VYTBEPXIAIO
HEKIOP OO0 BAPC"

MpeiickypaHT ot 25.10.2024r.

HanmeHoBaHue LieHa

Ycnyrn HaHomepuka

J'Iyquaﬂ ANarHoCTunKa

Bbigaua aybavikata 3aknroueHus (mpotokon nccnegoBanns KT/MPT ¢ 3aknr0UeHNEM Y CHUMKWN) 400
A06.30.002.001 OnucaHue n nHTepnpetauma KT 1100
ApxvBupoBaHue gaHHbix Ha aguck (MPT, KT, peHTreH, mammorpadwms) 300
PeHtreHonnexka (MPT, KT, mammorpadus) 700
A06.30.002.002 OnucaHune n nHtepnpetauma MPT 1100
A06.30.002 OnuvcaHre 1 HTeprpeTaLmsa peHTreHorpaduueckmx N3o06paxkeHunin 700
B01.039.001 Mpuém (0CMOTpP, KOHCYIbTaL M) Bpaya-peHTreHo10ra NepBuYHbIi 1900
B01.039.002 Mpwuém (0CMOTpP, KOHCYNbTaLMA) Bpaya-peHTreHo10ra MOBTOPHBIV 1600

KomnbtoTepHas Tomorpadus

Fonosa
A06.23.004 KomnbroTepHasa Tomorpadumsa yepena/ronoBHOro Mo3ra HaTUBHOE UCCef0BaHVe 2700
A06.23.005.006 KomnbtoTepHasa Tomorpadpua Yepena/roloBHOIO Mo3ra C BHYTPUBEHHBIM 8700
KOHTPacTUpOBaHMeEM
A06.08.007.003 CnupanbHasa KoMnbloTepHasa ToMorpadusa NpuaaToYHbIX Nasyx Hoca 2700
A06.08.007.004 KomnbroTepHasa ToMorpadua NnpuaaToUHbIX Nasyx HOCa € BHYTPUBEHHbIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.25.003 KomnbtoTepHas TomMmorpadums BUCOUHOM KOCTH 2700
A06.25.003.002 KomnbtoTepHas ToMorpadusi BUCOUHOW KOCTW C BHYTPVMBEHHbIM HO/IHOCHBIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006 KomnbtoTepHas Tomorpadusa raasHuLb 2700
A06.26.006.001 KomnbroTepHas ToMorpadus rnasHuLbl C BHYyTPUBEHHBIM GOMHOCHBIM 8700
KOHTpacTUpoBaHuem
A06.23.004.007 KomnbroTepHasa ToMmorpadus cocyA0B rol0BHOrO MO3ra C BHYTPMBEHHbIM 8700
60t0CHBIM KOHPaCTUPOBaHNEM
A06.08.007.002 KomnbroTepHas ToMorpadpus ropTaHn ¢ BHyTPYBEHHbIM 601H0CHbIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006.001 KomnbrotepHasa Tomorpadumsa rnasHuupbl (C KOHTpacTupoBaHem) 4000
LWes
KomnbtoTepHas Tomorpadums aHrmorpadus sKCTpakpaHanbHbIX apTepUii ¢ 8700
KOHpacTVpoBaHuem
A06.08.009.002 KomnbtoTepHas ToMorpadpus Len ¢ BHyTPMBEHHbIM 60H0CHbBIM 8700
KOHTpacTupoBaHuem
lpyaHas knetka
A06.09.005 KomnbtoTepHas Tomorpadus opraHoB rpyAHOM NOA0CTY 2700
A06.09.005.002 KomnbtoTepHas Tomorpadus opraHoB rpyAHON Noa0CTU C BHYTPUBEHHbIM 8700
60NtOCHBIM KOHTPACTUPOBAHUEM
A06.11.004 KomnbtoTepHas Tomorpadus cpefocTeHms 2700
A06.11.004.001 KomnbroTepHas ToMorpadus cpesocTeHns C BHYTPMBEHHbLIM 60AFOCHBIM 8700

KOHTpacTUpOBaHWEM

BptowHas nonoctb, konoHorpadus v Tas

A06.30.005 KomnbtoTepHas Tomorpaduvs opraHoB HprOLLHON MO0CTY 3600



A06.30.005.003 KomnbtoTepHas Tomorpadus opraHoB 6pHOLLHON MNONOCTU C BHYTPUBEHHbIM

8700
60NHOCHBIM KOHTPACTUPOBAHUEM
3abproLLIMHHOE MPOCTPaHCTBO
A06.28.009 KomnbtoTepHaa Tomorpadus noyek n Hagno4e4yHnKos 3600
A06.28.009.001 KomnbroTepHas ToMorpadus noyek 1 BEPXHUX MOUYEBBLIBOASALLMUX NyTEN C 8700
BHYTPMBEHHbIM BOIFOCHBIM KOHTPaCTMPOBaHWEM
A06.30.007 KomnbtoTepHas TomMmorpadms 3abprollIMHHOIO NPOCTPaHCTBa 3600
A06.30.007.002 KomnbroTepHas ToMorpadus 3abprolIMHHOIO NPOCTPAHCTBA C BHYTPUBEHHbIM 8700
60/10CHBbIM KOHTPaCTUPOBaHNEM
A06.30.005.001 KomnbtoTepHas Tomorpadus 6proLHON NOAOCTY 1 3aBPHOLWLMHHOIO 8700
npocTpaHCcTBa
KocTHo-MblIlweyHas cnctema (MO3BOHOUHMK)
A06.03.021.001 KomnbtoTepHas Tomorpadus BepxHeil KOHEUHOCTU 2700
A06.03.021.002 KomnbtoTepHas ToMorpapusa BepxHeit KOHEUYHOCTU C BHYTPUBEHHBIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.03.021.001 KomnbtoTepHas ToMorpapus KOCTHO-MbILLIEYHON CUCTEMBI 2 CEFMEHTOB (2 3600
CyCTaBOB, 2 OTAE/0B KOHEYHOCTW, 2 OTAE/IOB MO3BOHOYHMKA) HaTUBHOE NCCefOBaHNe
A06.03.021.002 KomnbtoTepHas ToMorpadus KOCTHO-MbILLIEYHON CUCTEMBI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAeNa KOHEYHOCTeN, 2 OTAEeN0B NMO3BOHOYHMKA) C KOHTPACTMPOBaHMEM
A06.03.036.001 KomnbtoTepHas ToMOrpadust HUXKHen KOHeUHOCTH 2700
A06.03.036.002 KomnbroTepHas ToMorpadus HUKHENKOHEYHOCTU C BHYTPVBEHHbIM 8700
60Nt0CHbIM KOHTPaCTUpPOBaHNEM
A06.03.058 KomnbtoTepHasa Tomorpaduma NO3BOHOYHWUKA (OAWH OTAeN) 2700
A06.03.058.003 KomnbroTepHas ToMorpadpus No3BOHOUHNKA € BHYTPUBEHHbLIM 60HOCHBIM 8700
KOHTpacTUpOBaHMeM (OAMH OTAeN)
A06.03.062 KomnbrotepHasa Tomorpadumsa Koctu 2700
A06.04.020 KomnbtoTepHas Tomorpadumsa BUCOUHO-HUXKHEYUETIOCTHbIX CYyCTaBOB 2700
A06.04.017 KomnbtoTepHas Tomorpadusa cyctaBa 2700
Manbii Ta3
KomnbtoTepHas ToMorpapus opraHoB Masioro Tasa HaTUBHOE nccaefoBaHne 2700
KomnbroTepHas ToMorpadus opraHoB Masioro Tasa ¢ KOHTPAcTPOBaHWEM 8700
Cocygpbl
A06.12.052 KomnbrotepHo-Tomorpaduyeckas aHrnorpadumsa aopTbl 8700
A06.12.053 KomnbtoTepHO-TOMOrpaduueckas aHrmorpapus CocysoB HUXHMUX KOHEUHOCTeN 8700
A06.12.050 KomnbtoTepHo-ToMOrpaduueckas aHrmorpadus oAHOW aHaTOMUYeckon obnactu 8700
A06.12.054 KomnbtoTepHO-TOMOrpadpuyeckas aHrmorpadus cocysoB BEPXHUX KOHEUHOCTEN 8700
A06.12.055 KomnbroTepHo-TOMOrpaduyeckas aHrnorpaduma cocyoB Tasa 8700
A06.12.057 KomnbtoTepHo-TOMOrpadmyeckas aHrmorpadumsa NEro4HbIX COCyA0B 8700
A06.12.058 KomnbtoTepHo-TOMOrpaduryeckas aHrnorpadus bpaxmouedasnbHbix apTepuin 8700
A06.12.001.001 KomnbroTepHO-TOMOrpadunyeckas aHrmorpadus rpysHon aopTsl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduyeckas aHrmorpadus 6prowHOM aopThbl 8700
A06.23.004.007 KomnbtoTepHasa Tomorpadumsa coCyA0B roJOBHOr0O MO3ra C BHYTPUBEHHbBIM 8700
60NtOCHBIM KOHTPACTUPOBaHNEM
Cepaue
A06.10.009 KomnbtoTepHasa Tomorpadusa cepaua (C onpeseseHneM KOPOHapHOTro KanbLus) 3600
A06.10.006.001 KomnbtoTepHO-TOMOrpaduryeckas KopoHaporpadpus 12900
A06.10.006.001 KomnbtoTepHasa Tomorpadumsa neBoro npeacepAns n NErovHbIX BeH 12900
MarHuTHO-pe3oHaHCHas ToMorpadus
Fonosa
A05.23.009 MPT ronosHoro mosra 3400
A05.23.009.001 MPT ronoBHOro Mo3ra € KOHTPacTUpOBaHWEM 7800

A05.12.004 MP aptepuorpadpus (ogHa obnactb) 3400



A05.12.005 MP BeHorpadus (ogHa obnactb) 3400

MP aHrnorpadwva aptepuu 1 BeHbl FONOBHOIO MO3ra € KOHTPacTUpPOBaHMEM 7800
MP aHrnorpadua aptepum ronoBHOro MO3ra ¢ KOHTPacTMpOBaHVEM 7800
A05.22.002.001 MPT rnnodusa ¢ KOHTpacTMpoBaHNeM 7150
A05.26.008.001 MPT rnasHuL, C KOHTPaCTMPOBaHMEM 7800
A05.08.001 MPT 0KONOHOCOBbIX Nasyx 3400
A05.26.008 MPT rna3sHuubl 3400
A05.22.002 MPT runodwusa 3400
A05.04.001 MPT BMCOYHO-HMXXHEYENHOCTHbIX CYyCTaBOB 5500
A05.30.008 MPT kpaHuoBepTebpanbHOro nepexosa 3400
A05.23.009.004 MarHuTHO-pe3oHaHcHaa aAnddysna ronoBHOro Mosra 3400
A05.23.009.008 MarH1THO-pe30oHaHCHasa aHrnorpadus MHTpakapHWanbHbIX COCY0B 3400

CnvHa
A05.04.001 MPT kpecTLOBO-MOAB3A0LHOIO COUYNEHEHNA 3400
A05.30.008 MPT wem 3400
A05.03.002 MPT rpyaHoro oTtgena 3400
A05.03.002 MPT nosicHM4HOro otaena 3400
A05.03.002 MPT konumkoBoOro otgena 3400
A05.03.002.001 MPT rpyaHoro otgena ¢ KOHTPacTMpPOBaHWeEM 7800
A05.30.008.001 MPT wwewn c KOHTpacTUpOBaHNEM 7800
A05.03.002.001 MPT nosicHU4YHOro oTAesa C KOHTPacTUpoOBaHNEM 7800
A05.03.002.001 MPT konunKoBOro oTaena C KOHTPacTMpPOBaHNEM 7800
A05.23.009.010 MPT cnnHHOro mo3ra (oaunH oTtaen) 3400
A05.23.009.011 MPT cnnHHOro Mo3ra ¢ KOHTpacTupoBaHWeM (OANH OTAeN) 7800
A05.23.009.013 MarHuTHO-pe3oHaHcHaa anddysma CNMHHOro Mo3sra (OANH OTAenN) 3400
A05.23.009.016 MarHuUTHO-pe3oHaHcHas ToMorpadus CMMHHOro Mo3ra Ga3oBOKOTpPaCTHas 7800
(oanH otaen)

BHyTpeHHWe opraHbl
MPT neyeHn n >XenuHbIX NPOTOKOB C KOHTpacTuposaHueM (MprumMoBucr) 15400
A05.30.005 MPT opraHoB 6ptoLLHON NONOCTH 4400
A05.30.007 MPT 3abptoLIMHHOro NpocTpaHcTBa 4400
A05.30.005.001 MPT opraHoB 6pHOLLIHOM NOAOCTU C BHYTPUBEHHBIM KOHTPACTUPOBaHUEM 7800
A05.30.007.001 MPT 3a6ptOLUMHHHOIO NPOCTPAHCTBA C BHYTPUBEHHBIM KOHTPaCTMpPOBaHMEM 7800
A05.22.001 MarHnTHO-pe3oHaHCcHas ToMorpadua HagnoYeYHNKOB 4400
A05.22.001.001 MarH1THO-pe3oHaHCcHaa ToMorpadua HaANoOYeYHNKOB C KOHTPACTMpPOBaHMEM 7800
A05.14.002 MP xonaHrvnorpadus 7800
A05.15.001 MPT nogyenyaouHoM xenesbl 3850
A05.15.002 MP xonaHrnonaHkpeatorpadums 4400
A05.28.002 MP nouek 3400
A05.28.002.001 MarHuUTHO-pe3oHaHcHaa ToMorpadua noyek ¢ KOTPacTMpOBaHMEM 7800

Manblin Ta3 My>XCKOW
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbIM KOHTPaCTUPOBaHNEM 7800
A05.30.004 MPT opraHOB Manoro Tasa 4400
A05.21.001 MPT MOLLOHKHM 4400
MPT Masnoro Ta3a (My>CKOW)+MOLUOHKa HaTUBHOE UCCNeAoBaHne 7700

A05.21.001.001 MPT MOLIOHKM C KOHTPaCTMPOBaHMEM 7800



Manbli Ta3 XXeHCKUin
A05.30.004.001 MPT opraHoB Masioro Tasa C BHYTPUBEHHbIM KOHTPacTUpOBaHNEM 7800
A05.30.004 MPT opraHoB mManoro Tasa 4400

MPT aHopekTasbHOM 06aacTy

A05.30.004 MPT AHOPEKTAJ/IbHOWI (MEPUAHAIBHOW) OBIACTVI (aHanbHbIN kaHan,
HapY>XHbIN 1 BHYTPEHHWI aHabHbIN COUHKTEP, 1IeBaTOp aHyca, Me3opeKkTabHas KaeTyaTka, 4400
NMGOy3bl, Nepuprpuveckme Markme TkaHm)

Cycrasbl
A05.04.001 MPI ofHOro cyVCTaBa (nnequof/'l,vnOKTeBoM, KUCTb, ly4e3ansicTHbIN, 3850
Ta306eapeHHbIN, KONEHHbI, TONEHOCTOMHbINM, CTONa) HaTUBHOE NCcCaefoBaHNe
A05.30.011.002 MPT kuctn 3850
A05.30.012.002 MPT cTonbl 3850
Msarkue TkaHu
A05.30.010 MPT MArkux TkaHein ronosbl 4400
A05.01.002 MPT MArkux TkaHew 4400
A05.01.001 MPT MArkux TkaHei ¢ KOHTPacTUpPOBaHNEM 7800
A05.30.010.001 MPT MArkux TkaHei ronosbl C BHyTPEHHUM KOHTpPacTUpOBaHUEM 7800
A05.08.002 MarH1UTHO-pe3oHaHcHasa ToMorpadpua ropTaHornoTKu 4400
A05.08.004 MarHuTHO-pe3oHaHCcHas ToMorpadus HOCOPOTOTOTKM 4400
KOMTIJIEKCbl MCCNEAOBAHNM
A05.03.002 MPT ronoBHOro Mo3ra+apTepun rol0BHOIO MO3ra+ BeHbl FONIOBHOrO MO3ra 7700
HaTVBHOE UCCNeA0BaHME
MPT ronoBHOro Mo3ra+apTepuin roJOBHOIO MO3ra HaTUBHOE NCCIef0BaHMeE 5500
MPT ronoBHOro Mmo3sra+BeH roOJIOBHOro MO3ra HaTUBHOE NUCCaef0BaHme 5500
MPT ronoBHOro Mo3ra+ LUeNHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE UCCNef0BaHNe 5500
MPT komnnekc: WerHOro otaena NO3BOHOYHMKA + FPYAHOrO OTAeNa MO3BOHOYHMKA + 7700
NOACHWYHOrO OTAe/1a NO3BOHOYHMKA
MPT ronoBHOro Mo3ra+ apTepuu roJOBHOrO MO3ra+LWenHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE 7700
nccnepoBaHne
MPT ronoBHoOro Mo3ra + nasyxu HaTMBHOE UccaefoBaHue 4950
MPT ronoBHoOro mo3sra + opbuTbl HaTUBHOE MCCeL0BaHNE 4950
MPT NOACHWYHBIA OTAEN NO3BOHOYHUKA + Ta306eApeHHOro cycTaBa 5500
A05.03.002 MPT nosicHM4HOro oTAeia NO3BOHOUHMKA + KOMYMKOBOIO OTAe/1a MO3BOHOYHMKA 4950
MPT apTtepuu ronoBHOro Mosra + apTepuu Len HaTMBHOE nccaejoBaHme 4950
MPT 6ptolHOM NOMOCTN + 3aBPHOLLIMHHOMO NPOCTPAHCTBA 7700
MPT ronoBHoro mo3sra + runodus HaTUBHOe nccaegoBaHve 4950
MPT wenHoOro oTaena NO3BOHOYHMKA + apTEPUU LIENHOTO OTAE/Ia MO3BOHOYHMWKA 4950
MP arvorpadus aptepuii ronosHoro mo3ra + MP aHrnorpadus BeH roJoBHOro Mo3ra 5500
PeHTtreH
A06.30.008 ®uctynorpadus 1500
lonosa
A06.08.003 PeHTreHorpadua npmaaToyHbIX Nasyx Hoca 1300
PeHTreHorpadua Hocornotku 1300
PeHTtreHorpadus koctelt Hoca B 2 Npoekumsx 1300
A06.08.003.002 PeHTreHorpadus n106HOM nasyxwu 1300
A06.08.003.002 PeHTreHorpadus raiMopoBbIX Nasyx 1300
A06.03.005 PeHTreHorpadus Bcero uepena, B 04HON nan 6onee Npoekumsx 1300
A06.03.056 PeHTreHorpadus koctei AMLeBOro ckeneta 1300

A06.04.001 PeHTreHorpadusa BUCOYHO-HUXKHEYENFOCTHOrO CycTaBa 1300



A06.26.001 PeHTreHorpaduma rnasHuLbl
A06.07.008 PeHTreHorpadus BepxHein 4entoctn B KOCOM NpoekLmun
A06.07.009 PeHTreHorpadus HMXHeN Yentoct B HG0KOBOW NpoeKLmm
A06.25.002 PeHTreHorpaus BUCOUHOM KOCTU
A06.25.002.001 PeHTreHorpadumsa cocLeBUAHbBIX OTPOCTKOB

Les

A06.03.010 PeHTreHorpadus wenHoro otaena No3BOHOYHMKA

PeHTreHorpacdus weHoOro otaena NO3BOHOUHMKA B 3 MPOeKUMAX GYHKLMOHAIbHBIMU
npobamu (npsmMas 1 6okosas)

lpysHOW oTAen
A06.03.013 PeHTtreHorpaduma rpyaHOro otgena No3BOHOYHMKA
A06.03.019 PeHTreHorpadus no3BOHOUHMKa C PYHKLIMOHANBHBIMW Npobamu
A06.03.014 PeHTreHorpadus rpygHoOro 1 noacHMYHOro oTAesia MO3BOHOYHMKA
MoscHULA 1 KPeCTLLOBO-KOMUYNKOBbIN OTAeN

A06.03.015 PeHTtreHorpadus NoSACHNYHOrO OTZAeNa MO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOSCHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOeKUmsX ¢ GYHKLMOHANbHLIMY
npobamu

A06.03.017 PeHtreHorpaduma kpecTLa 1 Konymka
A06.03.016 PeHTreHorpadms NosCHUYHOIO 1 KPECTLLOBOro OTAes1a NO3BOHOUHMKa
A06.03.017.001 PeHTreHorpaduma kpecTua
A06.03.017.002 PeHTreHorpadumsa konymka
Pykun
A06.04.013 PeHTtreHorpadus akpoMmanbHO-KJOUYNYHOTO COUEHEHNS
PeHTtreHorpadums koctelt npeaneybs B 2 NPoeKkLmax
A06.04.010 PeHTreHorpaduma nneveBoro cycrasa
A06.03.028 PeHTreHorpadus naeyeBor Koctu
A06.04.003 PeHTtreHorpadua NOKTeBOro cycraea
A06.03.029 PeHTreHorpadms JOKTEBON M SlyU4eBOW KOCTM
A06.04.004 PeHTtreHorpadumsa nyyesansacTHOro cycraBa
A06.03.026 PeHTtreHorpadumsa nonatku
A06.03.032 PeHTtreHorpadumsa kuctu
PeHTreHorpadusa 2 kuctein B npamon NnpoekLmm
A06.03.035 PeHtreHorpaduma 1 nanbua Knctm
A06.03.021 PeHTreHorpa¢us BepxHei KOHEUHOCTM
A06.03.030 PeHTreHorpadpusa 3anacrba
A06.03.027 PeHTreHorpadus rooBky NaeyeBoin KOCTu
A06.03.031 PeHTtreHorpadumsa nactu
A06.03.033 PeHTtreHorpadua danaHr nanbLeB KNCTH
Horn
A06.04.005 PeHTtreHorpadua KoseHHOro cycraBsa
PeHTreHorpadumsa 2 KoneHHbIX CycTaBoOB B NPAMOM npoekuun (Ha 1 cHUMKe)
PeHTreHorpadus 2 Tazo6espeHHbIX CYCTaBOB B MOJIOXeHMM JlaysHLITelHa
A06.03.042 PeHTreHorpadus roioBkM U ek 6espeHHON KOCTH
PeHTreHorpadus KocTei roneHn B 2 NpoekLuax
A06.04.012 PeHTreHorpadus roneHoCTONHOro cycraBa
A06.03.053 PeHTtreHorpadumsa ctonbl B 2 NpoeKLAx

PeHTreHorpadua NATOYHON KOCTU B MPAMOW NPOEKLIMM

1300
1300
1300
1300
1300

1300

2300

1300
2200
2200

1300

2300

1300
2200
1300
1300

1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300

1300
1000
1300
1300
1300
1300
1300
1300



A06.03.050 PeHTreHorpaduns naTouHom Koctu

PeHTreHorpadumsa nATOUYHbIX KOCTEN B 6OKOBOM NpoeKuun

PeHTreHorpadwus cTon Ha NPOAO/bHOE NAOCKOCTONUE € GU3NYECKON Harpy3Kow B 2
NpPoeKLMsX

A06.03.036 PeHTreHorpadus HUXHEN KOHEYHOCTM
A06.03.048 PeHTreHorpadua NoAbIKKM
A06.03.054 PeHTtreHorpaduma GanaHr nanbLieB HOTU
A06.03.055 PeHTreHorpadus 1 nasbLia CTonbl B OAHOW NPOEKLUn
A06.04.011 PeHTreHorpadus TazobespeHHOro cycraBa
A06.03.043 PeHTreHorpadus 6eapeHHON KOCTH
A06.03.045 PeHTtreHorpadua HagKoNeHHMKa
A06.03.046 PeHTreHorpadus 60/bLIoN 6epLOBON 1 Manon 6epLOBOMA KOCTeH
A06.03.049 PeHTreHorpadpua npesnitocHbl
A06.03.051 PeHTtreHorpadus natocHbl 1 GanaHr nanbLeB CTOMbI
A06.03.052 PeHTtreHorpadwmsa ctonbl B 1 npoekuumn
A06.03.053.001 PeHTreHorpadus ctonbl ¢ GyHKLMOHANBHON Harpy3Kom
BprowHaa nonoctb
A06.30.004.001 O630pHas peHTreHorpadusa opraHoB HPIOLLHON NONOCTY
PeHTren nuwesopa c 6aprem
3abpHolMHHOE MPOCTPAHCTBO U HOTU
A06.28.001 PeHTreHorpadus noyek n MOYEBbIBOAALLMX MyTeEN
PeHTreHorpadwusa 2 cton B NpsAMon NpoekLmm
A06.28.002 BHyTpmBeHHas yporpadus
lpyaHasa knetka
PeHTreHorpadusa opraHoB rpyaHon knetkv B 1 npoekunm (063opHas)
PeHTreHorpadua opraHoB rpysHON KNETKM B 2 MPOEKLUM
A06.03.023 PeHTreHorpadpus pebpa(ep)
A06.03.024 PeHTreHorpadusa rpyaunHsl
A06.04.014 PeHTtreHorpadumsa rpyaAvHHO-KAOUYMYHOTO COUNEHEHUS
A06.03.022 PeHTreHorpaduma kaoumLb
A06.09.007 PeHTtreHorpadumsa nérkmnx
Ta3
PeHTreHorpadunsa KpecTuo0BO-NoOAB30LWHOrO COUYNEHEHNA
PeHTreHorpa¢us kocTteit Tasa ¢ Ta306epeHHbIMU CycTaBamu
PeHTreHorpadus TazobegpeHHoro cyctaea B 1 npoekuum
PeHTreHorpadus TazobespeHHOro cyctaBa B 2 Npoekumsx
Mammorpadus
A06.20.004 Mammorpadus
A06.20.004 Mammorpadumsa 2 MONOYHbIX >Kenes
A06.20.008 ToMoCnHTE3 MONIOUYHbIX Xene3 (1 MosiouHas xenesa)
A06.20.008 TOMOCMHTE3 MONOYHBIX >Kene3
Hesponorus
Mprémbl
B01.023.001 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-HEBPOJIOra NePBUYHbIN
B01.023.002 Mprem (0cMOTp, KOHCYIbTaLMs) Bpaya-HEBPOOra MOBTOPHbIA

MaHunynauun

1300
1300

2300

1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
1300
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1300
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1300
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1300
1300
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A11.02.002 Mna3smoTepanus (1 npobupka) 2500

A22.30.015 YpapHoBosHoBas Tepanus (1 ceaHc) 1300
A11.02.002 boTyanHOTepanusa Npu XPOHNYECKOW MUTPEHN 29900
A25.24.001.002 botyanHoTepanusa npu 6pykcnsme 19500
A25.24.001.002 botynnHotepanua npu 6aedapocnasme 8900
A11.01.002 fleueHne MmurpeHun npenapatoM AZ>KoBu 225 mMa (co cToMmMocCTbo Npenapara) 24000
A11.24.001 NleuebHas 6a10Kaga Npv TYHHEIbHOM CUHAPOME 2000
A11.02.002 NleuebHas napaBepTebpasnbHas 610kasa 1500
A11.02.002 JlokanbHas MHBEKLIMOHHAA Tepanua B TPUITEPHbIE TOUKK 1500
A11.02.002 Mna3moTepanus (4onoaHUTeNbHas Npobupka) 1500
Tepanua
Mpuémel
B01.047.001 Mpwuem (0OCMOTP, KOHCY/bTaLMsA) Bpaya-TepanesTa NepPBUYHbIN 1900
B01.047.002 Mpurem (0CcMOTp, KOHCYAbTaLMsA) Bpaya-TepanesTa NOBTOPHbIN 1600

B01.047.001 Mpwuem (ocMOTp, KOHCY1bTaLMA) Bpava-TepanesTa NepPBUYHbIN
(CaHaTopHO-KypopTHas kapTa dopma 072/y -04 6e3 yyeTa npuema cneLmanmncros, 2600
NabopaTopHBbIX, AMArHOCTNYECKNX NCCAEA0BaHMIA)

Meavatpua
Mpuémel

B01.031.001 MegunaTp (NnepBnYHaAA KOHCYAbTaLMsA) 1900
B01.031.002 MepunaTp (MOBTOpPHas KOHCYAbTaLuns) 1600
B01.031.001 MeaunaTp (4BONHM NEPBUYHAA KOHCYbTaLMS) 2400
B01.031.002 MeawnaTp (4BOVHM NOBTOPHAA KOHCYNbTaLMA) 2200
B01.031.001 Mpwuem neavatpa ANA NONYYEHMA CNPABKN LUKOAA/AETCKUIA caf (MpeAoCcTaBaseTcs B 900
JAEeTCKU cas/wWwKony nocae 6one3Hw, AAUTeNbHOTo OTCYTCTBUS)
B01.031.001 CnpaBka B H6acceliH (Npv HaAn4MmM aHaIM30B: COCKOD Ha 3HTEPOBUO3, Kana Ha Anua 900
relbMUHTOB)
B01.031.001 CnpaBka 0 BpeMEHHOWN HeTPYA0CNOCObHOCTM yyalmxcs Ao 18 net (Popma 095/y)
-[lokymeHT noatsepxxaaeTt ¢pakT 60ne3HN CTyAeHTa, yyallerocs TexHmkyma nin wkonbl. Cnpasky 900
no ¢opme 095/y BblfaeT nevalLmin Bpay.
B01.031.001 Cnpaska 06 oTcyTCTBUM UHPEKLMOHHbIX 3aboneBaHn 900
B01.031.001 CaHaTopHO-KypopTHas kapTa Aetam (bopma 076/y ana petein) 2300

B01.031.001 CnpaBka ansa getckux narepen n cekumii (dopma 079/y) ??0O1paxaeT pusmueckoe
cocTosHue pebeHka. YToObl ee NOAYyUNTb, 3aNULINTECH Ha MPUEM K NeAnaTpy 1 He 3abyabTe 900
B3ATb CepTUdMKAT O NPUBMBKAX, COCKOD Ha 3HTEPOOMO3, aHan3 Kasa Ha AlLa rebMUHTOB

OdTanbmonorus
Mpunémbi
B01.029.001 Mpwuem (ocMOTp, KOHCYyNbTaLMA) Bpaya-opTaabmMoora nepBuYHbIin 1900
B01.029.002 Mpurem (0cMOTp, KOHCYAbTaLMsA) Bpada-odTasbMoaora NoBTOPHbIV 1600

MaHunynaunn/obcnesoBaHns

A02.26.015 OdpTanbmMoTOHOMETPYUA 500
A12.26.016 ABTopedpakTOMeTpUA C Y3KNUM 3paukom 600
A03.26.010 Onpep,eneljme napaMeTpoB KOHTaKTHOW KoppekLumn (Mogbop ouKkoB ¢ 700
aBTOpedpakTomeTpurel)

A02.26.015 ToHomeTpua no Maknakosy 600
A02.26.015 MNMHeBMOTOHOMETPUA 600
A03.26.003 OcmoTp nepudepum r1asHoro AHa ¢ UCMOJIb30BaHMEM TPeX3epKaabHOMW JIMH3bI 1000
fonbamaHa

A03.26.002 FoHunockonua 800
A19.26.002 YnpaxHeHWs 4a5 TPEHUPOBKM LUAMAPHON MblwwLbl rna3a (1 ceaHc) 350
A02.26.009 NccnesoBaHe LBETOOLLYLLLEHNS 250

A19.26.002 YnpaxkHeHVs 417 TPEHNPOBKMN LinavapHoW Mbllwupl rnasa KYPC (10 ceaHcos) 3200



A16.26.051 YpaneHne nHOpOAHOro Tena poroBuLbl 1400

A16.26.034 YpaneHne MHOPOAHOrO Tena KOHbIOHKTMBBI 900
A16.26.008 CkoTomeTpusa (TecT AMciepa-MapuHyesa) 300
A11.26.011 Mapa- v peTpobynbbapHble MHBbeKLUUM ( UHbekuus 1-ro rnasa 6e3 cToMmocTy 500
npenapara)
A12.26.005 SnactoTtoHOMETpUSA 600
A02.26.015 MepumeTpus (onpeseneHmne nonem 3peHns Ha 6enblii LLBET) 500
A02.26.015 MepumeTpus (onpeseneHne noner 3peHns Ha LBeTHble 06beKTbl) 700
Xvnpyprus
Mpunémbi
B01.057.001 Mpwuem (0cMOTp, KOHCYybTaLMA) Bpava-Xvpypra nepsmMyHbIN 1900
B01.057.002 Mpwuem (0OCMOTpP, KOHCYAbTaLMs) Bpaya-xmpypra NOBTOPHbIN 1600
B01.057.001 Mpwuem (0CcMOTpP, KOHCYbTaLMA) Bpava-xvpypra neperyHbIn (Nepes 1000
3HJOCKOMNYECKUM UCCaeA0BaHNEM)
B01.057.002 Mprem (0CMOTp,KOHCYNbTaLMA) Bpaya XMpypra NOBTOPHbIN (NMOCae onepauun) 1000
MaHnunynaymm
A16.01.002 BckpbiTie naHapuums (B TOM Uncae napoHmXmii) 1500
A16.01.012 BckpbiThe 1 gpeHnpoBaHue daerMoHsbl (abcuecca) (rMapageHvTa B TOM Yncie)-2 1900
KaTeropus C10XKHOCTH)
A16.01.011 BekpbiTne dypyHkyna (kapbyHkyna) 1000
A16.01.027 YaaneHne HOrTeBbIX NMAACTUHOK 2600
A16.30.060 NcceueHmre rnybokoro aMratypHoro ceuLLa 1800
A16.01.009 YwwmBaHWe OTKPbITOM paHbl (6e3 KOXHOW nepecasku) 1500
A16.30.069 CHAaTMe nocneonepaLMOHHbIX LWBOB (nratyp) 500
A16.01.001 YaaneHne nOBEPXHOCTHO PaCMNOA0XKEHHOIO MHOPOAHOrO Tena 1000
A11.04.005 lMyHKUMA CMHOBUANbHOM CYMKM CycTaBa 1000
A11.30.024 TyHKUMA MATKWUX TKaHEM 1100
A16.01.012 BckpbiTie u gpeHvpoBaHue dnermoHsbl (abcuecca) (ruapaseHnTta B Tom umce)-1 1300
KaTeropus C0XHOCTH)
A16.01.008.001 Hano>xxeHne BTOPUUHBIX LUBOB 2100
A16.01.004 Xvpyprudeckas obpaboTtka paHbl AN UHGULMPOBAHHON TKaHW (6e3 yLunBaHUs 700
paHbI)
A16.01.004 Xupyprudeckas obpaboTka paHbl WM MHGULMPOBAHHOM TKaH (C yLUMBaHWEM paHbl) 2000
A15.01.001 HanoxxeHre NOBA3KN NPV HaPYLLUEHNN LLeJIOCTHOCTM KOXHbIX MOKPOBOB 400
A15.01.002 HanoxeHue NoBs3KN NPU FTHOWHbIX 3ab0neBaHNsAX KOXW U MOAKOXHON KaeTyaTkm 1000
A11.01.001 buoncusa koxu (3abop Matepuana) 400
A16.30.076 BckpbIThe reMaToMbl MAFKMX TKaHe! 1400
A16.01.028 YaaneHne Mo3oau (CTep>KHEBO) 2600
A16.01.016 YganeHune atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHve atepomsl (1-3 cm, 1 anemeHT) 1500
A16.01.016 YpaneHune atepomsl (3-5 cm, 1 anemeHT) 1900
A16.01.017 YaaneHve f06pokayvecTBEHHbIX HOBOOBpazoBaHuii koxu (0,5- 1cm, 1 anemeHT) 1700
A16.01.017 YpaneHve fo6poKayecTBEHHbIX HOBOOHPa3oBaHuii koxu (1-3 cM, 1 anemeHT) 1900
A16.01.017 YganeHne 2obpokavyecTBeHHbIX HOBOOBpa3oBaHUA KOXH (3-5 cm, 1 anemeHT) 2400
A16.01.017 YpaneHne gobpokayecTBeHHbIX HOBOOGPa3oBaHWU KOXM (CBbilwe 5 cM,1 3nemeHT) 2900
MepeBA3Ka YMCTbIX paH 500
A16.01.018 YaaneHune fo6pokayecTBEHHbIX HOBOOHPA30BaHWI NMOAKOXHO-XXUPOBON KaeT4aTKu 1800
(nvnoma, dpnbpoma, rurpoma 0,5-1 cM-1 anemeHT)
A16.01.018 YganeHve fo6pokavecTBeHHbIX HOBOOHPA30BaHWIA NMOAKOXHO-XXUPOBON KaeT4aTKu 2100

(nvnoma, dpnbpoma, rurpoma OT 1-3 cM-1 3nemMeHT )



A11.01.001 buoncus koxw (3abop mMaTepunana) 500

A16.01.003 Hekpaktomusa 2000
A16.30.032 NcceueHne HOBOObpa3oBaHMA MArkux TkaHer ot 0,5 -1cm 1300
A16.30.032 VicceueHne HOBOObPa3oBaHUA MArkMx TkaHel oT 1 cM-3cM 1 anemeHT 1500
A16.30.032 VicceuyeHne HOBOOGPa3oOBaHUA MATKUX TKaHel oT 3¢M -5 cm 1 anemeHT 1900
A16.01.018 YpaneHve gobpokayecTBeHHbIX HOBOOHPA30BaHMI MOAKOXHO-XXMPOBOWN KaeTHaTKu 2500
(nvnoma, dpnbpoma, rurpoma ot 3 cM -5 cm 1 anemeHT)

A16.01.003 HekpakTomus (2 KaTeropmm CNOXHOCTH) 2600
A16.01.023 NcceueHme pybuos koxu (o1 0,5 -1cm 1 3nemeHT) 1500
A16.01.023 VicceueHme pybLos koxu (0T 1 cM-3 cm 1 1 anemeHT) 1900
A16.01.023 Vicceuerme pybLos koxu (0T 3 cM -5 cm 1 anemeHT) 2400
A16.01.030 NcceueHme rpaHynaumm (1 KaTeropmm cnodXKHOCTH) 2400
A16.01.030 NcceueHne rpaHynaumm (2 KaTeropmm cnoXKHOCTH) 3100
A16.30.069 CHsATVe Noc/ieonepaLnoHHbIX WBOB (A1raTyp), MeTaan4yeckmx ckobok 1000

OI'IepaTVIBHOE ieyeHne

A16.30.007.001 ApeHnpoBaHme BPIOLLIHOW NOAOCTU MOA KOHTPOJEM Y/IbTPa3ByKOBOro 19000

nccnesoBanHua

A16.30.043.002 TpaHckaTeTepHOe NeyeHne abcLeccoB BPHOLLIHON NOAOCTY MOZ KOHTPOJIEM 14800

Y/IbTPa3ByKOBOrO NCCNeA0BaHMA

A16.30.043.003 [lpeHnpoBaHune 6PrOLLIHON MNOAOCTM U 3aBPHOLLIMHHOMO MPOCTPAHCTBA Moy, 26000

KOHTPOJIEM YNbTPa3BYKOBOIO NCCAe0BaHNA

A16.15.015.001 lpeHnpoBaHue KUCT NOAXKENYAOUHOW Xene3bl NoJ KOHTPOJIEM YbTPa3ByKOBOIO 26000

nccaesoBaHuA

A16.14.009.002 XoneuncTakToMmaA nanapockonmyeckas 39000

A16.01.018 YaaneHue 2obpokayecTBeHHbIX HOBOOBPa30BaHWU MOAKOXHO-XXMPOBOW KJ1eTUaTKu 9500

(nvnoma, dpnbpoma, rurpoma ot 5 cM 1 6onee 1 3neMeHT )

A16.01.018 YganeHune gobpokavecTBeHHbIX HOBOOOPa30BaHN MOAKOXHO-XXMPOBOW K1EeTUaTKM 12000

