (KnnpeHc 3HAOreHHOro KpeaTuHWHa, CKOPOCTb KiyboukoBoW punbTpaLinm) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 'ntoko3a, cytouHas Moya (Glucose, 24-Hour urine) 165
A09.28.009 MoueBwHa, cytoyHas moua (Urea, 24-Hour urine) 165
A09.28.010 MoueBas kncnoTta, cytouHas moua (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wmin 6enok, cytouyHas Moya (Protein Total, 24-Hour urine) 143
MarHuii, cyTouHas Moya (cyTouHas akckpeums), (Magnesium, 24 h urine excretion) 330
MeTtaHedpuHbI GpakLMOHNPOBaHHbIE CBOHOAHbIE, CyTOYHaA MoYa 2079
Okcanatbl, cyTouHas Moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 AnbbymuH, cyTouHas moua (Albumin, 24-Hour urine) 352
A09.28.006 KpeatunHuH, cytouHas moda (Creatinine, 24-Hour urine) 165
®ocdop (P), cytouHas moua (Phosphorus (P), 24-Hour urine) 220
NmmyHornobyanHel obuine
A09.05.054.002 MimmyHornobynuHel knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 NimmyHornobyamHel knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 MiImmyHornobynuHel knacca G (Immunoglobulin G, 19G) 275
A09.05.054.001 NImmyHornobyamHel knacca E (06wuii IgE, nMmyHornobyanH E obwmin)
: 429
(Immunoglobulin E Total, IgE Total)
Backyautbl 1 nopaxeHus novek
AHTUTena knacca IgG k 6asanbHON MembpaHe kayboukos nouek (aHTM-BMK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AHTuTena knacca IgG k untonnasme Hevitpodmnos (AHLLA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)
AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AnTtutena knaccos IgG, IgA, IgM k peuentopy docdoamnassl A2 (PLAZR), cymmapHo 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, IgG, IgA, IgM, Total)
MaHenb aHTUTEN K @aHTUreHaM aHTUHENTPODUAbHBIX aHTUTeN (MaHesnb aHTureHos AHLLA), IgG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)
AHTuTena knacca IgG k C1qg paktopy komnnemeHTa (Anti-Complement 1q Antibodies, Anti-C1q, 1232

1gG)



AnTuTena knaccos IgG, IgA, IgM k knetkam cocyaucroro sHgoteama (HUVEC), cymmapHo
(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)

AHTuTena knacca IgG k mnenonepokcugase (aHTM-MPO) (Myeloperoxidase Antibody, MPO) 1232
APYTVE MHOEKLINI

1705

AHTWTENa K BUpYCy noavomuenuta 1-ro n 3-ro Tunos (Anti-Poliovirus serotypes 1, 3, IgG) 1595

AHTUTENa K reModuabHOM nanouke Tvna b, IgG (AHTUTeNa knacca IgG K
noanpubosunpunbutondpocdaty) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tnna b 1991
(HiB), anti-PRP Haemophilus influenzae b IgG)

Boppenno3s (6onesHb Jlarima)
AxTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi 1gG) 627

Boppenun, onpegenenne AHK B cnmHHOMO3roBo xuakoctu (Borrelia burgdorferi, DNA,

Cerebrospinal Fluid)* >06

Boppenunn, onpesenenve HK B cuHoBManbHon xunakoctn (Borrelia burgdorferi, DNA, Synovial 506

Fluid)*

AxTuTena knacca IgM k Borrelia burgdorferi, BoisBnsembie metogom BectepH-6a0T1a (Anti-Borrelia 1980

burgdorferi IgM, Western Blot (WB))

AHTuTena knacca IgG k Borrelia burgdorferi, BbisiBasieMble METOAOM UMMYHOBAOTTUHTA 2222

(Anti-Borrelia burgdorferi IgG, Immunoblot )

AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627
McrxoakTMBHbIE BeLLlecTBa B MOYe

BapbuTypatsbl B Moue (Barbiturates, Urine)* 1232

HapKoTuku 1 NCUXOTPONHblE BelwecTBa ? CKPUHUHT (KOMMAEKCHBIM aHaan3 MoYM Ha onwuarsbl,

amopeTaMmnH, MeTamdeTaMuH, KOKauH, KaHHabuHonabl U nx MetaboanTbl) (Drugs and Psychotropic 3410

Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,

Cannabinoid Metabolites, Urine)

KanHabuHongp! (MapurxyaHa) B mode (Cannabinoids (Marijuana), Urine)* 1232

JtaHon (ankoronb) B moue (Ethanol (Alcohol) Urine)* 1232

«BpegaHble NnpuBbIYKN» (AHAM3 MOYM Ha HUKOTWH, NCUXOTPONMHbIE U HAPKOTUYECKME BELLEeCTBa,

NcrXoakTUBHbIE IeKapCTBEHHbIEe Mpenapathbl (HUKOTWH; NCUXOTPONMHbIE U HAapPKOTUYeCKMe BeLLecTBa, 3608

NcrxoakTUBHbIE lekapcTBeHHble npenaparsl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants

and Psychotropic Substances, Urine)*

Onwatbl (MopdurH/repounH) B Mouye (Opiates (Morphine/Heroin), Urine)* 1232
SnwTenHa-bapp BupycHas nHdekums (Bupyc SnwreHa-bapp)

Bupyc SnwreriHa-bapp, onpeaenermne AHK B BbinoTe (EBV DNA, Exudate)* 275

Bupyc SnwreinHa-bapp, onpeaenenve AHK B cnnHHomo3srosow xugkoctv (EBV DNA, Cerebrospinal 275

Fluid)*

AHTUTena knacca IgG K KancuaHoMy aHTUreHy Bupyca SnwTeHa-bapp (Anti-EBV Viral Capsid 759

Antigens (VCA) IgG )

AHTuTENa knacca IlgG k paHHeMy aHTUreHy Bupyca dnwTteinHa-bapp (Anti-EBV Early Antigen (EA) 627

19G)

AHTuTena knacca IgG K sgepHOMY aHTUreHy Bmpyca SnwTeiHa-bapp (Anti-EBV Nuclear Antigen 528

(EBNA) IgG)

Bupyc 3nwreriHa-bapp, onpeaenenmne HK B BeHo3HoW kposu (EBV DNA, Blood)* 418

Bupyc SnwreinHa-bapp, onpegenenne AHK B citoHe (EBV DNA, Saliva)* 275

Bupyc SnwrenHa-bapp, onpeaenenve AHK B cekpete npoctatsl, 3sKynsTe (EBV DNA, Prostatic 275

Fluid, Semen)*

Bupyc 3nwreriHa-bapp, onpeaenermne AHK B cockobe anuTenmanbHbIX KIETOK CIM3UCTOM HOCa 275

(EBV DNA, Scrape of Nasal Epithelial Cells)*

Bupyc 3nwreriHa-bapp, onpeaenermne AHK B cockobe annTenmanbHbIX KAeTOK YPOreHUTaabHOro 275

TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*

AHTUTeNa knacca IgM k kancuaHOMy aHTUreHy Bupyca SnwTenHa-bapp (Anti-EBV Viral Capsid 508

Antigens (VCA) IgM )

Bupyc SnwreinHa-bapp, onpesenenve HK B cockobe anutennanbHbix knetok potornotku (EBV 275

DNA, Scrape of Faucial Epithelial Cells)*

Bupyc 3nwreriHa-bapp, konnyectBeHHoe onpegeneHve [HK B cbiBopoTke Kposu (EBV DNA, 207

Serum)*

Bupyc 3nwreliHa-bapp, onpeaenermne JHK B moue (EBV DNA, Urine)* 275

Bupyc 3nwreriHa-bapp, kauectBeHHOe onpeaeneHve JHK B cbiBopoTke kKposu (EBV DNA, Serum)* 418

OnpegeneHne cneynburyeckmx IgE: komnaekcHble annepronaHenu

MaHenb pa3Hble anneprexsl 2 2024



MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE)
MaHenb pa3Hble anneprexsb 1
MaHenb pecnupaTtopHble annepreHsl, IgE (Respiratory Panel, IgE)