(nvnoma, dnbpoma, rurpoma ot 10 cm 1 6onee -1 anemeHT )

A16.30.032 NcceueHre HOBOOBpa3oBaHUA MATKMUX TKaHel (0T 5 cm 1 6onee- 1 anemMeHT ) 9800

A16.30.032 NcceueHre HOBOOGpa3oBaHUs Markmnx TkaHel (o1 10 cm 1 6onee - 1 31eMeHT ) 12800

A16.30.006 /lanapoTomus 34200

A16.30.006 JlanapoTtomus 65000

A16.18.022 Pa3obLeHve cpalleHnii Mpu cnaeyHon HeMpPOXOANMOCTH 28000

A16.18.022.001 Pa3obuyeHme cpalleHnii Npu CnagyHon HEMPOXOAMMOCTU C UCMOJIb30BaHNEM 30000

BWZE03HA0CKOMUYECKMX TEXHONOT I

A16.30.014 SKcTMpnaums CpeanHHbIX KUCT U CBULLLEN Lien 29900

A16.14.035.003 TpaHckaTeTepHoOe leyeHne HenapasuTapHbIX KACT MeYeHN Nog KOHTPOEM 41900

Y/bTPa3ByKOBOrO MCCAEA0BaHMA

A16.24.015.001 CumnaTakTOMUA TOpakockonnyeckas 55000
lepHnonnactuka

A16.30.004.003 Onepauus Npu Manol 1 cpesHer nocaeonepaLmoHHON rpbixe (nerkas dopma) 42300

A16.30.004.012 OnepaT1BHOE NIeYEHME NOCNEONEPALIMOHHOW FPbIXN C UCMO/Ib30BAHMEM 85000

ceTyaTbIX UMMNNAHTOB

A16.30.001.002 OnepaTrBHOE NleyeHVe NaxoBO-6eAPEHHOW rPbIXKN C UCMONb30BaHNEM CeTHaTbIX 50000

WUMMNaHTOB

A16.30.002.002 OnepaTtnBHOE NleyeHne NYNOYHOM rPbIXKM C UCMONb30BaHNEM CETYaTbIX 42000

WUMMIaHTOB

A16.30.001 OnepaTnBHOE NeyeHme NaxoBO-6eApPeHHOW rPbIKU (OTKPbIThIA MeToa) 35000

A16.30.002 OnepaTnBHOE NeyeHme NYNMOYHOWN IPbIXXK (OTKPbITLIA METOA) 25000

A16.19.018 YaaneHne MHOPOAHOrO Tesla NPsSIMON KMLLIKKW 6e3 pa3pe3a (AHOHUMHO) 25000

A16.30.004.004 Onepauus Npy Manol 1N CpesHer NocaeonepaLMoHHON rpbixe (C0XHas 46000

dopma)

A16.30.004.010 /lanapockonuyeckas naactvka nepesHelt 6proLLHON CTeHKM Npu rpbixax (1 150000

KaTeropus CNOXHOCTH)

A16.30.004.010 Jlanapockornuyeckas naactuka nepegHeri GproLLHON CTEHKU Npu rpbixax (2 180000

Kateropumsa CNOXHOCTWN)



A16.30.004.010 Jlanapockonunyeckas naactvka nepegHen 6proLLHON CTEHKM NpW rpbixax (3

210000
KaTeropus CNOXHOCTH)
A16.30.004.001 T'pbixkeceueHme nNpu rpbixke 6enov IMHUK XxnBoTa (nerkas ¢opma) 1 kateropus 27000
40 4x cm
A16.30.004.001 Ipbi>keceueHre Npu rpbike 6enoi AnHWUKM XnBoTa (nerkas dopma) 2 kateropums 35000
6onee 4x cm
A16.30.004.011 OnepaTrBHOE NleyeHVe rPbiKN NepesHeit 6PIOLLHON CTEHKN C UCMOb30BaHNEM 42000
ceTyaTbix UmMnaaHToB (1 kateropua fo 4x cm)
A16.30.004.011 OnepaTuBHOE NleYeHMe rpbixXn NepesHeli BPIOLLHON CTEHKU C MCMONb30BaHMEM 47000
ceTyaTbIX UMMNAAHTOB (2 KaTeropuun bonee 4x cm)
A16.30.004.002 Mnactnka npu gnacrase NPAMbIX MbILLL, XUBOTa (40 5 cM) 25000
A16.30.004.002 MnacTrka Npun gnactase NpAMbIX MbILL, X1BoTa (6osee 5 cm) 31000
A16.30.005.002 Onepauua npu rpbixke NULLLEBOAHOrO OTBEPCTMA Anadparmbl 36000
A16.01.006 NcceueHre nopaxeHUs NOAKOXHO-XXUPOBOW KAeTyaTku 143000
A16.30.002.001 OnepaTnBHOE NeyeHre NyNMOYHOW rPbIXW C NCMO/Ib30BaHNEM 90000
BWZAEO03HAOCKOMUYECKMX TEXHONOTMIA (1 KaTeropus CIoXHOCTH)
A16.30.002.001 OnepaTMBHOE NeyeHre NYNOYHOM FPbIXK C UCMO/Ib30BaHUEM 97000
BWZAEO03HAOCKOMUYECKMX TEXHONOTWIA (2 KaTeropus CIOXHOCTH)
A16.30.002.001 OnepatnBHOE NIeYEHME NMYMOYHOMN FPbIXXM C UCMONb30BaHNEM 105000
BUAEO3HA0CKOMUUYECKUX TEXHOIOTNI (3 KaTErOpus CNOXKHOCTH)
A16.30.001.001 OnepaTtnBHOE fleyeHne NaxoBO-HeAPEHHON rPbIXM C NCMOJIb30BAHNEM 68000
BUAEO3HAOCKOMUYECKNX TEXHONOTUI (1 KaTeropums CNOXHOCTH)
A16.30.001.001 OnepaTrBHOE NeyeHVe NaxoBO-6eAPeHHOW rPbIXKMN C UCMOAb30BaHNEM 74000
BWZAEO3HAOCKOMUYECKMX TEXHONOTUIA (2 KaTeropus CIOXHOCTH)
A16.30.001.001 OnepaTBHOE NeyeHre NaxoBO-6eAPEHHOW FPbIKUN C NCNOAb30BaHUEM 85000
BWZAE03HAOCKOMUYECKMX TEXHONOTWIA (3 KaTeropus CIOXHOCTH)
A16.30.005.003 YcTpaHeHWe rpbiXu MULLEBOAHOrO OTBEPCTUA AnadparmMbl C UCMONb30BaHNEM 145000
BWZE03HA0CKOMUYECKMX TEXHONOT I
A16.30.004.015 Onepauus npu 60bLLON NOCAeONepPaLMOHHON FPbIXKE C UCMO/Ib30BaAHMEM 90000
ceTyaTbIX UMMNNAHTOB
A16.30.004.015 Onepauua Npu rMraHTCKOM NocaeonepaLoHHON rpbiXe C UCMOJIb30BaHNEM 120000
ceTyaTbIX UMMNAAHTOB
AHanuzbl
FMcTonornyeckoe nccnepoBaHve BUONCMINHOrO MaTepuana U matTepuana, Nnoay4YeHHOro npu
XUPYPruvecknx BMeLLaTenbCcTax (3HAOCKONMYECKOro MaTepuana; TKaHe XXeHCKOW NoNoBoOw 2420
CUCTEMBbI; KOXM, MATKMX TKaHel; KPOBETBOPHOMN M IMMPOUNAHON TKaHel; KOCTHO-XPALLEBOM
TKaHM)
A08.30.046 MNMaTon0ro-aHaTOMUYECKOe UCcaes0BaHNe BUOMNCUNHOIO (ONepaLoHHOro) 2420
maTepwvana
YpaneHve WUTOBUAHOW >enesbl
A16.22.002 Tnpeowngskromma 150000
A16.22.001 FTeMuTMpeonasKTOMHUA 120000
bapwvatpuueckas xupyprus
A16.16.017.016 MNpogonbHaa pesekuuna xenyaka nanapockonuyeckas 250000
¥Y3W B3pocabim
¥Y3WU cocyaos
A04.12.005.003 AynnekcHoe ckaHUpoBaHWe bpaxuoLiedanbHbIX apTepuin € LBETHbIM 1700
JONMNAePOBCKUM KapTMPOBaHWEM KPOBOTOKaA (apTepwii Luen)
Y3WN-komnnekc nepeg creHtnpoBanuem (Y34l ELLA + sonneporpadus apTepuii BEpXHUX 2400
KOHeuHocTen)
Y3WN-komnnekc nepeg creHtnpoBanvem (Y34l BLIA + sonneporpadus apTepurii HUKHUX 2800
KOHEeYHOCTEeW)
[ynnekcHoe ckaHnpoBaHue HIMB 1 NoaB340LWHbIX BEH 1500
A04.12.001.004 YnbTpa3BykoBas gornnierpadus apTepmin METOL0M MOHUTOPUPOBAHNA 1000
(TpUnnekcHoe ckaHMpPOBaHWe apTepuii MOAB3AOLWHO-6ePEHHOro CermeHTa)
A04.12.001.004 YnbTpa3BykoBas gonnaerpadus aptepuii METOA40M MOHUTOPUPOBaHUA 1000
(TpunnekcHoe ckaHMPOBaHWE apTeEPU MOAKIOUNYHOIO CEerMEHTa)
A04.12.001.001 YnbTpasBykoBas gonnaeporpadus apTepuin HUKHUX KOHEYHOCTEN 1600
A04.12.002.002 YnbTpasBykoBas gonnaeporpadus BeH HUKHUX KOHEYHOCTEN 1600
A04.12.002.001 YnbTpasBykoBas gonnaeporpadua cocysoB (apTepuii N BeH) HUKHUX 2400

KOHeuHocTel



A04.12.002 YnbTtpa3BykoBas gonnaeporpaduns cocysoB (apTepuin 1 BeH) BEPXHUX KOHEYHOCTEMN
A04.12.002.003 YnbTpa3BykoBas gonnaeporpadus BeH BEPXHUX KOHEYHOCTEN

A04.12.001 YnbTpa3BykoBas gonnaeporpapus apTepuin BepxHUX KOHeYHOCTeR

Y3W 6paxvouedanbHbix apTepuii (apTepum Lewn)+KOoHCyAbTalms HeBpoaora

A04.12.014 lynnekcHOe ckaHMpOBaHWeE COCY0B renaTobnannmapHoOMn 30HbI

A04.12.001.006 YnbTpa3sykoBas gonnaeporpadus TpaHckpaHmaibHas apTepuii MeTogoM
MOHUTOPUPOBaHWA

A04.12.001.006 YnbTpa3BykoBas gornnieporpadus TpaHckpaHuanbHas apTepuii MeToAoM
MOHUTOPUpPOBaHMWA +/lynaekcHoe ckaHrpoBaHue bpaxumoLedanbHbiX apTepuin € LIBETHbIM
AONMAEPOBCKMM KapTMPOBaHMEM KPOBOTOKa

A04.12.022 lynnekcHoe CKaHMPOBaHMe COCyA0B Manoro Tasa
A04.12.001.002 AynnekcHoe CKaHUPOBaHWe apTepuii novek
A04.12.003 AynnekcHoe cKaHMpOBaHMe aopThbl

A04.12.003.001 [lynnekcHoe ckaHMpOBaHWE BPHOLLIHON aopThbl U ee BUCLLEPasIbHbIX BETBEMN

A04.12.005.005 lynnekcHoe ckaHMpOBaHMe 3KCTpakpaHeabHbIX OTAe10B bpaxmoLedanbHbix
apTepwuii
A04.12.005.006 AynnekcHoe cKaHUPOBaHWeE UHTPaKpaHWanbHbIX OTAen0B BpaxuoLiedanbHbiX
apTepwuii

Y3 wmtoBMAHOW Xene3bl

A04.22.001 YnbTpa3ByKOBOE NCCE[0BAHNE LLMTOBUAHOW Xenesbl U NapalimMToOBUAHbIX Xenes/
NMmdaTMUECKunX y310B (O4Ha aHaTOMMUecKas 30Ha)

A04.22.001.001 Snactorpadus WUTOBUAHOW Xese3bl
A04.07.002 YnbTpa3BykoBOe NUCCAeAOBaHME CNHOHHbIX Xenes

Y3 opraHoB BptoLHOM NoNoCTH

A04.16.001 YnbTpa3ByKOBOE NCCE[0BAHNE OPraHOB HPHOLLHOW MNOOCTU (KOMMAEKCHOE)
-NeYeHb, XeNYHbIN My3blpb, NOAXKENYAOUHAA Xese3a, CeNe3eHKa)

YnbTpa3ByKoBe VCCIEA0BaHNE OPraHOB BPIOLLIHON MNOAOCTH (KOMMAEKCHOE) - MEUeHb, XXETUHbIN
ny3blpb, MOAXENYAOUHAsA XKeNe3a, CeNe3eHka, MoYKW, HaANMoYEUHMKN, MOYEBON My3bIPb)

A04.06.001 YnbTpa3BykoBOE NCCAeAOBaHME CENEe3EHKN

A04.15.001 YnbTpa3ByKOBOE NCCNE[0BAHNE NMOAXKENYA0UYHON Xenesbl

A04.28.002.005 YnbTpa3BykoBOE UCCAe0BaHNE MOYEBOTO MNy3bIPs C ONpejeseHneM OCTaTOuHOM
MOUYM

A04.14.001 YnbTpaseykoBOe nccaefoBaHme neyeHmn

A04.14.002 YnbTpa3BykoBOe McCaef0BaHNE XEeNYHOro ny3bipsa N MPOTOKOB

A04.14.002.001 YnbTpa3BykoBOE NCCAEAOBAHME XXENYHOro Ny3blps C onpeaeseHnemM ero
COKpaTUMOCTU

A04.18.001 YnbTpa3ByKOBOE UCCAEAOBaHWE anmneHAMKCa (CNEMNON KULLKM)

Y3W opraHoB 3abpHoLLIMHHOIO NPOCTPaHCTBa

A04.28.002.001 ¥nbTpa3BykoBOe UCCNeAOBaHNe NoYek/YAbTpa3ByKOBOe NcCieoBaHme
MOUYEBOrO My3bIps

A04.22.002 YnbTpa3BykoBOe nccaeaoBaHne HaAno4YeYHNKOB
A04.28.001 YnbTpa3BykoBoOe nccaefoBaHne Noyek v Hagno4yeuHnKos
A04.28.002.001 ¥YnbTpa3BykoBOe MCCAefOBaHME NOYeK
A04.28.002.003 YnbTpa3BykoBOe NUCCAeAOBaHME MOYEBOTO My3bIps
Y3 mowwoHkun
A04.28.003 YnbTpa3BykoBOe NcCaeA0BaHME OPraHOB MOLLOHKM
¥Y3WU cepgua
A04.10.002 3xokapavorpadusa
Y3U obwme
A04.01.001 YnbTpa3ByKkoBOe NCCNef0BaHNE MAFKMX TKaHel (04Ha aHaToMMUYeckas 30Ha)
A04.09.001 YnbTpa3BykoBOe NccaefoBaHWe naeBpasbHOM NoAOCTU

¥Y3U nanmbatnyeckux y3nos

2100
1300
1300
2000
1000

2000

3000

1600
850

1300
1600

2000

2000

1100

1300
1000

1400

2300

600
800

750

1000
600

850

1000

1300

600
1300
850
600

1000

2200

900
900



A04.06.002 YnbTpassykoBoe ncciefosaHne auMmdaTnyecknx y3a108 (04Ha aHaToMuUyeckas 30Ha)

900
3aOPHOLUNHHBIX
A04.06.002 YnbTpa3BykoBOe ncciesoBaHne auMmdaTnyecknx y3aos (0AHa aHaToMUyeckas 30Ha) 900
HaZMOYeYHbIX
A04.06.002 YnbTpa3BykoBOe nccaefoBaHve ammdatmyeckmx y3nos (0gHa aHaTommyeckas 900
30Ha)NaxoBbIX
A04.06.002 YnbTpa3BykoBOe nccaegoBaHve AMmdatnyecknx y3aoBs (0gHa aHaTOMUYeckas 30H) 900
NOAKAOUNYHBIX/HaAKOUMNYHbIE
A04.06.002 YnbTpa3sykoBOe UccnefoBaHne iMMbaTnyeckmx y3108 (04Ha aHaToMuyeckas 30Ha) 900
NoAMbILEYHbIX
A04.06.002 YnbTpa3BykoBOe MccnegoBaHne auMdaTnyeckmx y3nos (0AHa aHaToMmnyeckas 30Ha) 900
wem
A04.06.002 YnbTpa3BykoBOe nccnegoBaHve aumdatmyeckmx y3nos ( wen, Haa/NoaKaoUnYHbIe, 3200
NnoAMblILLIeYHble, 3a0PHOLLIMHHbIE, MaxoBble
Y3 npeacTatenbHON Xenesbl
A04.21.001 YnbTpa3ByKOBOE NCCE[0BaHWE NPEACTATENIbHOM Xenesbl 1200
YnbTpa3ByKOBOE NCCNEA0BaHNE NPeACTaTeNIbHOMN Xenesbl TPaHCPeKTasbHOe 1500
Y3W npeactaTenbHOM xenesbl TpaHcpekTansHoe (TPY3)+Y3 moueBoro nysbipsi+ octaTtouHas 1400
Mouya
A04.21.001.001 Y3W npepcratensHOM xenesbl TpaHCabi0MMHaNbHOE + OLEHKa OCTaTOUHOM 1100
Mouw
Y3V npeacTaTesibHOM Xene3bl TpaHCpeKTaabHOEe+O0LeHKa OCTaTOYHOM MOYM 1300
Y3 Mon0oYHBIX Xené3
A04.20.002 YnbTpa3BykoBOe NUCCAEAOBaHME MOMOYHBIX Xenes 1400
A04.20.002.001 Snactorpaduns MONOUHBIX >Kenes 1200
Y3 6epeMeHHbIX 1 TMHEKOAOT S
A04.30.010 YnbTpa3eykoBOe nccaefaoBaHve opraHoB Masoro Tasa KOMrieKcHoe 1300
A04.30.001 YnbTpa3BykoBOe nccaefoBaHme Naojaa (AnarHoCTuka Ha paHHMUX cpokax 1400
6epemMeHHOCTH)
A04.30.001.001 YnbTpa3BykoBOe UccnefoBaHWe naoja npu cpoke bepeMeHHOCTN 40 1500
TPVYHaAUATV HeAeNb (BHE CKPUHWHTA)
A04.30.001.007 YnbTpa3sykoBoe nccnegoBaHue naoga B Il Tpumectpe bepemeHHOCTH 2000
A04.12.024.003 YnbTpa3sykoBas gonnaeporpadusa naojoBoro KpooTtoka (JonnaepomeTpus 1500
6epemeHHbIx lI-1ll TpumecTp)
A04.04.001 YnbTpa3ByKkOBOe NcCieoBaHME CycTaBa (JIOHHOrO CoOUNeHEeHMS) 850
A04.20.003 YnbTpasBykoBoe ncciesoBaHve GonankynoreHesa (nepBnyHoe) 800
A04.20.003 YnbTpasBykoBoe ncciesoBaHve GonankynoreHesa (MoBTOPHOE) 500
A04.20.001.004 YnbTpa3BykOBOE UCCAEAOBaHUE LWENKN MaTKK (Y3-LepBUKOMETPUS) 850
A04.30.001.002 YnbTpaseykoBoe nccaepoaHme naoga s pexxvme 4D (go 26 Hegens, 2700
onpeaeneHve Nona, 3anncb Ha Anck, Tdotorpadumsa)
A04.30.001 YnbTpa3BykoBoe ncciesoBaHue naoga Bo |l tpumectpe 6epeMeHHOCTH 1700
A04.30.001.002 ¥nbTpa3ssykoBoe nccnefoBaHune naoga s pexxmme 3D 1900
A04.30.001.001 YnbTpa3BykoBOE MCCAEAOBaHME Ma0ja Npu cpoke bepeMEHHOCTM L0 2300
TPWHaALaTV Hejenb (MHOronaogHasa 6epeMeHHOCTb BHe CKUPUHUTa)
A04.12.024.003 YnbTpassykoBas gonnaeporpadua n1ogoBOro KpoBoToka (MHOron/104Has 2600

6epemeHHocTb) (Jonnaepometpusa 6epemenHbix lI-1ll Tpumectp)

A04.30.001.006 YnbTpa3BykoBOE CKPUHWHIOBOE MCCAeL0BaHNe Npu cpoke 6epeMeHHOCTM
JeBATHaALaTas - ABajLaTb NepBas HeAean Mo OLeHKe aHTeHaTalbHOro pa3BnTIA MAOAOB C
LieNIbio BbISBJIEHUA XPOMOCOMHbIX aHOMaWi, MOPOKOB Pa3BUTUSA, PUCKOB 3aJePXXKM pocTa 2700
nnoga, NnpexsaeBpeMeHHbIX POAOB, NPe3KAaMMICUN NPV MHOTOMNOAHOW bepeMeHHOCTH
(ckpUHUHT 1)

A04.30.001.008 YnbTpassykoBoe nccnegosaHve naogos B |l Tpumectpe MHoronnogHowm

2700
6epemMeHHOCTH
A04.30.001.002 YnbTpa3BykoBOE UCCAeAOBaHME NAoja B pexxume 4D npu MHOTOMIO4AHOM 3700
6epeMeHHOCTM (B0 26 Hegenb, onpeaeseHre Nnosa, 3anucb Ha anck, 1 dotorpadus)
A04.30.001.002 YnbTpa3BykoBOE MCCAeLOBaHMe naoga B pexxume 3D npu MHOronaoaHowm 2600
6epemMeHHOCTH

MyHKUMA noa KoHTponem Y3/

A11.06.001.001 MyHKUMA AMMbaTUUECKOTO y3aa NOA KOHTPOJIEM YIbTPa3ByKOBOrO 900

nccnegoBaHmAa



A11.20.010.003 MyHKUWA HOBOOGPA30BaHUA MOJIOYHON XeNe3bl MPULEIbHan MNyHKLUVOHHas Nog,
KOHTPOJIEM YNbTPa3BYKOBOIO NCCAE0BaHNA

A11.22.002.001 MyHKUWA LLUTOBUAHOW UAN NaPaLLUTOBUAHOW Xenesbl Nog KOHTPOAEM
Y/IbTPa3ByKOBOIO UCCAEA0BAHMSA

A11.30.024.001 MyHKUMA MATKMUX TKaHEN NOJ KOHTPOJIEM Y/bTPa3ByKOBOrO MCCNeA0BaHMA
¥Y3W cycraBoB

A04.04.001 YnbTpa3BykoBOe nccaefoBaHue cycTaBa (naeveBoro) 1 cycrtaB

A04.04.001 YnbTpa3BykoBOe nccaefoBaHue cycTaBa (nokteBoro) 1 cycraB

A04.04.001 YnbTpa3BykoBOe nccaepoBaHue cyctaBa (knctm) 1 knuctb

A04.04.001 YnbTpa3BykoBOe nccaeaoBaHve cyctaBa (NyyesansacTHoro) 1 cycras

A04.04.001 YnbTpaseykoBoe nccaepoBaHme cyctasa (koneHHoro) 1cycras

A04.04.001 YnbTpa3BykoBOe nccaefoBaHWe cycTaBa (roseHocTonHoro) 1 cycras

A04.04.001 YnbTpa3BykoBOe McciefoBaHne cycTaBa (NanbLes KMCTW uav Tonsl) 1 nanew,

A04.04.002 YnbTpa3ByKkoBOE NCCAeAO0BaHNE CYXOXWUANI (aXMN0Ba CyXOXMINSA)

A04.12.022 [lynnekcHOe CKaHMpPOBaHMe COCY0B Masoro Tasa

¥Y3W HepBoB

A04.24.001 YnbTpa3BykoBOe ncciefoBaHve nepupeprnyecknx HepBoB (04Ha aHaToMuyeckas
obnacTb)
A04.24.001 YnbTpa3BykoBOe nccnegoBaHve nepmbepmnyeckmx HepBoB (OAHa aHaTOMMUecKas
obnacTb)

q)yH KUMOHa/bHaA ANarHoCTnka

B03.037.001 ®yHKLMOHaNbHOE TECTUPOBaHWE NErNX

A05.10.006 Pernctpaumsa anekTpokapanorpammel. Paciimdposka, onvcaHme n nHtepnpetaums
3NeKTpoKapanorpadnYecKmnx 4aHHbIX

A02.12.002.001 CyTouHOE MOHUTOPUPOBaHNE apTepPNaNbHOro AaBaeHNs
A05.10.008 XonTepoBCKOe MOHUTOPMPOBaHME CepAEYHOro puTMa (B TeueHne 24 yacos)
KT + Xonteposckoe MoHuTOopuposaHue IKI B TeueHne 24 yacos
B03.037.001 ®yHKLMOHaNbHOE TeCTUPOBaHWe Nerkux ( ¢ BpOHXONNTUKOM)
A05.23.001 2nekTpoaHuedpanorpapus (33)
A12.10.001 SnekTpokapanorpadms ¢ GUsnyeckom HarpysKonm
A05.30.001 Kapanotokorpadwma naoaa (KTT)
SHAOKPUHOAOIMA
Mpunémbi
B01.058.001 Mpwuem (0cMOTp, KOHCY/IbTaLMA) Bpava-3HAOKPUHOAOra NePBUYHbIN
B01.058.002 Mpwuem (0CMOTpP, KOHCYyNbTaLus) Bpaya-3HAOKPUHOIOra NOBTOPHbIN
Manumynaumm
lMHekonoruna
Mpuémsl
B01.001.001 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpaya-rMHeKo10ra NepBmYHbIN
B01.001.002 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-rmHeKo0ra NOBTOPHbIN

B01.001.002 MNpwuem (nocne onepauun) Bpada-ruHeKoN0ra NOBTOPHbIN

B01.001.001 Mprem (0cMOTp, KOHCYNbTaL M) Bpaya-aKyLlepa-ruHeKoaora nepBuyUHbIi (no
Bonpocam b6ecrioaus)

MaHnunynayum
A11.20.011 Buoncusa wenku MaTkm

A11.20.014 BBeseHve BHYTPMMATOYHOM Civipanu

A11.20.008 PazgenbHoe gmarHoctuyeckoe BbickabanBaHWe NoaoCcTy MaTku U LepBUKaabHOToO
KaHana

A11.20.008.001 Pa3genbHoe AnarHoCTMyeckoe BbickabanmBaHme NosioCTv MaTkum

A11.20.002 Mony4yeHmne LepBMKasbHOrO MasKa

900

900

900

1100
850
950
950
950
950
750
750
1600

1100

3200

650

650

1500
2300
2500
900

1300
900

1500

1900
1600

1900
1600
1000

1900

1700
1700

5400

2900
550



A11.20.003 Buoncma TkaHel MaTKn 900

A03.20.001 Konbnockonus 1200

A11.20.015 YpaneHne BHyTPMMaTOUYHOMN cnnpanu 700

A16.20.036 Xnpyprudeckoe neyeHne 3a601eBaHNN LLENKN MaTKM C UCMOJIb30BAHVEM Pa3/INYHBIX 2600

3Heprum

A08.20.004 AcnpvaLumoHHas buoncus aHAOMeTpus 30HA0M Manens (6e3 ctroumocTtn 1400

TMCTONOTMYECKOTO MM OHKOLMTONIOTMYECKOTO UCCeA0BaHNA)

A14.20.002 BeegeHue, nspneyeHmne akyLwepckoro pasrpyxatroLero nojAepXxXnsaroLLero KoabLa 1100

(neccapwus)

A16.20.036.001 SnekTpoamaTepMOKOHM3aLMA WENKN MaTKu 8100

A11.20.005 MonyyeHune BraranvLHOro Maska 550

A16.20.020 peHnposaHue abcLecca XXeHCKMX MON0BbIX OpraHoB (bapToanHoBas Xenesa) 4200
OnepatuBHoe NeveHne/bonbLumne rMHEKOOrMYeckme onepawunm

A16.20.038 Onepauunu no noBoAy 6ecnioAnsa Ha NpuaaTkax MaTku 39000

A16.20.017.001 YganeHvne napaoBapuanbHOM KUCTbI C UCMOAb30BaHMEM BUAEO0IHAOCKOMNYECKMX 34900

TEXHOJIOT U

A16.20.004.001 CanbnMHIaKTOMMSA C UCMONb30BaHNEM BUAEOIHAOCKOMMUECKMX TexHonornn (1 19900

Kateropwus)

A16.20.003.001 CanbnnHro-oohop3KTOMUSA C UCMOAb30BaHMEM BUAEO3IHAOCKOMNYECKNX 16900

TexHonoruii (1 kateropws)

A16.20.041.001 Crepuanzanmsa MaTOUHbIX TPYO C MCNONb30BaHUEM BUAEOIHAOCKOMMUYECKUX 29900

TEXHONOrI

A16.20.001.001 YpaneHune KNCTbl ANYHMKA C MCMOJ/b30BAHNEM BMAEOIHAOCKOMUYECKMX 34900

TEXHONOMMI (OAHOCTOPOHHEE)

A16.20.001.001 YaaneHune KACTbI ANYHKKA C MCMO/b30BAHNEM BUAEOIHAOCKOMUYECKMX 37900

TEXHOJIOTUI (ABYCTOPOHHEE)

A16.20.003.001 OodpopaKTOMMA C UCMONb30BaAHNEM BUALO3HAOCKOMMNYECKMX TEXHONO0MMI 30900

A16.20.010.001 Cy6ToTanbHas ructepakToMus (amnyTtaLms MaTki) C UCMONb30BaHNEM 73900

BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

A16.20.010.001 Cy6TOTanbHas ructepakToMus (amnyTtaLms MaTkm) C UCNONb30BaHNEM 75900

BWAEO3HAOCKOMUYECKMNX TEXHONOTUIA 2 KaTeropus CI0XKHOCTU

A16.20.010.003 Cy6TOoTanbHas ructepakToMms (aMmnyTaLms MaTkm) ¢ npuaaTkamu ¢ 74900

NCMOJIb30BaHMEM BUAEOIHAOCKOMNYECKMX TEXHOAOMMI 1 KaTeropms CIOXHOCTY

A16.20.010.003 Cy6TOTanbHas rMcTepaKTOMUA (@aMnyTaums MaTku) ¢ npugaTkamu ¢ 84900

NCMO/Ib30BaHMEM BUAEOIHAOCKOMNYECKMX TEXHOIOTMIA 2 KaTeropms CIOXHOCTY

A16.20.010 CybTOoTanbHas ructepakToMmsa (aMmnyTauma MaTkm) nanapotommyeckas 58900

A16.20.011.001 ToTanbHasa rucTtepakToMma (3KCTUpNaLUsa MaTku) C NCMOAb30BaHMEM 83900

BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

A16.20.011.001 ToTanbHasa rucTepakToMumsa (3KCTMpRaLMa MaTku) € NCMOAb30BaHMEM 94900

BUAEO03HA0CKOMUUYECKUX TEXHONOTUIA

A16.20.011.002 ToTanbHaa rucTepakToMma (3KCTMpNaLmsa MaTkm) C npuaaTkamm 76900

NlanapoTtoMuyeckas

A16.20.011.002 ToTanbHasa rucTtepakToMmsa (3KCTUpNaLus MaTku) C NpuagaTkaMmm 87900

nanapoToMmyeckas 2 KaTeropus CIOXHOCTU

A16.20.063 SkcTMpnaums KyabTy WeRKU MaTku 92900

A16.20.033 BeHTpodukcauma maTkm 35900

A16.20.012 BnaranuiyHas akcTMpnaLms MaTky € NAacTUKOM CTEHOK Baraana 77900

A11.20.003 broncusa AnyHmMKoB 1100

A03.20.003 Jflanapockonus gnarHoctmyeckas 19000

A16.20.061.001 Pe3ekums AMYHMKA C MCNOIb30BaHNEM BUAEOIHAOCKOMMYECKMX TexHonornm (1 35000

KaTeropus C10XKHOCTM)
A16.20.061.001 Pe3ekuus SUYHMKA C UCMONb30BaHMEM BUAEO3HA0CKONMUUYECKNX TEXHONOTNN (2 40500
KaTeropus C0XKHOCTM)

A16.20.026.001 PacceueHmne n ncceyeHme cnaek >XEHCKNX NOJIOBbIX OPraHoB C UCMONb30BaHNEM

BWAEO03HAOCKOMUYECKUX TexHoNoruli (1 kateropms) 19000
A16.20.026.001 PacceueHnme un MCcedeHme CNaeK XEHCKMX NON0BbIX OPraHoB C NCMO/b30BaHMEM 39000
BUAEOIHAOCKOMUYECKNX TEXHONOTNI (2 KaTeropms)

A16.20.004.001 CanbnmMHIaKTOMMSA C UCNONb30BaHNEM BUAEOIHAOCKOMMUECKMX TEXHONOTUNN (2 31900
KaTeropus)

A16.20.003.001 CanbnnHro-oohop3KTOMMUA C UCMOAb30BAHNEM BUAEOIHAOCKOMNYECKNX 36900

TeXHOOrni (2 Kateropwms)



KoHcepBaT1BHO - naacTuyeckme onepamm

A16.20.035 MroMakTOMMSA (3HYKNaL M MUOMATO3HBIX Y3/10B) C UCMOb30BaHNEM
BUAEO03HA0CKOMNYECKMX TEXHONOTNI (1anapoTomms)

A16.20.035.001 MuomakToMuma (3HYKNeauus MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM
BUAEO3HA0CKOMUYECKNX TEXHONOTNINT-0M KaTErOpUK CIOXHOCTY (-1anapockonus)

A16.20.035.001 MunomakToMuma (3HyKNeaumns MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM
BUAEO3HA0CKOMUYECKUX TEXHOIOTNIM 2-0 KaTeropumn CIOXHOCTY (- 1anapocKonma)

A16.20.028.002 Onepauun npun onyLLeHUN 3aZHeR CTEHKM BaaraamwLa

A16.20.028.003 Onepauuv Npu onyLLeHNW NepesHer CTEHKM Baaraaviia

A16.20.083 KonbnonepuHeoppadua n nesatoponnacrmka

A16.20.023 MNnactnka NPOMEXHOCTM Nocae 3MN3MOTOMUN

A16.20.065 PacceueHvie neperopoaku Baaraauia

A16.20.063.018 Bbicokas amnyTaLms LWeNnKU MaTku

A03.20.003 'vctepockonus

A03.20.003.001 M'mcTepopesekTockonus 1 KaTeropum CA0XKHOCTH

A03.20.003.001 M'cTepope3eKTOCKoNUs 2 KaTeropun CA0XKHOCTM

A03.20.003.001 F'mcTepope3ekTockonus 3 KaTeropun CA0XKHOCTU

A16.20.006 Pe3ekums LLIENKN MaTKN

A16.20.007 Mnactuka Wenkn MaTkm

A16.20.024 PekOHCTPYKLMA BAaraamLia

A16.20.028.005 MaHuecTepckas onepaums (1 kaTeropmm cNoXHOCTN)

A16.20.028.005 MaHuecTepckas onepaums (2 KaTeropmm CNoXHOCTN)

A16.20.095 AmnyTaums werkn matkun (kamHoBuaHas no Lpeaepy)

A16.20.095 AmnyTauuma ek MaTtku (KoHycoeuaHas no LLtypmaopdy)
Manble ruHekonornyeckme onepawmm

A16.20.066 PacceueHve cmHexmnii Manbix NONOBbIX Iy6

A11.20.018 MyHKuMA 3agHero ceoga Bnarasvila (6e3 cToMMoCcTy LUTONIOMMUYECKOro
nccnesoBaHms)

A16.20.059 YpaneHve nHopogHoro Tena v3 Baaraava

A16.20.059.001 YganeHne HoBoobpa3oBaHWs BAaraauviLa

A16.20.036 Xupypruueckoe neyeHve 3a601eBaHNI LLIENAKN MaTKM C MCMO/b30BaHNEM Pa3/INUHbIX
3Heprum

A16.20.091.001 Mapcynuanusaums abcuecca nav KUCTbl 60abLION XKenesbl NpeasaBepus
BAaraavia

A11.20.008.001 BbickabavBaHWe LiepBUKaabHOIO KaHana U MO0CT! MaTKu ¢ Broncuen

A11.20.008.002 Pa3genbHOE AnarHOCTMUYECKOe BbiCkabivBaHWe LiepBUKaIbHOTO KaHaia

A11.20.008 Pa3zgenbHoe amarHocTuyeckoe BbickabanBaHWe NoaoCcTy MaTku U LepPBUKaNbHOMO
KaHana

A11.20.008.001 PazgenbHOe AMarHOCTMYeckoe BbickabarBaHme NoaoCTM MaTKu
JcTeTnyeckas rmHeKoaorms

A16.20.098 Pe3ekumsa Manblx NonoBbix ry6 (1 kateropms CIOXHOCTW)

A16.20.098 Pe3ekums Masblx NOAOBLIX y6 (2 KaTeropus CI0XXHOCTM MaJl.NoJoBbIe
ry6bl+KpaHAs NAOTb KAUTOPa)

A16.20.029 Onepauum Ha KanTope

A11.01.013 BBeaeHMe NCKYCCTBEHHbIX HaMOJHWUTENe B MATKME TKaHW C Lieiblo KoppeKLun
dopmbl

A11.01.013 BBeAeHWE NCKYCCTBEHHbIX HaMOJHWUTENE B MATKME TKaHW C Liesiblo KOppeKLn
dopmbl

A11.01.013 BBeAeHME NCKYCCTBEHHbIX HaMOJHWUTENE B MATKME TKaHW C Lieiblo KOppeKLn
dopmbl

AHanusbl
Bbisnenve Bo3byantenert UMMM (7 + KBM), cockob anutenvanbHbIX KNETOK YPOreHUTanbHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital
Epithelial Cells)*

58900

39900

61900

20900
20900
46000
31900
21900
59000
17000
26900
33900
39900
42000
28900
63000
49000
60000
22900
39000

4100

2900

1300
3900

5900

2800

2000
2700

5400

2900

27770

41000

27770

10200

14900

26900

1485



BbisBneHne Bo3byantenen UMMM (4 + KBM): onpegenernne AHK Chlamydia trachomatis,
Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, IHK yenoseka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Brpyc nanmanombl YenoBeka BbICOKOrO OHKOTeHHOro pucka, onpegeneHue AHK 16 n 18 tunos

+ KBM B cockobe anuTennanbHbix KneTok yporeHutanabHoro Tpakta (HPV DNA, Scrape of 385

Urogenital Epithelial Cells, 2 Types (16, 18))

Bupyc nannanombl YenoBeka BbICOKOrO OHKOreHHOro pucka, reHotunuposarve AHK 14 Tunos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTennanbHbiX KNeTok
yporenuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

[AnddepeHumposaHHoe onpegenenne AHK BMY (Bupyc nanuanomel yenoseka) 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenmanbHbIx KNeToK
yporenuTansHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

FoHokokk, onpegeneHmne JHK B cockobe anmTenunanbHbiX KNETOK ypOreHUTa bHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

Moces Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpegeneHne YyBCTBUTENBHOCTH K
aHTMMUKpPO6HbIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BaktepunanbHbIli BarvHo3 (Bacterial Vaginosis, BV) 1694
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anutenvanbHbIX KNeTok 275
yporeHuTanbHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

A08.20.017.002 XungkoctHas untonorus. Lintonormueckoe ncciegosaHve brnomatepuana wemnkm 1320
MaTku (okpalumBaHue no ManaHukonay, TexHonorus ThinPrep ®)