MaHenb pasHble anneprexsl, IgE (Panel Different Allergens, IgE)

Anneproumn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip ImmunoCAP ISAC, 112
allergic components)

Anneproumn ALEX2, 300 anneprokoMrnoHeHTOB v 06wwmii IgE

HapyLweHuns obmeHa BeLecTs
O6wmeH ponneBoi knucnoTbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus pe3yabtaTos
BpayvoM-reHeTrkoM) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: peuenTtop ButamunHa D (reH VDR) (6€3 onvcaHus pe3yabTaToB BPa4yOM-reHeTUKOM)
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

NakTasHasa HegoctatouHocTb (reH MCM6) (Adult Lactase Deficiency (Gene MCM6)

HacneactBeHHbIVi remoxpomatos, | Tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE))

Octeonopos: peuentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene
VDR))
CvHapom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))
Ocreonopos: cokpatyeHHas naHesb (reHbl CALCR, COL1A1) (6e3 onucaHma pesynstaTos
BpayvomM-reHeTnkoMm) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1T) (without Description))
O6meH dpoanesolt kucnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR))
Octeonopo3: cokpatyeHHas naHesb (reHbl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1A1))
Octeonopos: nonHas naxenb (reHbl CALCR, COL1A1, VDR) (6e3 onuncaHunsa pesyastatos
BpayvoM-reHeTnkoM) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))
HacneactBeHHas npeapacnonoXeHHOCTb K caxapHoOMy gnabeTy 1-ro Tuna no Tpem JIokycaM reHoB
cuctembl HLA 1l knacca (reHsl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))
Octeonopo3: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR))

Ycnyru Bpaya-reHetvka
OnwncaHve pe3ynbTaToB reHeTMYecKoro TecTa 2 kateropuu cioxnoctu (NeNQ 1181T1/63, 1211T1/B3,
123rM/B3, 131rM/B3, 1411M/B63, 115IT1/B3, 1241T1/B63, 154IT1/b3) (Genetic Test Results: Description
of the 2-nd Category Complexity)
OnwucaHwne pe3ynbTaToB reHetTnyeckoro Tecta 1 kateropum cnoxxHoctu (N@Ne 720163, 761163,
701463, 125IM/B3, 7207B63) (Genetic Test Results: Description of the 1-st Category Complexity)

OnucaHune pe3ynbTatoB reHeTnyeckoro Tecta 3 kateropum cnoxkHocty (NeNQ 1221T1/63, 1291T1/B3,
120rM/B63, 137rM/B3, 138IM/B63, 153IT1/B3, 110IT1/63, 114IT1/B3, 140IT1/B3, 766163, 725863,

134IT1/63, 135T1/B3, 136[T1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnucaHune pe3ynbTaToB reHeTnyYeckoro Tecta 4 kateropum cnoxkHocty (N@NQ 1441T1/63, 1431T1/B3,
139rM/B3, 145rM/B3, 108IM1/B3, 19IT/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

NHTepdbepoHoBbIN cTaTyc (4 MokasaTtens) C onpeaeneHMeM YyBCTBUTENbHOCTY K UMMYHOMOZYASATOPam

M3onpuHo3uH (Isoprinosine)

NmmyHomake (Immunomax)

WNmmyHan (Immunal)

TumoreH (Thymogen)

MaHaBup (Panavir)

TaktneuH (Tactivinum)

NmyHodaH (Imunofan)

Monvokcngonnin (Polyoxidonium)

lanasut (Galavit)

NmyHopukc (Imunorix)

Jlvkonug (Licopid)
Tokconna3mo3s (Tokconiasma)

AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)

AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

4037
2024
4037
4037

30030

29689

5203

1386

1441
2860

1529

4994

3993

5808

4455

5203

6864

5808

1155

583

2310

5203

539
539
539
539
539
539
539
539
539
539
539

396
539



Tokconnasma, onpegenenve AHK B cbiBopoTke kpoBwu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegenerHne JHK B cnmHHOMO3roBow xuakoctn (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsumaHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegeneHune JHK B Beinote (Toxoplasma gondii, DNA, Exudate)*

Cockob anuTenranbHbIX KNeToK POTOrNOTKA

MHeBMOKOKK, onpegenerve AHK B cockobe anutennanbHbIX KNETOK poTornotku (Streptococcus
pneumoniae)

MapakoktoLw

MoceB oTAeNsseMoro poToraoTku Ha 6opaetennsl (Bordetella pertussis/parapertussis,
Kokstow/napakokatoww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

ScTporeHbl U NPOrecTVHbI
Sctpaguon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OueHka GyHKLMN KOPbl HAAMOYEYHNKOB

A09.05.135 KopTtuson (TmapokopTtnsoH) (Cortisol, Hydrocortisone)

A09.28.035 CBoboaHbIV KOPTU30/, cyToUHas Moda (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbaocTepoH (Aldosterone)
A09.05.121 PeHuWH (PeHnH nna3mbl KpoBK, Npsmoe onpegeneHune) (Direct Renin, Plasma)
KopTuzon, catoHa (Cortisol, Saliva)
OueHka dyHKLMM noyek
A09.05.230 Uucratnn C (Cystatin C)
A09.05.017 NccnepoBaHme ypOBHA MOYEBUHBI B KPOBMU
A09.05.018 MoueBas kucnota (Uric Acid)

A09.05.020 NccnepoBaHme ypOBHA KpeaTUHWHA B KPOBU

Opyrve
MUX-nccnepgosanmve p16INK4a v Ki-67

MnaueHTapHbIn dakTop pocta (PLGF)
HectepounaHble perynsaTopHble GakTopbl MOAOBbIX Xene3

WHrnéuH B (Inhibin B)

AHTMIoNepoB ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnyeckmin beta-1-rankonpotenH (TBI) (Trophoblastic beta-1-Globulin, TBG)
AHTNHOCHOAMMNAHBIA CUHAPOM
AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, IgG)

AHTuTena knacca IgM k aHHekcrHy V (Annexin V Antibodies, aAnV, IgM)

AHTuTena knaccos IgG, IgA, IgM k 6eta-2-rankonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHnTuTena knaccos IgM 1 IgG k docdoamnugam (Anti-Phospholipid Antibodies, APA, IgM, 1gG)
AHTUTENa Kk beta2ravkonpotenny IgA

AHTuTena knaccos IgG v IgM k docdaTnanncepmH-npoTPOMOMHOBOMY KOMMAEKCY, CYMMapHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM, Total)

AHTnTena knaccos IgA, IgM, 1gG k kapguonnnury, ckpmHuHr (Cardiolipin Antibodies IgA, IgM, 1gG,
aCL, Screening)

AHTuTena knaccos IgG v IgM k docdatnanncepuny (Anti-Phosphatidylserine, 19G, IgM)

AHTuTena k 6eta2ramkonpotenHy IgM

MaHenb aHTUdOCPOMNUAHBIX aHTUTES, IgG, IgM MeToAOM AOT-MMMyHOaHaNU3, KaueCTBEHHbIN TecT
B cbiBOpoOTKe kpoBw (Anti-Phospholipid Antibodies Panel)

AHTUTena knacca IgA k kapaunoavnuny (Anticardiolipin IgA, aCL IgA)

AHTUTENa K beTa2ravkonpotemnHy IgG

418

275

1045
275

495

1584

385
385

385

759

858
913
616

748
165
165
165

6050
3960

1232

1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199



AHTuTena knacca lgG k kapguoavnuny (Anticardiolipin IgG, aCL I1gG) 902

AHTuTena knacca IgM k kapanonununy (Anticardiolipin IgM, aCL IgM) 1188
Jinngpl, NMNONPOTENHbI, anoAVNONPOTENHbI

XKenuHble kncnotol (Bile Acids) 2651

AnoavnonpotenH A1 (AnonpoteunH A1, ano A1) (Apolipoprotein A1, Apo A1) 572
XonectepuH-JINOHM (XonectepnH AMNONPOTENHOB OYeHb HU3KOM naoTHocTw, JITTOHM, VLDL

Cholesterol) 407
AnonvnonpoTenH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) 429
A09.05.025 Tpuravuepwuabl (TT) (Triglycerides) 209
A09.05.004 NccnepoBaHWe YPOBHSA XONECTEPMHA IMMOMNPOTENHOB BbICOKOWM MAOTHOCTU B KPOBU 220
JlvnonpotewuH (a), /1M (a) (Lipoprotein (a), Lp (a)) 869
A09.05.028 ViccnepoBaHmne YPOBHS XONECTEPUHA IMMOMPOTEMHOB HU3KOWM MIOTHOCTU B KPOBM 165
A09.05.026 XonectepuH obwmii (XonectepuH) (Cholesterol Total) 209
XonectepuH JSIMHM (npsmoi metog) Cholesterol LDL (direct) 253
NHTepdepoHOoBLIN cTaTyc (4 nokasaTtens) ¢ onpeseNeHneM YyBCTBUTENbHOCTM K UHAYKTOpaM UHTepdEpPOHa
Heosup (Neovir) 539
AMUKCUH (Amixin) 539
LunknodpepoH (Cycloferonum) 539
Karouen (Kagocel) 539
MOHUTOPUHI BePEMEHHOCTY, BUOXMMUYECKME MapKepbl COCTOAHWSA NAoAa
AccoummpoBaHHbIl ¢ bepeMeHHOCTLIO NpoTenH-A naasmbl (Pregnancy-Associated Plasma 693
Protein-A, PAPP-A)
A09.05.090 XoproHNYeCKniA roHaZoTPONMH Yenoseka (XY, beta-XI'Y, ?-Xr4) (Human Chorionic
. 385
Gonadotropin, HCG)
CB060OAHbIN ?-XI'Y (cBOGOAHAA ?-CyObeanHMLIa XOPUOHMYECKOTO FOHaZ0TPOMNMHa Yenoseka) (Free 539
Human Chorionic Gonadotropin, Free HCG)
PRISCA2 pacuet 99
PactBopvMas fms-nogobHas TnposmHkmnHasa-1 (sFlt-1) 3377
CBobogHbIN 3cTpuon (Estriol Free, E3) 484
PRISCA1 pacuet 132
MnaueHTapHbIV NakToreH (XopuoHuueckunii comatomammotponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693
Somatomammotropin, hCS)
ObLLekNNHMYeCKMEe UCCIEA0BaHMS KPOBU
CO3 (ckopocTb oceganums sputpoumToB) (Erythrocyte Sedimentation Rate, ESR) 143

JNevikoumnTapHas dopmMyna (AnddepeHLMpoBaHHbIN NOACUYET NEVKOLMTOB, NeNKOLUTOrpamMmma) ¢
0bs3aTeNlbHOW «PYUYHON» MUKPOCKOMMe Maska Kposw (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NevikounTapHas popmyna (audpdepeHLMpPOoBaHHbIN NOACUET NENKOLMTOB, ErKoLUTOrpamma) ¢
MUKPOCKOMMWEN Maska KpOBM MPU Haanuum natonornyeckmx cAuros (Leucocyte Formula

(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of 209

Pathologic Changes)*

TpombouunTbl, MMKPOCKOMMSA (MOACHET B OKpalleHHOM Maske no metogy ®oHno) (Platelets, 275

Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wwmii aHanns kposm (OAK) (6e3 nelikounTtapHoi dopmynbl 1 COI) (General Blood Analysis, 209

without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynoumtbl (Reticulocytes) 264

OcmoTmYeckas pe3ncTeHTHOCTb 3PUTPOLMTOB 1980
NHTepdepoHOBLIN cTaTyc (4 nokasaTens) C onpeaeneHVeM YyBCTBUTENBHOCTU K NMpenapaTtamM nHtepdepoHa

WMHrapoH (Ingaron) 539

PeadepoH (Reaferonum) 539

Kokntow



AnddepeHumposaHHoe BbiseneHne [HK Bordetella species: Bordetella pertussis (Bo36yantens

Kokatowa) u Bordetella bronchiseptica (Bo3byanTens 6poHxocenTko3a) B COCKObe 3nmnTemanbHbIX

KNIETOK CIM3UCTON poTornoTku u/mam Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTena knacca lgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 891
AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891
AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BENOXMINA
Owmera-3 nHgekc (Omega-3 Index) 4774
MpokanbumToHWH (Procalcitonin) 3003
XKupHble kncnoTbl, npodunb: omera-3,-6,-9, naasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
MMmmyHorematonorus
ANNOVMMYHHbIE aHTUTeNa, BKAtoYas aHTuTena k Rh-aHTtureHy (Anti Rh) 517
A12.05.005 'pynna kposw (Blood Group, ABO) 253
Rh (C, E, ¢, e) Kell-deHotnnuposanue (Rh C (E, ¢, e) Kell-Phenotyping) 660
A12.05.006 Pesyc-npuHagnexHocTb (pesyc-daktop) (Rh-factor, Rh) 253

BbicokoTeXHONOTNYHbIE nccnegoBaHmAa BOAbl

Boga: nonHas u komnnekcHas oueHka kayectsa (Water: Complete and Comprehensive Quality

Assessment)* 19998
Boga: noso3peHne Ha 3arpsA3HeHne NpoMblLLieHHbIMK oTxogamu (Water: Suspicion Industrial Waste 14190
Contamination)*
Bopa: noso3peHmne Ha 3arps3HeHne NpoAyKTaMmn CropaHus 1 BblIbpocaMun OT aBToMarucrpanem 10483
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*
Boga: noso3peHume Ha 3arpsasHeHne bbiToBbiMM oTxogamum (Water: Suspicion Household Waste 8943
Contamination)*
Boga: cokpalyeHHas oueHka kauectsa (Water: Abridged Quality Assessment)* 9669
Boga: noso3peHne Ha n3bbITOUHOE NPUMEHeHWe peareHToB Ans Bogoounctku (Water: Suspicion 5159
Excessive Use of Chemicals for Water Treatment)*
TpuxuHennes (TpuxmHenna, Trichinella spiralis)
AHTuTena knacca IgG k aHTUreHam TpuxuHenn (Anti-Trichinella IgG) 517
CKPVHWHIOBblE UCCeA0BaHNA BOAbI
Bopa: oueHka kavectsa no 20 napametpam (Water: Quality Assessment 20 Parameters)* 4103
OnpegeneHune KOHUEHTpauUui ans 6 pagmoHykaugos (Determination of Concentration 6
. . 24673
Radionuclides)*
Pagvonoruueckue nccnegoBaHus npob NUTLEBOWM BOAbI — 6a30BbIN TECT Ha ObLLyto ?- 1 6787
?-akTmBHOCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Boga: oueHka kauvectsa no 30 napametpam (Water: Quality Assessment 30 Parameters)* 7766
OnpegeneHne KOHUEeHTpaumi ans 4 pagmonykamgos (Determination of Concentration 4
. . 16434
Radionuclides)
BonesHwn cepaua v cocysos
ApTepuanbHas runepTeHsuns, nonHas naHenb (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full 4554

Panel (Genes ACE, AGT, NOS3))

ApTepuanbHas runepTeHsuns, noaHas naHenb (redbl ACE, AGT, NOS3) (6e3 onucaHuna pesynbTatos
BpayoM-reHeTukom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))

ApTepwuanbHas rMnepTeH3ns, CBA3aHHas C HaPYLUEHNAMMW B PEHWHAHTMOTEH3MHOBOW cucTeMe (reHbl
ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuanbHas rmnepTeH3ns, CBA3aHHas C HAPYLUEHNAMMW B PEHVHAHTMOTEH3MHOBOW cucTeMe (reHbl
ACE, AGT) (6e3 onuncaHus pesynbTaToB BpayoM-reHeTnkom) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepwuanbHas rMnepTeH3ns, CBsA3aHHasn C HapyLeHnsMu B pabote sHgoTennanbHort NO-cuHTa3bl