A08.20.004 LiuTonornyeckoe nccaegosaHme acnmparta M3 noaoctu MaTku 660
MMcTonornyeckoe nccnepoBaHve BUONCMIMHOrO MaTepuana U matepuana, Noay4YeHHOro npu

XMPYPruyeckmx BMeLlaTenbCTBax (IHAO0CKOMMUYECKOro MaTepuana; TKaHel XXEHCKOW NoI0BOM 2420
CUCTEMBbI; KOXW, MAFKMX TKaHel; KPOBETBOPHOMN M IMMPOUAHON TKaHEN; KOCTHO-XPSLLEBOM

TKaHW)*

NHBNO®JIOP-komnnekcHoe nccnesoBaHie MUKPO®A0pbl YpOreHnTaabHOro TpakTa 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTndochonmnuaHbii cuHgpom (APC), nabopatopHble kputepuun (Antiphospholipid Syndrome, 3927
APS)

MoceB Ha MUKPODAOPY OTAENAEMOrO MOJIOBbIX OPraHOB, ONpPeAeseHNEe YyBCTBUTENBHOCTH K

aHTUMKKpPOBHBLIM NpenapaTam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

WNccnepoBaHme Ha BroLeHO3 Baaranuniya, onpegeneHne YyBCTBUTENbHOCTU K @aHTUMUKPOOHBIM 1

aHTUMMKOTNYECKMM MpenapaTtam (C MUKPOCKOMNWeR HaTMBHOrO npenapaTta, OKpaLleHHOro no 1650

l'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

Lutonornyeckoe ncciefoBaHme snnTenmns WenkKn MaTku ¢ OnMcaHMeM Mo TEPMUHOIOTUYECKOW
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 627
with Description on The Bethesda System, TBS)

WNccnepoBaHune 6roleHo3a yporeHutanbHoro tpakta. ®emodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
Mwukpockonuyeckoe nccnegoBaHne BaaraanLLHbIX Ma3KoB 495
LinTonornyeckoe nccnesoBaHve bruomatepurana wenku Matku (okpawmsaHue no ManaHukonay,
. L . 1100
Pap-Tect) (Cytological Examination: Cervix, Pap-test)
Karnamaos, ckpurmHr n tunuposanue (Candidiasis, Screening and Typing) 1012
CKPUHUHT Mukpodopbl yporeHuTtanbHoro Tpakta. Pemodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))
WNccnepoBaHme buoLieHo3a yporeHutanbHoro Tpakta. Pemodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))
JleyeHune CTpeccoBOro HegepXaHNa Mo4mn
A16.20.042.001 CavHrosble onepaumy Npu HegepXXaHnn Moun 60750
Yponorus
Mpvémel
B01.053.001 Mpurem (ocMOTp, KOHCYAbTaLMSA) Bpaya-yposiora nepBrMYHbIN 1900
B01.053.002 Mpwuem (0OCMOTP, KOHCYyNbTaLMs) Bpaya-yposora noBTOPHbIN 1600
B01.053.002 Mpwuem (0OCMOTP,KOHCY/IbTaLLMSA) Bpaya ypoJiora NoBTOPHbIN (MOcae onepaLum) 1000
MaHunynaumm

A16.28.040 By>xmnpoBaHue ypetpsbl (1 ceaHc) 2100



A16.28.058 BnpaBneHve napadrmosa
A16.28.052.001 3ameHa HeppoCcTOMMUECKOTO ApeHaxa (6e3 HedpocToMbl)
A16.28.072.001 3amMeHa LMCTOCTOMUYECKOTO JpeHaxa
A11.28.008 VMIHcTUANALMA MOYEBOTO MNy3blpa
A11.28.006.001 MonyyeHne cockoba 13 ypeTpsl
A21.21.001 Maccax npocTartbl
A15.21.001 HanoxxeHne noBA3KM Npu onepaumsax Ha Hapy>XHbIX MY>XCKUX MOAOBbIX OpraHax
A03.28.001 Lincrockonus
A06.28.007 Linctorpadusa
A06.28.011 YpeTporpadusa socxogaias
A11.28.007 KaTteTepusauuna moueBoro nysbipa (HenatoH)
A11.28.009 NHcTnAnsaLms ypeTpbl
A16.28.052.001 3ameHa HePPOCTOMUYECKOTO ApeHaxa (C HeppoCcTomot)
A12.28.006 YpodnoymeTtpus
A11.28.015 YpaneHuve cTeHTa M3 MOYEBLIBOAALLMNX MyTEN
OnepaTtnBHOe NeveHne
A16.28.013.001 TpaHcypeTpanbHOe yaaneHne NHOPOAHOrO Tena ypeTpbl
A16.21.013 Obpe3aHue KpaiHel NAOT NOAOBOrO YleHa
A11.28.012 YcTraHOBKa CTEHTA B MOY€EBbIBOAALLME MYTH
A16.21.038 Mnactuka y3geuky KpaHer naotm
A22.28.001 AmncTaHLMOHHaA ypeTepoamToTpuncua
A22.28.002 AnctaHumoHHaa HebpoantoTpuncus
A11.28.012 YcTaHOBKa CTeHTa B MOYEBbIBOASALLMNE NYTK
A16.28.079 Ypanenune HedppocCTOMbI
A16.28.072 LUncrtoctomus

A16.28.001.001 YpeckoxkHas NyHKLMOHHaA HePpPOCTOMMUA MO KOHTPOJEM YAbTPa3ByKOBOrO
nccnefoBaHUA

A16.28.086 YaaneHve nosvna ypetpbl

A16.28.089 MNyHKLMOHHOE ApEeHNPOBaHME, CKIePO3MPOBaHME KMCTbI MOYKK

A16.21.043 YpaneHune gobpokayecTBeHHbIX HOBOOHPaA3OBaHWIA MNOJOBOrO YneHa (o 1 cm)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUS C INTOIKCTPaKLmen (HedponnTonanakcms)
A16.28.049 MepkyTaHHas HePPOANTOTPUNCUS C IMTOIKCTPaKLmen (HedponnTonanakcms)
A16.28.049 lMNepkyTaHHas HePPOAUTOTPUNCUA C INTOIKCTPaKLmen (Heppoantonanakcus)
A16.28.049 MepkyTaHHas HePPOINTOTPUNCUSA C IMTOIKCTPaKLMeN (HeppoamnTonanakcus)
A16.28.050.001 TpaHcypeTpanbHasa 3HAOCKOMNMUYeckas ypeTepoanToTpuncms nasepHas
A16.28.050.001 TpaHcypeTpanbHasa 3HZOCKONMUYeckas ypeTepoanToTpuncus nasepHas
A16.28.084.003 TpaHcypeTpaibHas GbrnbponnenokasmkoanToTpuncus

A16.21.002 TpaHcypeTpanbHas pe3ekumns npocrtaTbl

A16.21.041 TpaHcypeTpanbHas 3HyKeaLmsa npocTathl

A16.28.085 TpaHcypeTpanbHas 3HAOCKONMYecKas LMCTOANTOTPUNCUA

A16.28.085 TpaHcypeTpanbHaa 3HAOCKONMYeckas LMCToANTOTPUNCUA

A16.28.017 YaaneHue kamHel moyeBoro ny3bips (Linctonutotromus)

A16.21.016 MpoTe3npoBaHWe Anuka (be3 CTOMMOCTU MMMIaHTa)

A16.21.025 Mnactuka obonouek anuka

A16.21.040 SHykneaumsa KACTbl NpuaaTka amuka

A16.28.075 WNcceueHwne ypeTepouene
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5000
5000
1000
2000
9500
1000
6000

1000
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12900
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3000
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11500
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93000
139000
186000
232000
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97000
41000
62000
36500
43000
22500
26000
34000



A16.21.010 OpxmakTOMUSA (NPWU NaxoBOM peTeHLInm)
A16.28.045 lMepeBs3ka 1 nepeceyeHve ANYKOBOM BEHb
Kapanonorusa
Mpunémb
B01.015.001 Mpwuem (0CMOTpP, KOHCYyNbTaLMsA) Bpaya-Kapamonora nepBrMYUHbIN
B01.015.002 Mpurem (0cMOTp, KOHCYAbTaLMS) Bpaya-KapAnoaora noBTOPHbIN
KocmeTonorunsa
Mpuémb
B01.008.003 KocmeTtosior (Mpuem nepBrYHbIiA)
B01.008.004 KocmeTonor (npyem noBTOPHbIA)
NHbekUoHHas kocMeTonorms
A11.02.002 botynmHoTepanusa. Penatokc (1 egnHuua)
A11.02.002 botynmHoTepanua. KceomuH (1 eanHmua)
A11.01.003 Mna3monndtuHr. 1 npobupka
A11.01.003 Mna3mMonndTuHr. 2 npobupkm
A11.01.003 PRP-Tepanusa 1 npouegypa (1 npobupka)
A11.01.003 Me3oTtepanusa mesoline (415 cMaHns KoxXu) 2,5 ma.
A11.01.003 Me3oTtepanusa mesoline (415 ocBeTAeHNA KOXMN) 2,5 MA.
Manunynauun
A16.01.024 epmatonormnyeckmin nnamHr (PRX-t33)
A16.01.024 MuHAaNbHBIA NUANHT
A16.01.024 CanvuunnoBbIv MUANHT
A14.01.008 F'nybokas unctka amua
ATpaBmaTtuyeckas 4ymcTka mua
OtopuHonapuHronorusa
Mprémb
B01.028.001 Mpwuem (0OCMOTP, KOHCYNbTaLMs) Bpaya-OTOPUHONAPUHIONOFa NEPBUYUHbIN
B01.028.002 Mpwuem (0CMOTpP, KOHCYAbTaLMs) Bpaya-OTOPUHONAPUHIONOFa NOBTOPHbIN
B01.028.002 Mpurem (nocne onepawmm) Bpava-OTOPUHONAPUHIONOTa MOBTOPHbINA
Manunynaumn
A11.01.014 HakoXHoe nprvMeHeHVe NekapCTBEHHbIX NpenapaTos
A12.25.001 ToHanbHas aygmometpus
A11.07.004 Bruoncmsa rnoTkun, AeCHbl U A3blUka
A11.08.001 broncms cAn3UCTON 060N0UKM FOpPTaHK
A11.08.002 Broncus cAn3mncTon 060a04KN NOSOCTU HOCa
A11.25.006 brioncms HOBOObpPa3oBaHUA HaPY>KHOTO yxa
B3atne matepnana Ha daopy
A11.08.019 SHaonapuHreanbHoOe BBeAEHWE NEeKapCTBEHHbIX MpenapaToB
A16.01.012 BckpbiThe 1 gpeHnpoBaHve dpierMoHbl (abcLiecca)
A16.08.054 YpaneHne HoBoobpa3oBaHMs rOTKM
A11.08.007 3aywwHas HoBoKanHoBas 6a0kaga
A03.25.003 NccnepoBaHmne opraHa cayxa € MOMOLLbIO KaMepTOHa
A22.30.033 Koarynaumsa KpoBoTOYaLLLero cocysa
A21.25.002 Maccax bapabaHHbIX NepenoHoK
A11.07.022 Annankaums nekapCcTBEHHOrO npenaparta Ha CAn3ncTyro 060104Ky NoaoCTH pTa

A16.01.004 Xupyprudeckas obpaboTka paHbl UM MHGULMPOBAHHOM TKaHM

39000
24000

1900
1600

1900
1600

330
330
3500
6000
5000
2500
2500

3750
2000
2500
3000
2000

1900
1600
1000

200
1300
2000
5000
3500
3000

200

600
4000
3000
1000

300
2500

250

300
1000



A15.01.002 HanoxkeHve NOBA3KM NPW THOMHbIX 3a60NEBaHMAX KOXM N MOAKOXHOM KAeTYaTKN
A16.08.006.001 MNepeaHaa TamnoHaja Hoca

A11.08.021.001 MNMpombiBaHMe OKOAOHOCOBbIX Ma3yX M HOCa METOAOM BaKyyMHOrO nepemMeLleHmns
A16.08.016 MNMpombiBaHMe nakyH HeBHbIX MUHAANINH

A16.25.007 YaaneHue ywHon cepebl (1 yxo)

A11.08.004 MyHKLMA OKOJOHOCOBBIX Masyx

A11.25.003.001 TyaneT yxa npu BOCNaAnTeNbHbIX NpoLeccax

A16.01.017.001 YaaneHue f06poKavecTBEHHbIX HOBOOBPA30OBaHNIA KOXMN METOA0M
anekTpokoaryaaumm ot 1 go 3 cm.

A16.25.008 YpaneHne MHOPOAHOrO TeNa U3 CIyXoBOro OTBepcTus
A02.25.001 SHAOCKOMMA CAYXOBOro Npoxoga (0Tockonus)
A03.08.004 PuHockonus

A03.08.001 NTapuHrockonus (npsimas)

B01.003.004.004 AHecTe3unsa annankKalMOHHas

B01.003.004.005 AHecTe3na nHduabTpaLmoHHas ( | kateropus)
B01.003.004.005 AnecTe3na nHdunbtpaumoHHas ( Il kateropus)
B01.003.004.005 ArecTe3na nHdunbtpaymoHHas ( Il kateropwmsa)
3abop matepuana (noces)

3abop matepwuana (Ma3ok)

3abop matepwuana (MLIP)

A11.08.020 AHeMM3aLMs CAU3UCTON HOCa (TyaneT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BckpbIThe napaToH3manspHoro abcuecca

A16.08.009.001 YaaneHune noamMnoB HOCOBbIX XOA40B C NCNO/Ib30BaHMEM BUAEOIHAOCKOMNYECKNX
TexHonorui -1 ctopoHa: 1 kateropus

A16.08.009.001 YpaneHune noamMnoB HOCOBbIX XOA40B C NCNOAb30BaHMEM BUAEO3HAOCKOMNYECKNX
TexHonorui -1 cTopoHa: 2 kateropus

A16.08.009.001 YaaneHne noannoB HOCOBbLIX XOA0B C UCMOJ/Ib30BaHNEM BMAEO3IHAOCKOMMNYECKUX
TexHonoruu -1 ctopoHa: 3 kateropus

A16.08.010.001 MNoacansmcras Ba30TOMMUA HUXKHUX HOCOBBIX PakoBUWH: 1 kaTeropus
A16.08.010.001 MoacansncTas Ba30TOMMUA HUKHUX HOCOBBIX PaKOBMH: 2 KaTeropus
A16.08.010.001 Moacam3nctas BasoTOMMA HMXKHMX HOCOBBIX PaKOBUMH: 3 KaTeropuvs
A16.07.087 YBynonnactuka: 1 kateropus

A16.07.087 YBynonnactuka: 2 kateropus

A16.07.087 YBynonnacTtvka: 3 kateropus

Mukpockonus JIOP opraHos

A16.08.013 CenTtonnactuka: 1 kateropum

A16.08.013 CenTonnacTuka: 2 kateropumsa

A16.08.013 Centonnactuka: 3 Kateropmsa

A16.08.001 ToH3nANIKTOMUSA T KaTErOpUK CAOXKHOCTU

A16.08.014 Peno3wnums kocTelt Hoca 1 kaTeropus

A15.03.003 HanoxeHue runcoBow NOBA3KM NpW nepenomMax Kocten (rmnc)
A16.08.017.001 NanMopoTOMHUSA C UCMO/Ib30OBAHWEM BUAEO0IHAOCKOMNUYECKMX TEXHOAOTMI 1
KaTeropus

A16.08.017.001 NanMOpOTOMMA C UCMONB30BAHVUEM BUAEO0IHAOCKONNYECKNX TEXHOAOTUI 2
KaTeropws

A16.08.017.001 FaMOpPOTOMMS C MCMO/Ib30BAHWEM BUAEOIHAOCKONMUYECKUX TEXHONOTUI 3
KaTeropus

A16.08.035 YpaneHne HoBoobpa3oBaHM NOIOCTM HOCa (3 kaTeropwms)

A16.08.002 AseHoumaskTomua 1 kateropumsa
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A16.08.002 AgeHomasKTOMUA 2 KaTeropus 38000

A16.08.002 AgeHonaskToMuKA 3 KaTeropms 42500
A16.08.001 ToH31ANIKTOMMA 2 KaTErOPUM CIOXKHOCTH 37500
A16.08.001 TOH3MAN3KTOMMSA 3 KaTEropmmn CAOXHOCTH 42500
YaaneHve obpa3oBaHuWs YLWHOW PakoOBUHbI 5000
A16.08.064 ToH3annnotTomus 1 KaTeEropmn CAOXHOCTU 18500
A16.08.064 ToH3nANOTOMUA 2 KaTEFOPUN CIOXHOCTU 23500
A16.08.064 ToH3nanoToMUA 3 KaTEropmn CAOXHOCTU 28500
A16.08.014 Peno3numsa kocTel Hoca 2 kateropus 15000
A16.08.014 Peno3wnums kocTel Hoca 3 kaTeropus 25000
A11.25.006 Brioncmsa HoBoobpaszoBaHUA HaPY>KHOTO yxa 3000
A17.30.021 2nekTpokoarynaumsa 6000
A11.08.022 KaTteTepusauuna npmaaToyHbIX Nasyx Hoca 2500
A11.07.022 Annankaums nekapCcTBEHHOrO npenaparta Ha CAn3MCTyro 060104Ky NoAoCTU pTa 300
A15.01.002 HanoxkeHve NOBA3KM NPV THOMHbIX 3a60NEBAHMSAX KOXM W MOAKOXHOW KJETYaTKN 1000
A16.08.006.001 MNepeaHAs TaMnoHaja Hoca (yaaneHue) 1500
A12.25.006 ViccnepoBaHmne GyHKLMIA CyxOBOW TPy6bl 300
A11.25.003.001 MpombiBaHme HagbapabaHHOro NPOCTPaHCTBa CPEAHEro yxa 800
A16.01.017.001 YganeHne f06pokayecTBEHHbIX HOBOOOPA30BaHMWI KOXM METOA0M 3300
anekTpokoaryaaumm o 1 cm

A16.08.007 YpaneHne MHOPOAHOrO Tena rnoTKN Uan ropTaHn 2500
A16.08.011 YpaneHve nHopoaHoro Tesa Hoca 2100
A16.25.011 MupuHrotommsa 2000
A16.08.035 YpaneHne HoBoobpa3zoBaHuMii Nos0CTK Hoca (1 kaTeropws) 15000
A16.08.035 YpaneHne HoBoob6pa3oBaHMA NOIOCTN HOCa (2 KaTeropws) 25000
A16.08.008.004 Mnactnka KoHYMKa Hoca (1 kaTeropwms) 15000
A15.03.003 HanoxeHue rmncoBow NOBA3KW NpU NepesoMax KOCTen (CNANHT) 5000
A16.27.003.001 CdeHOMAOTOMMUSA C NCMOBb30BAHNEM BUAEOIHAOCKOMMYECKUX TEXHOOTNI (1 38000
Kateropum)

A16.27.003.001 CheHOMAOTOMMA C UCMONb30BAHNEM BUAEOIHAOCKOMUYECKMNX TEXHOAOTMI (2 45000
KaTeropum)

A16.27.003.001 CdeHona0TOMMSA C MCMOb30BaHMEM BUAEOIHAOCKOMUYECKMX TEXHONOTMI (3 50000
Kateropum)

A16.25.042 YpaneHne HOBOOGPa3oBaHUA Hapy>KHOro cnyxosoro npoxoga (1 kateropwus) 3000
A16.25.042 YpaneHne HOBOO6pa3oBaHMIA HapYy>XHOIO CIyXOBOTo MPoxoja (2 kaTeropwus) 5000
A16.25.042 YpaneHne HOBOO6pa3oBaHMIA HapY>XHOIO CIlyXOBOro NpoxoAa (3 kaTeropwus) 7000
A16.08.008.004 MNnactka KOHUMKa HOCa (2 KaTeropwms) 35000
A11.08.003.001 Brioncusa camsmncto 060104KN HOCOTNOTKN MO KOHTPONEM SHAOCKOMMYECKOTO 5000
nccneAoBaHUs

A16.08.023 MpoMbiBaHWE BEPXHEYENHOCTHOM Nasyxu Hoca 800
A16.03.034.002 Peno3unuus kocTei Hoca 3akpbiTas 10000
A16.25.020 LLlyHTMpOBaHUWe 1 ApeHnpoBaHune bapabaHHOW NOOCTM 1000
A16.08.017.001 FaMOpPOTOMMS C MCMO/Ib30BAHNEM BUAEOIHAOCKONMUYECKUX TEXHONOTUI (AETAM) 20000
A16.08.035 YaaneHne HoBOO6pa3oBaHWMA NOIOCTM HOca (4 KaTeropws) 50000
A16.08.017 PagmkanbHaa onepauma Ha BepxHeUentoCTHbIx nasyxax (1 kateropus) 30000
A16.08.017 PagmkanbHaa onepaLma Ha BEPXHEUEHOCTHbIX Nasyxax (2 kateropus) 37000
PagunkanbHas onepaumsa Ha BEPXHEYENHCTHbIX Nasyxax (3 kateropms) 42000

AHanun3zbl

PvHouutorpamma 781



F'McTonormyeckoe nccnepoBaHve BUONCMINHOrO Mateprana U matepuana, Nnoay4YeHHOro npu
XUPYPruvecknx BMeLLaTenbCTax (3HAOCKONMYECKOro MaTepuana; TKaHel XXeHCKOW NoNoBOw
CUCTEMBI; KOXW, MAFKMX TKaHel; KPOBETBOPHOW M IMMbOUAHONM TKaHEN; KOCTHO-XPSLLEBOM
TKaHW)

Y3 petam
¥Y3WU cocyanoB

A04.12.014 lynnekcHOe CKaHMPOBaHWE COCYZAOB renatobuannapHom 30HbI (JeTAM)

A04.12.005.003 AynnekcHoe ckaHMpoBaHWe HbpaxuoLiedanbHbIX apTePUi € LBETHbIM
JONNAePOBCKUM KapTUPOBaHWEM KPOBOTOKA (apTepuid Len) eTam

A04.12.003.001 lynnekcHoe ckaHMpOBaHWe BPHOLLHOM aopThl U ee BUCLepasbHbix BeTBel (Y3Ar

AeTAM)
A04.12.002.002 YnbTpa3BykoBas gonnaeporpadus BeH HUXHUX KOHEUHOCTEN (4eTam)

A04.12.002.001 YnbTpasBykoBas gonnaeporpadua cocysoB (apTepuii N BeH) HUKHUX
KOHeYHoCcTen (AeTam)

A04.12.002 YnbTpasBykoBas gonnaeporpadus cocysos (apTepuii U BeH) BEPXHUX KOHEUHOCTEN

(netam)

A04.12.002.003 YnbTpasBykoBas gonnaeporpadus BeH BepXHNX KOHEUHOCTEN (aeTam)
A04.12.001 ¥YnbTpasBykoBas Aonnieporpapus apTepuin BEPXHNX KOHEUHOCTe! (AeTAM)
A04.12.001.001 YnbTpa3BykoBas gonnaeporpadus apTepuin HUKHUX KOHEYHOCTEN (4eTAM)

A04.12.001.002 AynnekcHoe CKaHUPOBaHWe apTepuii nodek (JeTam)

A04.12.001.006 YnbTpasBykoBas gonnaeporpadua TpaHcKpaHuanbHas apTepuini MeToAoM
MOHUTOPUPOBAHWA (AeTAM)

A04.12.014 lynnekcHoe ckaHMpPOBaHMe COCY0B renatobuannmapHoOm 30Hbl

Y3W wutoBnaHom xenessbl

A04.22.001 YnbTpa3ByKOBOE NCCNE[0BAHNE LLMTOBUAHOW XeNe3bl U NapalLMTOBUAHbIX Xenes3

(netam)

A04.22.001 YnbTpa3ByKOBOE NCCe0BaHME LLIMTOBUAHON XKenesbl 1 NapaLllnTOBUAHBIX
Xenes/YnbTpassykoBoe ncciefoBaHme amMmdarnyeckmx y3aos (0gHa aHaTommn4yeckas 30Ha)
AeTAM

A04.22.001.001 Snactorpadus WUTOBUAHOW Xene3bl (AeTam)

Y3 opraHoB 6ptoLHOM NON0CTH

A04.16.001 YnbTpa3ByKOBOE NCC/IE[0BAHME OPraHOB BPHOLLIHON MOAOCTU (MeUeHb, XXENUHbIN
ny3blpb, MOAXeNYA0UHAsA XKeNe3a, cene3eHka) AeTAM

YnbTpa3ByKOBOE NCCNEf0BaHNE OPraHOB HPHOLLHOM NONOCTU (MeYeHb, XXENYHbIV Ny3bIPb,
nogykenyaouvHas xenesa, ceseseHka, MoYku, HaZMNoYeYHNKM, MOYEBOW Ny3bIpb) AETAM

A04.14.001 YnbTpa3BykoBOe NCCAeAOBaHME NeYeH (aeTam)

A04.14.002 YnbTpa3BykoBOe NUCCAEAOBAHME XXENYHOrO MNy3blps N MPOTOKOB (AeTAM)

A04.14.002.001 ¥nbTpa3BykoBOE MCCAeAOBaHME XXENYHOTO Ny3blps C OnpeaeneHem ero
COKPaTUMOCTH (AeTAM)

A04.06.001 YnbTpa3ByKkOBOe NcCiefoBaHNE Cene3eHKM (eTam)

A04.15.001 YnbTpa3BykoBOe NccnesoBaHNe NOAXKENYAOUHOM XKene3bl (4eTdM)

A04.18.001 YnbTpa3BykoBOe MCCaAef0BaHNE anneHAMKca (Cemnom KULWKK) 4eTaM
Y3/ opraHoB 3abpHoLLIMHHOIO NPOCTPaHCTBa

A04.28.002.001 ¥YnbTpa3BykoBe MCCAeA0BaHME MOYEK N MOYEBOTO My3bIpa AETAM

A04.22.002 YnbTpa3BykoBOe NcCAeA0BaHME HAAMOYEUYHNKOB (4eTAM)

A04.28.001 YnbTpasBykoBOe nccaefoBaHve novek N HaANoOUYeUYHNKOB (JeTam)

A04.28.002.001 ¥YnbTpa3sykoBoe nccaefoBaHme noyvek (4etam)

A04.28.002.005 YnbTpa3BykoBOE UCCNEA0BaHNE MOUYEBOTrO My3blps C ONpPeAeeHNEM OCTaTOYHON

Mouu (aeTsam)

A04.28.002.003 YnbTpa3BykoBOE NCCAeA0BaHME MOUYEBOTO My3blpsa (A4eTAM)
Y3 mowwoHkun

A04.28.003 YnbTpa3BykOBOe NCCAeA0BaHWE OPraHOB MOLLOHKM (4eTam)
¥Y3WU cepgua

A04.10.002 Sxokapanorpadusa ( ¥3n cepaua aAetam)
Y3U obwme
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1700
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600
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750

750

600
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A04.01.001 YnbTpa3ByKOBOE NCCef0BaHME MATKMX TKaHeN (O4Ha aHaTOMMYecKas 30Ha) AeTsam
A04.09.001 YnbTpa3ByKOBOE NCCef0BaHWE NIEBPabHON NOAOCTY (AeTAM)

A04.06.003 YnbTpa3ByKkOBOe NCCef0BaHNE BUIOYKOBOW Xese3bl (AeTam)

A04.18.001 YnbTpa3ByKkoBOE NUCCNEAOBaHWE TONCTON KUK (4ETAM)

Y3 numdatmnyeckunx y3nos

A04.06.002 YnbTpa3BykoBOe nccieoBaHne aMmdaTnyecknx y3aos (04Ha aHaToMmmnyeckas 30Ha) (
3a0pPIOLLNHHbIX Y310B) AeTAM

A04.06.002 YnbTpa3sykoBoe ncciefoBaHne auMmdaTnyecknx y3aos (04Ha aHaToMuyeckas 30Ha)
Hajno4YeuHbIX) 4eTAM

A04.06.002 YnbTpa3BykoBOe ncciesoBaHne aumdaTnyecknx y3noB (0AHa aHaToMU4yeckas 30Ha)
naxoBblIX) AeTAM

A04.06.002 YnbTpa3BykoBOe nccnegoBaHve aumdatmyeckmx y3nos (0g4Ha aHaToMmyeckas 30Ha)
NOAKNHOUMUYHbIX/HaAKNHOUMNYHbIE AETAM

A04.06.002 YnbTpa3BykoBoe ncciefosaHne aumdaTnyecknx y3a1os (04Ha aHaToMunyeckas 30Ha)
NOAMbILIEYHbIX) AeTAM

A04.06.002 YnbTpa3sykoBoe ncciefoBaHne auMmdaTnyecknx y3a1os (04Ha aHaToMnyeckas 30Ha)
weu) AeTam

A04.06.002 YnbTpa3BykoBOe MccnegoBaHne aMMbaTnyeckmx y3n1oB (0AHa aHaToMmnyeckas 30Ha)
Lew, Haj/MoAKNOUNYHbIE, MOAMbILLIEYHbIe, 3a6PHOLWNHHbIE, MaxoBble AETAM

¥3W opraHos manoro Tasa

A04.21.001 YnbTpa3ByKkoBOe NccnefoBaHNE NpeacTaTeNbHOM Xenesbl (4eTaM)

A04.20.001 YnbTpa3BykoBOe nccaefoBaHNe MaTKu U MPUAaTKOB TpaHcabjoMUHaNbHOe OpraHoB
Masioro Tasa ( reHuTanen ) y AeBouek

Y3 Mon0oYHBIX Xené3
A04.20.002 YnbTpa3BykoBOe NcCAeAOBaHME MOJIOYHbIX Xene3 (4eTaMm)
A04.20.002.001 Snactorpadunsa MONOYUHBIX XKenes (aeTam)
A04.20.002 YnbTpa3eykoBOe nccaefoBaHe MOJOYHbIX Xenes (4eTAM- Masb4mKin)

¥Y3W ronossl

A04.23.001 HenpocoHorpadwus (Y3V ronoBHOro mosra) ¢ oLLeHKOW KpOBOTOKa
(HCT +TpaHckpaHuanbHblv gonaep) 4eTam

A04.23.001 HenpocoHorpadus (Y3 ronoBHoro mo3sra) 6e3 oueHku kposoToka (HCI) getam
A04.03.001 YnbTpa3ByKOBOE ncciesoBaHMe KOCTel (Yepena getam 4o 1 roaa)

A04.07.002 YnbTpa3BykoBOe NCCAeAOBaHME CAHOHHBIX Xenes (4eTam)

A04.08.001 ¥YnbTpa3BykoBOe nccneaoBaHne OKOJOHOCOBbIX Nasyx (getam Ao 4-5 ner)

Y3W kocteit u cyctaBoB

A04.04.001.001 YnbTpa3BykoBOE MUCCNELOBaHNE Ta300eApeHHOrO cycTaBa (TO/IbKO AeTun a0 1
roga)

A04.03.001 YnbTpa3ByKOBOE NCCE[0BAHME KOCTEN (KAHOUMNL) AETAM

A04.04.001 YnbTpa3ByKkoBOe ncciefoBaHne cycTaBa (O4HOMO COYNEHEHUA
(rPYAVHO-KIFOUNYHOTO/KAHOUYMYHOM0-aKPOMMUaNbHOTO) AETAM

JHAO0CKONUSA
B01.059.001 Mpwrem (0ocMOTp, KOHCYAbTaLMA) Bpaya-3HAO0CKONWCTa NEPBUYHbIN
B01.059.002 Mpwuem (0OCMOTP, KOHCY/IbTaLMs) Bpayva-3HA0CKOMNMUCTa MOBTOPHBIN
A03.08.004.002 3HaocKkonMnyeckasn 3HAOHa3a bHaA PEBN3MA OKONOHOCOBBIX Nasyx
A16.30.074 KnnnnpoBaHue KpOBOTOYALLLErO 3HAOCKONNYECKOe COCyAa
B01.059.001 Mpwrem (0cMOTp, KOHCYbTaLMS) BpaYa-3HAOCKOMNNCTA NEPBUYHbIN (Nepes onepaunen)
®unbporacrtpoayoaeHockonus (OraC)
A03.16.001 330daroractpogyoaerHockonus (Prac)
A11.16.002 Xennun-tect npn ®racC (PubporactposyoseHoCKonms)
Tect Ha XvnokobakTepn aHTUTena knacca IgA k Helicobacter pylori)

A26.19.098 AHTUreHHbI TecT Ha Helicobacter pylori (kan)

A11.16.002 Onpegenexve JHK Xunokobaktepu nunopu B brontate cCAn3NCTON Xenyaka n/vam
JBeHaLLaTUNepCTHOW KULLIKMN

Antutena k Helicobacter pylori 1gG (BectepH-6510T)
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900
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750
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1000
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A11.16.002 buoncus xenyAka C MOMOLLbIO 3HAOCKONWK (3abop MaTepwana)

A03.16.001.005 ®JIC (330¢daroractpoAyoseHOCKONNA TPaHCHa3aabHas)

3abop maTtepuana Ans NaToMOPPONOTrMYECKOro NCCiesoBaHNS

A11.16.001 buoncmsa nuLEeBoa C MOMOLLbIO 3HAOCKONUK (3abop MaTepuana)

A11.16.003 broncws ABeHaALaTUNEPCTHOM KULIKM C MOMOLLbIO 3HAOCKOMNUM (3abop MaTepurana)
A03.16.001.001 330¢daroracTposyoAeHOCKONUSA C 31eKTPOoKoarysumeli KpoBoTo4allero cocyaa
A03.16.001.004 330daroracTpoayoAeHOCKONUA C BBEAEHNEM NEeKapCTBEHHbIX MpenapaTos

A11.16.010 YcTaHOBKa Ha30racTpasbHOro 30HAa

A16.12.020.002 OcTaHOBKa KpOBOTEUYEHWNA IHAOCKONMNYECKas C UCMOb30BaHNEM
TepMoKoarynaLum

A16.16.041.001 SHAOCKONMYECKOe yAaNeHWe NOANMOB 13 NULLLEBOAA
A16.16.041.003 SHAOCKONNYECKOE YAaNeHe MHOPOAHbIX TeN NuLieBosa
A16.16.048 SHpoCKOMMYeCcKOe yaaneHne NHOPOAHBIX TeN 13 XXenyaka

A03.08.003 330darockonus

A16.16.052 SHAOCKOMMYECKOE INEKTPOXUPYPrUYEecKoe yaaneHne HoBoobpa3oBaHWs Xenyaka
(yaaneHwe nonuna go 1 cm)

A16.16.052 SHAOCKOMMYECKOE 3N1eKTPOXNPYPrUYeckoe yaaneHe HoBoobpasoBaHMs XenyaKa
(yaaneHwe noavna ot 1 go 2 cm)

A16.16.052 SHJOCKOMMUECKOE 3NEKTPOXUPYPIMUYECKOE YaaneHne HOBOOBpa3oBaHWA Xenyaka
(yaaneHwe noavna (ot 2 go 5 cm)

A11.16.002 buoncus xenyaka C MOMOLLb 3HAOCKOMNUM (C OLLEHKOM Mo Knaccuburkalmm
OLGA/OLGIM)

KonoHockonusa
A03.18.001.001 BuaeokonoHockonums
A03.19.002 PekTopomaHockonua

A11.18.001 bruoncmsa 060404HON KULLKM 3HAOCKONMYeckas (3abop MaTepuana LMMLOBbIN)

A11.19.001 Buoncma cCUrMOBUAHOM KULLIKM C MOMOLLbI BUAEO3HAOCKOMUYECKMUX TEXHONOT I
(3abop MaTepuana LWMNLOBbIN)

A11.19.002 broncms NPsAMORN KALWKK C MOMOLLbH BUAEO3HAOCKOMUYECKUX TEXHONOTUI (3abop
MaTepvana WnnuoBbIiA)

A16.18.019.001 YaaneHue noavna TOACTOM KULLKW 3HAOCKOMNKMYeckoe (40 1 cm)
A16.18.019.001 YaaneHne noavna TOACTOM KULLIKU 3HAOCKONMYeckoe (0T 1 CM A0 2-X CM)
A16.18.019.001 YaaneHune noavna TOACTOM KULLKM 3HAOCKOMNMYeckoe (bonee 2-x cMm)
A03.18.002 SHAOCKOMMYecKas pe3eKLma CM3NCTON TONCTOM KULLIKM

A03.19.004 Pektocmrmomngockonms

A11.18.001 bruoncmsa 06040UHOM KMLLIKM 3HJOCKONMYecKas (3abop maTepuana netieBon)
A11.19.001 Broncmsa CMrMOBUAHOW KULLKW C MOMOLLbIO BUAEO3HAOCKOMNYECKUX TEXHOIOMMIA
(3abop MaTepwrana neTieBon)

A11.19.002 Brioncus NPsIMOI KMLLIKX C MOMOLLbIO BUAEO3HAOCKOMUYECKUX TEXHONOMUIA (3a60p
MaTepwvana netieBomn)

Bponxockonua
A03.09.001 bpoHxockonusa

A03.08.001.001 BugeonapwuHrockonusa (®J1C)
A11.07.016.001 Brioncus poTornoTku Noj KOHTPOJAEM 3HAOCKOMMUYECKOrO UCCaefoBaHus (3abop
maTtepuvana)

A11.08.003.001 brioncusa camsmnctor 060104KN HOCOTNOTKN MO KOHTPONEM IHAOCKOMMYECKOTO
nccnegoBaHuA(3abop matepuana)

A11.08.008.001 buoncus CAM3NCTON FOPTAHOFIOTKM MOA KOHTPOJEM SHAOCKONUYECKOrO
nccnesoBaHus(3abop mateprana)

A11.08.012.001 Brioncus TkaHeln Tpaxen Noj KOHTPOJEM TPaXeoCKOMMUYECKOro
nccnesoBaHusA(3abop mateprana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHxockonus

A03.16.002 YcTtaHOBKA HAa30MHTECTUHANBHOrO 30HAa
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A03.30.006.001 Y3kocnekTpasabHOe 3HAOCKOMMYeckoe nccaefoBaHne ropTaHn, Tpaxen u
6pOHXOB

A11.09.008 Broncusa Tpaxen, 6pOHXOB MPU BPOHXOCKONNM
A11.09.006 SHpOTpaxeanbHOE BBeAEHWNE IeKapCTBEHHbIX NpenapaTos
JeTckas aHAOKpUHONOTUA
Mpuémbl
[leTckunin 3HAOKPUHOOT (MPYeM NepBUYHBIN)
[leTckunin 3HAOKPUHOOT (MPYeM NMOBTOPHBIN)
OHkonorua
Mpunémbi
B01.027.001 Mpurem (0ocMOTp, KOHCYAbTaLMs) Bpaya-OHKOI0ra NepPBUYHBIN
B01.027.002 Mpwuem (0OCMOTP, KOHCY/IbTaLMs) Bpaya-OHKO/10ra NOBTOPHbIN
McmxoTtepanusa
Mpuémbl
McunxotepanesT (60 MUHYT ceaHc)
KomMnsiekcHble nporpaMmbl
Mporpamma Check-Up ana my>xumnH go 45 net
Mporpamma Check-Up ana xeHwuH go 40 net
Mporpamma Check-Up ana my>xumnH ctapie 45 net
Mporpamma Check-Up ans >xeHwuH crapwe 40 net
Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALLIE" nauneHTsl o 40 net
Mporpamma Check-Up (Yek-An) "340POBOE CEPALLE" nauneHTsl nocne 40 net

Komnnekc nccneaosanuii “340POBbIV XENYAOK" (Factpockonus; TecT Ha xenukobaktep nuaopw;

Mpuném npoduabHOro cneumnanmcra)

Komnaekc "Yponorus ans my>kumH" (MepBuYHbIN Npuém yponora+Y3W npeactatenbHON xenesbl