(ren NOS3) (6e3 onucaHus pe3ynbTaTtoB BpauoM-reHeTnkom) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

|/|CC!'Ie,CI.OBaHVIe no4Ye4yHOro KamMHA

3036

AHaNn3 XMMNYECKOro cocTaBa MOYEBbIX (MOYeYHbIX) KaMHEN METOAOM MHbpakpacHOn

cnektpomeTpun (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872



AHaNM3 XMMMYECKOTO COCTaBa MOYEBbIX (MOYEUHbIX) KAMHEN METOAOM PEHTIEHOCTPYKTYPHOTO
aHanmsa (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872
analysis)

BonesHu LeHTpanbHOM HEPBHOM CUCTEMBI
MpeapacnoNoXeHHOCTb K aTepockneposy 1 bonesnn Anbureimepa (Alzheimer's Disease) 2860

OLieHKa COCTOAHUSA MHKPETOPHOW Y CEKPETOPHOM GYHKLIMK XKeNYAOUYHO-KMLLEYHOrO TpakTa

CtnmynsumoHHas npoba — lacTpun-17 (ctumyampoBarHbii) (Gastrin-17 Stimulation Test,

Gastrin-17, G-17) 1210
MencuHoreH | (Pepsinogen [) 968
A09.05.057 FactpuH (Gastrin) 682
FactponaHenb (GastroPanel) 4576
MencuHoren Il (Pepsinogen 1) 968
lenatut G BupycHas nHdekuma (Bupyc renatmta G, Hepatitis G Virus, HGV)
Bupyc renatuta G, onpegeneHune PHK B ceiBopoTke kpoBu (HGV RNA, Serum)* 660
HenHBa3uBHas oueHka dpnbposa neyeHn
®unbpoTecr (FibroTest) 11946
®nbpoMakc (FibroMax) 15268
®unbpoTecr (FibroTest) 13420
CreatoCkpuH (SteatoScreen) 6336
®dnbpoMakc (FibroMax) 17600
NASH-FibroTest 19305
NASH-FibroTest (pacueTHbii) 18832
LinToreHetnyeckme nccnesoBaHus
WNccneposaHue kapuotuna (KoanyvecTBeHHble U CTPYKTYPHbIE aHOMaANM XPOMOCOM) € 7920
06s3aTesIbHOM BbiJayel Kapuorpammei
WcenepgosaHune Kapnotuna (KoNnMYecTBeHHble U CTPYKTYpPHble aHoManunn xpomocom) (Karyotype) 7799
Kapvotun nnoga (abopTHbIN MaTepuran) 17787
OcTpble KuLieyHble MHGeKLnn
OcTpble kuweyHble nHdekunn, MUP-ckprHUHF BocbMy HakTepuanbHbIX 1 BUPYCHbIX BO3OyanTenein
o : . 1573
OCTPbIX KMLWEeYHbIX HbeKLMIA B Kane (Acute Intestinal Infections, PCR, Fecal)
SHTepoBupychl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal) 517
OcTpble kuweyHble nHbekunn, MLUP-cKpUHUHF TPEX BUPYCHbIX BO3byAnTenen, kan (Acute Intestinal
. 1243
Infections, PCR, Fecal)
®apmakoreHeTrKa
Beta-agpeHobaokaTopsl. FeH CYP2D6. ®apmakoreHetuka (beta-Adrenergic Blockers. Gene CYP2D6) 8129
Nurnbutopsl AM®, daysactatvH, 6i1okatopbl peuentopos ATl MporHo3nposaHune
HedponpoTekTMBHOro adpdekTa nHrmMbmutTopos AMP npm HeanabetTnyeckmx 3aboneBaHuUsAX.
F'eHeTMYeckme Mapkepbl 3PPEKTUBHOCTY aTEHON0Na NPU apTeprasbHON rMNepTeH3nNn ¢ 3036
runepTpoduel NeBOro XenyAouka v Tepanum GayBactaTHOM MPU NLLEMNYECKOR 6one3HM
cepaua. OnpegeneHve Hannuma NOAMMOPHU3MOB reHa aHrMOoTEeH3NH-NpeBpaLLaroLLero pepmeHTa
(ren ACE) (ACE Inhibitors, Fluvastatin, ATIlI Receptor Blockers.
MeToTpekcaT. _[eHeTuueckne Mapkepbl MOBbILLEHHOTO PUCKa Pa3BUTUS MOBOUHBIX peakuuii npu
npueme meToTpekcata Ha GOHe NeyeHna peBMaToMAHOro apTputa. MeToTpekcaT: HapyLleHue
MeTabonunsma GonveBoli Kucaotel. OnpeaeneHne HaaMumna NOANMOPPU3MOB reHOB pepMeHTOB 5808
peakunii donatHoro umkna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism
MapoTuT annaemMmyecknii
AHTuTena knacca IgG k BMpycy anugeMmyeckoro napotuta (Anti-Mumps 1gG) 781
AHTUTena knacca IgM k Bupycy anvgemumyeckoro napotuta (Anti-Mumps IgM) 781
Mna3ma kposu (SA4TA)
MHeBMoKOKK, onpegenerne AHK B nnasme kposu (Streptococcus pneumoniae, DNA) 495

Kanbuuii-perynvpytoLime ropMoHbl

KanbumtoHuH (Calcitonin) 946



A09.05.058 MapatupeownaHbli ropMoH (MapaTtropmoH, napatupuH, MTI) (Parathyroid Hormone,
PTH)

IXMHOKOKKO3 (3xMHOKOKKW, Echinococcus spp.)
AHTUTena knacca IgG k aHTUreHam axmHokokka (Anti-Echinococcus IgG)
[Jv3eHTepus amebHas, amebunas
AHTUTena knacca IgG K aHTUreHaMm guseHTepuitHol amebebl (Anti-Entamoeba histolytica 1gG)
lenatut D BupycHasa nHdekumsa (Bupyc renatmta D, Hepatitis D Virus, HDV)
AHTuTena knaccos IgM u IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpesenenne PHK B cbiBopoTke kposu (HDV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)
Acnepruanes

Mnecexb Aspergillus fumigatus (M3), annepren-crneunduueckue IgG (Aspergillus fumigatus, 1gG,
M3)

BakTepoungHas dnopa

Baktepougbl, onpegenenve AHK B cockobe anntennanbHbix KNETOK YPOreHUTasbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

FenaTtnt A BUpycHaa nHdekuua (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTuTena knacca IgG k Bupycy renatmta A (Anti-HAV IgG)
Bupyc renatuta A, onpegenerve PHK B cbiBopoTke kposu (HAV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatmuta A (Anti-HAV IgM)

lapaHepennes (rapaHepenna)

FapaHepenna, onpeaeneHune HK B cockobe anuTenmanbHbIX KN€TOK yPOreHnTanbHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

FapaHepenna, onpegeneHne AHK B cekpeTe npoctaTtbl, 3skynsTte (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

FapgHepenna, onpeaenerHve JHK B moue (Gardnerella vaginalis, DNA, Urine)*
AyTOMMMYHHble 3ab0neBaHNA Nerkmx 1 cepaLia

AKTVMBHOCTb aHIMOTEH3MH-NpeBpaLlatollero depmenTa (AMP) cbiBOpoTKM KPpOoBK (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HIM) B cbiBopoTke kposu (Neopterin, Serum)

AHTuTena knacca IgG K cepaeuHom Myckynatype (MMokapay), aHTUMUOKapAWabHble aHTUTeNa
(Anti-Heart Antibodies, 1gG)

OLeHKa 3HAOKPUHHON GYHKLMM NOAXKENYA0HHOW Xenesbl
HOMA-G pacueT nHgekca (Npwv BbINOAHEHWUM F1FHOKO3bl U3 Cepoii NPOBUpPKH)
HOMA-IR pacuet nHaekca
A09.05.056.001 MpouHcyauH (Proinsulin)
C-nentug (C-Peptide)
A09.05.056 NHcyanH (Insulin)

Kamnunobaktepnos, kamnuaobakrep

Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial

Identification)

PoTaBupycHasa nHdpekLma (potTasBmpyc)

PoTaBupyc (Rotavirus), suaperiHblin cMHAPOM, aHTUreHHbIV TecT (Rotavirus Direct Detection by Latex

Agglutination)

FemMaTonorMyeckme nccaesoBaHus
SnekTpodopes remornobuHa. FfemornobuHonatum

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegeneHne JHK B cockobe anuTenmanbHbix kaetok koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwko3bl (NapasuTapHble rpubbl — gepMaTopuTbI)

Mapa3utapHble rpnbbl, MMKPOCKONMYeckoe uccnepoBaHme npob Horten (Fungal Infections of Nails)

Mapa3utapHble rpnbbl, MUKPOCKONMYeckoe nccnepoBaHne npob koxu (Fungal Infections of Skin)
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NMMyHHBbIe TpOMbBOLMTONEHNM
AHTUTENa knacca K IgG TpomboumTam, Henpsmon TecT (Platelet Antibodies IgG, Indirect) 3278

CanbmoHennbl (Tnd bprolwHowm, napatnd, canbmoHennes, Salmonella spp.)