TpaHcabAoMVHaNbHOE)

MPT ronosHoro mo3ra + MPT apTepuii ronoBHoro mo3ra + MPT LweiHoro otaesna No3BOHOUYHMUKA +

KOHCyNbTalMa HeBpoJIora
FacTpoaHTeponoruns
Mpuémsl
B01.004.001 Mpwrem (0CcMOTp, KOHCYAbTaLMs) Bpaya-racTpoaHTepoiora nepBuUUHbI
B01.004.002 Mpwuem (0cMOTpP, KOHCYyNbTaLMA) Bpaya-racTpo3HTepoiora MOBTOPHbIV
MpoueaypHbIN KabrHeT

Yenyru

A11.12.003.001 HenpepbiBHOE BHYTPMBEHHOE BBEAEHWE IeKaPCTBEHHbBIX MpenapaToB
(kanenbHoeE)

A11.12.003 BHyTpuBEHHOE BBEAEHWE NEKAPCTBEHHbIX NpenapaTos (cTpyiHoe) (1 go3a 6e3
CTOMMOCTY npenaparta)

A11.01.002 NoakoxHOe BBeAEeHWE NeKapCTBEHHbIX MpenapaTos

A11.02.002 BHyTpuMbILLIEYHOE BBEAEHME eKapCTBEHHbIX NpenapaTtos (1 go3a 6e3 ctoumocTtn

npenapara)
A11.16.010 YcTraHOBKa Ha3oracTpaiabHOro 3o0HAa

Ycnyru ¢ npenapatamu

HenpepblBHOE BBejEeHWE NIEKAaPCTBEHHBIX NPenapaToB (KaneabHoe) LedTpuakcoH 2 rp. (1 fo3a)

HenpenpepbiBHOE BBeAeHNe eKapCTBEHHbIX NpenapaTos (kanenbHoe) [ekcametasoH 4wmr (1

403a)

HenpenpepbiBHOE BBeAeHNe 1eKapCTBEHHbIX NpenapaTos (kanensHoe) Cyabdat MarHma 5ma (1

403a)

HenpepbiBHOE BBejeHWE IEKAapPCTBEHHBIX NPenapaTtoB (kaneabHoe) npeaHnsonoH 30Mr/1 ma (1

403a)

HenpepbiBHOE BBeAEHME eKapCTBEHHbIX Npenapatos (KaneabHoe) N1eBoGpAoKCcaUnH 5 Mr/mn

100 mn (1 po3a)

HenpepbiBHOE BBEAEHME NIeKapCTBEHHbIX NpenapaTtoB MeTtoknonpamug Smr/ma (1 gosa)
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HenpepbiBHOE BBeAeHMe nekapcTBeHHbIX npenapatos KetonpodeH 50mr/mn (1 go3a)

HenpepbiBHOe BBEAEHWE IeKaPCTBEHHBIX NpenapaTos (kanesbHoe) umtodnasuH 10ma (1 fo3a)
HenpepbiBHOE BBEAEHME IEKAPCTBEHHbIX MpenapaToB (kanesbHoe) LepebponunsmH 5 ma (1 fo3a)

HenpepbiBHOE BBEAEHWE NeKapCTBEHHbIX NpenapaToB LedTprakcoH 2 rp. (1 go3a)

HenpepbiBHOE BBeAEHME NeKapCTBEHHbIX Npenapatos (kaneabHoe) neHTokcnduamH Sma (1
403a)

HenpepbiBHOe BBEAEHME NeKAPCTBEHHbIX cpeacTs gpoTasepuH 2.0 (1 go3a)

HenpepbiBHOe BBeAEHWE IeKapPCTBEHHbIX CPEACTB HNKOTUHOBasA kncaoTa 1.0 (1 go3a)
HenpepbiBHOE BBEAEHMNe lekapCTBeHHbIX NpenapaTtos peambepuH 1,5% 200 ma (1 go3sa)
HenpepbiBHOe BBEAEHME 1IeKaPCTBEHHbIX NpenapaTtos BUHNoLeTuH 2 ma (1 go3a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapaTos Mekcnaon 5 ma (1 gosa)

HenpepbiBHOE BBEAEHME NIeKaPCTBEHHbIX NpenapaTos (kanesibHoe) TokToBas knciota (1 go3a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapatoB PepuHxekT 50mr/mn 2 ma (1 go3a)
HenpepbiBHOE BBeAeHME nekapcTBEeHHbIX Npenapatos [entpan 400 mr (1 go3a)

HenpepbiBHOE BBeAeHME NekapCcTBEHHbIX npenapatos TnamuH 50 mr (1 go3a)

HenpepbiBHOe BBEAEHME IeKapCcTBEHHbIX NpenapaTos MNupungokcnH 50 mr (1 go3a)
HenpepbiBHOE BHYTPMBEHHOE NekapCTBeHHbIX npenapatos AckopbuHoBsas kuciota 5% (1 go3a)
HenpepbiBHOe BBeAeHME SlekapcTBeHHbIX NpenapaTtos AkTosernH 40 mr/ma 5 ma (1 f03a)
HenpepbiBHOe BBeaeHWe iekapcTBeHHbIX NpenapaTtos LepakcoH 1000 mr/4 ma (1 fo3a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapaTos Mekcngon 2 ma (1 gosa)

HenpepbiBHOE BBeAEHVE NekapcTBeHHbIX Npenapatos Kcepokam 8 mr (1 4o3a)
HenpepbiBHOE BHYTPVMBILLEYHOE BBEAEHME JIEKAPCTBEHHbIX NpenapaTos pymanoH 1 ma (1 gosa)

HenpepbiBHOe BBEAEHMNE IeKapCTBEHHbIX NpenapaTtos JI-kapHuTuH 5 Ma 200mr/ma (1 go3a)
HenpepbiBHOe BBEAEHME IeKAaPCTBEHHbIX NpenapaTtos JyduanH Sma (1 gosa)
HenpepbiBHOe BBeAeHMe nekapcTBEeHHbIX Npenapatos Mugokanm 1 ma (1 go3a)
HenpepbiBHOe BBeAEHME NeKapCTBEHHbIX NpenapatoB L-JIn3nHa ScumHat 5 ma (1 go3a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapaTtos JlngokanH 2 ma (1 go3a)

HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX Npenapatos ManatuanH 4 ma (1 gosa)

HenpepbiBHOE BHYTPMMBILLEUYHOE BBEAEHWE IeKAaPCTBEHHbIX MpenapaToB Muabramma 2 mi (1
403a)

HenpepbiBHOe BBEAEHME 1IeKapPCTBEHHbIX NpenapaTtos LepeToH 4 ma (1 fo3a)
[Jetckan fepmoTononorua
Mpuémel
[etckuin sepmatonor (MepBUYHbINA NpUem)
[etckuin sepmatonor (MOBTOPHbIV Npuem)
JepmoToBeHeponorms
Mpunémbi
B01.008.001 MNpwuem (0cMOTp, KOHCyNbTaLMA) Bpaya-AepMaTOBEHEPOIOra NePBUYHbIN
B01.008.002 Mpwuem (0cMOTp, KOHCYyNbTaLMA) Bpaya-AepMaToBeHepoiora MOBTOPHbIV

[JHeBHOW cTaLmoHap

B01.023.003 ExkeiHEBHbIV OCMOTP BPa4OM-HEBPOJIOrOM C Hab/IHOAEHVNEM U YXOA0M CPESHEro v
MAaALlero MeAnLMHCKOrO NnepcoHana B OTAe/eHUN CTaumoHapa (NpebbiBaHue B CTalMoHape Ao
3-X yacos)

B01.058.006 ExxeHeBHbIM OCMOTP BPaUOM-3HAOKPUHONOFOM C HabAHOAEHNEM U YXOAOM CPeaHero
N MAagLero MeanLMHCKOro NepcoHana B oTAeNeHnM cTaumoHapa (npebbiBaHre B CTaLMOHape Ao
3-X yacos)

B01.047.009 ExxeiHEBHbI OCMOTP BpavyoM-TepaneBToOM C HabNtOAEHNEM U YXOLOM CPEAHErO U
MAaALlero MeAnLMHCKOro NnepcoHana B OTAe/NeHUN CTaumoHapa (NpebbiBaHune B CTalMoHape Ao
3-Xx yacos)
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B01.001.007 ExxeiHeBHBbIN OCMOTP BPauOM-aKyLIEPOM-TMHEKONOrOM, C HabAtoAEHNEM U YXOAOM
CpefHero 1 MaagLero MeAVLIMHCKOro nepcoHana B OTAeNeHun ctaumoHapa(npebbiBaHue B
AHEBHOM CTaLMOHape A0 3x YacoB)

B01.057.005 ExkeiHEBHbIV OCMOTP BPa4YOM-XMPYProm ¢ HabatogeHNeM U YXOAOM CPEAHErO 1
MAaALlero MeAnLIMHCKOro NnepcoHana B OTAeNeHnn cTaumoHapa(npebeiBaHme B AHEBHOM
cTaumnoHape Ao 3x Yacos)

B01.053.006 ExxeiHeBHbIN OCMOTP BPauYOM-YPOJIOroM C HabAHOAEHNEM U YXOAOM CPEAHEro U1
MAagLLero MeAuLIMHCKOro nepcoHana B OTAeNeHnn cTaumoHapa(npebbiBaHue B AHEBHOM
cTaumoHape Ao 3x YacoB)

AHecTe3unonorus

OcmoTpebl
B01.003.001 OcmoTp (KOHCyNbTaLWsA) BpayOM-aHecTe3n010roM-peaHMaToNoroM NepBuUUHbIN
B01.003.002 OcmoTp (KOHCYNbTaLMsA) BPa4YOM-aHeCTe3M0I0rOM-PEAHMMATONIOTOM MOBTOPHbI

MaHunynauun
B01.003.004.009 ToTtanbHasa BHyTpuBeHHasa aHecte3na (A0 30 MUHYT)
B01.003.004.009 ToTtanbHasa BHyTpMBEHHasa aHecTe3nsa (Aol vaca)
B01.003.004.007 CnuHanbHas aHecTe3uns (o 1 yaca)
B01.003.004.007 CnnHanbHas aHecTe3ns (40 2Xx YacoB)
B01.003.004.008 CnunHanbHO-3nMAaypanbHasa aHectesna (o1 vaca)
B01.003.004.008 CnuHanbHO-3NMAypasbHas aHecTe3uns (40 2-X 4acoB)
B01.003.004.010 KombuHMpoBaHHbIV 3HAOTPaxea bHbI Hapko3 (8o 1 yaca)
B01.003.004.010 KombyHMpOBaHHbIV 3HAOTPaxeasbHbIA HAPKO3 (40 2X YacoB)
B01.003.004.009 ToTanbHasa BHyTPMBEHHasA aHecTe3nsa (A02-X YacoB)
B01.003.004.006 3nuaypanbHas aHectesna (40 30MUHYT)
B01.003.004.006 3nugypanbHaa aHectesunsa (Ao 1 vaca)
B01.003.004.006 3nunaypanbHasa aHecTe3mns (40 2X YacoB)
B01.003.004.008 CnuHanbHO-3NMnaypanbHaa aHecte3us (80 30 MUHYT)
B01.003.004.010 KoMbBMHMpPOBaHHbIV 3HAOTPaxeasbHbI Hapko3 (40 30 MUHYT)
B01.003.004.012 KOMBVHNPOBaHHBIA MHraAALMOHHBIA Hapko3 (40 30 MUHYT)
B01.003.004.012 KOMBMHMPOBaHHBIA MHrAAALMOHHBIM HapKko3 (40 1 yaca)
B01.003.004.012 KoMbBUHMpPOBaHHbIV UHFaNsALMOHHBIA HapKo3 (40 2X 4YacoB)
B01.003.004.011 CouyetaHHas aHecTe3na (80 30 MUHYT)
B01.003.004.011 CoueTtaHHas aHecTe3ns (4o 1 yaca)
B01.003.004.011 CoueTaHHas aHecTe3ns (40 2X YacoB)
B01.003.004.009.001 BHyTpuBeHHas aHanre3sunsa (20 30 MUHyT)
B01.003.004.009.001 BHyTpuBeHHas aHanre3uns (4o 1 yaca)
B01.003.004.009.001 BHyTpuBEHHas aHanresuns (40 2-X 4acos)
B01.003.004.009.001 BHyTpuBeHHas aHanresmns (CBbllle 2-X YacoB.)
B01.003.004.009 ToTtanbHas BHyTpuBeHHas aHecTe3na (cegaums npu ®rac)
B01.003.004.009 ToTanbHas BHyTPMBEHHas aHecTe3na (ceAaums Npu KOJOHOCKOMMM)
B01.003.004.009 ToTtanbHaa BHyTpuBeHHas aHecTe3na (cegauma npu ®rAC+konoHockonunm)
B01.003.004.007 CnuHanbHas aHecte3una (80 30 MUHYT)
A16.09.011 NckycctBeHHas BeHTUAALMA nerkux (1 yac)
A16.09.011 NckyccTBeHHas BeHTUAALMS nerkux (4o 12 yacos)
B01.003.004.001 MecTtHasn aHecTe3us
B01.003.004.009 ToTanbHasa BHyTpMBEHHasA aHecTe3uns (40 3-x Yacos)
B01.003.004.009 ToTanbHasa BHyTpMBEHHas aHecTe3ns (CBbile 3-X 4acoB.)
B01.003.004.007 CnuHanbHas aHecTe3ns (40 3-X YacoB)

B01.003.004.007 CnnHanbHasa aHecTe3una (CBblle 3-X YacoB)

1500

1500

1500

1900
1300

5500
10000
12000
13000
12000
13000
13000
15000
13500
8000
12000
13000
7000
7000
6000
12000
13000
6000
11000
15000
4500
7000
8000
10000
3700
4900
7100
5500
1000
7000
1000
15000
20000
15000
20000



B01.003.004.006 3nnaypasbHas aHecTe3na (40 3-X 4acoB) 15000

B01.003.004.006 SnunaypanbHas aHecTe3uns (CBbiLLe 3-X YacOB) 20000
B01.003.004.008 CnuHanbHO-3nMnAypanbHas aHecTesns (40 3-X 4acos) 15000
B01.003.004.008 CnunHanbHoO-3MMAypanbHasa aHectTesns (cBblle 3-x 4acoB.) 20000
B01.003.004.010 KOMBMHNPOBaHHBIA 3HAOTPaxeasbHbI HAPKO3 (A0 3-X YacoB) 17000
B01.003.004.010 KoMBMHMpPOBaHHbIV 3HAOTPaxeasbHbI HapKo3 (CBbile 3-X 4acoB) 22000
B01.003.004.012 KoMOUMHMpPOBaHHbIV UHFANSALMOHHBIA HApKO3 (40 3-X YacoB) 16000
B01.003.004.012 KOMOBMHMPOBaHHbIV UHFaNSALMOHHBIA HapKO3 (CBbILWe 3-X 4acoB) 21000
B01.003.004.011 CoueTaHHas aHecTe3uns (40 3-X YacoBs) 16000
B01.003.004.011 CoueTaHHas aHecTe3us (CBbllLe 3-X YacoB) 21000

CraumoHap KpyrnocyTOUHbIM
B01.003.003 CytouHOoe HabatogeHne BpayoM-aHeCcTe3noNoroMm-peaHumaTosorom 6300

CyTouHoe npebbiBaHME CONPOBOXAAMOLLLENO B KPYr/I0CYTOYHOM CTaLMoHape 3900

B01.001.007 ExxeAHEBHbI OCMOTP BpavOM-aKyLLepOM-TMHEKONOrOM, C HabOAEHNEM N YXOAOM
CpeAHero 1 MaajLero MeanLMHCKOro nepcoHana B oTgeneHun ctaumoHapa(npebbiBaHne B 1800
AHEBHOM CTaLMoHape)

B01.001.007 ExxefHeBHBbI OCMOTP BPauyOM-aKyLIEPOM-TMHEKONOrOM, C HabatogeHNEM U YXOAOM

CpeAHero 1 MAaALIEero MeANLMHCKOro NepcoHana B OTAENEHUN CTaLMOHapa 6300
B01.057.005 ExkeiHEBHbIV OCMOTP BPa4YOM-XMPYProm ¢ HabatogeHNeEM U YXOAOM CPEAHErO 1 6300
MAaALIero MeAnLMHCKOroO NnepcoHana B OTAeNeHUN CTaumMoHapa
B01.028.003 ExkeiHEBHbI OCMOTP BPa4YOM-OTOPMHONAPVHIONIOrOM C HabOAEHVEM U YXO40M 6300
CpeAHero 1 MaajLero MeaNLMHCKOro nepcoHana B OTAeNeHUN CTaloHapa
B01.047.009 ExxeHeBHbIM OCMOTP BPauOM-TepaneBTOM C HabAHOAEHNEM U YXOAOM CPEAHEro U1 6300
MaALLIEro MeANLIMHCKOrO NepcoHana B OTAENEHUN CTauoHapa
B02.001.001 Mpoueaypbl CECTPUHCKOTO YX0A4a Npu NOAFOTOBKE MaLMEHTKN K TMHEKO0rMYeckomn 1100
onepaumu
B02.003.001 Mpoueaypbl CECTPUHCKOTO yXOAa 3a NaLMeHTOM, HaXOAALLMMCA B OTAENEHNN 2500
WHTEHCVBHOW Tepanuu 1 peaHnmaLmm
B02.003.002 MpoLeaypbl CECTPUHCKOTO yX0Aa 3a NaLueHTOM, HaXOAALLUMMCS Ha UCKYCCTBEHHOW 2500
BEHTUNALMN NETKNX
B02.003.004 lMpoLeaypbl CECTPUHCKOTO YXOAa 3a NaLMeHTOM B KPUTUYECKOM COCTOAHMM 3000
B02.003.005 lMpoLeaypbl CECTPUHCKOTO yX0Aa 3a NaLunmeHToM B KOMaTO3HOM COCTOAHUMU 3000
B02.004.001 Mpoueaypbl CECTPUHCKOTO YX0A4a NPU UCCNeL0BaHUN CEKPETOPHON QYHKLMM Xenyaka 1900
N ABEHAALATUNEPCTHOMN KULLKN
B02.007.001 MpoLeaypbl CECTPUHCKOTO yXoAa 3a NaLmneHTOM CTap4eckoro Bospacta 3000
B02.008.001 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM, CTPaAatoLLnm 3000
AEPMaTOBEHEPOIOTMYECKNMI 3aboneBaHNAMN
B02.015.002 Mpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM C CepPAEUYHO-COCYANCTbIM 3000
3aboneBaHvemM
B02.018.001 MpoLieaypbl CECTPUHCKOTO yXxOAa MpuW NOAroToBKe naLyeHTa K 1200
KONOMPOKTONOrMYECKON onepauum
B02.018.001 MNpoueaypbl CECTPUHCKOTO YX0Aa 3a NaLMeHTOM C OTOPUHONAPUHIONIOTMYECKUMN 1200
3aboneBaHMAMU
B02.029.001 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM € 0pTanbMONOTNUYECKUMMI 1200
3aboneBaHuAMU
B02.057.001 MNpoueaypbl CECTPUHCKOTO yXOAa Npu NOAroTOBKe NaLMeHTa K onepauum 1200
B02.070.001 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM, CTPajaroLLMM XPOHUYECKUM 3000
601eBbIM CUHAPOMOM
B03.003.006 MOHUTOPWHI OCHOBHbIX MapaMeTPOB XU3HeAeATeIbHOCTM MauneHTa BO Bpems 1200
npoBeAeHNa aHecTe3nm
B01.053.006 ExxeiHEBHbI OCMOTP BPa4yoOM-ypOJIOroM C HabarOAEHVEM U YXOL0M CPEAHErO U 6300
MAaALIero MeAnLMHCKOro nepcoHana B OTAeNeHUN CTaumMoHapa
Kononpokronorua
Mpuémebl
B01.018.001 Mpurem (0cMOTp, KOHCYAbTaL M) Bpaya-Ko0MNpoKTOI0ra NePBMYHbIN 1900
B01.018.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-Ko0MpPOKTOI0ra NOBTOPHbIN 1600
Manunynauun

A16.19.003.001 VcceueHmne aHanbHOM TpeLuHbI (paZMoBOHOBLIM MeTogoM, 1 ea.) 6500



A16.19.013.002 J/lurnpoBaHne reMOppoOVAanbHbI3X Y310B (BHYTPeHHMe y3nbl) 1y3en 3100
A11.30.005 30HaMpOBaHME CBULLEBOTO XoAa (MpuY CBULLAX NPAMON KULLKN 1 NepuaHaibHOM
obnactn) 1 kateropmm

A11.30.005 30HaMpOBaHME CBULLEBOTO Xoza (MpuY CBULLAX MPAMOM KULIKN 1 NepraHaibHOM 2100
obnactu) 2 kateropum

1500

A16.19.018 YganeHne MHOPOAHOTO Tesla NPAMON KULWKK 6e3 paspesa 25000

A16.19.033 NcceueHne HOBOOBpa3oBaHWA NepraHanbHOM 061acTh 1 aHaNbHOroO KaHana

(pagvoBonHoBbLIM MeTogoM 1 ea.) 2100
A16.19.024 BckpbiTne abcuecca anutenranbHOro KONYMKOBOro Xoza 5900
A16.19.034 BckpbiTie napanpokTuta 15000
A03.19.002 PekTopomaHockonua 2100
A03.19.001 AHockonus 1300
A16.19.040 by>xvnpoBaHve aHanbHOro OTBEPCTUA 1500
Maccax aHa/ibHOro KaHana 600
MepeBsizka paHbl NepuaHanbHOM 0baacT/aHaabHOro KaHana 700
A16.19.017 YpaneHne noanna aHaabHOro KaHana 6100
A16.19.017 YpaneHve noavna NnpaMon KuLLKu 10000
A16.01.017 YaaneHne KOHAMAOM NepraHaibHOW 30HbI 1 KaTeropumn CI0XHOCTH 8600
A16.01.017 YganeHne KOHAUNOM repuaHaibHOM 30HbI 2 KaTeropumn CIOXKHOCTM 11600
A16.01.017 YaaneHne KOHAWAOM MNepuaHaibHOM 30HbI 3 KaTeropum CI0XKHOCTH 15100
A16.19.044 Tpomb3KTOMUA NPY TPOMBO3E HapPy>KHOrO reMoppounAanbHOro ysna (1 ysen) 7000
A14.19.002 MocTaHOBKa OYNCTUTENBHOM KAN3MbI 700
A16.19.034 BckpbITWE OCTPOro FTHOMHOIO NapanpokTuTa - 1 KaTeropus CIOXHOCTA 15000
A16.19.034 BckpbIThe OCTPOro rHOMHOrO NapanpoKTUTa - 2 KaTeropus CAOXHOCTH 20000
A16.19.034 BckpbITUE OCTPOro rTHOMHOIO NapanpoKTUTa - 3 KaTEropus CIOXHOCTH 29900
A15.19.001 HanoxeHune NoBa3Ku Npu onepaumax Ha NPAMON KULLKe 700
OnepaTtnBHOE NeyeHve

A16.19.003.001 VicceueHune XpoHMUeCKOW aHaabHOW TpeLuHbl (1 KaTeropumn CIoXKHOCTH) 25000
A16.19.003.001 VicceueHune XpoHMYECKOW aHaNbHOW TPEeLLMHBbI (2 KaTEFOPUU CIOXKHOCTH) 30000
A16.19.041 NcceueHmre remoppounganbHbix 6axpomMok 1 KaTeropmm CnoXXHOCTU 13900
A16.19.041 NcceueHmre reMoppounanbHbix 6axpoMok 2 KaTeropmm CNOXKHOCTU 17900
A16.19.033 VicceueHne HOBOOGpa3oBaHWUI NepraHasbHON 061acT U aHabHOTO KaHana 6300
(pasMOBONHOBLIM METOAOM) 1 KaTeropum CNOXHOCTU

A16.19.033 VicceuyeHne HOBOOGPa3oBaHWUI NepuraHasbHOM 061acT U aHa bHOTO KaHana 9300
(pafOBONHOBLIM METOAOM) 2 KaTeropumn CI0XHOCTU

A16.19.024 NcceueHme IKX (anutennanbHOro KONUYMKoBOro xoAa) 1 kaTeropmm CI0XHOCTU 21000
A16.19.024 NcceueHme IKX (anutennanbHOro KOMUYMKOBOFO X0Aa) 2 KaTeropumn CI0XKHOCTU 25000
A16.19.024 NcceueHne IKX (anutennanbHOro KOMUYMKOBOrO X0Aa) 3 KaTeropum CI0XKHOCTU 29000
A16.19.013 YganeHve remoppounaanbHbixX y310B 1 KaTeropmm CNoXHOCTA 28500
A16.19.013 YpaneHune reMoppounganbHbiX Y3108 2 KaTeropum CIOXHOCTY 35100
A16.19.013 YpaneHune reMoppounganbHbiX Y3108 3 KaTeropum CIOXHOCTU 52100
A16.19.010 VicceueHme cBuLLa NPAMOIA KULLIKU 1 KaTEropun CIOXHOCTU 27100
A16.19.010 VicceueHme cBuLLL NPAMOM KULLIKM 2 KaTErOpUMN CIOXKHOCTU 31100
A16.19.010 NcceueHre cBMLLA NPAMOM KMLLKN 3 KaTEFOPUM CIOXHOCTA 46100
A16.19.013 YganeHve remoppounganbHbix y3108B (Mo JIoHro) 65000
A16.19.013 YaaneHune reMmoppounganbHbix Y3108 (Mo JIOHro ¢ nepuHaHaibHOW NAaCTUKOWN) 81000
A16.19.003.001 VicceyeHne aHanbHOM TpeLLMHbI (3 KaTeropum CNOXHOCTK) 35000

MegunumHckme cnpaBkm

CnpaBKu BOAUTENAM TPAHCMOPTHbIX CPEACTB



MeaunumnHCKOe 0CBUAETENBCTBOBAHME Ha Haume MeAULIMHCKMX NPOTMBOMOKAa3aHUM K
yrnpaBAeHWIO TPAHCMOPTHBLIM CPeACcTBOM KaTeropun "A" nan "M", nogkateropumn "A1" nam "B1" ¢ 1300
MOTOLIMKIETHON NOCaAKOW UAN PySeM MOTOLIMKIETHOTO TMna

MegaunumnHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTVBONOKa3aHUn K
ynpaBAeHNIO TPAHCMOPTHBIM CpeaCcTBOM KaTeropum "A" nan "M", nogkateropum "A1" namn "B1" ¢
MOTOLMK/IETHON NOCaAKOW UAN PySEM MOTOLMKIETHOTO TMNa (4OMOJHNTENILHO OCMOTP
BPa4yoOM-HEBPOJIOrOM MO Hamnpas/ieHWIO Bpaya-TepanesTa)

MeaunumnHCKoe 0CBUAETENBCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHUM K
ynpaBAeHWIO TPaHCMOPTHBIM CPeaCTBOM KaTteropum “B" nau "BE", nogkateropum "B1" (kpome 1300
TPaHCMOPTHOro CpeAcTBa C MOTOLMKAETHOW NOCaAKON UK pyaemM MOTOLMKAETHOrO T1na)
MegaununHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHUn K
yrnpaBAeHWIo TPAHCMOPTHBLIM CpeAcTBOM KaTeropun "B" uaun "BE", nogkateropum "B1" (kpome

1700

TPaHCMOPTHOro CPeACTBa C MOTOLMKIETHOM NOCaAKON NAN pynemM MOTOLMKAETHOrO TUMa) 1700
(AONONHNTENBHO OCMOTP BPa4YOM-HEBPOJIOrOM MO HarnpaBAeHWIO BpaYa-TepanesTa)
MeavLMHCKOe OCBUAETENbCTBOBaHNE Ha HanuMe MeAVLIMHCKMX NPOTMBOMOKa3aHWi K
yrnpaBAeHWIO TPAHCMOPTHBIM CpeacTBOM kateropun "C", "D", "DE". "Tm", "Tb", nan "CE", 3600
nogkateropwun "C1", "D1", "C1E", "D1E" (AONOAHWTENBHO OCMOTP Bpa4YOM-HEBPONOIOM MO
HanpaBfeHWto Bpaya-TeparnesTa)
TpaBmaTonorus
Mpunémbi
B01.050.001 Mpwuem (0CMOTpP, KOHCYyAbTaLMs) Bpava-TpaBMaToiora-opTonea nepBuYHbIn 1900
B01.050.002 Mpwuem (0CMOTpP, KOHCYyNbTaLMs) Bpaya-TpaBMaToIora-opTonesAa NoBTOPHbIN 1600
MaHunyaaumn
A11.04.003 AnarHocTnyeckasa acnmpauus cyctaBa 1000
A11.04.004 BHyTpucycTaBHOe BBEJEHMNE SIeKapCTBEHHbIX MPenapaTos 1300
A15.02.001 HanoxeHune noeasku npu 3aboneBaHNAX MblLLLL 500
A15.03.001 HanoxeHne noBasku Npu nepeaoMax Kocren 500
A15.03.003 HanoxeHue runcosoli NOBA3KW NPy nepesomMax KocTei 1500
A15.03.003.002 HanoxeHwve LMpKYAAPHOWN rMNcOBON NOBSA3KM 600
A15.03.007 HanoxeHwve WWHbI NpU NepesioMax KocTen 600
A15.03.009 Hano>xxeHne noBA3KM Npu onepaumsax Ha KOCTax 700
A15.03.010 CHATME TMNCOBOM NOBA3KM (JIOHTETbI) 500
A15.03.010.001 CHATWE LMPKYNSPHON TMNCOBOM NOBA3KM 600
A15.04.001 HanoxeHwve NoBA3KM Npw BbiBMXaX (MOABbLIBMXaX) CyCTaBOB 700
A16.02.007 OcBO6OXAEHME MbILLLBI U3 PYOLOB M CpaLLeHnin (MMOAUN3) 29900
A16.02.008 OcBO6OXAEHME CYXOXUANA U3 PYOLIOB 1 CPaLLEHWNIA (TEHON3) 29900
A16.02.009 BoccTaHOBAEHWE MbILLLIBI M CYXOXWUANA 26000
A16.03.034 Penosunums OTIOMKOB KOCTeR Mpu nepesomMax 2600
A16.04.003 YpaneHve cBO6OAHOIO AN MHOPOAHOTO Tesa CycTaBa 23000
A16.04.018 BnpasneHwue BbiBMXa CycTaBa 3100
A16.30.032 VicceueHne HOBOObpPa3OBaHNA MATKUX TKaHe 1300
A16.30.032 ViccedeHne HoBOObpa3OBaHNA MATKUX TKaHeWn 1500
A16.30.032 VicceueHne HOBOOGPaA30OBaHUA MATKUX TKaHew 1900
A16.30.032 NcceueHre HOBOOOpPa30BaHUA MATKUX TKAHEN 2400
A16.01.001 YpaneHve NOBEPXHOCTHO PaCMNOA0XKEHHOTO MHOPOAHOrO Tesa 1000
A11.04.005 MyHKLMSA CUHOBUANBHOM CyMKM CycTaBa 1000
A11.04.006 OkonocyctaBHOe BBeAeHME NeKapCTBEHHbIX MpenapaTos 1200
A16.03.014 YpaneHne NHOPOAHOrO Tena KoCTu 2300
A16.03.014.001 YaaneHne MHOPOAHOTO Tena KOCTM UHTPaMeayNNapHbIX MeTalI0KOHCTPYKLMI 2600
A16.03.014.002 YaaneHne MHOPOAHOIO Tena KOCTW 3KCTPaMeAyANAPHbIX METaNIOKOHCTPYKLIMIA 2700
Jdvetonorusa

Mpuémbl



B01.013.001 Mpurem (0cMOTp, KOHCYAbTaL M) Bpaya-AneTosiora neperyHbii (0 60 MUHYT) 2500

B01.013.002 Mprem (0cMOTp, KOHCYNbTaLMS) Bpaya-AneTosiora NoBTOPHbIN (40 60 MUHYT) 2300

B01.013.002 Mpurem (0cMOTp, KOHCYAbTaLMA) Bpaya-ANeTosiora NepBuYHbINA (C onpeseneHne
NMPOLLEHTHOTO COOTHOLLEHWS BOZbI, MbILLEYHOW 1 XXMPOBOM TKaHN C MOMOLLbIO 2800
6rnonmnesaHcmetpa (80 60 MUHYT)

MaHunyaaumn

A05.30.014 OnpegeneHune NPOLEHTHOrO COOTHOLLEHWUSA BOAbI, MbILLEYHOW 1 XXMPOBOW TKaHW C

1100
NMOMOLLbIO BroMMMnesaHcMeTpa
BeseHne HopmanbHoN BepemMeHHOCTM
MpeaBapuTenbHoe obcies0BaHMeE Ha PaHHUX CPOKax bepeMeHHOCTH 25038
BeseHne HopmanbHol BepemMeHHOCTY A0 23 Heaenb 15321
BeseHve HopManbHOW 6epeMEHHOCTM C 24 HeAenun 0 POLOB 43882
BeseHve HopMmanbHol 6epemeHHocTu |-l aTan 80000
Mprém (oCcMOTp, KOHCYAbTaLWA)BpaYa-rMHETMKa NePBUYHBINA (TOIbKO B COCT. MporpaMmmbl "BegeHne 1400
HOpMaJsIbHOWM 6epeMeHHOoCT")
CBobogHas betta/cybbeanHmLa XOpuoHMYeckoro roHagotponuHa (betra XI) (Tonbko B COCT. 1400
nporpammel "BeseHve HopmanbHol 6epeMeHHOCT")
Mna3meHHbIM npoTenH (PAPP-A) (TobKO B COCT. Nporpammel "BeseHne HopManbHOM 1400
6epemeHHoCTM")
3abop kposu 13 BeHbl B BKAL, (Tonbko B cocT. nporpammel "BegeHne HopManbHOM 200

6epemeHHOCTM")

YnbTpa3BykoBOe CKPUHWHIOBOE MCCe0BaHNe npu cpoke 6epemeHHoctn 11-14 Hegenb no
OLleHKe aHTeHaTaNbHOro PasBUTMA MI0AA C LieNbiO BbISBAEHUA XPOMOCOMHbIX aHOMaAui NOPOKOB
pa3BUTWA, PUCKOB 3a4ePXXK/ POCTa NA0AA, NPeXAeBPeMeHHbIX POAOB, MPE3KNAMMACUN (CKPUHWUHT 2200
[)/npn MHOronao4HOM BepeMeHHOCTH (TOABKO B COCT. MporpaMmsl "BesgeHre HopmanbHOM
6epemeHHOCTM")

YnbTpa3BykoBOe CKPUHWHIOBOE MCCaej0BaHNe nNpu cpoke bepeMeHHocTn 19-21 Hegenn no
OLleHKe aHTeHaTaNbHOro PasBUTMA MI0AA C LieNbiO BbISBJEHUA XPOMOCOMHbIX aHOMaAui NOPOKOB

pa3BUTUA, PUCKOB 3aeP>KKM POCTa MA04a, NPeXAeBPeMeHHbIX POAOB, Mpeakaamncnmn (CKpUHUHF |1) 1500
(TonbKo B COCT. Nporpammel "BegeHne HopMmanbHON 6epeMeHHOCT")
[JynnekcHoe ckaHMpoOBaHMe cepAaua U CoCy0B NaoAa (TOAbKO B COCT. MporpaMmel "BegeHne 1000
HopMasnbHON HepeMeHHOCTU")
YnbTpa3ByKkoBOe ncciesoBaHve naoaa/npyv MHOronaoAHou 6epeMeHHOCTU (TOIbKO B COCT. 1000
nporpammsbl "BegeHrie HopMaabHON bepeMeHHOCT")
®usnotepanusa
Mpunémbi
B01.054.001 OcmoTp (KOHCyAbTaLuA) Bpaya-$pusnorepanesTta 1600
WHranaumn
A17.08.003 Aspo3onbTepanus Npu 3ab60neBaHMAX BEPXHUX AblxaTesbHbIX NyTen (1 ceaHc) 300
A17.09.002.001 Aspo3zonbTepanus npu 3aboneBaHnaX HUKHUX AblxaTebHbIX nyTen (1 ceaHc) 300
A11.09.007 NHranaTopHoe BBeAEHWE IeKapCTBEHHbIX MpenapaToB 1 kncaopoga (1 ceaHc) 300
MarnuToTepanus
A17.30.025 ObLuaa marHuToTepanua 300
A17.09.005 BblcoKOYacTOTHas MarHUTOTePanus - MHAYKTOTEPMUS NMpr 3a601€BaHNAX HUKHUX 400
ZblIxaTenbHblx nyTen (1 ceaHc)
A17.26.002 Hu3kouvacToTHaa MarHMToTepanmsa Ha opraH 3peHus (1 ceaHc) 300
A17.28.004 BbicOKOYaCTOTHaA MarHUTOTepanusa - MHAYKTOTepPMUA Npu 3aboseBaHnAX Noyvek 1 400
MOU4eBbIeANTENbHOrO TpakTa
®oHodopes
A22.30.037 CoueTaHHOE BO3ENCTBME NMMY/IbCHBIX TOKOB 1 GOHODOPE3 NeKapCTBEHHbIX 300
BewecTB (1 30Ha)
Anektpodpopes
A17.03.001 SnekTpodpopes ekapCTBEHHbIX MpernapaToB Npw KOCTHOM NaTo0runm 300
A17.04.001 SnekTpodopes neKkapCTBEHHbIX MPenapaToB Npu 3aboneBaHuUsax cyctaBoB (1 ceaHc) 300
A17.08.001 SnekTpodopes nekapCTBEHHbIX NPenapaToB Npu 3aboneBaHNAX BEPXHUX 300

AblxaTeNbHbIX NyTen (1 ceaHc)

A17.09.001 SnekTpodopes nekapCcTBEHHbIX MpenapaToB Npu natonorumn aerkmnx (1 ceaHc) 300



A17.13.001 SnekTpodopes nekapCTBEHHbIX MpenapaTos MNpu HapyLweHAX MUKpoLmpKyaauum (1