PITA c Salmonella gr.A (Salmonella gr.A, IHA) 484
PMTA c Salmonella gr.B (Salmonella gr.B, IHA) 484
AHTuTena k Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA) 484
AHTtuTena k Salmonella typhi, PMT'A (Salmonella typhi Antibodies, IHA) 616
PMrA c Salmonella O-komnekc (Salmonella O-antigens, IHA) 484
PMTA c Salmonella gr.D (Salmonella gr.D, IHA) 484
PMrA c Salmonella gr.C (Salmonella gr.C, IHA) 484
CrpoHrunnongos
AHTUTena knacca IgG K aHTUreHaM cTpoHruaomgosa (Anti-Strongyloides stercoralis 1gG) 990

PukkeTcnos, TMd CcbinHOM (PUKKETCUN)

PMIA c cbiNHOTUO3HBIM AMarHocTMkyMoMm pukketcuii Mpoeaveka (Rickettsia prowazekii, IHA) 484
MnurmeHTbI

A09.05.021 NccnepoBaHve ypoBHA 06LLero buapybuHa B Kposu 165

A09.05.022 ViccnepoBaHme ypoBHS CBOBOAHOTO U CBA3aHHOTO buanpybrHa B KPOBU 165
AHM3aKMA03

AHTWTena K aHTUreHaM Hematog poga Anisakis 1IgG 814

AnoTepus (andTepurintHas nanouka)

AHTUTena knacca IgG k gndTepuintHomy aHaTokcmHy (Anti-Diphtheria Toxoid 1gG) 990

MoceB Ha gnoTepumto (Corynebacterium diphtheriae Culture) 759
VIMMyHHble dakTopbl becnioans

AHTUTENa aHTUCNepManbHble B criepme (Anti-Spermatozoa Antibodies, ASA, Semen) 1419

AHTVTeNa aHTMCNepMasibHble B CbIBOPOTKE KpoBW (Anti-Spermatozoa Antibodies, ASA, Serum) 1045
FenaTut E BUpycHas nHdekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM) 891

AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV 1gG) 891
OnpegeneHue cneunduyecknx IgG: annepreHbl SXMBOTHbIX

Cobaka, anutennii (E2), annepreH-cneunduueckue IgG (Dog Epithelium, I1gG, E2) 572

Kowka, anutennin (E1), annepreH-cneunduyeckme IgG (Cat Dander-Epithelium, 1gG, E1) 572
MokpoTa, CMbIBbI, laBaXKHasA XXNAKOCTb

MHeBMokoKK, onpeaenerve AHK B MokpoTe (Streptococcus pneumoniae, DNA) 495

AZeHoBUpYyCHasa MHPeKLMA

AHTuTena knacca IgG k ageHoBumpycy (Anti-Adenovirus 1gG) 781

AHTUTena knacca IgA k ageHosupycy (Anti-Adenovirus IgA) 781
CntoHa

MHeBMoKOKK, onpeaenenve AHK B catoHe (Streptococcus pneumoniae, DNA) 495

Tokcokapo3 (Tokcokapa, Toxocara canis)

AHTuTena knacca IgG k aHTMreHam Tokcokap (Anti-Toxocara 1gG) 517
AHIPO®JIOP

AHzpodnop, nccnegoBaHne MUKPodAOpPbI YPOreHUTaNbHOrO TpakTa My>KUnH B cockobe

3MUTENNaNbHbIX KNETOK yporeHuTanbHoro TpakTa (Androflor® REAL-TIME PCR Detection Kit, the 2838

study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)
Angpodnop CkpuH, uccnegoBaHe MUKPOGAOPbI YPOreHWUTa bHOMO TpakTa My>UMH B cOCKObe
3NWTEeNNanbHbIX KNETok yporeHutanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,
the study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

1991



BonesHu xenyaoUYHO-KMLLEYHOrO TpakTa

BonesHb KpoHa (reHsl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AyTOI/IMMyHHbIe 3HAOKPpUHONAaTUN: Nnopa>xeHne Haagno4Ye4yHMKOB, ayTOMMMYHHaA Natoorna roHaj

AHTuTena knaccos IgA, IgM, 1gG K TkaHW AnYHKKa (@aHTMOBapUWabHble aHTUTeNa), CYMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AnTtutena knaccos IgA, IgM, 1gG k cteponanpogyumpyowmnm knetkam Hagnodeyxmka (ACIK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,
Total)

AHTuTena knaccos IgA, IgM, 1gG k cTeponanpoayLMpPYOLWMM KaeTKam anyvka, CyMMapHO
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCADb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

CucTtema feToKcmKaLmMm KCeHOBMOTMKOB M KaHLLEPOreHOB
LunTtoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHIUT, MEHUHIOKOKK

MoceB Ha MEHUHTOKOKKM, ONpeZeaeHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbLIM Npenapartam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTUOKCUAAHTHbBIN CTaTyC
AHTUOKCUAAHTHBIN cTaTyc (ObWMiA aHTHOKCUAaHTHBIN cTaTyc) (Total Antioxidant Status, TAS)
Onpegenenne cneuuduyeckmx IgE: npodeccmoHanbHble annepreHsl
Narekc, IgE (Latex, 1gG, K82)
Ackapvgo3
AHTuTeNa knacca IgG k aHTUreHam ackapua (Anti-Ascaris lumbricoides 1gG)
Jemogeko3 (knew, gemogekc, Demodex folliculorum, Demodex brevis)
WNccnepoBaHune Ha Hannuve knelwa aemogekc (Demodex folliculorum, Demodex brevis)

KOHch'I bTaLlA roTOBbIX NpenapaToB

KoHcybTaLms rotToBbIX LUTONOrMYEcKUX npenapaTos (ogHo ctekso) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTUTENa K aHTUreHam Kutalickon ayyctkin Clonorchis sinensis IgG
lepnec-Bupyc yenoseka 8 Tmna

AHTuTena knacca lgG k repnecsmpycy yenoseka 8 trna (Anti-HHV-8 IgG)

YCnyrm Nno NoJiy4yeHUo pesyabtaTa O6CﬂeAOBaHMH

Bblgaua pe3ynbTaToB Ha aHIIMIACKOM A3bike (MEepPeBOZ Pe3y/ibTaToB Ha aHMINACKNA
A3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsauusa asputponoasa
SpwuTtponoatuH (Erythropoetin)

FOpPMOHbI XXMPOBOW TKaHW
JNlenTtuH (Leptin)

KpunTtocnopnanos, sogaHuncran guapes (KpMNntocnopuanv napeym)

KpunTtocnopuaun napeym (Cryptosporidium parvum), AvapenHbli CUHAPOM, aHTUTEHHBbIN TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-"MMOTPONHBIV BUPYC

AHTuTena knacca IgG k T-ammdoTtponHomy Bupycy yenoseka Tvna 1 u 2 tunos (Anti-HTLV-1, 2 1gG

)

NHTepdepoHoBbIN cTaTyc
WNccnepoBaHue nHTepdepoHoBoro ctatyca (Study of Interferon Status)
KomnaekcHble nccnegosaHms

OueHka aHaporeHHoro ctatyca (Assessment of Androgen Status)