300
CeaHcq)
A17.14.001 SnekTpodopes neKkapCTBEHHbIX MPenapaTos Npu 3aboneBaHNAX NeYeHn n 300
XKeNueBbIBOAALLMX NyTen (1 ceaHc)
A17.15.001 SnekTpodopes nekapCTBEHHbIX NMPernapaToB Npu 3ab0eBaHUAX MOAXENYLO0UYHON 300
xenesbl (1 ceaHc)
A17.19.001 SnekTpodopes neKkapCTBEHHbIX NpenapaToB Npu 3aboneBaHnax kuweyHmka (1 300
CeaHcq)
A17.20.002 SnekTpodopes nekapCTBeHHbIX MpenapaTos Npu 3aboneBaHNAX SXEHCKMX MONOBbIX 300
opraHoB (1 ceaHc)
A17.21.001 SnekTpodopes nekapcTBeHHbIX MpenapaTos Npu 3aboneBaHNAX My>XCKMNX NONOBbIX 300
opraHoB (1 ceaHc)
A17.22.001 SnekTpodopes nekapCTBEHHbIX NpenapaToB Npu 3ab0eBaHUAX Xele3 BHYTPEHHEN 300
cekpeumm (1 ceaHc)
A17.23.001 SnekTpodopes nekapCTBEHHbIX NPernapaToB Npu 3a60s1eBaHUAX LLEeHTPaNbHON 300
HEepPBHOM CUCTEMbI U FO0BHOIO Mo3ra (1 ceaHc)
A17.24.005 dnekTpodopes ekapCcTBEHHbIX NpernapaTos Npv 3aboseBaHUAX nepudepuyeckon 300
HepBHOW cucTeMbl (1 ceaHc)
A17.25.001 BHYTpUWyLWHORN 3n1eKTpodope3 nekapcTBEHHbIX NpenapaTos nNpu 3aboneBaHnsAxX 300
opraHa cnyxa (1 ceaHc)
A17.26.001 dnekTpodopes nekapCTBEHHbIX NMpenapaToB Npu 3aboneBaHunsax opraHa 3penus (1 300
CeaHcq)
A17.28.001 dnekTpodopes nekapCTBEHHbIX NMpernapaToB Npu 3aboneBaHusax noyek (1 ceaHc) 300
A17.29.003 JlekapCTBEHHBIN 371eKTPOPOPE3 NPU HEYTOUHEHHbIX 3a601eBaHusx (1 ceaHc) 300
A17.30.024 SnekTpodopes nMMyabCHbIMM ToKamu (1 ceaHc) 300
A17.30.024.001 Snektpodopes gnagnHammuecknmm Tokamu (AL T-dopes) 300
A17.30.024.002 SnekTpodopes cMHyconaanbHbIMU MOAYAMPOBaHHbIMKU Tokamu (CMT-dopes) (1 300
CeaHc)
A17.30.024.003 datokTodpopes (1 30Ha) 300
lanbBaHM3aLma
A17.26.005 lanbBaHu3aUms Npu 3aboneBaHusx opraHa 3pexus (1 30Ha) 300
A17.24.002 FanbBaHW3aUums Npun 3aboneBaHnsax nepndepryeckon HepsHom cuctemsl (1 30Ha) 300
AmMnannynbc
A17.01.013 Bo3geicTBME CUHYCONAAIBbHBIMU MOAYIMPOBaHHbIMK Tokamu (CMT-Tepanus) npu 300
3a60/1€BaHMAX KOXM U MNOZKOXHO-XKMPOBOM kneTyatku (1 30Ha)
A17.03.003 Bo3gelicTBme CMHYCOMAANbHBIMU MOAYANPOBaHHbIMKU Tokamn (CMT-Tepanus) npu 300
KocTHow natosioruu (1 30Ha)
A17.13.002 Bo3geicTBre CMHYyCOUAaIbHBIMU MOAYAMPOBaHHbIMK Tokamu (CMT-Tepanus) npu 300
HapyLLEeHNAX MUKPOLMPKYAALMA
A17.24.007 BozgeiictBue CHHYcOMAaNbHBIMU MOAYAMPOBaHHbIMK Tokamu (CMT-Tepanus) npu 300
3aboneBaHuWsAX nepudepuyeckor HepBHoM cuctemsl (1 30Ha)
AMB-Tepanua
A17.30.018 Bo3gelcTBME 31€KTPOMArHUTHBIM U3/yYEHUEM AEeLMMETPOBOro AnanasoHa (AMB) (1 300
CeaHc)
CMB-Tepanus
A17.20.008 Bo3gelicTBME 31€KTPOMArHUTHBIM M3/lyYeHNEM CaHTUMETPOBOTO Auana3oHa 300
(CMB-Tepanus) BarHaabHO UAW peKTasbHO Npu 3aboneBaHmAX XXEHCKUX MOA0BbIX OPraHoB
A17.30.007 Bo3geicTBME 31€KTPOMArHUTHLIM U3/TlyYeHMEM CaHTUMETPOBOTO AManasoHa
300
(CMB-Tepanus) (1 ceaHc)
SNeKTOCTUMYAALMA
A17.02.001 SnekTpocTMyaaLma Mol (1 ceaHc) 400
A17.16.002 2neKTPOCTUMYAALMSA XKeNYAOHHO-KULLEYHOrO TpaKTa 400
A17.20.003 SnekTpoCTUMyAALMSA Wekm MaTkn (1 ceaHc) 400
A17.20.003 MHorodyHKLMOHaNbHaa 31eKTPOCTUMYAALMA Mblwy, (1 ceaHc) 400
A17.24.011 SnekTpoCTUMYAALMA ABUraTENbHBIX HEPBOB (1 ceaHc) 400
A17.26.003 SnekTpocTumynsauma 3putenbHoro Hepaa(l ceaHc) 400
A17.26.004 SnekTpocTumynsauma unanapHoro Tena (1 ceaHc) 400
A17.28.002 2neKTpOCTUMYAALMSA MOUYETOUHNKOB NpuY 3a601eBaHMAX MOYEK U 500

MOUYEBbIAENNTENBHOTO TpakTa (1 ceaHc)



A17.28.003 SnekTpocTumynsuma moyeBoro ny3bipa (1 ceaHc) 500

A17.30.035 Snektpoctumynsaumsa (1 ceaHc) 400
Y®O (YnbTrpadmonetoBoe obayuyeHve)

A18.05.005 YabTpaduonetoBoe 0b6aydeHne KpoBum 600

A22.07.005 YnbtpaduonetoBoe 0b6ayueHne potornoTkm (1 ceaHc) 300

A22.08.006 Bo3gelicTBre KOPOTKUM YAbTpaduoneToBbiM CBETOM Npw 3ab0seBaHNAX BEPXHNX
AblxaTeNbHbIX NyTen (1 ceaHc)

A22.09.009 BozgeictBue cenekTMBHbIM (LIMPOKOMONOCHBIM) KOPOTKUM Y/ibTPadUONeTOBbIM
CBETOM MpW 3a60AeBaHUAX HUXHUX AblxaTeNbHbIX nyTel (1ceaHc)

A22.23.002 YnbTpaduronetoBoe 06aydeHne npu 3aboneBaHUAX LEeHTPaabHON HEPBHOMN CUCTEMBI 300
1 ronoBHoro mo3sra (1 ceaHc)

300

300

A22.25.002 CBeToNeUEeHE KOPOTKUM YAbTPapUONETOBbIM N3yYeHneM Hapy>XHOro yxa (1 ceaHc) 300
A22.26.024 YnbtpaduonetoBoe 0bayyeHne (MECTHOE) NpU 3ab0eBaHUAX F1a3a 1 ero 300
npuAaToYHbIX nasyx (1 ceaHc)

A22.27.001 YnbtpaduonetoBoe 0bayyeHme camsmcton Hoca (1 ceaHc) 300
A22.30.003 Bo3gelicTBME KOPOTKMM YIbTPadUONETOBbIM MU3/TyYEHNEM 300

NazepHas Tepanusa

A22.02.001 Bo3geicTBME HU3KOUHTEHCUMBHbBIM J1a3€PHbBIM M3NyYeHUEM NpU 3ab6oNeBaHNAX MbILLLY

(130Ha) 400
A22.04.003 Bo3aelCTBME HU3KOMHTEHCUMBHBIM JIa3€PHBLIM M3ydeHrem npu 3aboneBaHmsx 400
cyctaBoB (130Ha)
A22.08.003 Bo3zgelicTBMe Na3epHbIM HN3KOMHTEHCUMBHBIM M3NyYeHWeM Ha obnacTb 3eBa (1 400
CeaHcq)
A22.08.004 BozgelicTBME Na3epHbIM HU3KOWHTEHCMBHBIM M3/yYeHneM 3HA0Ha3anbHO(1 ceaHc) 400
Bo3gencTBre HU3KONHTEHCUBHBIM 1a3ePHbIM U3yYeHneM Npu 3ab0eBaHMAX BEPXHNX 200
ZbIXaTenbHblx nyTer(1 ceaHc)
A22.09.010 Bo3gelcTBME HU3KOMHTEHCUMBHBIM JIa3€PHBLIM M3ydeHneM npu 3aboneBaHmsxX 500
HUXKHUX AblxaTesbHbIX NnyTern(1 ceaHc)
A22.14.003 Bo3geicTBME HU3KOMHTEHCMBHbIM J1a3€PHbIM M3NyYeHnem npu 3aboneBaHUAxX 400
neyeHun u xenyeBbIBOAALLMX NMyTen (1 ceaHC)
A22.26.012 Nazepctumynaums cetyatku(1 ceaHc) 400
A22.26.021 NazepHas cTUMyAsaums LuanapHoi Mbiwubl(1 ceaHc) 400
ToBapbl HaHomepauka
MepyaTkn naTekcHble 150
Na6opartopHblie uccnegoBaHusa (AHanun3bl)
AyTOUMMYHHbIE MOPaXKeHUA XeNyAOHHO-KULLeYHoro TpakTa. Liennakus.
JmarHoctuka ayToMMMyHHOTO naHkpeaTuTa u apyrux IgG4-accoummpoBaHHbIx 3aboneBaHui 1837
(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)
AHTUTENa knacca IgA K a3HAOMU3MIO (@HTMIHAOMM3UIHBIE aHTUTena, ASMA) (Anti-Endomysial 1430
Antibodies, Anti-EMA, 1gA)
AHTUTena knacca IgG k caxapomuuetam (auarHoctvka 6one3Hn KpoHa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, 1gG )
AHTuTENa knaccos IgA v IgG Kk 6okanoBUAHbIM KeTKaM KulleyHrka, cymmapHo (Anti-Intestinal 1199
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)
AHTUTENa knacca IgA K caxapomuietam (amarHoctuka 6onesHm Kpona) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, IgA )
AHTUTENA K aUMHaPHbIM KAeTKaM NogxxenyaouHom xenesbl, IgG n IgA cymmapHo (aHTuTena K
3K30KPWMHHOWM YacTn noaXenyAoUHoM xenesbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)
AHTuTeNa knacca IgG k seaMmanpoBaHHbIM nentuaam ravagmHa (Anti-Deaminated Gliadin Peptide, 781
Anti-DGP, 1gG)
AHTUTENa K 3HTepoumTam, knacca IgG 2189
AHTuTena knacca IgA K TkaHeBOWM TpaHcritoTaMumHase (Anti-Tissue Transglutaminase Antibodies, 1122

Anti-tTG, tTGA, IgA)

AHT.VITEJ'Ia knacca IgG k TkaHeBoWl TpaHcrtoTammHaze (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, 1gG)

AHTuTena knaccos IgA 1 IgG K peTukyanHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, 19G,
Total)

AHT.VITeﬂ.a knacca IgA k untonnasme Hevtpodmnos (AHLLA) (Anti-Neutrophil Cytoplasmic 1232
Antibodies, ANCA, IgA)

1276



AHTuTena knacca IgG k BHyTpeHHeMy dakTopy Kactaa (Anti-Intrinsic Factor, IFADb, Intrinsic Factor
Antibodies, 1gG)

AHTUTena knaccos IgA 1 IgG K S3HAOMMU3NIO (AHTUIHAOMU3NIAHBIE aHTUTeNa, ADMA), cymMapHO
(Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)

AHTMTena Knaccos Ig.A, IgG, IgM K MapueTanbHbIM Knetkam Xenyaka (AMKX), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)

AHTuTena knaccos IgG v IgA k GP2 aHTUreHy LLeHTpOoaLuHapHbIX KNEeTOK MOAXKeNyA0YHOW Xenesbl

1650

1276

(Anti-GP2) 1980
AHTUTeNa knacca IgA K feaMnAMpOBaHHbIM NenTugam ravagvHa (Anti-Deaminated Gliadin Peptide,
. 781

Anti-DGP, I1gA)

HacneactBeHHble MOHOTeHHble 3ab601eBaHMA N COCTOSHUA
CvHapowm bepTa-Xora-Abtoba (BXA). Monck myTaumin B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacneactBeHHas MOTOpHO-CceHCcOpHas Helponatusa (6onesHb Lapko-Mapu-Tyta) Tun Il. Mounck
yacTbix MyTaumi B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
[eHTUHITOHONOA06HOE 3aboneBaHne, Tun 4 TBP, u.m. 3410
CuHgpom APMNA, ATN1, u.m. 3410
ApTporpunos guctanbHbili (cuHgpom OpumeHa-LUengoHa). Mounck yacTbix MyTaumin B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freg. Mut.)

HacneactBeHHas MOTOpPHO-CceHCcOpHas HelponaTtus (bonesHb Lapko-Mapu-Tyta) Tvn I. Mownck

MyTaLMI LblraHckoro npouncxoxgeHuns B reHax NDRG1T n SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnunHouepebennspHas atakcums. MNMonck vactbix MyTauuii B reHe ATXNS, u. m. (Spinocerebellar
Ataxia, Gene ATXNS, Freq. Mut.)

CvHAPOM HeKOMMaKTHOro sieBoro xenygouka (HMJDK, cuHapom HM JDK, ry6uaTtbivi Muokapa). 25707
Mownck myTaumin B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

5148

MeBasioHoBas aumaypus. MNonck myTauuin B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHanbynoakpanbHaa ancnaasms ¢ amnoguctpoduent. Mouck mytaumii B ak3oHax 8, 9 reHa LMNA, 7161

M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnunHanbHas ammotpodus tunel |, 11, 11, IV (c onpegeneHunem umncna konuii SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, I, lll, IV (copy Number Variation SMN2))

CuHapom Sckobapa. Mownck myTtaumin B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CuHgpom CunbBepa. Mownck MyTauuin B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CemeliHbIN remodarountapHbiin iMMporncTmoumntos. Monck mytaumin B reHe STX11, m. (Familial 14267
Hemophagocytic Lymphobhistiocytosis, Gene STX11, Mut.)

Jdedviumt anbda-1-aHTnTpmncrHa, SERPINAT, u.m. 2035

CnuHanbHas amvotpodus tinbl |, 11, 111, IV. Mounck myTauuii B reHe SMN1, M. (TONBKO NpU HanUumUm

ozHoM konuu rena) (Spinal Muscular Atrophy, SMA, Type |, 11, lll, IV, Gene SMN1, Mut. (Only 34254
Presence One Gene Copy) )

CuHapom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3, 51348
Mut.)

CuHgpowm Mannuctepa. Mouck myTtaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.) 29975
OkynodapuHreansHas MbilleyHas guctpodus. MNMowmck vactoix myTauuii B reHe RABPN1T, u. m. 5148
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freg. Mut.)

BonesHb MepctmaHHa-LUTpeyccnepa-LUenHkepa. Mouck myTtauwmii B reHe PRNP, m. 14916

(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CuHgpowm broxa-Cynbubeprepa (cemeliHas popma HegepdkaHua nurMeHTa). Mounck YacTbix
myTauwmii B reHe IKBKG, u. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene 5148
IKBKG, Freq. Mut.)

MbiweyHas anctpodus Imepun-Apendyca. Monck mytaumin B reHe LMNA, m. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

JpUTPOLIMTO3 PELLECCUBHBIN (CeMeliHas HacNeACTBEHHas noanumuTemums). Monck YacTbix MyTaL Wi B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CMH,quM KepaTMTa-1XT1O3a-Tyroyxoctu (KNA-cvHapowm). Mownck myTaumii B reHe GJB2, m. 9999
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)
Jmnoanctpodumsa cemeitHas YacTmuHas. NMonck MyTaumii B «<ropsumx yyactkax» reHa LMNA,

42801

5148

«ropsy.» yu. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.) 14267
CvHapowm BaprTa. Mownck MmyTaumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.) 25707
LiepebpookynodpaunockeneTHbln cuHapom. Mouck mytauwmii B reHe ERCC6, M. 94083

(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

CuHapom Xunnens-/iuHaay (Lepebpo-peTuHo-BUCLepasbHbI aHrMoMaTos). OnpegeneHve ymcna
konwui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer 16577
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

JK30CTO3bl MHOXEeCTBEeHHbIe. [onck MyTauuii B reHe EXT2, m. (Multiple Exostoses, Gene EXT2, Mut.) 64163



MblWweyHas AUCTpodus NOACHOKOHEUYHOCTHas. Mounck YacTbix MyTaumin B reHax CAPN3, FKRP,
ANOS5, SGCA

lnaykoma BpoxaeHHas. Mownck myTaumnin B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut)

Hopmokanvemuuecknin neproguyeckmii napaamy. Nounck mytaunii B sk3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

Mopa>xeHnsa neyenu, reHol ATP7B, PNPLA3, SERPINAT, u.m.

Monnaaktuaus. Mownck myTtaunii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)
M'vnep-IgM cuHgpom. Mounck myTauuin B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBryUHas runepTpoduUeckas octeoapTponaTus (naxugepmoneproctos). MNonck MyTaLuii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

MwuoToHusa TomceHa-bekkepa. Mounck yactbix MyTauuin B reHe CLCN1, u. m. (Myotonia Congenita,
Gene CLCN1, Freg. Mut.)

BokoBow amunoTpodurueckuin cknepos, C9orf72, u.m.

FnomMepyounTOo3 Noyek runonaactnyeckoro tmna. Mouck mytauuii B reHe HNF1B, m. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHast MOTOPHO-CeHcOpHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun |. Mowmck
yacTbIx MyTauwmii B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freq. Mut.)

Cunapom Koddura-Sloypm (CKN). Mouck myTauunii B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)

Monnaaktunms. Mownck myTtaunii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

HeankoronbHbIi xunposoi renatos, reH. PNPLA3, u.m.

CuHgpom TAR. Mownck MyTaumin B reHe RBM8A, m. (Thrombocytopenia-Absent Radius Syndrome,
TAR-Syndrome, Gene RBM8A, Mut.)

BonesHb KoygeHa. Mownck myTaumin B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.)

MwuoToHnueckas anctpodus, Tun 2, CNBP (ZNF9), u.m.

XoHapogmncnnasmsa ToyeyHas KoHpaau-XtoHepmaHa. Mouvck myTtauuin B reHe EBP, m.
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CeMelHbIN remodaroLmTapHblil AMMdorncTnounTos. NMonck mytaumnin B rese STXBP2, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene STXBP2, Mut.)

Pabaomunonuns (MuornobuHypws). Mounck mytauuii B reHe LPINT, m. (Myoglobinuria Acute Recurrent
Autosomal Recessive, Gene LPIN1, Mut.)

leneodmsnueckas gucnnasms. NMounck mytaunii B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1,
Gene ADAMTSL2, Mut.)

BonesHb MannepeopaeHa-Lnatua. Mounck YacTbix MyTaumin B reHe PANK2, y. m.
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)
dpwuTpokepatogepmus. Monck myTaumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.)
AtenocteoreHes (gucnnasus ge ns LWanens). Mouck myTauuii B reHe SLC26A2, M. (Atelosteogenesis
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

AHemus JanimoHga-bnekdeHa. Mounck mytaumin B reHe RPS19, m. (Diamond-Blackfan Anemia 1,
DBA1, Gene RPS19, Mut.)

HedppoTnueckunin cungpom. Mounck mytauuii B reHe NPHS2, m. (Nephrotic Syndrome Type 1,
NPHS1, Gene NPHS2, Mut.)

Femodpuausa. Mounck MyTauuii B reHe dakrtopa IX npm remoduanm B, m. (Hemophilia B, Gene Factor
IX, Mut.)

TpuxopuHodanaHreanbHbln cMHAPOM. Mounck myTauuii B reHe TRPS1, M. (Trichorhinophalangeal
Syndrome, TRPS, Gene TRPS1, Mut.)

CnvHanbHas ammnoTtpodms ¢ napannyom gnadpparmel. Mounck mytaunii B reHe IGHMBP2, m. (Spinal
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

I'vnoxoHaponnasusa. Monck yactbix MyTauumii B reHe FGFR3, u. m. (Hypochondroplasia, Gene FGFR3,
Freq. Mut.)

MyTtauun nekapcteeHHol pesncteHTHocT NS3, NS5A n NS5B pervioHoB reHoma Bupyca renatuta
C (ansa reHotmnos 1a, 1b)

MMnepkannemMmnyeckunii NeproAnYeckmin napaamy. Nouck MyTauuii B sk3oHax 13 1 24 reHa SCN4A,
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

HelpoceHcopHas HeCMHAPOMaIbHasA TYroyXoCTb, MOUCK YacTbiX MyTaLuMi B reHe GJB2 1 KpynHbIx
aeneunin B nokyce DFNB1

HelipoceHcopHas HeCUHAPOMasbHas TYroyxXoCTb, NOJHbIA aHanu3 reHa GJB2

MyTauum nekapctseHHol pesncteHTHocT NS3, NS5A n NS5B pervioHoB reHoma Bupyca renatuta
C (gnsreHotmna 3)

CvHapowm Mpucuennn. Monck myTaumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
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HacneactBeHHbIV aHIMOHeBpOTUYECKMiA oTek. Mownck myTaumin B reHe C1NH, m. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacneactBeHHas MOTOPHO-CeHcOpHas Heponatusa (6onesvb LLapko-Mapu-TyTa) Tun |. Mowmck
MmyTaumii B reHe PMP22, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CuHgpom Koctenno. Mownck myTaumin B reHe HRAS, m. (Costello Syndrome, Gene HRAS, Mut.)

XoHapoguncnnasmsa metapusapHas, Tvn Mak-Ketocuka. Mownck mytaumin B reHe RMRP, m.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepuroanyeckas 6onesHb. MNMonck mytaumii B rene MEFV, m. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CuHgpowm LBaxmaHa-AanmoHga. Mounck YacTbix MyTaumi B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freg. Mut.)

XopvopeTtnHonatua bupglora, TunuposaHe HLA-A29

®nbpoancnnasmns occnpuumpyrowas nporpeccupyroltas. Monck myTaumin 6e3 «ropsumnx» yyactkos
reHa ACVR1, 6e3 «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CvHapom BaapaeHbypra-LLaxa. Mouck myTtauwmii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)

CuHgpom KokkeinHa. Mounck myTtauuii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

Avactpodurueckas gucnnasus. Monck mytaumii B reHe SLC26A2, m. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktuana Tvn B1. Mounck mytauuii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)

CuHgpowm lpeiira (cemenHbIv runepTenopusm). Mouck mytaumii B rede GLI3, m. (Greig Syndrome,
Gene GLI3, Mut.)

FEHTVIHFTOHOI'IOAOGHbIe 3a6oneBava, KOMMJIEKCHaA ANarHoCTnka, 4.M.

HacneactBeHHas MOTOPHO-CeHcOpHas Heponatus (6onesvb LLapko-Mapu-TyTa) Tun |. Mowmck
myTaumii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHapowm Kpy3oHa. Mownck myTaumii B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CuHapom Ocnepa-PaHaro-Bebepa (HacneacTBeHHas remopparunyeckas TeneaHrmakrasms). Mowck
MmyTauuii B reHe ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKCCyAaTVBHasA BUTPEOXOpeopeTUHasbHas auctpoodus. Mounck Mytauuii B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Jnnoanctpodums cementHas YactmuHas. Mounck mytaumii reHa LMNA, M. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHAPOM HOTTEM-HaAKONEHHMKa (OCTeOHUXOANCMa3us). Monck MyTauuii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHnueckas anctoHms. Mouck mytauuin B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanosa. Mounck yacTbix MyTaumin B reHe ATP7B, u. M. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonvHenponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CvHapom AnbcTpoma. [Morck MyTauuin B «ropaumx» yyactkax reHa ALMS1, «ropsau.» yu. m. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CvHapom Tpuuepa-KonnmHza-PpaHueckeTtn (MaHaMbyn0-baLmanbHbii An30cTo3). Monck MyTaumi
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

SpwuTpokepatogepmus. Monck myTaumii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

BonesHb ®abpw, GLA, m.

AvcTanbHaa cnvHanbHas aMmnoTpodumsa BPOXKAEHHas Henporpeccupytowas. Mounck mytaumii B
«ropayvmnx» yyactkax reHa TRPV4, «ropsu.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

JednumnT KapHUTUHA CUCTEMHBIV NMepPBUYHBINA. Monck MyTaumin B reHe SLC22A5, M. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

Atakcuns Opuapeiixa. Mowvck yacTbix MyTaumin B reHe FXN, u. m. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpom boysHa-KoHpaau (BKC, LepebporenatopeHanbHbli CUHAPOM). Monck MyTaLmnin B reHe
EMG1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpodus 3puTenbHoro Hepaa Jlebepa. Monck YacTbix MyTaLuii B MUTOXOHAPWanbHon AHK, 3 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)

CuHapom bbepHcTaga (CMHAPOM Kyp4aBbix BoAoC). Mouck myTtaumii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHapowm Cetpe-YoT3eHa. Mouck myTtauuii B reHe TWIST1, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

29975

17523

7161

7161

41525

7161

3300

29975

29975

94083

25707

14267

76989

8910

17160

9999

38522

11264

42801

29975

51348

10285

17160

14267

94083

11264
10120

14267

42801

9020

17160

5148

17523

14916



HacneactBeHHast MOTOPHO-CeHCcOpHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun II. Mounck
MmyTauwuii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBaoaxoHaponnasus. MNMownck vactbix MyTauuii B reHe COMP, u. M. (Pseudoachondroplasia, Gene
COMP, Freg. Mut.)

HedbpoTtnuecknii cungpom. Mounck mytaunii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1,
Gene NPHS1, Mut.)

AxoHgponnasusa. MNonck YacTtbix MyTaumii B reHe FGFR3, u. m. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMeWiHbIN X0N040BOIN ayToBOCNanUTeNnbHbii cuHapom NLRP3 m. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacneactBeHHas MOTOPHO-CeHcOpHas Heponatus (6onesvb LLapko-Mapu-TyTa) Tun |. Mowmck
myTaumii B reHe PO, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)

CnoHAnnokocTanbHbIM An3ocTos. MNMouck mytaumii B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.

HedpoHodtns. Mounck mytauuin B reHe NPHP1, M. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MeiweyHas anctpodus Imepun-Aperidyca. Mounck mytauwni B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHgpokanbuuHos. Mounck mytauuii B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHuam MULIBRAY. Mownck myTaumii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpodus 3puTenbHoro Hepsa Jlebepa. Mounck YacTbix MyTaLuii B MUTOXOHAPWansHo AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
CnuHouepebennapHas atakcums. MNownck vactbix MyTauuii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

AncTanbHas CnyvHasbHasn aMnoTpodumsa BPOXKAEHHas C napaanyom gnadparmol. NMonck MyTtaumi B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHas fereHepauus cetuatku. Mouck mytauwmii B reHe RP2, m. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CuHgpowm dnepca-Aanno, Tnn V. Mownck yacTbix MyTaumii B reHe PLOD, u. m. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CvHapowm Aapckora-CkoTTa (baumoreHmtanbHas gucnnasms). Movck mytaumin B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnunHanbHO-6ynbbapHas ammnoTpodus KeHHean. Momck vacTbix MyTaumii B reHe AR, u. M. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freg. Mut.)

CemeliHas runepxonectepuHemus, reH PCSK9
CuHgpom MapTuHa-benn (CcMHAPOM IOMKOW X XpOMOCOMBI)

CVHAPOM NOMKOW X-XPOMOCOMbI C TpeMopoM/aTakcumels, FMR1, u.m.

CuHapom Mannncrepa-Xonna. Movck mytauuin B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CuHapom AHTAn-Bukcnepa. Mounck MyTauuii B 3k3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHapowm MNdanddepa. Mounck myTtaunii B 3k3oHax 7, 9 reHa FGFR2 u 3k30He 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MonekyAspHbIA CKPUHWHT Ha MUKPOAEeNneLmny/ MUKPOAYNanKaLmum XpoOMOCoM

CeMeWiHbIN remodaroumTapHblil AMMPOrncTnoLmMTos. Mounck Yactbix MyTaumin B reHe UNC13D, u. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AYTOUMMYHHBbI IMMdonpoandepaT1BHbIN CUHAPOM. Mownck MyTaumnii B reHe TNFRSF6, M.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeWiHbIN MefyANfPHBIA pak WUTOBUAHOM Xene3bl. Nonck MyTaumin B 3k30Hax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CvHapowm LLBaxmaHa-JaimoHaa. Mouck myTtaumii B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CuHgpom AHgepceHa. Mouck myTtauwmii B reHe KCNJ2, M. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

Abnotpodusa cetuatkm, Tun PpaHyeckeTTn (bonesHb LLtaprapara 1-ro tuna). Mounck yacTbix
MyTauwuii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopowngepemus. Mownck myTauuii B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnuHouepebennapHble atakcum, pegkne Gopmsl, Y.M.

CuHgpom Yokepa-Bapbypr (CYB). Mouck mytauwnii B reHe FKRP, m. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CuHapom Kpy3oHa ¢ yepHbIM akaHTo3oM. Mouck myTtauumii B a3k3oHe 10 reHa FGFR3, M. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemus. Mowck MyTauuii B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)
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rmnogpocdpatemmyecknin BUTaMUH D-pe3ncTeHTHbIN paxuT (ModeuHbli pocdaTHbIl guabeT). Mowmck
MmyTauwuii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adazuns nepemyHas nporpeccupytowas. Momck mytauuii B reHe GRN, M. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CuHapom Makneoga. Mownck myTaumin B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CuHgpom TecTukynapHon demuHusanmum (CTP, cuHapom Moppwuca). Mownck MyTaumin B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

JKTOAEpPManbHas aHrnapoTMyeckas amcnnasmsa. Movck mytaumin B reHe EDA, M. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoueyHas aguncnnasms. Mownck myTtaumin B reHe UPK3A, m. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

®eHnnkeToHypus. Mouck yactbix MyTauuii B reHe PAH, u. m. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpodus 3pUTeNIbHOrO HepBa C rAyxoTow. [Tonck MyTauuii B «ropaumnx» yvactkax reHa OPAT,
«ropsy.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HentponeHus. Mownck myTauuii B reHe ELA2, M. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeltHas runepxonectepuHemus, reH APOB100

BpoxkzaeHHas HeuyBCTBUTEILHOCTb K 60K € aHrnapo3oM. Mownck myTtaumin B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

SnudmzapHasa Ancnnasuns, MHoXecTBeHHas. Mownck vacTtbix myTauuii B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOM LeHTpanbHoM runoseHTuasumum (CBLI). Mounck YacTbix MyTaumii B reHe
PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

OcHOBHble HacneACTBeHHble 3aboneBaHms (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHnueckas auctpodus. Mounck yactbix MyTauuin B reHe DMPK, u. m. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHas MOTOpPHO-ceHCcOpHas HelponaTtusa (bonesHb Lapko-Mapu-Tyta) Tvn I. Mownck
MmyTauwuii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

NxTrno3 namennsipHbivi. [onCK BCeX M3BECTHbIX MyTaLuii B reHe TGM1, M. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

AwnctanbHasa MoTopHas Helponatusa Tvn V. MNownck myTaumin B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CvHapom Moyat-BunbcoH. Mownck mytauuin B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepakTtnHocTb dochopunbosunnnupodocdar cnHTeTasbl. NMonck mytaumii B reHe PRPST, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CuHapom FepmaHcku-Tyanaka (AnbOVMHN3M F1a30-KOXHbBIV C reMopparMyeckmm A1MaTte3oM u
NnUrMeHTaLmen peTrkyno-3HA0TeNMaNbHBIX KNeTOK). Monck YacTbix MyTaumii B reHe HPST, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHasn guctpodus AroweHHa/bekkepa. MNMonck geneumin n gynavkauui B reHe AnNcTpodumHa
CuHgpom Knmnnena-®eins (CMHAPOM KOPOTKOM Lwewn). Monck MyTauuii B reHe GDF6, M.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHunometadumzapHas gucnnasusa. Monck myTauuii B «ropaumnx» ydactkax reHa ANKH, «ropsu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

dpuUTpoaeEPMUsA BPOXKAEHHAsA UXTUO3Has (HebyanesHas). Monck MyTauuii B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KpenTudenbara-Akoba. Mounck mytaumii B reHe PRNP, M. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MukpodTanbm ¢ katapakToli. Monck myTaumin B reHe CRYBA4, m. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuToxoHApuanbHble 3a6oneBaHNA, KOMMIEKCHasA ANarHocTnka: MutoxoHapuanbHaa AHK, u.m.
CemeliHas nepuogmnyeckas amxopagka. Mounck mytauuii B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CuHapom Xyb6epa (CXK). AHanuns uncna konwmii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MetremornobuHemms, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freg. Mut.)

Xopes TeHTUHITOHa. Mounck YacTbix MyTauuii B reHe IT15, u. M. (Chorea Huntington, Gene IT15, Freq.
Mut.)

CuHgpom CuMncoHa-Tonabu-bemesns. Mouck myTtaumii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTtuarnytakoHoBas aunaypus. Mouvck mytauuin B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
I, Gene OPA3, Mut.)
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X-cuenneHHbIn aMmdponponndepaTuBHbIi CUHAPOM (6one3Hb [lyHkaHa, cuHapom MypTunso), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuoanyeckas 6onesHb. Monck YacTbix MyTauuii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHus getepmuHauum nona. Monck mytaumii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOAEpPManbHas ruapoTuyeckas amcnnasmsa. Mowck mytaumnin B reHe GJB6, M. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cuenneHHbIi MOTOPHbIN HUcTarM. Mouck myTaumii B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HezapalueHune pogHuukoB. Mounck MyTauuii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CvHapowm Buckotra-Ongpuua (CBO). Mouck myTtaumii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MblweyHas guctpodpus IMepu-pendyca. Monck MyTaumii B reHe amepuHa Npu X-cLenaeHHon
dopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AkpogepmaTtnT 3HTeponaTuyecknin. Mouck mytauuii B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacneactBeHHas HelponaTua ¢ NoABEPXKEHHOCTLIO Napannyy ot caaBaeHus. Monck mytaumi B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTeoneTpos peLieccuBHbIV (MpaMopHas 6os1e3Hb kocTel). MNMonck yacteix MyTauumii B reHe TCIRG1,
uy. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

M'Mnokannemnyeckmin nepmogmyecknin napaauny. Monck mytauuii B ak3oHax 12, 18 n 19 rena
SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

WxTro3 ByabrapHbIi. Mounck yacTbix MyTaumin B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CemeliHas runepxonectepuHemus, red LDLR

l'vnep-lgD cuHapom. Mouck myTaumii B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

AnbBVHN3M rna3okoxHbI TMn TA. Mownck myTaumii B reHe TYR, m. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MbliweyHas guctpodusa BpoxaeHHas. Mounck yactbix myTaumin B rede FKRP, u. m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb LTtaprapara. Mownck yacTtbix MyTaumin B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannoanuounsapHas aucnnasms (C3/). Mownck mytaumin B reHe TRAPPC2, M.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOpPaKC NePBUNYHbIN CMOHTaHHbIN. Monck myTaumnin B reHe FLCN, m. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHapom HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CuHapom BaapaeHbypra. Mouck myTtauuii B reHe PAX3, M. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MblWweyHas ANCTPodUs NOACHOKOHEUYHOCTHas. Monck MyTauuii B reHe FKRP, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHoam3ocTo3. Mownck MyTaumin B reHe CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

®eHunnkeToHypms. Monck myTtaumii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CuHgpom Cmuta-Jleman-Onuua (C/10C). Momck myTaumnin B reHe DHCRY, m. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumaos. Mownck yacTbix MyTaumi B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MapknMHCOHa, KOMMNAEKCHAsA AMArHOCTUKA, Y.M.

CuHgpom UAJACUI, ren NOTCH3

MelweyHas anctpodus [roweHHa-bekkepa. flaioHn3aumsa X-xpomocomsl y gesoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MukpodTanbm n3oanpoBaHHbIn. Mounck myTauuii B reHe GDF6, M. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnuvHouepebennspHble atakcmm, Yactble GopMbl, Y.M.

CkanynonepoHeasnbHas Muonatus. Monck MyTauuii B reHe FHL1, M. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CemeliHbIN remodaroumntapHbIn AMMporncTmoumnTos. Monck mytaumii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®atanbHas ceMerHas MHCOMHUs. Mownck myTaumin B reHe PRNP, m. (Fatal Familial Insomnia, FFl,
Gene PRNP, Mut.)

DK30CTO3bl MHOXECTBEHHbIE. [Tonck MyTauuin B reHe EXT1, m. (Multiple Exostoses, Gene EXT1, Mut.)

BonesHb YHdeppuxTta-JlyHabopra. Mouck vactblx MyTaumin B reHe CSTB, u. m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)
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dubpogucnnasmsa occudmrumpytoLlas nporpeccupyrowas. NMouck MyTaLmnin B «ropsaumx» yuyactkax
reHa ACVRT1, «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTUHITOHONOA00HOE 3aboneBanune, Tun 2, JPH3, u.m.

X-cuenneHHbI TAaXeNbli KOMOMHUPOBAHHbIN MMMYHOAePULMT. Monck MyTaumin B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CvHapom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MNceBaokcaHTOMa 3nacTuyeckasn. MNMomck Yactbix MyTauuii B reHe ABCC6, u. M. (Pseudoxanthoma
Elasticum, Gene ABCC6, Freq. Mut.)

MetremornobuHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBuYHas neroyHas runepteHsms. Mownck mytauunin B reHe BMPR2, M. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcums Ppugpeinxa. Mounck mytauwmii B reHe FXN, M. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppwu. Mounck myTtauuin B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.)
SpUTpoaEPMUSA BPOXKAEHHAsA UXTUO3Has (HebyanesHas). Mouck MyTauuii B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

M'vneptpoduryeckas kapguommonatus. Mounck mytauuii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

lnaykoma toBeHW/IbHas OTKPbITOYrosibHas (cMHApoMm Purepa). Mowvck mytauuin B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numdegema. Mouck mytauwmii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
TpombouwnTtoneHus BpoxaeHHas. MNMonck mytaumii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblWweyHas ANCTPodus NOACHOKOHEYHOCTHas. Monck MyTauuii B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MouyeyHas agucnnasms. Mownck mytauum B 3k3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponnasms nporpeccupytolas. Monck mytaumii B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBow amunoTtpoduryecknii cknepos (BAC), SOD1, m.

TopcunoHHas anctonus, Tun 1, TORTA (DYTT), u.m.
CVHAPOM MOAKONEHHOTO NTepuriyma. Monck mytauuii B reHe IRF6, M. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb Nlepmutt-Ayknoc. Mownck mytaumin B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas guctpodus BpoxxkaeHHas. Mounck myTtaumii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CuHgpom baHasH-Panan-Pysanbbaka. Monck myTtaumn B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

JpUTPOLIMTO3 PELLECCMBHbIN (CeMeliHas HacNeACTBEHHas noamuuTemus). Monck MyTaLuii B reHe
VHL, M. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Helponatus ¢ napananyamu ot cgasnenus, PMP22, peneunn n gynavkaumm (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpanvometadusapHas ancnnasms. NMouck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHwnueckas rpaHynemartosHas 6one3Hb. [MNounck mytaumii B rede CYBB, m. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepus XatunHcoHa-fmndopaa. NMowmck mytaumin B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

CvHapowm Kpurnepa-Hansipa (CKH, cemeliHas xentyxa). Movck mytauuin B reHe UGT1, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CuHgpowm PetTa. Mouck myTtauwmii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

bone3Hb bexueta, TMnMpoBaHne HLA B51

HapyweHus getepmuHauum nona. AHanms Haanumsa reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblWweyHas ANCTPOdUs NOACHOKOHEUYHOCTHas. Monck MyTauuii B reHe SGCA, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHas MOTOpHO-CceHCcOpHas HelponaTtus (bonesHb LLapko-Mapu-Tyta) Tun Il. Mounck
myTaumii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
AyTOMMMYHHbIM AumdonponndepaTMBHbIN CMHAPOM. [TOUCK MyTaLWii B «rOPAUYNX» ydacTKax reHa
TNFRSF6, «ropsu.» yu. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

M'vnep-IgD cuHapoMm. Monck MyTaLmnin B «ropa4umx» yuyactkax reHa MVK, «ropsu.» yu. M. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)
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MblweuHasn guctpodus, Tmn Pykysma. Monck myTtaumin B reHe FKTN, m. (Muscular Dystrophy

Fukuyama-Type, Gene FKTN, Mut.) >1348
CuHgpom ESC (cuHapom MonbgmaHa-®Paspa). Mownck myTtaumin B reHe NR2E3, m. (Enhanced S-Cone 25707
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CviHapowm BaH gep Byaa. Mounck myTtaunii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6, 38522
Mut.)