XKeHcknii ropMoHanbHbIA NPodub: ANCOYHKLMA SUUHNKOB, HapyLWEHUs MEHCTPYabHOTO LiMKna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)
JKeHckuii ropMoHanbHbIN NPOdUb: ANCHYHKLMA AUUHUKOB, HaPYLLEHUS MEHCTPYaIbHOIO LiMkna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

ButamuH D 1 MnHepanbHbii 06MeH (MepekpecTok)
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BeretapuaHupbl

MogroToBka Kk 6epeMeHHOCTU: OLleHKa BUTaMWHHOTO cTaTyca
XKvpopacTsoprMble BUTaMUHbI

Mpodunb BeraHbl «MUHMMaNbHbIN»

Mpodunb BeraHbl «ba3oBbIn»

Mpodunb BeraHbl «PacluMpeHHbI»

Xupo- 1 BogopacTBOpUMbIE BUTAMUHbI

OP3, OPBU (Hacmopk, Kalenb, 6osb B rope) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

WNccneposaHme komnnekcHoe «Cekc B 6onblIOM ropoge: 6 nHdekuuii (aHanns Kposu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

WNccnepoBaHne komnaekcHoe «Cekc B 60/1bLIOM ropoge: 6 MHeKLnin (@Hanms Kposu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

Boawn B cycTaBax: paciumpeHHoe obcnegosanme (Joint Pain: Extended Survey)

Ecam B nnaHax pebeHok

Xouy cTaTb MaMoW: KOMMNIeKCHOe obcnesoBaHVe NpU NiaHWpoBaHUK HepeMeHHocTh (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-obcnepoBaHmve ans My>xxunH (VIP-Survey for Men)

VIP-obcnepoBaHme ans xeHwmH (VIP-Survey for Women)

OueHka UMMYHHOrO OTBeTa K AeTckuM MHPekumam (Pediatric Infections: Immune Response)
AHTuTena knaccos IgM u IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, IgG)
TORCH-uHpekuun (ToRCH-Infections)

BepemeHHocTb: | TpuMecTp (1-13 Hepenwn) (Pregnancy: First Trimester (1-13 Weeks) )

BUY, cndunnnc, renatutel B u C (HIV, Syphilis, Hepatitis B, C)

WNccneposaHne komnaekcHoe «Cekc B 60/1bLIOM ropoge: 8 MHPeKUMin + Ma3ok Ha MUKpodopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemerHocTb: Il Tpumectp (ot 29-30 Hepenb) (Pregnancy: Third Trimester (29-30 Weeks) )

WNcenepoBaHune komnnekcHoe «Cekc B 6osbLioM ropoge: 14 nHbekumii + Ma3ok Ha Mukpodaopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MoaroTtoBka kK 6epemMeHHOCTM: 6a30BbIi

l'emocTasnorpamma (koarysorpamma) paclumpeHnHas (Hemostasiogram (coagulogram), extended
Ob6cnenoBaHve neyeHu: paclwmpeHHoe (Survey of Liver: Extended )

FocnuTanvsaums B TepaneBTMUecknin ctaumoHap (Hospitalization in Therapeutic Hospital)

FocnuTanvsaums B XMpyprudeckuin ctaumoHap (Hospitalization in Surgical Hospital)

Focnutanvsaums B XMpypruyeckmii ctaumoHap: paclumpeHHoe obcnegoBaHue (Hospitalization in
Surgical Hospital: Extended Survey)

«Mos 3z0poBas HaHs» (My Healthy Nurse)

OueHka pucka paka smuHukos no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
aAropuTM pacyeTa pUcka 3Mn1TeManbHOro paka AVYHMKOB) (415 XeHLWMH A0 MeHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHka pucka paka amyHmkos no anropntMy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropuTM pacyeTa pucka anuTeananbHoOro paka AMYHUKOB) (A8 XXeHLWMH nocae meHonays3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MONOYHOW enesbl — KOMMIEKCHbIA MMYHOTUCTOXMMMNYECKNA Npoduib (bromaTepuran,
durKcnpoBaHHbIN B popmanuHosom bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MO0OYHOM Xenesbl — KOMMAEKCHbI UMMYHOTUCTOXUMUYECKUI Npoduab (briomatepuan,
dukcmpoBaHHbIN B NapaduHosom Haoke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTUCTOXMMMYECKMIA CKPUHWHT paka LWenky MaTKn — UCCIeAoBaHMe ABYX MapKepoB Ans
paHHel 4MarHOCTUKM ANCMAE3UM C BBICOKOW CTemneHbo pucka o3nokadecteaeHns: p16INK4a +
Ki-67 (briomatepuan, drkcnmpoBaHHbIn B napaduHosom baoke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))
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VIMMYHOTMCTOXMMUYECKMIA CKPUHWHT paka LWenky MaTKn — UCCIeAoBaHMe BYX MapKepoB Ans
paHHel AMarHOCTUKM ANCMAA3UM C BBICOKOW CTemeHbo pucka o3nokadecteaeHns: p16INK4a +
Ki-67 (briomatepuan, dbukcnposaHHbIn B popmanmHosom bydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTaboM3Ma KOCTHOW TKaHW U prcka OCTeOMNopo3a: pacliMpeHHoe obcaesoBaHne
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIN CKPUHUHT Tprucomuid: | pumectp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbIN cKpUHUHT Tprucomuid: |l Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 NemocTta3sunorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

MpobaemMbl HEBbIHALLMBAHWSA: ayTOMMMYHHbIN npoduab (Miscarriage: Autoimmune Profile)
MMmmyHonornyeckoe obcnesoBaHme paclumpeHHoe (Immunological Survey Extended)
Ob6cnenoBaHme neyeHu: CKpUHUHT (Survey of Liver: Screening)

B03.016.004 Broxumms kposw: 6a30BbIli Npoduib

Supersport ba3oBbii

Broxmmus KpoBW: MUHUMabHbIN Npoduab (Serum Biochemistry: Minimum)

Supersport OnTMManbHbIN

Broxumus kposu: paclumpeHHbIi npodunb (Serum Biochemistry: Extended Profile)

340pOB Tl — 30pOBa CTpaHa: exerogHoe npodunakTnyeckoe obcnegosanue (o 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunaktnyeckoe obcnesoaHmve (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepeg aveTon: gonoaHutenbHoe obcnegoBaHme (Survey Before Diet: Additional )
Supersport MpoABUHYTbIN

benkosas gmeta

Ob6cnepoBaHme nouvek: pacumpeHHoe (Survey of Kidneys: Extended )

KoHTponb anaberta: pacwmpeHrHsbiin (Diabetes Control: Extended)

TokcmuHble MUKpo3neMeHTbl B Bosiocax (Toxic Trace Elements, Hair)

TOKCMUHBIE 1 3CCEHUMANbHBbIE MUKPO3/IeMeHThI B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

Bo/IbLION CKPUHWHF 3n1emeHTHOro coctaBa Bosoc (Elemental Composition of Hair: Screening )

ScceHumanbHble (KN3HEHHO HEOHXOAUMBIE) N TOKCUYHbIE MUKPO3eMeHTbl B Moye (Essential Vital
Elements, Toxic Trace Elements, Urine)

TokcmuHble MUKpo3neMeHTbl B HOrTsax (Toxic Trace Elements, Nails)

ToKCMUHbIE 1 3CCEHUMAbHBbIE MUKPO3ieMeHThl B HOrTax (Toxic Trace Elements, Essential Vital
Elements, Nails)

BonbLUION CKPUMHMHT 3n1emMeHTHOro cocTaBa HorTel (Elemental Composition of Nails: Screening )
MaHenb KpynHokneTouHas nmmpoma

MaHenb JIMMPoMa 13 KNETOK MaHTUIAHOWM 30HbI

MNaHenb Jlumdoma bepkumta

MNaHenb ®onnnkynapHas aumdoma

MNaHenb AnddysHan B-kpynHokneTouHas aMMmdpoma

MaHens MANIT-numboma

AHanusbl ana geTckoro caga v wkonbl (Testing for Kindergarten and School)

3p0poBbiv pebeHok: ans aetent ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnepoBaHme novek: CKpUHUHT (Survey of Kidneys: Screening)