PetuHowmauc. Mownck myTtaumin B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1, 25707
Mut.)

CeMeWiHbIN remodaroumTapHblin AnMborncTnoumTos. Mounck mytauuii B reHe UNC13D, m. (Familial 76989
Hemophagocytic Lymphobhistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpo3 peLeccuBHbIA (MpamopHas 6one3Hb koctei). Mownck MyTauunin B reHe TCIRG1, m. 51348
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BonesHb YHdeppuxta-SlyHabopra. Mowck mytaumin B reHe CSTB, m. (Progressive Myoclonic Epilepsy 14267
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbIn ammdonponndepaTmBHbIA cCMHAPOM (6onesHb [lyHkaHa, cuHAPOM MypTnabo).

Mownck myTaumin B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A, 17160
Mut.)

BonesHb becra. Mounck Bcex M3BECTHbIX MyTauuii B reHe BEST1, m. (Best Vitelliform Macular 42801

Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHuocuHoctos. Mownck myTtaumii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.) 14916
KpaHuocuHocTo3s. Mownck mMyTaumin B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.) 11264
CnoHrnodpopmHas 3HuedanonatTna C HEMPONCUXMUYECKMMU NPOABAEHUAMU. MoNCK MyTaLMid B reHe 14916
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

Nxtrno3s bynnesnbivi. Mounck mytaumii B reHe KRT2, M. (Ichthyosis Bullosa Of Siemens, Gene KRT2, 29975
Mut.)

CuHgpom KapneHTepa (akpouedpanonoamcnHAaKTMAMS BTOPOro Tmna). Monck MmyTtaumii B reHe 29975
RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

CvHapowm [xekcoHa-Beicca. Mownck myTaumin B 3k3oHe 9 reHa FGFR2 v ak3oHe 7A reHa FGFR1, m. 9999

(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MNceBgokcaHTOMa 3nacTnyeckas. Mounck mytaumin B reHe ABCC6, M. (Pseudoxanthoma Elasticum, 119724
Gene ABCC6, Mut.)

Cnactnyeckas napanserusa LWrpromnens, Tun 4, SPAST (SPG4), u.m. 6930

CuHgpom Xunnens-J/inHaay (Lepebpo-peTMHO-BUCLEPanbHbIA aHrMoMaTos). [onck MyTauuii B reHe

VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene 14916
VHL, Mut.)

Mcopwas, TunupoBaHne HLA-Cw6 3300

MonekynsapHoO-reHeTUYecKkas AnarHocTvka paka NpeacTaTesbHON xenesbl 5599

Cunapom Anepa (akpoLedanocuHgaktuaus). Monck Yactbix MyTaLuii B reHe FGFR2, u. m. (Apert 10285
Syndrome, AS, Gene FGFR2, Freg. Mut.)

CemeliHas runepxonecteprHemmns (KOMnaekcHas gmarHoctmka - reHbl LDLR, APOB, PCSK9) 9218

dnudusapHas aucnnasms, MHoOXecTBeHHas. [ouck myTauuin B reHe SLC26A2, m. (Multiple 25707
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CuHgpowm AprTa. Mounck MyTauuii B reHe PRPST, m. (Art's Syndrome, Gene PRPS1, Mut.) 29975
dpuTpoaepmMumna BpoxaeHHas NxTMo3Has (HebyanesHas). Mowck myTaumnin B reHe ALOXE3, m. 64163
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CVHApPOM KpaHuodaLmanbHOW AMCMOPOUN-TYTOYXOCTU-YIbHAPHOM AeBMaLIMmn KUCTeR. Mounck 34254

MmyTauwmii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)
OHkonornyeckune 3aboseBaHus

Mytauun B reHe MET 12331

HacneactBeHHble cyyan paka MOJIOYHOM Xenesbl n/manm amuHnkos (reHsl BRCA1, BRCA2)

(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)) 4785
MyTauun B reHe POLE 8327
OnpegeneHne TpaHcnokauum 1p/19q 11165
WNccnepoBaHmne xpoMocom B abOpTUBHOM MaTepurane, CKPUHUHT 10010
CVHAPOM MHOXECTBEHHOW 3HAOKPUHHOM Heonasum 2B Tvna (reH RET) (Multiple Endocrine 5148
Neoplasia Type 2B (Gene RET))

HacneactBeHHble cnyyan BRCA-accoummpoBaHHOrO paka y My>UWH: paK rpyaHOMN,

NoZXXeNyA0YHOM, NpeAcTaTeIbHOM Xenes, pak andek (reHsl BRCA1, BRCA2) (6e3 onvcaHus 4290
pe3ynbTaToB BpauoM-reHeTvkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,

Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))

CeMeWiHbIN MefyANfpHbIA pak WUTOBUAHOM Xene3bl (3k3oHbl 10, 11, 13, 14, 15 reHa RET) (Familial 21406

Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))



CUHAPOM MHOXECTBEHHOM 3HAOKPUHHOM Heormnasum 2A trna (3k3oHbl 10, 11 reHa RET) (Multiple
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

MyTtauun B reHe IDH2

MCCﬂeAOBaHMe XpOMOCOM B a60pTMBHOM MaTepuane, pacllnpeHHoe

KonnuectBeHHOe onpeseneHne COOTHOLLIEHWS HOPMasIbHOFO U MyTaHTHOro annenen 617V/617F B
14 3k30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)
HacneactBeHHble cnyyan BRCA-accoummpoBaHHOro paka y My>XUnH: paK rpyAHOMN,
NoAXKeNyA0OYHOW, NpescTaTeIbHOM Xenes, pak andek (reHbl BRCA1, BRCA2) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

Onpegenexne metnanposaHuna reHa MGMT
MyTtauma PIK3CA
Onpegenenue abepaumin C228T n C250T B reHe TERT

HacneactBeHHble cyyan paka MONOYHOM Xenesbl n/van andHnkos (reHbl BRCA1, BRCA2) (6e3
onucaHua pesynbTaTtoB Bpayom-reHeTnkoM) (Hereditary Breast and/or Ovarian Cancer, HBOC
(Genes BRCA1, BRCA2) (without Description))

MyTtauun B reHe IDH1

depmeHTbI

A09.05.039 Naktataernaporenasa (J14r, L-nakrat, HAL+Okcngopeaykrasa) (Lactate
Dehydrogenase, LDH)

G6PD 3pnTpOLMTOB, aKTMBHOCTb

A09.05.042 AnaHnHammHoTpaHcdpepasa (AnAT, AT, riyTaMUMHO-NMPOBUHOrPaAHas TpaHcaMmnHa3sa,
IMT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )

A09.05.045 Anbda-amunasa (?-amunasa, gnactasa) (Alpha-Amilase, ?-Amylase)

A09.05.180 Anbda-amunasa naHkpeatnyeckas (P-nsodepmeHT amunasbl) (Pancreatic ?-Amylase)

XonuHactepasa (S-MceBaoxonnHacTepasa, xonnHactepasa ll, S-X3, aumnxonnHrungponasa)
(Cholinesterase, Pseudocholinesterase, PCHE)

A09.05.046 ®ocdataza wenouHas (LLP) (Alkaline Phosphatase, ALP)
A09.05.173 Nlnnasa (Tpraumaravueponauyuarngponasa) (Lipase)

®ocodartaza kucnas (KO) (Acid Phosphatase, ACP)
Famma-raytamunTpaHcnentugasa (M, rayTamuntpaHcnenTtugasa) (Gamma-Glutamyl Transferase,
GGT)

A09.05.043 KpeatnHkumHasa (KpeatnHpochokmHaza, KK, KOK) (Creatine Kinase, CK, Creatine
Phosphokinase, CPK)

A09.05.041 AcnapTtatamunHoTpaHcdepasa (AcAT, ACT, rnyTaMmnHO-LLLaBEeNEeBOYKCYCHas
TpaHcamuHasa, M'LLUT) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase,
SGOT)

KpeatnHknHaza-MB (KpeatnHpocdokmHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB,
Creatine Phosphokinase-MB, CPK-MB.)

HLA-TMnnpoBaHue n pesyc-paktop
TunuposaHwue reHos cuctembl HLA |l knacca (reHbl DRB1, DQA1, DQB1) (System Human Leukocyte
Antigen (HLA) Class Il, Typing (Genes DRB1, DQA1, DQB1))
OnpegzeneHune reHoTuna pesyc-dakropa (6e3 onvcaHns pesybTaToB BPa4yoOM-reHETUKOM)
(Genotype of RH factor Definition (without Description))
OnpegeneHue nona niaoga. BeiseneHve Y-xpomMocomsl mioga B Kposu matepu (Y-chromosome of
the fetus in the mother's blood)

Onpegenenue pesyc-daktopa (Rh factor Definition)
OueHka cBepTbIBatoLLLe CUCTEMbI KPOBU
Mna3muHoreH (Plasminogen)
®akTop VIII (@aHTUremodmabHbIn r1obyanH A) (Antihemophilic Globulin A, FVIII)
A09.05.051.001 D-aunmep (D-Dimer)

A09.05.050 ®nbpurHoreH (Fibrinogen, FG)

A12.05.039 AkTBMpOBaHHOE YacTMyHOe (NapLmanbHoe) TpoMbonaacTHosoe Bpems (AYTB
(AMTB), kedannH-kaoamHoBoe Bpems) (Activated Partial Thromboplastin Time, APTT)

®akTop IX, akTuBHOCTb, % (pakTop Kpnctmaca, aHTuremodunbHbl daktTop «B») Factor IX, Activity,%
(Christmas Factor, anti-hemophilic globulin “B")

A12.05.027 MpoTtpombuH (npotpombuHoBoe Bpems, MB), MHO (MexayHapoaHoe
HOpMasiM3oBaHHoOe oTHoweHwue) (Prothrombin, Prothrombin Time, PT, International Normalized
Ratio, INR)

A12.05.028 TpomburHoBoe Bpems (TB) (Thrombin Time, TT)
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A09.05.029.001 BonuaHouHbIl aHTUKOoaryasHT (BA) (Lupus Anticoagulant, LA ) 803

MpoteunH C, % akTmeHocTK (Protein C, % Activity) 1969

AHTU-Xa aKTUBHOCTB, ME/mn (TenapwH, KoHueHTpauus, ME/mn), Anti-Xa activity, IU/ml (Heparin 1837

concentration, IlU/ml)

®akTop Bunnebpanaa, aHtureH, % (Willebrand Factor, Antigen, %) 2233

A09.05.047 AHTUTPOMOBUH llI, % akTuBHOCTK (AT I, Antithrombin 11I, % Activity) 363

MpoteunH S cBoboaHbIN (Protein S, Free) 2442
Benkn n aMMHOKNCIOTHI

CBOb6OAHbIE NEeTkue Leny MMMYHOMN00yIMHOB Kanna v aambaa B mode (Urine immunoglobulin free 1474

light chains (FLC) kappa and lambda)

M-rpagueHT, CKPUHWUHT. DnekTpodopes CbIBOPOTKM KPOBU, UMMYHODUKCALNS C MOANBANEHTHOW

aHTMCbIBOPOTKOM, KOIMYECTBEHHas oLeHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of

M-Protein (without Typing))

Benok beHc-[lxxoHca B Moye: MMMyHObUKCaLMS, KONMYECTBEHHOE ONpejeneHne, TUNpoBaHue

kanna, nambaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )

A09.05.014 beskoBble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpagueHT, TMnMpoBaHne. 2neKTpodopes CbIBOPOTKMN KPOBY, MMMYHODUKCALMA C NaHebIO

aHTUCLIBOPOTOK (pa3genbHo k IgG, IgA, IgM, kanna, nambaa), konmyecteeHHas oLeHka M-6eska 4389

(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)

CBoboHbIE Nerkue Lenu MMMYHOr1I06yIMHOB Kanna u aambaa B ankesope (Cerebrospinal Fluid

; . . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBobOHbIE Nerkue Lenu MMMYHOrI06yIMHOB Kanna v ambaa CbiIBOPOTKM C pacyeToM MHAeKca 2156
Kanna/nambaa
Benok beHc-/>koHca B MOYe, CKPUHWHT C MPUMEHEHMEM MMMYHODUKCALMKN U KOIMYECTBEHHOE

. . S e 2068

onpeaenerue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 AnbbymuH (Albumin) 231
A09.05.010 Obwwmin 6enok (Protein Total) 165
A09.05.214 TomoumctenH (Homocysteine) 1419
dnekTpodopes HenkoB Moun, onpeseneHve Tuna npotenHypun (Urine Protein Electrophoresis) 1650

AnneprokomnoHeHTbl ImmunoCAP

Kanycra 6enokouaHHas (f216) IgE, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHAas, nArtv1 (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonwn (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CuHuHa (f26) IgE, ImmunoCAP 693
TapakaH pbixuia (npycak) (i6) IgE, ImmunoCAP 693
ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) 792
Kaptodens (f35) IgE, ImmunoCAP 693
KoHanbbymuH sniua, nGal d3 (f323) IgE, ImmunoCAP 913
Cmecb annepreHoB gomaluHer noiiv (Hollister-Stier) (hx2) IgE, ImmunoCAP 1375
Candida albicans (m5) IgE, ImmunoCAP 693
Aa nuenbl MegoHocHol (i1) IgE, ImmunoCAP 693
Aa ocbl 06bIKHOBEHHOW (i3) IgE, ImmunoCAP 693
Xnoprekcnaut (c8) IgE, ImmunoCAP 693
Mepcwuk (f95) IgE, ImmunoCAP 693
flumenb (f6) IgE, ImmunoCAP 792
Apoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP 693
Oomykowug, nGal d1 (f233) IgE, ImmunoCAP 913

Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP 2013



Osua, anutenuii (€81) IgE, ImmunoCAP

Knew, gomaiuHen noiau / D. pteronyssinus (d1) IgE, ImmunoCAP

Bepesa 6bopogasyartas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP

Kpab (f23) IgE, ImmunoCAP

OBanbbyMuH, anbbymMuH andHbI, nGal d2 (f232) IgE, ImmunoCAP

Beta-naktornobyauH, (nBos d5) (f77) IgE, ImmunoCAP
Anbda-naktansbymuH (nBos d4) (f76) IgE, ImmunoCAP
BanaH (f92) IgE, ImmunoCAP

Matnro (f91) IgE, ImmunoCAP

Mopckas cBuHKa, anutenmi (e6) IgE, ImmunoCAP
TpunTtasa, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyrai, nepo (e213) IgE, ImmunoCAP

AnunbIn xentok (f75) IgE, ImmunoCAP

Kowka, nepxots (e1) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

JomawHsas neinb (Hollister =Stier) (h2) IgE, ImmunoCAP
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Cobaka, rCan f 1 (101) IgE, ImmunoCAP

Msico kypuupbl (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (€102) IgE, ImmunoCAP
®opmanbaerng / dopmanun (k80) IgE, ImmunoCAP
MopkoBb (f31) IgE, ImmunoCAP

CoeBble 606bI (f14) IgE, ImmunoCAP

JomaluHsas nbiib (Greer Labs.) (h1) IgE, ImmunoCAP
Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
OgayBaHuMK 06bIKHOBEHHbIN (W8) IgE, ImmunoCAP
Cmeck annepreHos naeceHn (mx2) IgE, ImmunoCAP
KpeseTtka (f24) IgE, ImmunoCAP

TponomwnoswuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP
Mpenndpyt (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko koposbe (f2) IgE, ImmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP
AHaHac (f210) IgE, ImmunoCAP

Apaxuc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHAS, nArtv3 (w233) IgE, ImmenoCAP
Owmera-5 MraavH nweHunypl, rTria 19 (f416) IgE, ImmunoCAP
Cmecb nuwweBbIx annepreHos (fx15) IgE, ImmunoCAP
Cobaka, nepxotb (e5) IgE, ImmunoCAP

Cwmecb annepreHoB mMsca (fx73) IgE, ImmunoCAP

Cmecb petckmx nuwesbix annepreHoB (fx5) IgE, ImmunoCAP

MoaconHeuHmk (W204) IgE, ImmunoCAP
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fibnoko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momugop (f25) IgE, ImmunoCAP

Kapn, napeansbymuH, rCyp c 1 (f355) IgE, ImmunoCAP

Aa wepuwHa (i75) IgE, ImmunoCAP

Cmecb MblabLpbl paHHeuBeTywmx ayroebix Tpae (gx1) IgE, ImmunoCAP
Bepesa 6bopogaBuartas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Mpeumxa (f11), IgE, ImmunoCAP

CradpunokokkoBbili 3HTepoTokcH A (m80) IgE, ImmunoCAP

Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapwH (f302) IgE, ImmunoCAP

KaseuH, mosnoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB niecHeBbIx rpubkos (mx1) IgE, ImmunoCAP
MNenvunnnnn V (c2) IgE, ImmunoCAP

CaxapHas cekna (f227) IgE, ImmunoCAP

Cmech annepreHoB nbiibLbl gepeBbes (1x9) IgE, ImmunoCAP

Fopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
MuHgans (f20) IgE, ImmunoCAP

Mpnbbl (wamnuHboHsbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)
Knew, sgomatuHew nbiam / D. farina (d2) IgE, ImmunoCAP

BapanwuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
OyHayk (f17) IgE, ImmunoCAP

Mwenwnua (f4) IgE, ImmunoCAP

JNumon (f208) IgE, ImmunoCAP

Bblunii cbIBOPOTOUHBIV anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP
BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yan nnctoson (f222) IgE, ImmunoCAP

Cmecb aniepreHoB MblibLpbl COpHbIX Tpas (wx1) IgE, ImmunoCAP
CmopogmHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
Kowwka, rFel d1 (€94) IgE, ImmunoCAP

FrossaauHa (f27) IgE, ImmunoCAP

Kvewu (f84) IgE, ImmunoCAP

JNlvzounm sainiua, nGal d4 (k208) IgE, ImmunoCAP

AMb6po3ms BbicoKas, noabiHoAncTHas, nAmb a1 (w230) IgE, ImmunoCAP
MonbiHb 06bIKHOBEHHas (W6) IgE, ImmunoCAP

Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP)
MennuuanvH G (c1) IgE, ImmunoCAP
Tumodeeska nyrosas (g6) IgE, ImmunoCAP

bepeza (t3) IgE, ImmunoCAP

Kowwka, cbiBOpoTOUHbIV anbbymuH, rFel d2 (€220) IgE, ImmunoCAP

CradpnnokokkoBbIli 3HTepoTokcmH B (m81) IgE, ImmunoCAP
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Abpukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) 792

BuwuHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 792
O6wwmi Ig E ImmunoCAP 759
CTadn10KOKKOBbI 3HTEPOTOKCMH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxwc, rAra h 3 (f424) IgE, ImmunoCAP 2013
AnyHbin 6enok (f1) IgE, ImmunoCAP 693
Osec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbpaepett (f85) IgE, ImmunoCAP 693
3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP 693
TeikBa (f225) IgE, ImmunoCAP 693
Ap ocbl natHucTow (i2) IgE, ImmunoCAP 693
Monoko ko3be (f300) IgE, ImmunoCAP 792
Tpecka atnaHTuueckas (f3) IgE, ImmunoCAP 693
Kypuua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, cbIBOPOTOUHbIN anbbymuH, nCan f3 (e221) IgE, ImmunoCAP 2013
Pomawka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTOVAHbBIN apTpwWT, MOPaXKeHWs CycTaBoOB

MonekynsapHo-reHeTnueckoe nccnegoaHne HLA-B27 (Molecular Genetic Testing HLA-B27) 1705
AHTUTENA K LUKANYECKOMY LMTpyannHuposaHHomy nentugy (ALLLLM) (Anti-Cyclic Citrullinated 1452
Peptide, anti-CCP)

AHTuTena knacca IgG k kepatuHy (AHTUKepaTuHoBble aHTUTena, AKA, AHTudumnarrpmHoBble 2244
aHTuTena, APA) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)

PeBmaTomgHbin dpakTop, IgA (PO IgA; Rheumatoid Factor, RF, IgA) 1232
Kpucranbl B Maske CMHOBMaNbHOM XNAKOCTY (MOHOYpaT HaTpus, nnpodocdat kanbuums) (Synovial 1705

Fluid Smear, Crystals)

AHTUTena knacca IgG kK MoOANLNPUPOBAHHOMY LIUTPY/NIMHUPOBAHHOMY BUMEHTUHY (aHTU-MLIB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1518
Antibodies, Anti-Sa Antibodies, IgG)

LinTomeranoBupycHasa nipekums (umtomeranosmpyc, LIMB)

Lintomeranoeupyc, onpegenerve AHK B cockobe anuntennanbHbix KNeTok cam3ncton Hoca (CMV

DNA, Scrape of Nasal Epithelial Cells)* 275
Liutomeranosupyc, onpegenervie [JHK B cockobe anutenmnanbHbix kaetok potoriotku (CMV DNA,
. e 275

Scrape of Faucial Epithelial Cells)*
Lutomeranoeupyc, onpegenenne AHK B BeHo3Hon kposu (CMV DNA, Blood)* 418
Lutomeranoeupyc, onpegenenne HK B Boinote (CMV DNA, Exudate)* 275
Lintomeranosupyc,kauectseHHoe onpegeneHune JHK B ceiBopoTke kposu (CMV DNA, Serum)* 418
AHTUTena knacca IgM k untomeranosmpycy (Anti-CMV IgM) 539
Lntomeranosupyc, onpegenenve AHK B cekpete npoctartsl, 3akynsate (CMV DNA, Prostatic Fluid, 275
Semen)*
LnTtomeranosupyc, onpegenenve AHK B cockobe anutennansHbix knetok koxu (CMV DNA, Scrape

. o " 275
of Skin Epithelial Cells)
Lutomeranosupyc, onpegenervie JHK B moye (CMV DNA, Urine)* 275
Lintomeranosumpyc, onpegenenue [IHK B cockobe anuntenvanbHbix KNeTOK ypOreHnTaabHoro TpakTa 275
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lutomeranosupyc, onpesenenve AHK B citoHe (CMV DNA, Saliva)* 275
LinTomeranosupyc, konnvectseHHoe onpegeneHne JHK (Cytomegalovirus, DNA) B cbiBOpOTKE 207

KpoBY



ABunaHocTb Anti-CMV IgG 1144

AHTuTena knacca lgG k yutomeranosupycy (Anti-CMV IgG) 396
Lintomeranosumpyc, onpeaenexie ,E!,HK B COCKObE 3nnTeNnabHbIX KNeTOK KOHBbIOHKTUBLI (CMV 275
DNA, Scrape of Conjunctiva Epithelial Cells )*
Ilgll,lljzi))ll/leranosmpyc, onpegenerve AHK B cnnHHomMo3srosoi xuakoctn (CMV DNA, Cerebrospinal 275
MWKpO3/1eMeHTbI B MOYe
Megab, Moua, pazosas nopuus (Copper, random urine; Cu) 1298
Kagmuin (Cd) B moue (Cadmium (Cd), Urine) 1298
KobanbT (Co) B Moue (Cobalt (Co), Urine) 1298
Tanann (Tl) B moue (Thallium (TI), Urine) 1298
Wog, () B moue (lodine (1), Urine) 1298
MapraHey, (Mn) B moue (Manganese (Mn), Urine) 1298
Xeneso (Fe) B moue (Iron (Fe), Urine) 1298
Ptytb (Hg) B Mmoue (Mercury (Hg), Urine) 1298
Antomuumin (Al) B moue (Aluminum (Al), Urine) 1298
Mpobonoarotoska (cyTouHas Moya) 748
LInHK (Zn) B Mmoue (Zinc (Zn), Urine) 1298
Megb (Cu) B cytouHol moue (Copper (Cu), 24-Hours Urine) 1298
Hukenb (Ni) B moue (Nickel (Ni), Urine) 1298
CeneH ( Se) B moue (Selenium ( Se), Urine) 1298
Mpobonoarotoska (Moya) 748
CsuHel, (Pb) B moue (Lead (Pb), Urine) 1298
Mblwwbsak (As) B Moue (Arsenic (As), Urine) 1298
CTonbHsak
AHTUTeNa knacca IgG k ctonbHaYHOMY aHaTokcuHy (Anti-Tetanus toxoid 1gG) 990
MWKpO3/1eMeHTbI B KPOBU (CbIBOPOTKA KPOBMU, LieNbHas KPOBb)
Hukenb (Ni) B cbiBopoTke kposu (Nickel (Ni), Serum) 275
Ptytb (Hg) B BEHO3HOM kpoBu (Mercury (Hg), Blood) 1298
MNMpobonoarotoBka (CbIBOPOTKA KPOBM) 748
Meiwbsik (As) B cbiBopoTke kpoBK (Arsenic (As), Serum) 275
Kagmuii (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum ) 275
KobanbT (Co) B cbiBOpoTKE KpoBu (Cobalt (Co), Serum) 275
Hukenb (Ni) B BeHo3HOW kposw (Nickel (Ni), Blood) 1298
LiMHK (Zn) B BEHO3HOW KpoBw (Zinc (Zn), Blood) 1298
Vog B coiBopoTke (lodine, serum) 275
3on0To (Au) B cbiBOpOTKE KpoBu (Gold (Au), Serum) 275
Megpb (Cu) B ceiBOpoTKe KpoBu (Copper (Cu), Serum ) 275
Mpobonoarotoska (KPOBb LieNbHas) 748
Megab (Cu) B BeHo3HOM kposwu (Copper (Cu), Blood) 1298
CeuHeu, (Pb) B BeHo3HOM kpoBw (Lead (Pb), Blood) 1298
MapraHel, (Mn) B BeHO3HOW kpoBu (Manganese (Mn), Blood) 1298
LimHK (Zn) B cbiBOpPOTKe KpOBWM (Zinc (Zn), Serum) 275
JNnTni (Li) B coiBOpoTKe Kposm (Lithium (Li), serum) 275
Kagmuii (Cd) B BeHo3HOW kposum (Cadmium (Cd), Blood) 1298
CeneH (Se) B cbiBopoTKe kpoBu (Selenium (Se), Serum) 275

CeneH (Se) B BeHO3HOU kpoBWu (Selenium (Se), Blood) 1298



MapraHey, (Mn) B ceiBopoTke kpoBu (Manganese (Mn), Serum) 275

KobanbT (Co) B BeHO3HOWM Kposu (Cobalt (Co), Blood) 1298

TpunoaTMpoHnH peeepcuBHbIi (T3 peBepcuBHbINi, Reverse Triiodthyronine). 6567

Tannuni (Tl) B cbiBopoTke Kposu (Thallium (Tl), Serum) 275

Mpobonoarotoska (nNna3ma KPoBW (renapwiH)) 748

MoanbaeH (Mo) B cbiBopoTKe Kposu (Molybdenum (Mo), Serum) 275
OHKOTEMATOJ1OIA

AHanunz nepectpoek ATM reHa (FISH, koany.) (Analysis of ATM gene rearrangements (FISH, 10835

quantitative))

AHanu3 myTaumin B reHe MPL, MLP, kauectBeHHbIN (Analysis of MPL gene mutations, PCR, 4829

qualitative)

AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napaduHoBbix cpe3ax (MmcToFISH, koaunu.)

(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 14927

quantitative))

AHanuns xumepHoro reHa MLL/AF4 -t(4;11) (MUP, kau.) (Analysis of chimeric gene MLL/AF4 -t(4;11)

(PCR, qualitative)) 2486
AHanu3 nepectpoek reHa BCL- 6 (der(3)(q?7)} (FISH, konwny.) (Analysis of BCL- 6 gene 10835
rearrangements (der(3)(q27) (FISH, quantitative))

AHanns MmoHocoMuu, aeneumm 13 XPOMOCOMbI — (del(13), -13) (FI$H, .KOJWILI.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanu3 geneummn TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanuns Tpchn0Kau,|/|V| t(2;5)(p23;q35).Ha I"IapaCbVIHOBb.IX cpesax (rMCTQFlsH, konuu.) (Analysis of 14927
translocation t(2;5)(p23;935) on paraffin slides (FISH Histology, quantitative))

AHa}WB.B.CEX cneu,!/lqmqecmx aﬁeppaumﬁ Ha napaq)MHOBblx cpesax (rncToFISH, konny.) (Analysis of 14927
all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanu3 TpaHcoKaLmm t(1 1;14)(q13;q32).Ha ITIapad)VIHOBb.IX cpesax (FMCT9F|$H, konny.) (Analysis of 14927
translocation t(11;14)(q13;932) on paraffin slides (FISH Histology, quantitative))

AHanuns TpaHcaoKaLmm t(11;14)(q13;932) (FISH, konnu.) (Analysis of translocation t(11;14)(q13;932) 10835
(FISH,quantitative))

AHanums XMMEpHOTO reHa PML/RAR? -t(15;17) (MUP, kau.) (Analysis of chimeric gene PML/RAR? 2486
-t(15;17) (PCR, qualitative))

AHanu3 XVIMEPHOTO reHa CBF?/MYH1- i_nv(j 6),t(16;16) (MLP, kau) (Analysis of chimeric gene 2486
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHan1{|3 Tpucommm 12 xpomocomsl (+12) (FISH, konny.) (Analysis of chromosome 12 trisomy (FISH, 10835
quantitative))

KauecTBeHHas oLleHKa Haanums comaTMyeckom MyTaLum \(617F B 14 3k30He reHa JAK2 (Qualitative 1947
assessment of presence of gene JAK2 617F somatic mutation)

AHanums TpaHcaoKaLmm t(11;18)(g21;921) (FISH, konnu.) (Analysis of translocation t(11;18)(q21;g21) 10835
(FISH, quantitative))

KapvoTtun oHkoremaTonormnyeckuin (Karyotype, Hematologic Disorders, Peripheral Blood) 7722
AHanuz geneumm TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanu3s TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, koauu.) (Analysis of translocation t(14;16) 10835

(IGH/MAFB) (FISH,quantitative))

AHanus xmumepHoro reHa BCR/ABL - t(9;22), onpegenervie Tnna TpaHckpunta BCR/ABL reHa - MLUP,
kauecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript 2486
type, PCR, qualitative)

AHanuz geneumm 12p (FISH, konnu.) (Analysis of 12p deletion (FISH, quantitative)) 10835
AHanV_B XMIMEPHOTO reHa BCR-ABL (FISH, konunu.) (Analysis of chimeric gene BCR-ABL, FISH, 10835
quantitative)

AHanuns nepectpoek BCLZ. reda Ha I'Iapad)V.IHOBbIX CpeBaX.(I'VI.CTOHSH, konunuy.) (Analysis of BCL2 gene 14927
rearrangements on paraffin slides (FISH Histology, quantitative))

AHan|43 nepecTpoek reHa PDGFR?(FISH, konnu.) (Analysis of gene rearrangements PDGFR? (FISH, 10835
quantitative))

AHam3 nepecTpoek rexa FGFR1 (FISH, konnu.) (Analysis of gene rearrangements FGFR1 (FISH, 10835
quantitative))

AHanun3 xumepHoro reHa E2A/PBX1 - t(1;19) (MLUP, kau.) (Analysis of chimeric gene E2A/PBXT - 2486

t(1;19) (PCR, qualitative))
AHanun3 myTaumin B reHe BRAF (V600E) (MLLP, kau) 8569
AHanun3 nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome 5 rearrangements (FISH,
quantitative))

AHanuz TpaHcnokauum t(4;14)(p16;932) (FISH, konnu.) (Analysis of translocation t(4;14)(p16;932)
(FISH, quantitative))

10835

10835



AHanu3 TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konny.) (Analysis of translocation t(14;16)

(IGH/MAFB) (FISH,quantitative)) 10835
AHann3 OTHOCUTENBHOM akcnpeccuy reHa BCR/ABL -Ko/muecTseHHas RQ Mup (HLI!P B peasibHOM 4829
BpemMeHu, konuu.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)

LinToreHeTnyecknin aHann3 KneTok KoctHoro mosra (kapuotun) (Cytogenetic analysis of bone 7722
marrow (karyotype))

AHanuz xumepHoro reHa FIP1L1/PDGFR?(FISH, konunu.) (Analysis of chimeric gene FIP1L1/PDGFR? 10835
(FISH, quantitative))

AHanvp nepectpoek MLL reHa (FISH, koany.) (Analysis of MLL gene rearrangements (FISH, 10835
quantitative))

AHanV.IB nepectpoek 7 xpomocoMmbl (FISH, konny) (Analysis of chromosome 7 rearrangements (FISH, 10835
quantitative))

AHanns MmoHocoMuu, aeneumm 13 XPOMOCOMbI — (del(13), -13) (FI$H, .KOJWIH.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanun3 myTaumin B 12 ak3oHe JAK2 rena (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR 4829

qualitative))

AHanun3 nepectpoek BCL2 reHa t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;q11) (FISH, konnu.)
(Analysis of BCL2 gene rearrangements t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, 10835
quantitative))

WccnepoBaHve mytaumoHHoro cratyca BCR-ABL reHa (MeToa npAMOro ceKkBeHMpOBaHUA No

CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative) 9636
AHanus nepectpoek 1 xpomocomsl (FISH, konny.) 14267
AHanms nepectpoek 3q (FISH, konny.) (Analysis of 3q rearrangements (FISH, quantitative)) 10835
AHanun3 xumepHoro reHa RUNXT/RUNX1TT1 -t(8;21) ( MLLP, kau.) (Analysis of chimeric gene 2486
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))
Ananuz geneumm 20q (FISH, konnu.) (Analysis of 20q deletion (FISH, quantitative)) 10835
Ananus nepectpoek MYC reHa ( t(8;14)(g24;932)-t(2;8)(p11;924), t(8 ;22)(q24;q11)) (FISH, konnu.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24;,q11) (FISH, 10835
quantitative))
AHanus myTaumi, aeneunii, uHcepunii B reHe CALR (MLP, kau.) (Analysis of CALR gene mutations,

. . . o 4829
deletions, insertions, PCR, qualitative)
AHanu3 nepectpoek IGH reHa (FISH, konny.) (Analysis of IGH gene rearrangements (FISH, 10835
quantitative))
AHanu3s TpaHcnokaunu t(2;5)(p23;935) (FISH, konunu.) (Analysis of translocation t(2;5)(p23;935) (FISH, 10835
quantitative))

OnpegeneHne 6UONOTMYECKOTO POACTBA B CEMbE: OTLLOBCTBA U MaTEPUHCTBA

JlocTaBka pesyabTaTa MCCAeLOBaHMA MO onpeaeneHno BUONOrMYeckoro poacTea B 3aneyaTaHHOM 1320
KOHBepTe B MeAULMHCKMI oduc
JONONHWTENbHBIV YYaCTHWK UccnepoBaHus (pebeHok nam matb nam otel) (Additional research 6303

participant (child or mother or father))

CpouHoe ycTaHOB/EHWe BUONOTMUYECKOro POACTBA A5l OAHOIO U3 PoAWTENel NpU 6eccnopHOM
poactse gpyroro (3 uen.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpouHoe ycTaHOB/IEHNE BMONOTNYECKOTO POACTBA A1l OAHOTO U3 POAMTENEN NPU OTCYTCTBUM

apyroro (2 ven.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHoBAEeHWe B6MOI0TMYECKOro POACTBA A1 OAHOTO U3 POAUTENel NPU OTCYTCTBUM ApYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YctaHoBIeHME BMOIOrMYECKOro POACTBA A1 OAHOMO U3 poAUTeNel Npn 6eccnopHOM poacTBe
apyroro (3 uen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

17787

ViccnepoBaHus kana

Konporpamma (Koprogramma, Stool) 374
J03MHOPUBHbBIN HEMPOTOKCUH B CTyNe 4059
30HYNNH beKanbHbIN 6127
KanbnpotekTnH dekanbHbln (Fecal Calprotectin) 2618
KenuHble kncnoTel B CTyNE 3542
Anbda-1-aHTuTpuncuH B kane (Alpha-1-Antitrypsin, Feces) 1727
CreatokpwuT cTyna 1463
WNccnepoBaHue Kana Ha CKpbITYHO KpOBb. KauecTBeHHbIM MeTos, 253
AHanu3s Kana Ha anua renbMuHToB (arua ramcros) (PRO Stool, Helminth Eggs) 308

XVMOTPUMNCKUH B CTy/1€, aKTUBHOCTb 1980



CKprTaﬂ KpOBb B Kane (KOﬂOpeKTaﬂbele KpOBOTequV]H), KOJIMYECTBEHHbIN VIMMyHOXI/IMI/Il‘IECKI/IVl

meToa FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold) 715
Snactasa 1 (31), naHkpeatnueckas 3nactasa 1 (Elastase 1, E1) 2772
CopeprkaHue yrneBoAoB B Kase (peayLmpytoLue Belectsa B kane) (Stool Sugars, Reducing 616
Substances, Fecal)
AHanus kana Ha npocteriwme (PRO Stool) 308
WNccnepoBaHune Ha a3HTepoburos (siiua octpuy), wnatens (Enterobiasis, Spatula) 286
OctaTouHas ocmMonspHOCTL cTyna (Stool osmotic gap) 1265
LInTOKnHBbI
Wutepnenkun-10 (U1-10) (Interleukin 10, IL-10) 2035
WNutepnenkunn-6 (MJ1-6) (Interleukin 6, I1L-6) 2035
®akTop Hekposa onyxonun-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
Nutepnenkunn-1? (MN-1?) (Interleukin 1 Beta, IL-1) 2035
Nutepnenkunn-8 (UJ1-8) (Interleukin 8, IL-8) 2035
Onpegenenne cneuunduyeckmx IgE: nuwiesble annepreHsbl
MaHenb nuwesble anneprensl, IgE (Food Allergy Panel, IgE) 4037
Cenbpepei, IgE (Celery, IgE, F85) 484
Koposbe monoko, IgE (Milk, IgE, F2) 484
Asokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msco, IgE (Chicken Meat, IgE, F83) 484
Orypel, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
lpenndpyrt, IgE (Grapefruit, IgE, F209) 484
Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 484
Anunbin xentok, IgE (Egg Yolk, IgE, F75) 484
OscaHuua nyrosas (g4) IgE, ImmunoCAP 792
Kpesetku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
KnybHuka, IgE (Strawberry, IgE, F44) 484
fibnoko, IgE (Apple, IgE, F49) 484
CsuHuHa, IgE (Pork, IgE, F26) 484
BbapanuHa, IgE (Lamb, IgE, F88) 484
Tomartsl, IgE (Tomato, IgE, F25) 484
Mekapckue gpoxoku, IgE (Baker's Yeast, IgE, F45) 484
Kaptodens, IgE (Potato, IgE, F35) 484
Jiumon, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484
Cmech nuuieBbIxX annepreHos 3: CBMHMHA, KYpUHOE MACO, rOBAANHA, 6apaHuHa, IgE (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
MaHenb annepreHos "Muwesble 2" 1919.5
KazewH, IgE (Casein, IgE, F78) 484
Kuen, IgE (Kiwi Fruit, IgE, F84) 484
Kanycra kouaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHwnyHas myka, IgE (Wheat, IgE, F4) 484
Cmecb nuLLeBbIx annepreHoB 1: anenbcuH, 6baHaH, abnoko, nepcwk, IgE (FP15 (F33, F49, F92, F95), 1045

Food Panel: Orange, Banana, Apple, Peach, IgE)*
Mopkoss, IgE (Carrot, IgE, F31) 484



Mpoco, IgE (Common Millet, IgE, F55) 484

banaH, IgE (Banana, IgE, F92) 484

Coesble 606bl, IgE (Soybean, IgE, F14) 484

LLlokonag, IgE (Chocolate, IgE, F105) 484

Anunbin 6enok, IgE (Egg White, IgE, F1) 484

Cmech MULLeBbIX a/1epreHos 2: KWBW, MaHro, 6aHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food 1045
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*