Moparpa

MaHenb NcTnHHaa noanuyutemms

MaHenb MepBnYHbIA M1enodpnbdpo3

MaHenb ScceHumanbHas TpombouuTemMns

MaHenb XpoHnueckuii munenoneinkos (Panel Chronic myelogenous leukemia, CML)

8613
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1287
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12078
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2200
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4928

5159
7513
4059
2200
3542
1782

3399

5940

2860

1782

3399

5940
26455
26455
26455
26455
26455
36300

1738

726

957

979
20350
19140
19140
13090



MaHenb MMNep303MHOPUABLHBIN CUHAPOM

MaHenb Octpble IMMbO6AaCTHbIE NENKO3bI

JNlabopaTopHas AnarHoCTUKa rmnepaHaporeHeMmm

OueHka ropMoHanbHOro cTaTyca Npw HapyLLUEeHWW MEHCTPYaIbHOTO LiMKAa

CKpUHWHT Bonie3Hel coeanHuTenbHOM TkaHn (AT k DHA, aHTUHYKNeapHbIA dakTop (AHD))
AnddepeHumanbHas guarHoctnka CKB n apyrux peBmatuveckunx 3abonesanmnin (AT k
HYK/1e0COMaM, aHTVHYyKeapHbI dakTop (AHD))

[JnarHocTuka rpaHynemMaTosHbIX BaCKyUTOB (aHTUHYyKeapHbIl dakTop (AH®), AT k uutonnasme
Hentpodunos (AHLLA/pANCA, cANCA), IgG)

JmnarHoctuka BTOPMYHOro aHTupochonnnuaHoro cuHapoma (AH®, AT k kapguoaunury, IgG, IgM)
[lvarHocTnka ayToUMMYHHOTO MOpaXkeHWs Noyek (aHTUHYKAeapHbI dpakTop (AHD), AT k
6a3anbHON MeMbpaHe kiyboukoB nouek, AT k uutonnasme Hentpodunos (AHLUA/PANCA, cANCA),
19G)

CunctemHas KpacHas BosdaHka, obcnegosaHue (AT k Hykneocomam, AT K kapgauonununy, IgG; AT k
Kapanonnnuny, IgM; aHTuHykneapHbIi daktop (AH®D))

AHTUdOCHONMNUAHBIA CUHAPOM, Pa3BEPHYTOe cepoornyeckoe nccnegosanme (AH®; AT k
Kapavonununy, 1gG, IgM; AT k 6eTta-2-rankonpoTenHy 1)

Bonun B cyctaBax: ckpuHuHr (Arthralgia: screening test)
CKPVHWHT ayTOMMMYHHOTO nopaxeHus neyeHn (Autoimmune Liver Disease: Screening)

ApTpuUTbl NpU peBMaTnyeckux 3aboneeanHusx (Rheumatic arthritises)

AHTUTena Kk kopoHasupycy SARS-CoV-2, IgM (kauectBeHHOe onpegenenune) u IgG
(konnuectBeHHOe onpeaeneHue) (Anti-SARS-CoV-2, IgM/IgG)

Mpodunb «[narHoctvka bynnesHblix gepmaTtozos (AT kK gecMocomam snmaepmmca, AT k 6asanbHoM

mMembpaHe koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENa K KopoHaBmpycy SARS-CoV-2, IgM v I1gG (Abbott)

AHTUTena Kk kopoHaBupycy SARS-CoV-2, IgM (kavectBeHHOe onpegeneHune) un IgG
(konnuectBeHHOe onpeaeneHme) (Anti-SARS-CoV-2, IgM/IgG)

LnToBuaHas xenesa: paclumpeHHoe obcnegoanuve (Thyroid Gland: Extended Survey)
LnToBuaHas xenesa: paciumpeHHoe obcnegoanme (Thyroid Gland: Extended Survey)
LLnToBuaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)

[Anabet: ayTonMmyHHble Mapkepsbl (Diabetes: Autoimmune Markers)

PeBmatomaHbiv apTpuT (Rheumatoid arthritis).

AHTuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 1gG)
[AwvarHoctuka 6bicTponporpeccupytowero rnomepynoHedputa (AT k 6a3anbHol MembpaHe
knyboukos nouek, AT k umtonnasme Hentpodunos (AHLIA/pANCA, cANCA), IgG)

CepogmarHoctvika ayToMMMYHHOTO racTpuTa U nepHMLmno3Hon aHemun (AT K napueTanbHbIM
Knetkam xxenygka; AT K BHyTpeHHeMy pakTopy KacTna)

Mpodunb «CnctemHas kpacHaa BonyaHka (CKB), MoHWUTOpMHT akTnBHOCTM (aHTU-ac-AHK IgG, C3,
C4 koMmnoHeHTbl KoMMnemMeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Lennakus, ceponornyeckuii cKpuHuHT (AT Kk aHgOMM3MIO, IgA; AT K AeamMnAnpPOBaHHbIM NenTuaam
ranaguHa, IgG; IgA obu.)

[AwvarHoctuka uenvakmm: HenepeHocMmocTb 6enka 3nakoB (ratoteHa) (Coeliac Disease: Gluten
Intolerance)

AT K kapavnoavnnuny, IgG, IgM

AHTndochonmnuaHeli cuHapom (ADC), nabopatopHble kputepum (Antiphospholipid Syndrome,
APS)

CepoguarHoctrka 6onesHm KpoHa v Hecneuuduueckoro ssseHHoro koamta (HAK) (AHLLA/pANCA,
cANCA, IgG; AHLLA/ANCA, IgA; ASCA, IgG, IgA)

BocnanutenbHble Muokapavnonatum (AT k mutoxoHapuaM (AMA), AT K cepaeyHon MyckynaTtype)
Lenvakus, ceponornyeckas gmarHoctvka (AT K sHAoMM3MIO, IgA; AT K TKaHEBOW TpaHCrayTamunHase,
IgA, 1gG; IgA obw.)

AHTUTENa K CTEPOUANPOAYLIMPYIOLWMM KAETKaM PenpoAyKTMBHbIX TKaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprua Ha nuwesble NpoaykTbl (Food Allergy)
JmnnaHbii npodunb: paclumpeHHbIn He HaTowak (Lipid Profile: Extended )

Jvnnaxeii npodunb: paclumperHbin (Lipid Profile: Extended )
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2904
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2959

8965
2904
2904



MNaHenb "Actma/puHunT getn” IgE, ImmunoCAP

MaHenb "Sk3ema” IgE, ImmunoCAP

ApTepuanbHas runepTeH3uns, CBsA3aHHas ¢ HapyLweHUsMu B paboTe aHgoTennansHoi NO-cuHTa3bl
(ren NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHunT B3pocabie” IgE, ImmunoCAP

WNccnepoBaHme komnnekcHoe «Cekc B 60n1bLIoM ropoge: 12 nHdpekumin + KBM (yporeHnTanbHbIR
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPVHUHT paka ek MaTKu

Mporpamma ckpuHWHra paka wweku matku — onpegenerune AHK BMY u umtonornyeckoe
nccnepoBaHne cockoba LWelikn MaTKu U LiepBUKabHOrO KaHana MeTOA0M XNAKOCTHOM
uutonormm*

HelipoTponHble BUTaMUHbI
BogopacteopvMble BUTAMUHBI

MuTaHWe, NckaoUatoLLee KpacHOEe MACO
[AwvarHoctuka aHemuin (Diagnosis of Anemia)

[AwvarHoctuka aHemuin (Diagnosis of Anemia)

MpodunakTuka 3aboneBaHnii cepaLa 1 COCyioB 1 MX ocnoxHeHui (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHne bepeMeHHOCT: JnarHoCTUKa yporeHuTanbHblx MHdekLuii (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepep aveTol: MMHUManbHoe obcnesoBaHue (Survey Before Diet: Minimum )

Mpobnembl Beca (MepBrUHOe 0bCes0BaHMe 340P0BbA NaLMEHTOB C HapyLlueHnamu Beca) (Weight
Problems: Primary Survey)

Kpacorta 3g0poBoi koxu (Healthy skin beauty)

E)KEFOAHaﬂ I'Ipoq)l/lflaKTI/IKaZ MUHMUMaNbHbIN CKPUHWHT

OLeHKa MHCYNIMHOPE3UCTEHTHOCTU: TIH0KO3a (HaToLak), MHCYANH (HaToLak), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnaekc nccnegoanuii "Mpobaembl Beca: METabONNUECKUA CUHAPOM (CKPUHWHTOBOE
nepBMYHOe BbifBAeHMe)" BkatovaeT nabopaTopHble UccaefoBaHUA: TPUTAMLEPWAbI, XONECTePUH
o6wmi, xonectepuH MBI, xonectepun NIMHI, ratoko3a; ycnyrv no GyHKLMOHaNbHON AMarHOCTUKe
1 aHTPOMOMETPUN: N3MePeHMe apTepnanbHOro AaBaeHuns, usmepeHne okpyxxHoctu Taaun (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[AwvarHoctuka octeonopo3a (Diagnosis of Osteoporosis)

OHkopuck xeHckuin: werika maTtkm (Women's Oncorisk: Cervix )
Anneprua Ha XXMBOTHbIX, Nblib, NaeceHb (Allergy to Animals, Dust, Mold)
MoarotoBka K 6epeMeHHOCTU: CKPbITbIA AedULKT Xee3a

CubHble BONOCHI, Kpenkune HOrTH, bapxaTtHas koxa (Strong hair and nails, velvet skin)

MuVKpO3/1eMeHTbI B CbIBOPOTKE KPOBU M BEHO3HOW KPOoBW: cKpUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprus Ha naeceHb (Mold Allergy)
Anneprusa Ha pacteHus (Plant Allergy )

MMmmyHonornyeckoe obcnesoBarme ckpuHuHrosoe (Immunological Survey, Screening)

My>kckoe 6ecnnoame (reHbl AR, CFTR; AZF-pervioH; kapuotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe becnnoane n ocnoxHeHne bepemeHHocT (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapuoTun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

TOKCUYHblE MUKPO3NIEMEHTBI (TAXE/ble MeTabl) B BeHO3HOMN KpoBK (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka kKamHeobpa3oBaHWSA - IMTOTEHHbIE CyBCTaHLMM MOUW, CyTOUHas MoYa (KanbLuui,
MarHuin, docdop, okcanaTbl, MOYEBAS KNCAOTA, KPEATUHUH CYyTOYHOW MOYUM C PacHETOM CyTOUHOM
3KCKpeuunn)

OueHka pucka kamHeobpa3oBaHWs - IMTOTEHHblE CybCTaHLMM MOYK, pa3oBas NopLMA MOUK
(kanbuuii, MarHuniA, docdop, okcanatbl, MOUEBAsA KNCAOTA, KPEATUHNH PAa30BON NOPLIMN MOUM, C
pac4yeToM HOPMaaN30BaHHbIX MO KPeaTUHWHY NokasaTtesein)

OueHka ckopocTy KiyboukoBow punbTpauum y geten no popmyae LLsapua, KpeaTMHWH
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KnyboukoBas dunbtpauus, pacyet no dopmyne CKD-EPI — kpeatnHuH (Estimated Glomerular 176
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6wwmMin (KAMHNYECKWNIA) aHaIN3 KPOBU pa3BepHyTbIN 462

BepemeHHocTb: Il TpumecTp (14-28 Hegenn) (Pregnancy: Second Trimester (14-28 Weeks)) 836

KnuHnuecknin aHanns Kposwm: 06wwmii aHanms, nerikodopmyna, CO (c 06a3aTeNbHON «pyYHON»

Mukpockonuveit maska kposw) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula, 649

ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHbIe dCCeHLmanbHble ()KI/I.?,HEHHO HeobXoAnMble) MUKPO3/IEMEHTbI B CbIBOPOTKE KPOBU 1375
(Essential Vital Elements, Essential Trace Elements, Serum)

HapyweHus cnepmatoreHesa, 6 mapképos (Mvkpoaeneunn nokyca AZF) (Spermatogenesis 5071

disorders (6 AZF))

HapyweHus cnepmatoreHesa: paclumperHas naHens (AZF-pernon) (Impairment of 11407

Spermatogenesis: Full Panel (AZF-Region))
KomnnekcHoe nccnefosaHmne Ang MCNosb30BaHUA B MArHOCTUKe pacCeaHHOro ckaeposa:

onpegeneHne OAUroKIoHaNbHOro IgG (IMKBOP, CbIBOPOTKA) U CBOBOAHBIX IETKUX Liemnein 5830
UMMYHOTN06YIMHOB (1MKBOP)

HacneactseHHaa npeApacnoioXeHHOCTb K Lienakum no nokycam reHos cuctembl HLA |l knacca 6864
(DQA1, DQBT)

Onpegenenne reHoTuna pesyc-daktopa (RH factor Genotype) 10901
Mwukpockonus 1 noces Ha nNapasuTapHble rpmbbl (koxa) (Parasitic Fungi, Microscopy and Culture 1727
(skin))

Mwukpockonus 1 noceB Ha NapasuTapHble rpmbel (Hortn) (Parasitic Fungi, Microscopy and Culture 1727
(nails))

MencuHorensl | 1 1l c pacyetom cooTHowweHus (MencuHoreH I/MencuHoren Il) (Pepsinogen 2002
I/Pepsinogen Il, PG1/PG2)

Mapkepbl pucka npeakaamncuu: sklt-1, PIGF, cooTHoweHme sFit-1/PIGF 6468

MoceB Ha MVKOM/Ia3My M ypearnasmsbl, ONpegeneHme YyBCTBUTENbHOCTU K @aHTUMUKPOBHBIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOpWCK MY>KCKOW: NpeacTaTesibHas xene3a (Male oncologic risk: prostate) 957
A09.05.120.001 AnbsocTepoH-peHHoBOe cooTHoweHwue (Aldosterone-Renin Ratio, ARR) 1408
KomnoHeHTbl cuctembl komniemenTa C3, C4 (Complement components C3, C4) 792
Manenb "CradpmnokokkoBble 3HTepoToKcuHbI", IgE, ImMmunoCAP 2332
B03.016.005 JinnugHein npoduab: ckpuHuHr (Lipid Profile: Screening) 770
TpombouwnTapHbii peuentop ¢mnbpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
JivinuaHbii npoduab: CKPUHUHT He HaTowak (Lipid Profile: Screening) 770
KnyboukoBas ¢unbtpaums, pacuet no dopmyne CKD-EPI — unctatuH C (Estimated Glomerular 792

Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

,ﬂ,l/laFHOCTI/I Ka NepBUYHbIX I/IMMyHOAeq)I/ILI.I/ITOB

WNceneposanune TREC 1 KREC ans gnarHoctmkv UMMyHOAepULNTOB 5313
MpodocmoTpbl

Boponasebl
Meproanyecknii MegNUMHCKUA OCMOTP paboTHMKOB No npukasy M3 PO N2 291 ot 28.01.2021 r. . 10500
19.1
MeproanYecknii MeaULMHCKUA OCMOTP Bogo1a3a no npukasy M3 PO NQ 29+ ot 28.01.2021 . 15000
(nepBmyYHbIN) N. 5.1; n.5.2; n. 19.1
Meproanyecknin MeanLIMHCKUA OCMOTP BOZAoa3a Mo npukasy M3 PO N2 29+ ot 28.01.2021 1. 12070
(noBTOpHBbIN, Bo3pacT oT 40neT) n. 5.1; n.5.2; n. 19.1
Mepuoanyecknii MeaNLMHCKUIA OCMOTP Bogo1a3a no npukasy M3 PO N2 29+ ot 28.01.2021 . 11570
(noBTOpHLIN, Bo3pacT go 40 net) n. 5.1; n.5.2; n. 19.1

[Mpoune
Mepuoanyecknii/NpesBapuTeNbHbIN MEAULIMHCKMIA OCMOTP 2000
Meproanyecknin MeanLMHCKUA OCMOTP 4800

Meproanyecknin MeanLMHCKUA OCMOTP 6800