TeikBa, IgE (Pumpkin, IgE, F225) 484

®yHayk, IgE (Hazelnut, IgE, F17) 484

AnenbcuH, IgE (Orange, IgE, F33) 484

JNlowagap, nepxoTb (e3) IgE, ImmunoCAP 792

Apbys3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792

Poxb (f5) IgE, ImmunoCAP 792

loBsavHa, IgE (Beef, IgE, F27) 484

OscsAHasn myka, IgE (Oat, IgE, F7) 484

MaHenb annepreHos "Muwesblie 1" 1919.5
lpeuHeBas myka, IgE (Buckwheat, IgE, F11) 484

MusHble apoxoku, IgE (Brewer's Yeast, IgE, F403) 572

Kpabesl, IgE (Crab, IgE, F23) 484

Apaxuc, IgE (Peanut, IgE, F13) 484

Matro, IgE (Mango, IgE, F91) 484

MuKpO31eMeHTbI B BOJIOCAX

Kanbuwmin (Ca) B Bonocax (Calcium (Ca), Hair) 1298
KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1298
LnpkoHuia (Zr) B BoNocax (Zirconium (Zr), Hair) 1298
Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepunnuin (Be) B Bonocax (Beryllium (Be), Hair) 1298
CuHew, (Pb) B Bonocax (Lead (Pb), Hair) 1298
MonnbaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298
AntomuHunia (Al) B Bonocax (Aluminum (Al), Hair) 1298
Ptytb (Hg) B BO10Cax (Mercury (Hg), Hair) 1298
MapraHey, (Mn) B Bosiocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1298
Banaguin (V) B Bonocax (Vanadium (V), Hair) 1298
KpemHuui (Si) B Bonocax (Silica (Si), Hair) 1298
Pybuauii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298
BucmyT (Bi) B BONocax (Bismuth (Bi), Hair) 1298
®ocdop (P) B Bonocax (Phosphorus (P), Hair) 1298
Mpobonoarotoska (BOAOChI) 748

Megab (Cu) B Bonocax (Copper (Cu), Hair) 1298
CypbMma (Sb) B Bonocax (Antimony (Sb), Hair) 1298
Wog, (1) B Bonocax (lodine (1), Hair) 1298
Bapwii (Ba) B Boaocax (Barium (Ba), Hair) 1298
bop (B) B Bonocax (Boron (B), Hair) 1298
NanTaH (La) B Bosiocax (Lantanum 9La), Hair) 1298

Xeneso (Fe) B Bosiocax (Iron (Fe), Hair) 1298



Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)

Xpom (Cr) B Bonocax (Chromium (Cr), Hair)
CrpoHumii (Sr) B Bosocax (Strontium (Sr), Hair)
Bosnbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair)
Hatpwuii (Na) B Bonocax (Sodium (Na), Hair)
MnaTtuHa (Pt) B BOAocax (Platinum (Pt), Hair)
lepmaHuii (Ge) B Bonocax (Germanium (Ge), Hair)
MbiwbaAk (As) B Bonocax (Arsenic (As), Hair)
Kagmuin (Cd) B Bonocax (Cadmium (Cd), Hair)
Kanun (K) B Bonocax (Potassium (K), Hair)

Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)

LInHK (Zn) B BOos1OCax (Zinc (Zn), Hair)

OnoBo (Sn) B Bosiocax (Tin (Sn), Hair)

Nntui (Li) B Bonocax (Lithium (Li), Hair)

30070 (Au) B Bosiocax (Gold (Au), Hair)

Tanann (Tl) B Bonocax (Thallium (Tl), Hair)

Fannuni (Ga) B Bosiocax (Gallium (Ga), Hair)

CucteMHble 3a60/1eBaHMs COEAMHUTENIbHOW TKaHU

AHTUTENa knacca IgG k akcTparupyemomy HykneapHomy aHtureHy (OHA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTVHYK€apHbIX aHTUTEN NPW CKAePOAEPMMU (Pa3aesibHOe ONnCcaHe aHTUTeN K
aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, ¢nbpunnapuH, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), ummyHobnoT (Scleroderma (Systemic Sclerosis) Antibody Panel:

Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, dpubpunanapud, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, Ro-52, Immunoblotting)

AHTMAzepHble aHTUTENa (AAA, aHTUHYKNeapHble aHTUTena), ckpuHUHr (Anti-Nuclear Antibodies,
ANA, Screening)

AHTUHYKNeapHbIN dpakTop, HEp-2 cybeTpat (AH®, TUTPbI, aHTUHYKNeapHble aHTUTeNa METOAOM

HenpsaMon MMyHodtoopecLieHUMW Ha npenapaTax HEp-2-knetok) (Antinuclear Antibodies, ANA,

Hep-2 Substrate, ANA-Hep?2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTUHYKNEeapHble aHTUTena (pasgensHo Sm, RNP/Sm, SS-A (60 k/a), SS-A (52 k[a), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy),
nmmyHo6a0T (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)

AHTUTena knacca IgG K Hykneocomam (aHTUsAePHbIE aHTUTeNa), CKPUHWHT (Anti-Nuclear
Antibodies, ANA, IgG, Screening)

AT K NpPOTPOMBUHY, CKPUHWUHT

AHTuTena knacca IgG k gsycnunpanbHon HatneHow AHK (aHTn-acAHK 1gG, aHtn-AHK)
(Double-Stranded (Native) DNA 1gG Antibodies, Anti-dsDNA IgG)

AHTuTena Kk ammooumTtam, knacca IgG
KnnHnueckmne Tectbl
B03.016.014 NccnepoBaHme moum no metosy HeumnopeHko (Nechiporenko's Urine Test)

Kanbumin mouw, kauectBeHHbI TecT (Mpoba Cynkosumya) (Sulkowitch Urine Calcium Test)

B03.016.006 AHann3 Mouun obwunii (AHannM3 Moumn obLnii ¢ Mukpockonuen ocagka) (Complete
Urinalysis, Microscopic Examination)

l'enatut C BupycHasa nHdpekumsa (Bupyc renatuta C, Hepatitis C Virus, HCV)

Bupyc renatuta C, konmuectseHHoe onpegenenve PHK Bupyca n renotunuposaHue (tunel 1, 2, 3)
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))

WNHTepneliknH-28B (M1J1-28B), reHoTvnnpoBaHue (MCCAef0BaHNE reHeTUYeCckKUX Mapkepos,
onpeaensowmnx 3PPeKTUBHOCTL SeveHna XpoHmnyeckoro renatnta C nHTeppepoHoOM 1
pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))

Bupyc renatuta C (CITO), onpeaeneHune PHK B nnasme kposw, konnvectseHHoe (HCV RNA, Plasma,

Quantitative)*

Bupyc renatuta C (BI'C), ynbTpauyscteuTensHoe onpegenerne PHK BI'C (Hepatitis C Virus (HCV)
RNA, Ultrasensitive PCR)

AHnTuTena knaccos IgM 1 IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))*

1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298

1232

4411

517

1265

3509

1232

1089

627

1727

253
143

253

4048

792

23034

3355

396



AHTuTena knacca IgG k aHTUreHam Bupyca renatuta C, BbisiBASeMble METOAOM MMMYHODBNOTTUHra
(Anti-HCV IgG, Immunoblot)

Bupyc renatuta C, onpeaenerve PHK B cbiBopoTke kpoBu, kayectBeHHoe (HCV RNA, Serum,
Qualitative)*

Bupyc renatuta C, onpegenerHve PHK B cbiBopoTke kpoBu metogom lMNLIP, konmuectBeHHoe (HCV
RNA, Serum, Quantitative, PCR)*

Bupyc renatuta C, onpegenerHve PHK B nnasme, reHotnuposaHue ¢ cybtunamu (tunel 1 (cy6Tmnsl
1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*

Bupyc renatuta C, onpegenerHve PHK B nnasme kposw, konnmyectseHHoe (HCV RNA, Plasma,
Quantitative)*

CradunokokkoBas nHdeKLMs (CTadpuIoKOKK 3010TUCTBIW, Staphylococcus aureus)

5621
693

3454

11517

MoceB Ha 3010TUCTBIN CTaUAOKOKK (METULMANNH-PE3UCTEHTHBIN 30JI0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpeaeneHve YyBCTBUTENBHOCTA K aHTUMUKPOOHbBIM NpenapatamM
n baktepnodaram (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTbIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 30J0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHune HyBCTBUTENbHOCTW K PaClUMPEHHOMY CMEeKTPY
aHTMMUKKpPO6HBbIX NpenapaTos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30/10TUCTbIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 30J0TUCTLIN CTadUNOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 30710TMCTbIV cTadunokokk (Staphylococcus aureus, onpeseneHne YyBCTBUTENBHOCTM K

aHTMMUKKPO6HbIM Npenapatam 1 Hakteprnodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 30n10TUCTbIN cTaduaokokk (Staphylococcus aureus), onpeaeneHne YyBCTBUTENbHOCTU K

pacLUMpeHHOMY CnekTpy aHTUMUKPOBHBIX Npenapatos (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TMCTbIV cTadunokokk (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 30710TMCTbIN cTaduNoKokk (Staphylococcus aureus), onpeseneHne YyBCTBUTENBHOCTM K
aHTUMKKpPOBHBLIM NpenapaTaM (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

MoceB Ha 3010TUCTbIN CTadUAOKOKK (METULMANNH-PE3NCTEHTHBIN 30JI0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM npenapatamM

1078

2145

715

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

l'epnec (repnec-Bupycobl Yenoseka 1 n 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B moue (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 n 2 Tunos, onpegenexve AHK B cbiBopoTke kpoBu, TunupoBaHne (HSV-1, 2 DNA, 660
Serum, Typing)*
lepnecsupyc 1 v 2 TMnos., onpesenenve JHK B cockobe anutenmanbHbIX KNETOK KOHBIOHKTUBSI 275
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepnecsupyc 1 1 2 Tvnos, onpeaenexHve JHK B cockobe anutenmanbHbIX KNeTOK KOHBIOHKTUBBI, 462
TunupoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
lepneceupyc 1 1 2 Tvnos, onpeaenexve JHK B Moye, Tunuposanue (HSV-1, 2 DNA, Urine, Typing)* 462
AHTuTena knacca IgG k Bupycy npoctoro reprneca 1 u 2 tunos (Anti-HSV-1, 2 19G) 484
l'epnecsupyc 1 1 2 Tvnos, onpegenexHve JHK B BeHo3HOW KpoBw, TunmuposaHue (HSV-1, 2 DNA, 660
Blood, Typing)*
lepnecsupyc 1 v 2 Tunos., onpegenenvie JHK B CNMHHOMO3roBou XnAKOCTH, TunuposaHue (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*
l'epnecsupyc 1 v 2 Tunos, onpegenenvie HK B Boinote (HSV-1, 2 DNA, Exudate)* 275
lepneceupyc 1 n 2 Tunos, onpeaenexHve JHK B cockobe anuntenmanbHbIX KNETOK POTOMIOTKH, 462
TmnuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*
AHTuTena knacca IgM k Bupycy npoctoro repneca 1 u 2 tunos (Anti-HSV-1, 2 IgM) 506
lepnecsupyc 1 1 2 Tvnos, onpegeneHve JHK B cockobe 3nutenvanbHbIX KNETOK YPOreHUTanbHoro 462
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tunos, onpegenenvie JHK B citoHe, TunmposaHune (HSV-1, 2 DNA, Saliva, 462
Typing)*
Fepnecsupyc 1 v 2 TMnos., onpegenenve AHK B BbinoTe, TMNupoBaHne (HSV-1, 2 DNA, Exudate, 462
Typing)*
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B BeHo3zHom kposm (HSV-1, 2 DNA, Blood)* 418

lepnecsupyc 1 n 2 TMnos., onpegenenve AHK B citoHe (HSV-1, 2 DNA, Saliva)* 275



lepnecsupyc 1 1 2 Tvnos, onpegenerve JHK B cockobe anutennanbHbix knetok koxu (HSV-1, 2
DNA, Scrape of Skin Epithelial Cells)*

Fepnecsupyc 1 1 2 Tunos, onpegenerune JHK B cockobe anuTennanbHbIX KNETOK CAU3UCTON HOCA,
TnuposaHue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*

lepnecsupyc 1 1 2 Tvnos, onpeaenexHve JHK B cnnHHoMo3roBow xungkoctn (HSV-1, 2 DNA,
. ; 275
Cerebrospinal Fluid)*

lepnecsupyc 1 1 2 Tvnos, onpegenexve JHK B cekpete npoctatbl, 3akyaate (HSV-1, 2 DNA,

275

462

Prostatic Fluid, Semen)* 275
lepneceupyc 1 1 2 Tvnos, onpeaenexHve JHK B cekpeTe npocraTbl, 3aKyaaTe, TunnposaHune (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTuTena knacca IgG k Bupycy npoctoro reprieca 2 tuna (Anti-HSV-2 IgG) 605
lepnecsupyc 1 n 2 Tunos, onpegenenvie JHK B cbiBopoTke kposu (HSV-1, 2 DNA, Serum)* 418
lepnecsupyc 1 1 2 Tvnos, onpegenexHve JHK B cockobe 3nutenvanbHbIX KIeTOK CAN3MCTON Hoca 275
(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
AsngHocTb Anti-HSV I1gG 770
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B cockobe anutenmanbHbIx KAETOK ypOreHnTanbHoro 275
TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)*
lepneceupyc 1 1 2 Tvnos, onpeaenexve JHK B cockobe anutennanbHbIX KNETOK KOXMK, 462
TnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AxTuTena knacca IgG k Bupycy npocroro reprieca 1 tnna (Anti-HSV-1 IgG) 748
lepnecsupyc 1 1 2 Tvnos, onpegenerHve JHK B cockobe 3nutenvanbHbIX KIeTOK POTOMIOTKM 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENa K KOpoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakumHanbHble (AnnBakKopoHa, BekTop) aHTuTena k SARS-CoV-2 (N-, S-6enkn),
SARS-CoV-2-IgG-BekTop, kauecTBeHHbIV TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
KopoHnasupyc SARS-CoV-2, onpeaeneHve PHK B Ma3ke co cIM3MCTON HOCOMNOTKN 1 POTOTIOTKM 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA, KONNYECTBEHHbIE, K cnankosomy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419
spike (S) protein (RBD), IgG, quantitative).
KopoHasupyc SARS-CoV-2, onpegenerne PHK B Ma3ke CO CAM3NCTON HOCOFIOTKM U POTOFIOTKM 1419
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTuTena k SARS CoV-2 (S-6enky, Bkatovas RBD), IgG, KonmyecTBEHHbIN 1419

AHTUTENA K cnankoBomy (S) 6enky SARS-CoV-2, IgG, kauectBeHHOe onpegenerue. OLeHka
nmmyHuteta 40O v MOCNE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, 1gG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTuTena k KopoHasumpycy SARS-CoV-2 (HykneokancmaHomy 6esky), IgG, 36601t (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 759
ABunaHocTb aHTMTen k SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
MwukonnasmeHHas nHdekLms, MMKON1a3Mo3

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550
Mukonnasma (Mycoplasma genitalium), onpegenenune IHK B cockobe anmTennanbHbIX KNETOK 275
yporeHuTanabHoro Tpakta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mwukonnasma (Mycoplasma hominis), onpegenerune IHK B cockobe anmTennanbHbix KNeTok 275
yporeHuTanabHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mukonnasma (Mycoplasma pneumoniae), onpegenermne AHK B nnasme kposu (Mycoplasma 429
pneumoniae, DNA, Plasma)*
AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671
Mukonnasma (Mycoplasma pneumoniae), onpeaenerve AHK B cockobe anutenvanbHbIX KNeTok 231
potornoTku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca IlgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mukonnasma (Mycoplasma pneumoniae), onpegenermne JHK B mokpoTte (Mycoplasma

. " 649
pneumoniae, DNA, Sputum)
Mukonnasma (Mycoplasma hominis), onpegenenune AHK B cekpeTe npocTatbl, 3saKynsTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca IlgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 462
Mukonnasma (Mycoplasma genitalium), onpegeneHune IHK B cekperte npocTatbl, 39KynsTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mwukonnasma (Mycoplasma pneumoniae), onpeaenerve AHK B citoHe (Mycoplasma pneumoniae, 231

DNA, Saliva)*



Mukonnasma (Mycoplasma hominis), onpegenerune AHK B moue (Mycoplasma hominis, DNA,

Urine)* 275
AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis 1gA) 671
Mukonnasma (Mycoplasma genitalium), onpegenenune JHK B moue (Mycoplasma genitalium, DNA, 275
Urine)*
HeopraHunuyeckue BellecTBa
A09.05.127 MarHuin (Mg) B cbiBopoTke kpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuwnin obwmii (Ca) (Calcium Total) 209
Kanuii/Hatpwin/Xnop B ceisopoTke kposw (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 275
Kanbumin noHmsnposaHHbIn (Ca2+, cBoboaHbIN Kanbuuii) (lonized Calcium, Free Calcium) 396
A09.05.033 ®ochop HeopraHunueckmnin (P) (Phosphorus (P)) 209
JNlaTeHTHasn (HeHacbIWEeHHas) Xene30CBA3bIBatoLLas CNoCO6HOCTL CbiBOPOTKM KpoBu (JIXKCC, HXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 Xenezo (Fe) B cbiBOpoTKe KpoBu (Iron (Fe), Serum) 209
lmcTonornyeckme nccnefoBaHMA ¢ OKpalMBaHNEM reMaTOKCUANH-303MHOM

FacTpuT, accoummpoBaHHbIiin ¢ Helicobacter pylori (ructonornyeckunin npodunb) (Helicobacter pylori

. L 4004
Associated Gastritis)*
OnpepgeneHue mytaumin reHa PDGFRa 15070
MiMmyHorucroxummueckoe nccnegosanme (1 mapkep): yrounsatowee NIMX-uccnegoBanme ¢ 1694
ncnosib3oBaHneM 1 aHTuTena (Mapkepa)
OnpegeneHue skcnpeccun benka PD-L1 B TkaHu onyxoan metogom UIMX ¢ ncnosb3osaHmem
aHTmTen k PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
Onpepgenenne myTaumi reda cKIT 12760
KoHcynbTaums rotToBbIx rncronormyeckmx npenapatos (1 ctekno + 1 610k) (Consultation of 1430

Finished Histological Preparations (1 Glass + 1 Block))
OnpegzeneHne pacnpocTpaHeHHbIx MyTaumnin reHos BRCA1,BRCA2 npu pake MOJIOYHOW Xene3bl 1 8140
AVYHNKOB B BUONCUNHOM MaTepuane

M'McTonornyeckoe ncciegoBaHve buonTtatos xenyaka (PAS-peakuuns) 319
OnpegeneHne nepectpoek reHa ROS1 8800
Onpezenexune mytaumii B 18,19.20, 21 ak3oHax reHa EGFR 10890
Onpezenexne mytaumii Bo 2,3,4 3k3oHe reHa NRAS 7700
Onpegenexne mytaumii B 15 ak3oHe reHa BRAF 5280
OnpegeneHune mMyTaumin Bo 2,3,4 3k3oHe reHa KRAS 7700
OnpegeneHue skcnpeccun benka PD-L1 B TkaHn onyxoaun metogom UIMX ¢ ncnosb3osaHmem

aHTuten k PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).

OnpezeneHne MMKpocaTeNNIMTHOW HecTabuabHocTn (MSI) 6820
Onpegsenexune runepakcnpeccum reHa HER2 (konuiiHOCTb reHa) 12760
AnddepeHumanbHas gnarHoctka MesaHoMbl, UMMyHoructoxnmmnyeckoe (UIMX) nccnegosanue,

oueHka skcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BrvoncuiiHas gnarHocTvka AepmaTo30B - MopdoaorMyeckoe nccanesoBaHie 6MONTaToB B LIENSAX 2033
AMarHoOCTMKM 3aboneBaHuUi Koxu (KpoMe HoBoobpasosaHuii) (Pathology of skin biopsyes)*

M'Mctoxummnueckoe nccnegosaHue Helicobacter pylori (cansb) (Helicobacter pylori, Mucus, 2112

Histochemical Study)*

OnpegeneHve nepectpoek reHa ALK 8800
M'McTonornyeckoe nccnepoBaHve BUONCUIHOTO MaTepuana U Matepuana, Noay4eHHOro npu

XUPYPruvecknx BMeLlaTenbCcTBax (IHAOCKOMMYECKOro MaTepuana; TKaHe XXeHCKOW NoNoBoOw 2420
CUCTEMbI; KOXMW, MATKWNX TKaHEel; KPOBETBOPHOW U IMMPOUAHON TKaHeR; KOCTHO-XPALLEBOM TKaHM)*

Onpegenenue skcnpeccun benka PD-L1 B TkaHn onyxonn metogom UIMX ¢ ncnosbsoBaHnem

aHTuten k PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
Onpepgenexune skcnpeccum PDL1 8140

AnddepeHumnanbHasa gnarHoctka MesaHoMbl, UMMyHoructoxnmmnyeckoe (UMX) nccnegosanue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)

OHkomapkepebl



SCC (AHTWreH NnockokaeTo4HoM KapumHoMmsl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486

CA-19-9 (YrneBogHbili aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpanuH A (Chromogranin A, CgA) 5247
PakoB0-3M6prOHanbHbIV aHTUreH (PIA, kKapunHO3MBproHanbHbIN aHTUreH) (Carcinoembryonic

. 627
Antigen, CEA)
CA-242 (YrneBoaHbIN aHTUreH 242, onyxoneBbli Mapkep CA-242) (Carbohydrate Antigen CA-242,

924
Tumor Marker CA-242)
ROMAT1 PacueT nHaekca 77
HelpoHcneundunueckas eHonasza (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MCA obwuin (MpocTtatnyeckuii cneumduyecknii aHTureH obumin) (Prostate-Specific 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MOYEBOro My3blps, UCCAeA0BaHNE PacTBOPUMBIX GparMeHTOB LIUTOKEpPaTMHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 3g0poBbs npoctatsl (NMCA o6, NMCA cB., -2proPSA, phi) 3190
HE4 (benok 4 anunananmunca yenoseka) (Human Epididymis Protein 4, HE4) 1122
Beta-2-mukpornobyauH (?-2-mukpornobyaunH) B cbiBopoTke kposu (Beta-2-Microglobulin, BMG, 957
Serum)
A09.05.130 MCA obwuin (MpocTtatnyeckuii cneumduyecknii aHTureH obumin) (Prostate-Specific 484
Antigen Total, PSA Total)
ROMAZ PacueTt nHgekca 77
Anbda-detonpotenH (ADM) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBoaHbIn aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogHbii aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 NCA cBobogHbIn (MpocTatnyecknin cneundruyecknin aHTreH cBO60oAHbIN)* 484
CA-72-4 (YrneBogHbIli aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LuntokepaTtnHoBbiin dparmeHT (Cyfra 21-1, dparmeHT uutokepatnHa 19) (Cytokeratin 19 Fragments, 946
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
Beta-2-MukpornobynuH (?-2-MukpornobyaunH) B moue (Beta-2-Microglobulin, Urine) 957
Bbenok S100 (S100 Protein) 2739
TprxomoHmas (TpMxomMoHazga)
TpuxomoHaga, onpegenermne AHK B moue (Trichomonas vaginalis, DNA, Urine)* 275
TpuxomoHaga, onpegenenve AHK B cekpete npoctatsl, 3skyaste (Trichomonas vaginalis, DNA, 275
Prostatic Fluid, Semen)*
TpuxomoHaga, onpegenerve AHK B cockobe anuTennanbHbIx KNETOK YPOreHWUTa bHOro TpakTa 275
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) 671
MpoueaypHble ycayrn (Procedural services)

MonyueHune cbiBOPOTKM 63 nocneaytowero nccnegosaHus (Blood serum derivation without further 320
examinations)**
B3atne matepuana ans MUP agnarHoctukn 350
B3sTne kpoBu 6e3 nocnegytolero nccneposaHus (Blood sampling without further examinations)** 190
B3saTne cockoba bykkanbHOro anutenuns y Asyx yenosek (Buccal epithelium sampling, 2 persons) 180

B3atune umtonornyeckoro matepmana, matepuana ana MUP anarHoctmkm, Mmkpoburonornyeckmx
nccnegosanuii (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3stne cntonbl gas MLUP anarHoctukm (Saliva sampling for PCR) 50
A11.12.009 B3saTne kpoBu 13 nepundepnyeckon BeHbl 200
Mpoueaypa B3aTns buomaTtepmana Ha a3HTepobmos (Biomaterial sampling for the enterobiasis test) 77
B3saTne cockoba bykkanbHOro anuTenuns y Tpex yenosek (Buccal epithelium sampling, 3 persons) 270
B3atune kanuanapHoi KpoBu (MmetoTcA OrpaHnyeHna No B3ATMIO KanuansapHON KPOBK; yTOUHAWTE Y 190
agMUHUCTpaTopa MeamumHckoro oduca) (capillary blood sampling)

B3sTne cockoba bykkanbHoro anutenus (Buccal epithelium sampling) 90

FEMNATUT C

Bupyc renatuta C PHK, reHotunnposaHue 6 reHoTtunos (1a,1b,2,3a,4,5a,6) 2618



MUKpPOBMOLLEHO3 YPOreHUTaNbHOTO TPaKTa

YCnoBHO-NaToOreHHble MMKOMAa3Mbl, MOHUTOPWHT Bq)q)EKTI/IBHOCTVI NledyeHna (Ureaplasma parvum)

(Ureaplasma parvum, Effectiveness Monitoring of Treatments) 396
VHBUNO®IOP ? YC/I0BHO-NATOreHHbIe MUKOMIa3Mbl UeoBeka (ypOreHuTaNbHbINA CKPUHWHT) 508
(INBIOFLOR ? Mycoplasma, Urogenital Screening)

I/IHBI/IOG)ﬂOP—KomnneKcme nccneposatme MMKpOd)ﬂOpI?I.ypOreHVITaﬂbl-fOFO TpakTa 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BaktepuanbHbIli BarvHo3 (Bacterial Vaginosis, BV) 1694
WNccneposaHue buoueHosa yporenmtanbHoro Tpakta. Pemodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))

BrbisBneHve Bo3byantenen UMMM (4 + KBM): onpegenenve IHK Chlamydia trachomatis, Neisseria

gonorrhoeae, Tr?chomonas.vaginalis, Mycoplasma genital.ium, AHK yenoseka (Idgntification of 1023
Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

Mo61/!nyHKyc, onpezesnenue AHK B COCKO6e_3I'IVITe_J1I/IaJ'!beIX KNETOK YpOreHWUTaNbHOro TpakTa 231
(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

Yc/10BHO-NaTOreHHble MIKOM/Ia3Mbl, MOHUTOPUHT apdekTnBHOCTU NeveHus (Mycoplasma hominis) 396
(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

NHBrnodnop CkpnH. CKPUHUHIOBOE UCCef0BaHNE MUKPOPAOPBI YPOreHNTaNbHOrO TpakTa 1870
YcnoBHO-NaToOreHHble MUKOMIa3Mbl, MOHUTOPUHT 3P dekTnBHOCTU NeyeHus (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

BoisaBnerve Bo3byantenen MMM (7 + KBM), cockob anutenvnanbHbIX KNETOK YPOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

WNccnepoBaHune 6roleHo3a yporeHutanbHoro tpakta. ®emodiop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
NHBNO®/TIOP-3KCIIEPT. PaclumpeHHoe ncciesoBaHe MUKPOGIOpbl ypOreHNTaibHOro TpakTa. 2200
CKPUHUHT MrKpodaopbl yPOreHnTanbHoro TpakTa. ®emodpnop CkpumH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

Brodnop 1364
NHb6rnodpaop Makecum 4202

MWKpPO3/1eMEHTbI B HOFTSAX

Mbliwbak (As) B Hortax (Arsenic (As), Nails) 1298
CsuHew, (Pb) B HorTsix (Lead (Pb), Nails) 1298
Cypbma (Sb) B HorTtax (Antimony (Sb), Nails) 1298
Xpom (Cr) B HorTtsix (Chromium (Cr), Nails) 1298
OnoBo (Sn) B HorTax (Tin (Sn), Nails) 1298
Ptytb (Hg) B HOrTsX (Mercury (Hg), Nails) 1298
XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1298
Kaamuin (Cd) B Hortax (Cadmium (Cd), Nails) 1298
F'epmanuii (Ge) B HorTsix (Germanium (Ge), Nails) 1298
MoanbaeH (Mo) B Hortax (Molybdenum (Mo), Nails) 1298
®ocoop (P) B HorTsax (Phosphorus (P), Nails) 1298
Mpobonoarotoska (HOrTH) 748
BaHaaun (V) B Hortax (Vanadium (V), Nails) 1298
Bucmyrt (Bi) B Hortaix (Bismuth (Bi), Nails) 1298
Kanbuwmin (Ca) B HorTax (Calcium (Ca), Nails) 1298
NanTaH (La) B Hortax (Lantanum (La), Nails) 1298
Megab (Cu) B HorTsx (Copper (Cu), Nails) 1298
AntomumHmia (Al) B HorTax (Aluminum (Al), Nails) 1298
300710 (Au) B Hortax (Gold (Au), Nails) 1298
Fannni (Ga) B HorTax (Gallium (Ga), Nails) 1298
CeneH (Se) B HorTax (Selenium (Se), Nails) 1298

Jntnia (Li) B HorTax (Lithium (Li), Nails) 1298



LInHk (Zn) B HOrTaxX (Zinc (Zn), Nails) 1298

Bop (B) B HorTsax (Boron (B), Nails) 1298
Bapwii (Ba) B HorTax (Barium (Ba), Nails) 1298
Wog, (1) B Hortsax (lodine (1), Nails) 1298
Bepuanui (Be) B HorTsax (Beryllium (Be), Nails) 1298
Kanun (K) B Hortax (Potassium (K), Nails) 1298
Ko6anbT (Co) B Hortsix (Cobalt (Co), Nails) 1298
Bonbdppam (W) B Hortsix (Tungsten, Wolframium (W), Nails) 1298
Tanann (Tl) B HorTax (Thallium (TI), Nails) 1298
Kpemnui (Si) B HorTax (Silica (Si), Nails) 1298
Hukenb (Ni) B Hortsix (Nickel (Ni), Nails) 1298
MarHuin (Mg) B Hortax (Magnesium (Mg), Nails) 1298
CtpoHumii (Sr) B HorTax (Strontium (Sr), Nails) 1298
Pybuawnii (Rb) B Hortsix (Rubidium (Rb), Nails) 1298
Hatpuin (Na) B HorTsx (Sodium (Na), Nails) 1298
MapraHey, (Mn) B HorTax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1298
LnpkoHuia (Zr) B HOrTaAx (Zirconium (Zr), Nails) 1298
MnaTtunHa (Pt) B Hortax (Platinum (Pt), Nails) 1298

FTOPMOHAJIbHbBIE NCCNEAOBAHINA
MeTabonnTbl 3CTPOreHOB W NporectepoHa, 24-4 mouva (Estrogens and progesterone metabolites,

24-h urine) 6710

MenatoHuH, nia3ma (Melatonin, plasma) 2640

JernapoanmaHapocTepoH (HEKOHBIOTMPOBaHHbIN) 1474
BMY-mnndekums, nanmanomasmpycHas nibekuma (BUpyc nanuaniomMbl Yesoseka)

Bupyc nannanombl YenoBeka BbICOKOrO OHKOTE€HHOro pucka, ckpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok 385

cnmsmnctor npamon kuwku (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanmnanomel Yenoseka, onpegenexve AHK 4 Tunos: 6, 11, 16, 18 + KBM B cockobe
3NUTENVaNbHbIX KNeTok yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Brpyc nanmanombl YesioBeKa BbICOKOrO OHKOTeHHOTO pucka, reHotunuposanve AHK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anunTenmanbHbIX KNeTok

yporenuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Bupyc nannanombl YenoBeka BbICOKOrO OHKOTE€HHOro pucka, ckpuHuHr 14 tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok 385

yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Brpyc nanmanombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenermve AHK 3 tunos: 6, 11, 44 +
KBM B cockobe anutenvanbHbix KNeTok cansmcton npamont kuwkmn (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanmanombl YesioBeKa BbICOKOrO OHKOTreHHOro pucka, onpegenexve HK 16 n 18 tunos +

KBM B cockobe anmTenmnanbHbIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Brpyc nanmanombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenernve JHK 3 Tunos: 6, 11, 44 B

cockobe anutennanbHbix knetok potornotkn (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

AnddepeHumposaHHoe onpegenerve AHK BIMY (Bupyc nanuanomel yenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutennanbHbIX KNeTok
yporeHuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nannanombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenenve HK 3 tunos: 6, 11, 44 +
KBM B cockobe anutenvanbHbix KNeTok yporeHutansHoro tTpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

990



Bupyc nannanombl yenoseka BbICOKOrO OHKOTE€HHOro pucka, ckpuHuHr 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezgenerne JHK B cockobe 3nnTesManbHbIX KIeTok

potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 385
56, 58, 59, 66, 68) Screening )*
Bupyc nanuanomsl yenoseka, onpegenerve AHK 21 tvna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe anuTenmanbHbIX KNeTOK YpOoreHuTaabHOro TpakTa 2695
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Bupyc nanuanombl YenoBeka BbICOKOrO OHKOTE€HHOro pucka, CkpuHuHr 14 tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpesenexune HK B cockobe anuTenmanbHbIX K1eTok 385
yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanpos, kaHanaa
Kangunaa, onpegenenne JHK B Bbinote (Candida albicans, DNA, Exudate)* 275
Kanangos, Tunuposanue (Candidiasis, Typing) 737

MoceB Ha gpox>kenofobHble rpmbsl (pogos Candida, Cryptococcus) ¢ onpeseneHmem
UYBCTBUTENIBHOCTU K aHTUMUKKOTUYeckuM npenapatam (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

Kanaunaos, ckpuHuHr (Candidiasis, Screening ) 396

Kangunaa, onpegenenne JHK B cekpete npoctarthl, 3sakynste (Candida albicans, DNA, Prostatic Fluid, 275

Semen)*

Kangunaa, onpegenenne JHK B cockobe anuTennanbHbiX KNETOK CIU3UCTON NPAMONA KULLIKK 275

(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

Kangunaa, onpegenenne JHK B cockobe anntennanbHbix knetok potornotku (Candida albicans, 275

DNA, Scrape of Faucial Epithelial Cells)*

MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG) 572

Kanangos, ckpunumHr n tunmposanue (Candidiasis, Screening and Typing) 1012

AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 781

Kananga, onpeaenenve JHK B mouye (Candida albicans, DNA, Urine)* 275

Kangunaa, onpegenenne JHK B cockobe anutennanbHbix knetok koxu (Candida albicans, DNA, 27

! L . 5

Scrape of Skin Epithelial Cells)

Kangunaa, onpegenenne JHK B cockobe anntennanbHbix KNETOK yporeHutanbHoro tpakrta (Candida 275

albicans, DNA, Scrape of Urogenital Epithelial Cells)*

Kangunaa, onpegenenne JHK B caroHe (Candida albicans, DNA, Saliva)* 275
Mwukpoburonormyeckne nccnesoBaHms: Hecneumdbryeckne BocnanntebHble 3ab601eBaHNA Pa3anYHbIX NOKaIM3aLuia

AncbakTepros knwevHuka (MoaModULMpoBaHHbIA MeToa) ¢ Ybd 1837

MoceB oTAENAEMOro BEPXHUX AbIXaTeNbHbIX MyTel Ha MUKpodaopy, onpeseneHve

YYBCTBUTENBHOCTM K paclUMPEeHHOMY CreKTpy aHTUMUKPOOHbIX npenapaTtos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB OTAeNAEMOro rna3 Ha MUKPOGIOPY, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM

npenapaTaM n baktepnodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

MNoceB oTAensieMoro rnas Ha MUKpodaopy, onpeaeneHne HyBCTBUTENBHOCTM K paclUMpPeHHOMY

CrnekTpy aHTUMKKPOO6HbIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

MNoceB Ha MaToOreHHyto 1 YCI0BHO-MaTOreHHY0 MUKPOGIOPY KULIEeYHMKa C onpeaeneHnem

UYBCTBUTENILHOCTW K aHTUMUKPOOHbIM Npenapatam u 6akteprodaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

MoceB Ha MaTOreHHyo 1 YCNOBHO-MATOreHHY0 MUKPOGIOPY KULIEeYHMKa C onpeaeneHnem

UYBCTBUTENBHOCTW K @aHTUMUKPOBHbIM npenapatam (Stool Culture, Pathogenic Intestinal and 1518
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB rpysHOro Mosioka Ha MUKpPOGIopY, onpejeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM

npenapaTaM n baktepnodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility 1078
and Bacteriophage Efficiency Testing)*

AvncbakTepnos kuweyHnka (MoAndULMPOBaHHBIA METOA) 1727

MNoceB OTAENAEMOrO yLIel Ha MUKPOGIOPY, ONpesesieHne YyBCTBUTENBHOCTU K PacLUMPEHHOMY

CreKTpy aHTUMKKPOOBHbIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Ttesting)*

MoceB OTAeNseMOro rnas Ha MUKpobaopy, onpeseneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpysHOro MoJjioka Ha MUKpobIopy, OnpesesieHne YyBCTBUTENBHOCTU K PacLlUMpPeEHHOMY
CnexkTpy aHTUMUKPOOBHbIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic 2145
Susceptibility, Enlarged Testing)*

1276



MoceB NyHKLMOHHOrO MaTepurana Ha MUKPOdIopY, onpeseneHne YyBCTBUTENbHOCTM K
aHTMMKKpPOB6HbIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

MNMoces paHeBOro OTAeNAEMOro u TkaHel Ha MUKPOdIopY, onpeseneHne YyBCTBUTENbHOCTM K
aHTUMKKpPODBHBIM NpenapaTtam n baktepuodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB xenun Ha MUKPOGAOPY, OnpesesieHne YyBCTBUTENbHOCTU K aHTUMUKPOBHLIM npenapaTam
(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

Moces Ha aHa3pObHYIO MUKPOPAOPY, OnpeaeneHne HyBCTBUTENIbHOCTY K aHTUMMKPOBHBIM
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB MOKPOTbLI 1 TPaxeobpPOHXMabHbIX CMBIBOB Ha MUKpPOdIOpY, onpeaeneHne
YYBCTBUTENbHOCTW K @aHTUMUKPOOBHBIM Mpenapatam 1 MUKpockonuen maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

MoceB MouKM Ha MUKpOdIOPY, OnpejeneHne YyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM NpenapaTtam u
6akTtepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

A12.20.001 Mukpockonuyeckoe nccaefoBaHve BaaraavwHbIX Ma3koB

MoceB Ha ypeanna3smbl, ornpeAeneHne UyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM Npenapatam
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyaHOro MoJioka Ha MUKpodIopy, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbLIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB OTAENSAEMOrO MOJIOBbIX OPraHOB Ha MUKPOMIOPY, ONpeseneHne YyBCTBUTENbHOCTM K
paclMpeHHOMY CnekTpy aHTUMUKPOOHbIX Npenapatos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHeBOro OTAENAEMOro U TKaHel Ha MUKPOGIOpPY, OnpesesieHne YyBCTBUTENbHOCTM K
aHTMMUKKpPOB6HLIM Npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

MoceB Ha MVKOM/Ia3Mbl, ONpejesieHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBIM NpenapaTtam
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
Moces Ha MMKPOGNOPY OTAENAEMOTO MOJIOBbIX OPraHOB, OMpPeAEeeHNe YyBCTBUTENbHOCTM K
aHTUMKKPOBHBLIM NpenapaTam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB oTAeNseMoro yuel Ha MukpohIopy, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM
npenapatam u 6aktepuodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB MOUM Ha MUKPODIOPY, ONpeseneHne YyBCTBUTENbHOCTU K PACLUIMPEHHOMY CMEKTPY
aHTUMKKpPOBHBIX NpenapaTtos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB OTAENAEMOro BEPXHUX AbIXaTeNbHbIX MyTel Ha MUKpodaopy, onpeseneHune
YyBCTBUTENIbHOCTU K aHTUMMKPOBHBLIM npenapaTam v 6aktepnodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB OTAENAEMOrO yLel Ha MUKPODIOPY, ONpejeneHne YyBCTBUTENbHOCTU K aHTVUMUKPOBHbBIM
npenapatam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
WNccnepoBaHve Ha 6roLeHO3 BaaranuLLa, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM 1
aHTVMUKOTUYECKMM MpenapaTam (C MUKPOCKONMEN HAaTUBHOTO Npenapara, OKpaLleHHOro no
l'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

MNMoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPODIOpY, OnpeseneHne YyBCTBUTENBHOCTY K
pacLUMpeHHOMY cnekTpy aHTUMUKPObHbIX Npenapatos (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB xenun Ha MUKpobIopy, OnpeseneHne YyBCTBUTENbHOCTU K PaCLUIMPEHHOMY CEKTPY
aHTMMKKpPOGHLIX NpenapaTos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

MoceB rpyaHoro moaoka Ha Mukpodaopy (Breast Milk Culture. Bacteria Identification)

MoceB OTAENAEMOrO MOJIOBbIX OPraHOB Ha MUKPODIOPY, ONpeAeneHne YyBCTBUTENbHOCTM K
aHTUMMKPOBHBLIM NpenapaTtam u baktepuodaram (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

AzeHoupyc (Adenovirus), AnapenHblii CUHAPOM, aHTUreHHbIM TecT (Adenovirus. One Step Rapid
Immunochromotographic Assay)

MoceB Moun Ha MrKpodaOpPY, onpeAeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHBIM NpenapaTtam
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTbI 1 TPaxeobpOHXMabHbIX CMbIBOB Ha MUKPOGIOPY, onpeaeneHve
UYBCTBUTENILHOCTU K PaCLUMPEHHOMY CMEeKTPY aHTUMUKPOOBHbIX MPenapaToB U MUKPOCKONUEN
maska (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing, Microscopy)*

Xennkobaktep nunopwu (Helicobacter pylori), aHtureHHbi Tect (Helicobacter pylori. One Step Rapid
Immunochromotographic Assay)
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MoceB OTAENAEMOro BEPXHUX AbIXaTe/bHbIX MyTe Ha MUKpodIopy, onpeaeneHue
YYBCTBUTENBHOCTU K aHTUMWKPOBHbIM npenapaTam (oAHa nokanusauus) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MNMoceB NyHKLUMOHHOIO MaTepurana Ha MMKpPodaopY, onpeaeneHne YyBCTBUTENbHOCTU K

paclmMpeHHOMY CnekTpy aHTUMUKPOOHbIX Npenapatos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Ha MaTOreHHYH 1 YCNOBHO-MATOreHHY0 MUKpobopy kuweyHmka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
ButamuHbl
ButamuH B6 (nupugokcanbdocdar) 2398
ButamuH B1 (TnamuH) 2398
ButamuH B12 (umaHokobanamuH, kobanamuH) (Cobalamin) 693
ButamuH E B cbiBOpoTKe (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamuH B5 (mnaHTOTEHOBAS KMcnoTa) 2398
1,25-pgurngpokeusutammH D3 (1,25-dihydroxivitamin D3) 2090
ButamuH B3 (HUKOTUHammA) 2398
Butammn 25(0H)D2 n 25(0H)D3, pa3gensHoe onpeaeneHmne (BIXX - MC/MC) 6006
A09.05.080 donmnesas kncnota (Folic Acid) 957
ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2398
ButamuH K1 B cbiBopoTke (PpunnoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
ButamuH B7, H (61MoTUH) 2398
AKTVBHbIV BUTamuH B12 (TonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
Beta-kapoTuH 2398
ButamuH B2 (pnbodnasuH) 2398
ButamuH C (ackopbuHoBas kuncnorta) 2398
PeTHWn nanbmuTat 2398
AyTOMMMYHHbIE HEBpPOOrnYeckre 3aboseBaHus
Antutena k LGIT n CASPR2 (KOMNOHEHTbI KOMMAeKca KaineBblx kKaHanos), IgG, cbiBOpoOTKa KpoBu 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)
AHTUHepOHasbHble aHTUTeNa, IgG, MeTog Henpsmon nmmyHodayopecueHumn (Neuronal 3311
antibodies, IgG, Indirect immunofluorescence (IIF))
AHTUTENa K aLeTUAXONNHOBOMY peLienTopy (AXP, gnarHoctnka MmacteHun), CyMMapHoO 5731
(Acetylcholine Receptor Antibodies, Anti-AChR, Total)
AHTUTeNa Kk pelentopam HenpoHos TMnos NMDA,CASPR, LGI, AMPAT, AMPA2, GABART knacca 13607
IgG, pa3genbHo, onpejeneHne B CbiIBOPOTKE
AHTuTeNa knacca IgG k ckenetHbiM Mbiwam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 1gG) 1221
Antutena k NMDA rnytamatHomy peuentopy, IgG, onpeaenerune B anksope (aHTM-NMDAR 1gG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)
Muo3uT-cneundunyHble aHTUTeNa knacca IgG (nanH-6s0T: Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTuTena knaccos IgG v IgM k ranranosungam (nanH-6a0t: GM1; GM2-GM3-GM4; GD1a, GD1b,

GD2-GD3, GT1a, GT1b, GQ1b, cynbdatngpl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AxTuTena k AclHK B cbiBOpOTKE KPOBW, MOATBEPXKAAIOLLMIA TECT C MCMONb30OBaHMEM cybcTpaTa

Crithidia luciliae, IgG, MeTogoM Henpsmon nMMyHodaoopecueHumm (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

AHTUTENA K MMenuHy IgG, meTog Henpsmon MMyHodtoopecueHumm (Anti-myelin antibody, 1gG,

IF) 1474
AHTuTena knaccos IgA, I1gG, IgM Kk akBanopuHy 4, cyMMapHO (f1MarHoCT1ka HeMpoONTUKOMUENNT],

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

On!/IFOKnOHaﬂbeIVI IgG B nmksope .(u,epe6pochHaan017| >KWUAKOCTM) U CbIBOPOTKE KPOBMU 4389
(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENA K M.b!mequ-CneFLM¢MHeCKOVI TMPO3NHKMHa3e (aHT-MuSK) B cbiBOpOTKE KpOBWU, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTuTena k peuentopam HenpoHos TMnos NMDA,CASPR, LGI, AMPAT, AMPA2, GABART knacca 13750
IgG, pa3genbHo, onpejeneHune B IMKBOpe

Antutena k LGI1T n CASPR2 (KoMNOHeHTblI KOMMAeKca KanneBbix KaHanos), IgG, avkeop 6160

(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)



AHTtnTena k GAD (rnytamatgekapbokcunase), IgG, ankeop (Anti-GAD (glutamic acid decarboxylase),
IgG, CSF)

AHTUHelMpoHabHble aHTUTeNa knacca IgG (nanH-6s10T1: Hu (ANNAT), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), amdpundusun) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Maz2, 5731
Ri (ANNAZ2), Amphiphysin))

AnTutena knacca IgG NMDA (N-meTtun-D-acnaprar) raytamatHOMy peuenTtopy B

2079

coiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies IgG) 4383
KomMnoHeHTbl KomnaemeHTa
Cuctema KoMnieMeHTa: oLeHKa dyHKLUMoHanbHoM aktneHoct (CH50) (Functionality Test of
1474
Complement (CH50))
Nurmnbutop C1-actepasbl (C1-Esterase Inhibitor, C1-INH) 2156
C4 KomrmoHeHT cuctembl komnaemeHnTta (Complement Component C4) 396
C3 KomnoHeHT cuctembl komnaemeHTta (Complement Component C3) 396
KpacHyxa
AHTuTena knacca IgG K aHTUreHaM BMpYCa KpacHyxW, BbifiBAseMble METOAOM UMMYHODBAOTTUHTa
: 5621
(Anti-Rubella IgG, Immunoblot )
AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 539
AsungHocTb Anti-Rubella IgG 1067
Onpegenenne PHK (Rubella virus, RNA) B cbiBOpOTKE KPOBHM 649
AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG) 396
lenatut B BupycHas nHdekuma (Bupyc renatuta B, Hepatitis B Virus, HBV)
AxTuTena knaccos IgM 1 IgG k HB-core aHTureny Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517
IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
HBs-aHTWreH Bupyca renatuta B (HBs-aHTUreH, NOBEPXHOCTHBIV aHTUreH BMpYca renaTtuTa B,
«aBCTPANNNCKUIA» aHTUTEH), KomuecTBeHHbIV TecT (HBsAg, Hepatitis B Surface Antigen, 1452
Quantitative)
HBe-aHTureH Bmpyca renatuta B (Hepatitis Be Antigen, HBeAQ) 561
AHTuTena knacca IgM k HB-core aHTureHy Bmpyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 693
B Core Antigen; HBV Core Antibodies IgM)
Bupyc renatuta B, onpegeneHune JHK B chiBOpoTKe KpoBu, konnyectseHHoe (HBV DNA, Serum, 3751
Quantitative)*
Bupyc renatuta B, onpegenenne JHK B cbiBopoTke kpoBu, kadectBeHHoe (HBV DNA, Serum, 418
Qualitative)*
AHTuTena k HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) 627
AHTUTena Kk HBe-aHTUreHy Bupyca renatuta B (Anti-HBe, HBeAb) 517
HBs-aHTureH Brpyca renatuta B (HBs-aHTureH, noBepxHOCTHbIV aHTUreH BMpYca renatuTa B, 264

«@BCTPaSIMNCKNN» aHTUreH), KauecTBeHHbIV TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
YrneBogpbl

[1HOKO30-TONIEPAHTHBLIN TECT C OnpeAeneHrem roko3sbl v C-nenTuia B BEHO3HOM KPOBM HaTOLLaK
1 nocse Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 NccnepoBaHve YpOBHSA T1HOKO3bl B KPOBU 143
Nakrat (Lactate) 572
®pykTo3amuH (Fructosamine) 891
A09.05.083 mkmposaHHbI remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 506

[NHOKO30TONIePaHTHbIN TecT Npy HepeMeHHOCTH (NepopasbHbIi FNFOKO30ToNepaHTHbIN TecT, [T,
OTITT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy
A12.22.005 1OKO30-TONIEPAHTHBIN TECT C OMNPeLeNeHNEM I/IFOKO3bl B BEHO3HOW KPOBW HaTOLLLaK U

nocae Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)

990

Cneunduueckmne 6enku

A09.05.009 C-peakTuBHbIV 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTuctpentonmsnH-O (AC/-0, AC/I0) (Antistreptolysin-O, ASO) 374
Anbda-1-aHtutpuncun (ATAT), peHoTunmposaHue (Alpha-1-Antitrypsin, ATAT, AAT, Phenotyping) 2596

HaTpuitypetnueckoro ropmoHa (B-trna) N-koHuesor nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 ®eppuTtuH (Ferritin) 506

2816



Kapboruapart -aedpuumntHbl TpaHcheppuH ¢ anekTpodoperpammoint (Carbohydrate-Deficient

Transferrin with results on an electrophoregram (CDT)) 3322
lencuanH 25 (broaktneHbin) (Hepcidin 25, bioactive) 6567
Mapkep cepzeyHon HegocTaTouHOCTH ST2 pactBopuMbil (ST2, sST2, kapamomapkep) (Soluble ST2
(Heart Failure's biomarker)) 2739
A09.05.008 TpaHcheppuH (Cuaepodunut) (Transferrin) 484
MwuornobuH (Myoglobin) 572
Anbda-2-makpornobynvt (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTUTena knacca IgG K rnaBHomy 6esKy Hapy>XHon MembpaHbl MOMP 1 AHTuTena knacca IgG 572
Pgp3 (MembpaHoaccoLmpoBaHHbii naasmugHelin 6enok) Chlamydia trachomatis
PesmaTounaHbin daktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-1 (Troponin-I) 627
BbicokouyBCTBUTENbHBIA C-peakTMBHbIN 6es0K (Kapauno) 594
A09.05.077 Llepynonna3smuH (Ceruloplasmin) 649
lanTornobuH (Haptoglobin) 638
Anbda-T1-anTutpuncuH (A1AT), koHueHTpaums (Alpha-1-Antitrypsin, ATAT, AAT, Concentration) 1386
Kapboruapat-gedununtHoiin TpaHcdeppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PactBopuMble peLenTopsl TpaHcdeppuHa (pTOP, Soluble Transferrin Receptor, sTfR) 1870
D03UHOPWBHBIV KaTUOHHbIN 6enok (Eosinophil Cationic Protein, ECP) 869
Ypeanna3zmos (ypeannasmbl)
Ypeanna3ma (Ureaplasma parvum), onpeaenerve AHK B moue (Ureaplasma parvum, DNA, Urine)* 275
Ypeanna3ma (Ureapla;ma parvum), onpeaeneHve JHK B cekpete npocratbl, 3skynste (Ureaplasma 275
parvum, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeanna3ma (Ureaplasma urealyticum) (6uosap T-960), onpegenerve AHK B cockobe
3NUTENIMANbHBIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671

Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpeaenerve JHK B cekpete

npoctathl, 3skynaTe (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 275
Ypeanna3ma (Ureapllasma urealyticum + Ureaplasma par\{um), onpegenexve [JHK B Moue 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

Ypeanna3ma (Ureaplasma parvum), onpegenerue JHK B cockobe 3MMTEMaNbHBIX KNETOK 275
yporeHutanbHoro TpakTa (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpesenenune IHK B cekpete npocratbl, 275

askynsate (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpeaenerve JHK B cockobe
3NWTENNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpegenenune AHK B moye (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnupaTopHO-CUHLMTMaNbHAs MHOEKLNS (PeCIMpPaTOPHO-CUHLMUTUANBHDBIV BUPYC)

AHTUTENa knacca IgG k pecnmpaTopHo-cvHLMTManbHOMY BUpYycy (Anti-Respiratory Syncytial Virus

781
(RSV) IgG)
AHTuTena knacca IgM k pecnmpaTopHoO-cUHLMTHaNbHOMY BUpYCy (Anti-Respiratory Syncytial Virus

781
(RSV) IgM)

O6pa3 XM3HW 1 reHeTnYeckme PpakTopbl

OnacHOCTb Npw NpremMe opabHbIX KOHTpaLenTnBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs

3003
(Genes F2, F5))
OnacHOCTb Npw NpremMe opasbHbIX KOHTPaLenTnBoB (reHbl F2, F5) (6e3 onncaHus pesynbtatoB 2695
BpauoM-reHeTukom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapyLweHus cnepmatoreHesa, 6 mapképos (MvKpogeneunn nokyca AZF) (6e3 onvcaHus 3916
pe3ynbTaToB reHeTUKOM)
MogrotoBka K onepaumn (reHbl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811
MTHFR, MTRR, MTR, F2, F5))
MoaroTtoBka k onepaumm (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesyibTaTtoB
BpayoM-reHeTnkoMm) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898

Description))

OnpegeneHue cneumnduryeckrx IgG: NyLLEBbIE aNNePTreHbl



Kpesetku (F24), annepreH-cneumndudeckme IgG (Shrimp, IgG, F24) 572

Puc (F9), annepreH-cneuunduueckue IgG (Rice, 1gG, F9) 572

Cmecb nuLeBbIX annepreHoB 1: anenbcvH, 6aHaH, abnoko, nepcuk, IgG (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgG)*

Kvewn (F84), annepreH-cneumndunyeckme IgG (Kiwi Fruit, IgG, F84) 572

lpeuHeBas myka (F11), annepren-cneundudeckme IgG (Buckwheat, IgG, F11) 572

Tpecka (F3), annepreH-cneunduueckme IgG (Codfish, IgG, F3) 572

Cmech nuuieBbIX annepreHos 3: CBMHMHA, KypUHOE MACO, rOBAANHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpeAengHme cneunduryeckmx MMmyHornobyanHos knacca G (IgG) K nuLLeBbIM annepreHam (Basic 15840
Food Profile, 1IgG)

Kny6Huka (F44), annepren-cneuuduyeckme 1gG (Strawberry, IgG, F44) 572

OscaHas myka (F7), annepreH-cneuynduyeckme IgG (Oat, IgG, F7) 572

LLokonag (F105), annepren-cneunduyeckme IgG (Chocolate, IgG, F105) 572

Cmecb nuieBbix annepreHos (fx21) IgE, ImmunoCAP 1375
MweHwnyHas myka (F4), annepreH-cneunduueckme IgG (Wheat, IgG, F4) 572

Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572

Koposbe monoko (F2), annepreH-cneunduueckme IgG (Milk, IgG, F2) 572

Tomarsl (F25), annepreH-cneuudunyeckue |lgG (Tomato, IgG, F25) 572

Mpoco (F55), annepren-cneuyuduyeckme IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, IgG, F210) 572

BapanuHa, IgG (Lamb, 1gG, F88) 572

CeuHwuHa (F26), annepreH-cneunduueckme IgG (Pork, IgG, F26) 572

JNlumoH (F208), annepren-cneyndurueckme IgG (Lemon, IgG, F208) 572

baHaH, IgG (Banana, IgG, F92) 572

AnuHbIn xenTtok (F75), annepreH-cneumdunyeckume IgG (Egg Yolk, IgG, F75) 572

AnyHbin 6enok (F1), annepreH-cneumdunueckue IgG (Egg White, 1gG, F1) 572

KypuHoe msco (F83), anneprex-cneunduyeckmne IgG (Chicken Meat, IgG, F83) 572

Kaptodesnsb (F35), annepreH-cneunduyeckme IgG (Potato, 1gG, F35) 572

AnenbcuH, IgG (Orange, 1gG, F33) 572

Mpenndpyt (F209), annepreH-cneumdunyeckue IgG (Grapefruit, IgG, F209) 572

Manro (F91), annepren-cneuyndunueckme IgG (Mango, I1gG, F91) 572

Apaxuc, IgG (Peanut, 1gG, F13) 572

CmMech NuLLEBbIX afiepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food

Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)* 1430
TeikBa (F225), annepreH-cneunduueckune IgG (Pumpkin, IgG, F225) 572

Coesble 606kl (F14), annepren-cneunduyeckue IgG (Soybean, IgG, F14) 572

MopkoBeb (F31), annepreH-cneuundunueckme IgG (Carrot, IgG, F31) 572

FoBsauHa (F27), annepren-cneunduyeckue IgG (Beef, IgG, F27) 572

Mekapckue apoxckm (F45), annepreH-cneunduueckmne IgG (Baker's Yeast, 1gG, F45) 572

Kanycra kouaHHas (F216), annepreH-cneunduueckme IgG (Cabbage, 1gG, F216) 572

MueHble apoxokun (F403), annepren-cneundudeckue IgG (Brewer's Yeast, 1gG, F403) 572

®yHayk (F17), annepreH-cneumounueckne IgG (Hazelnut, IgG, F17) 572

KazewnH (F78), annepreH-cneundunueckune IgG (Casein, IgG, F78)) 572

Mepcuk (FI95), annepreH-cneumounueckme IgG (Peach, IgG, FI95) 572

fibnoko (F49), annepreH-cneunduueckme IgG (Apple, IgG, F49) 572

lepnec-Bupyc yesnoseka 6 Tmna

AHTuTena knacca |gG k repnecsmpycy Yenoseka 6 Trna (Anti-HHV-6 IgG) 671



l'epnecsupyc 6 Tvna, onpegenexve AHK B citoHe (HHV-6 DNA, Saliva)* 275

Fepnecampyc 6 TMna, onpejaeneHne ,ﬂ,HK B COCKObE 3nunTeNmanbHbIX KAeToK yporeHntaibHOro

Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)* 275
lepnecsupyc 6 Tvna, onpeaenenne JHK B cekpete npoctatsl, 3akynate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
l'epnecsupyc 6 Tvna, onpegenexune JHK B cockobe annTenmanbHbiX KN1eTOK CANM3UCTON HOCa 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
l'epnecsupyc 6 Tvna, onpegenerve AHK B moue (HHV-6 DNA, Urine)* 275
l'epnecsupyc 6 Tvna, onpegenerune AHK B cnmHHoMo3rosow xugkoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tvna, onpegenexune AHK B Boinote (HHV-6 DNA, Exudate)* 275
Fepnecsupyc 6 Tuna, onpegenerune AHK B BeHosHoW kposu (HHV-6 DNA, Blood)* 418
lepnecsupyc 6 Tvna, onpeaenexHve JHK B cockobe anutenvanbHbix kKaetok potoraotku (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 Tvna, onpeaenenne JHK B ceiBopoTke kpoBu (HHV-6 DNA, Serum)* 418
XnamunauniiHas nHPeKL s, XxnaMuano3s (xnammuamm)

Xnamuawms (Chlamydia pneumoniae), onpegenenune AHK B catoHe (Chlamydophila pneumoniae,

. 429
DNA, Saliva)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cekpeTe npoctathbl, 3akynate (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTUTena knacca IgG k 6esky Tennosoro woka (BTLL) Chlamydia trachomatis (Anti-cHSP60 IgG) 583
AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnammansa (Chlamydia pneumoniae), onpegenenune JHK B nnasme kposwn (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 19G ) 561
AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamuamsa (Chlamydia trachomatis), onpegenenve AHK B cockobe anutennanbHbIx KNeTok 275
camsmctort npamoi kuwku (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anutenvanbHbIX K1eTok 275
yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG) 539

Xenvnkobaktep nunopw, onpegenenve AHK B 6uonTate cAmsmncTon xenyaka n/mam
ABeHaguaTunepcTHon kuwwku (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe 3nuntenvanbHbIX K1eTok

koHboHKTUBLI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamunamsa (Chlamydia pneumoniae), onpegenenne JHK B mokpote (Chlamydophila pneumoniae,

869
DNA, Sputum)*
AHTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamuams (Chlamydia trachomatis), onpeaenenve AHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cnnHHomo3sroeow xungkoctu (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B Bbinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cuHoBranbHom xungkoctn (Chlamydia 506
trachomatis, DNA, Synovial Fluid)*
Xnamuams (Chlamydia pneumoniae), onpegenenune JHK B cockobe anuTenmanbHbiX KNeTok 429
potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe 3nuntenvanbHbIX K1eTok 275
potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*

Cnodunnc

BnegHas TpenoHema, onpeaeneHne [JHK B cekpeTe npocrathl, 3akyaaTe (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BnegHasn TpenoHema, onpegeneHne JHK B cockobe annTenManbHbIX KNETOK YPOreHUTanbHoro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
bneaHas TpenoHema, onpegenexmne AHK B moue (Treponema pallidum, DNA, Urine)* 275
BneaHas TpenoHema, onpegenerune AHK B cnmHHoMo3rosol xugkoctu (Treponema pallidum, 275

DNA, Cerebrospinal Fluid)*

BneaHas TpenoHema, onpegeneHne HK B cbiBopoTke kposu (Treponema pallidum, DNA, Serum)* 407



BneaHas TpenoHema, onpeaenerne AHK B otaensemom (Treponema pallidum, DNA, Secretion)* 275

AHTuTena knaccos IgM 1 IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM,

IgG, Total) 418
BnegHas TpenoHema, onpesenermne AHK B cockobe anuTenvanbHbIx KaeTok koxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BneaHas TpenoHema, onpeaenermne AHK B cockobe anuTenmanbHbIX KNeTOK POTOFI0TKN 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AxTuTena knacca IgG k Treponema pallidum, BbisBAsieMble METOLO0M MMMYHOBAOTTUHIa
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
BnegHas TpenoHema, onpegeneHne AHK B cockobe anmTenManbHbIX KNeTOK KOHBIOHKTUBSI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudunnc RPR — aHTmkapguonunuHossbiin Tect (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTuTena knacca IgM k Treponema pallidum, BbisBAsieMble METOL0M MMMYHOBAOTTUHIa
. . 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHka aHAPOreHHOro craTyca
A09.05.078 TectocTtepoH (Testosterone) 385
JernapoanunaHapoctepoH-cyabdat (J3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-ketoctepoungbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
FnobynunH, cessbiBatowmii nonosble ropMoHsbl (FCMT) (Sex Hormone-Binding Globulin, SHBG) 396
AHzpocTeHanoH (Androstenedione) 1100
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBoboAHbI TecTocTepoH (Free Testosterone) 957
AHAPOCTEHAMON TAOKYPOHUA (AHAPOCTaHAMON ratokypoHug) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
AvrvapotectoctepoH (AIT) (Dihydrotestosterone, DHT) 1430
Broxmmuna moun (pasosas aKcKkpeLms)
Benok, pasoBas nopums Moun (C KpeaTMHMHOM U PacYeTOM HOPMasM30BaHHOIO MO KPeaTMHNHY
! . . L : o . A 286
nokasatens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
MarHuiz, pa3oBas NopLmsa MOUM (C KPeaTUHMHOM M PacyeTOM MarHuii/KpeaTuHMH OTHOLLEHNS)
. . . . . L - . 583
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas KMCa0Ta, pa3oBas NOPLMS MOUK, C KPEaTUHMHOM U pacyeToM HOPMaan30BaHHOIO Mo 308
KpeaTUHWHY NoK-ns
docdop, paszosas NopLmsa MOUM (C KPeaTUHUHOM U PacYeTOM HOPMasM30BaHHOTO MO KPeaTUHNHY
nokasatens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319
calculation)
OkcanaTbl, pa3oBas NopLUusa Moum (C KpeaTUHUHOM M pac4eToM HOPMaan30BaHHOIO Mo
KpeaTuHWHY noka3satens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1485
calculation)
AnbbYyMUVH, pa3oBas MopumMsa MouM (C KPeaTUHMHOM M pacyeToM anbbyMuH/KpeaTUHUH
otHowweHua) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 495
UACR)
Kanbumi, pasoBas nopums Moun (C KpeaTUHUHOM W pacyeToM KasbLiMA/KpeaTUHUH OTHOLLEHNA)
. . . S - o . - 220
(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)
KoHueHTpauwms B moue (Urine Creatinine) 55
Onpegenenve cneundunyeckmx IgE: annepreHbl XNBOTHbIX
TapakaH, IgE (Cockroach, IgE, 16) 484
Cobaka, IgE (Dog Epithelium, IgE, E2) 484
OBuga, anutenni, Igk (Sheep Epithelium, IgE, E81) 484
BonHwucTbili nonyrai, nepo, IgE (Budgerigar Feathers, IgE, E78) 484

CMecb anfiepreHoB JOMaLLHWX rPbI3yHOB: 3MUTENNA MOPCKON CBUHKM, SNUTENNIA KPOAWKA,
3NWTENuI XoMsKa, Kpbica, Mbilwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig 1045
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuHKa, anutenmnin, Igk (Guinea Pig Epithelium, IgE, E6) 484
Kowka, IgE (Cat Dander-Epithelium, IgE, E1) 484
Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) 484

BUY-nHdekuma (BUpyC nmmyHoaedmLMTa YenoBeka)



Antutena k BUY 1 n 2 n anturen BUY 1 n 2 (HIV Ag/Ab Combo)
BNY-1, onpepenerne PHK B nnasme kposu (HIV RNA, Plasma)*
JlekapCTBEHHbI MOHUTOPUHT
SBeposnmmyc (Everolimus)
LUunknocnopwH (Cyclosporine, Cyclosporine A, Sandimmune)
TepudnyHomug, nedayHomung (metabonur) (Teriflunomide, Leflunomide metabolite)
JleBeTnpauetam (Levetiracetam, Keppra®)
KapbamazenwvH (GuHnencun, Terpeton) (Carbamazepine, Tegretol)
MwutoTaH, nnasma kposwu (Mitotane, o, p?-DDD, plasma)

®enntonH (JndeHnH, Annantun) (Phenytoin)

Takponmmyc (AaBarpad, Mporpad, Mpotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTtpuaxunH (Lamotrigine)
BanbnpoeBsas kucioTa (JenakvH, KoHBynekc) (Acidum Valproicum, Depakin, Convulexs)
A09.05.035.002 ®eHobapbutan (JltomuHan) (Phenobarbitalum)

[oHopes (rOHOKOKK)
FoHokokk, onpeaeneHmne JHK B cekpete npoctathl, 3snkynste (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*
loHokokk, onpeaeneHve HK B cockobe 3nutenvanbHbIX KAETOK CAN3NCTON MPSMON KULLKK
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
loHokokk, onpeaeneHve AHK B cuHoBmansHom xuakoctn (Neisseria gonorrhoeae, DNA, Synovial
Fluid)*
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpegeneHne YyBCTBUTENBHOCTU K
aHTUMKKpPObHbIM NpenapaTaMm (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)
loHokokk, onpeaeneHve HK B cockobe anutenvanbHbIx KNeTok KOHbIOHKTUBbI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*
loHokokk, onpeaeneHve JHK B cockobe anutenvanbHbix knetok potornotku (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*
FoHokokk, onpegeneHve HK B moue (Neisseria gonorrhoeae, DNA, Urine)*

FoHokoKK, onpesenerune AHK B cockobe anmTennanbHbix KNETOK YPOreHWUTanbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

JNaktobakTepun, nakTobaumanb

Naktobaktepun, onpegenenve AHK B cockobe anuTenmanbHbIX KNETOK YPOreHUTa bHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*

Knoctpuamnos, nceBgoMeMbpaHo3HbI KOAUT

Pa3zgenbHoe onpeaeneHune TokcnHa A n TokemnHa B Clostridium difficile B kane, aHTUreHHbIN TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)

Moces Ha knoctpugum (Clostridium difficile, ncesgomembparosHbin koauT) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

Oxkpawmwmsarwve no NanaHukonay ? Pap-tect

Lintonormnyeckoe nccnepoBarHme briomatepurana cockoboB By/ibBbl U BAaranuLla, KpoMe LLenku
MaTku (okpawwmsaHue no NanaHvkonay, Pap-Tecr)

LiuTonornyeckoe nccnegoBarve briomatepuana Wenku Matku (okpalumsaHue no ManaHukonay,
Pap-Tecr) (Cytological Examination: Cervix, Pap-test)

Onpegenenne cneynduyecknx IgE: 6bIToBbIE annepreHsi
JdomawHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1)
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)

Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium

notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*
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Mnecexb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 484

Onpepgenenne cneunduyeckmx IgG: 6bITOBbIE annepreHbl

Knew, Dermatophagoides farinae (D2), annepren-cneuuduyeckme IgG (Dermatophagoides farinae,

IgG, D2) 572
JomawHas neinb/Greer (H1), annepreH-cneundunueckune IgG (House Dust — Greer, 1gG, H1) 572
MneceHb Cladosporium herbarum (M2), annepreH-cneuundunueckme IgG (Cladosporium herbarum, 572

IgG, M2)

Cmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*

MneceHb Penicillium notatum (M1), annepren-cneyunduueckme IgG (Penicillium notatum, IgG, M1) 572
Knew, Dermatophagoides microceras (D3), annepreH-cneundudeckme IgG (Dermatophagoides 572
microceras, 19G, D3)
Knew, Dermatophagoides pteronyssinus (D1), anneprex-cneumdunyeckue IgG (Dermatophagoides 572
pteronyssinus, IgG, D1)
MneceHb Alternaria tenuis (M6), annepreH-cneumndudeckme IgG (Alternaria tenuis, IgG, M6) 572
PenpoayktneHoOe 350pOBbe

HapyLeHuns cnepmatoreHesa: paclumpeHHas naHens (AZF-pernon) (b6e3 onvcaHuns pesyabTaToB
BpayoM-reHeTnkoM) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without 10219
Description))
Xouy cTaTb MaMo: ocnoXHeHns bepeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onuvcaHus pesynbTaToB BpayoM-reHeTmkom) (Want to Become a Mother: Pregnancy 17270
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
BpoxaeHHas runepnaasua HagnoyeyHnkos, reH CYP21A2, u.m. (Gene CYP210HSB, Freq. Mut.) 10769
CKNOHHOCTb K TpOMbH03aM NMpu 6epeMeHHOCTU: MUHMManbHas naHesb (reHbl F2, F5) (Thrombotic

. AT 3003
Tendency in Pregnancy: Minimum (Genes F2, F5))
F'eHeTMUeckme dakTopbl My>kckoro becnioams (reHbl AR, CFTR; AZF-pervoH) (Genetic Factors of 18062
Male Infertility (Genes AR, CFTR; AZF-Region))
Bo3HMKHOBEHVe M30MpOBaHHbIX MOPOKOB pa3BuTuA y naoga (reHbl MTHFR, MTRR, MTR) (Isolated 5808
Malformations in Fetus (Genes MTHFR, MTRR, MTR))
Xouy cTaTb MaMoOM: OCNIOXHEHUs BepeMeHHOCTU (feHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 19998
RHD))
MpuBbIYHOE HeBbIHALLIVBaHWE 6epPeMEHHOCTH, B T. Y. CKJIOHHOCTb K TPOM603aM nNpu 6epemMeHHOCTM:
pacwmpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onuncaHus pe3synbtaToB 7898

BpayoM-reHeTukom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpomboTnueckme OCNIOXHEHWS MPU CTUMYASALUKN oByasuuK (reHbl F2, F5) (6e3 onvcaHus
pe3ynbTaToB BpayomM-reHeTkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))

Bo3HMKHOBeHVE M30MpOBaHHbIX MOPOKOB pa3BuTuA y naoga (reHbl MTHFR, MTRR, MTR) (6e3

onwucaHus pesyabTaTtoB BpadoMm-reHeTnkoMm) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecto3bl n peTonnavLeHTapHaa HegoctatouHocTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpomboTnueckne OCNOXKHEHWA NPU CTUMYAALMKN OBYAALMK (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TpoMbH03aM Npu 6epeMeHHOCTU: MUHMMa/bHas NaHenb (reHsbl F2, F5) (6e3 onncaHms
pe3synbTaToB BpayoM-reHeTkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

MpuBbIYHOE HeBbIHALLVBaHWE 6ePEMEHHOCTH, B T. Y. CKJIOHHOCTb K TPOM603aM npu 6epeMeHHOCTH:

pacwmpeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTo3bl n peTonnaveHTapHaa HegoctatouHocTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onwucaHus pe3yabTaTtoB BpavoM-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHble ciyyan paka MOJIOYHOM xenesbl n/van amuHnkos BRCA1, BRCA2, CHEK2, NBS1

11671

3003

(Hereditary Breast and/or Ovarian Cancer ) 10285
OkpalumsaHve no PomaHoBckomy-Tnmse

WNccnepoBaHmne mokpoTsl (Examination of Sputum) 825

WNccnepoBaHme TpaHccyaaToB, akccyaaToB, cekpetoB (Examination of Transudates, Exudates, 508

Secrets)

WNccnepoBaHus npoMbiBHbIX Bog 6poHxoB (MccnegoBaHue cMbiBOB ¢ 6poHxoB) (Examination of 649

Bronchial Washouts)

WNccnegoBaHue nyHkTatoB Koxu (Examination of Punctates: Skin) 649



WNccnepoBaHue sHpockonmyeckoro Matepuana (Examination of Endoscopic Material) 649

A08.20.004 LuTtonormnyeckoe nccnegoBaHme acnmparta U3 noaoctu MaTku 660

WNccnepoBaHme sH[0CKONMYECKOro MaTepuana Ha Haanumne Helicobacter pylori (Examination of
Endoscopic Material: Presence of Helicobacter pylori)

Lintonormnyeckoe nccnepoBaHme matepuana, Nnoay4yeHHOro npu Xupypruiyecknx BMeLLaTenbCcTeax u
APYrux cpouHbix nccnegosanmsx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

XuakoctHas uutonorus. Liutonornyeckoe nccnesoBaHve buomatepurana LWenkn MaTku
(okpawwmBaHue no ManaHukonay, TexHonorus ThinPrep ®)*

LinTonornyeckoe ncciefoBaHve snMTenmns Wenkn MaTku ¢ onMcaHneM no TEPMUHOIOTMYECKO
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

LinTonornueckoe nccneaoBaHmne cockoba (Maska) CAM3nMcTon 06010UKM MNOAOCTUN HOCa (0aHa

nokanusauws) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

781

1320

WNccnegoBaHue BbigeneHn U3 MOIOUHON xene3bl (Examination of Breast Discharge) 528
WccnepoBaHune nyHKTaToOB ApPYrux opraHoB 1 TkaHer (Examination of Punctates: Other Organs and 825
Tissues)
WNccnepoBaHve otneyatka ¢ BHyTpuMaToyHow cnnpanun (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
WccnepoBaHue nyHKTaToB MOJIOUHOW Xene3sbl (Examination of Punctates: Breast) 649
WNccnegoBaHne cockoboB 1 OTNeYaTKoB OMyXoJei U onyxonenoAobHbix obpasoBaHuii (Examination

. ) . . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
VccneposaHme moun (Examination of Urine) 528

Lintonormnyeckoe nccrefoBaHme nyHKTaTa LWMTOBUAHOW Xenesbl C ONMcaHnem no
TepMurHoNornyeckon knaccudukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

WNccnepoBaHmne cockoboB M OTREYaTKOB C MOBEPXHOCTM KOXM U cAm3ncTbix (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 429
WNccnegoBaHne cockoboB LUEiKN MaTKK U LiepBrKaabHOro KaHana (Examination of Scrapings: Cervix 627
and Cervical Canal )
Kopb
AHTUTena knacca IgM k Bupycy kopm (Anti-Measles IgM) 781
AHTUTena knacca IgG k Bupycy kopu (Anti-Measles 1gG) 880
KneLeBoin aHLedanut, BUPYC KaeLLeBOro sHuedannta
AHTuTena knacca IgG k Bmpycy knelesoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV) 508

I9G)

NabopaTtopHoe nccnegoBaHue knelwa ans BolisneHns PHK/AHK Bo3byanTtenein nHdpekuuii,
nepesaroLLMXCA UKCOAOBBIMU K/eLLaMu: KNELLIEBOW SHLEDASINT, BOPPE/INO3 (BOJIE3Hb
NIAVIMA), AHATI/TA3MO3, 3P/IXMO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. |, Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTena knacca IgM k Bupycy kneleBoro aHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 671
HacneactBeHHble 60/1€3HM 0OOMEHa BELLLECTB Y HOBOPOXAEHHbIX/CKPUHUHT «[1aTOUKa»

B3>XXX-MC-MC opraHunyeckmx kncaoT (cykumHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949

Yactaa mytaums B reHe HADHA (HeaocTaTO4HOCTb ANVHHOLENOYEYHOM

3-rugpokcmauun-KoA-gerngporerassl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511

Dehydrogenase (LCHAD) Deficiency))

CKpUHMHT HoBopOXAeHHbIX «[TATOYKA» (Newborn Screening "HEEL")* 5489

OnpegeneHne akTMBHOCTY BUOTMHUAA3bI (HEAOCTaTOUYHOCTb BUOTMHKUAA3LI) (Biotin-Dependent 5511

Carboxylases Activity (Biotinidase Deficiency))

Yacras mytaums B reHe GCDH (rnytaposas auugypus Tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5511

Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHann3 cnekTpa opraHMyYecknx KUCAOT MOUYM METOAOM ra3oBOM XpoMaTorpapum ¢
Macc-cnekTpometpuein (MX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

YacTnuHbIn aHanms reHa ASS (umtpyannHemus) (ASS Gene, Freq. Mut. (Citrullinemia)) 10483
MonHbin aHann3 reHa GCDH (rnytaposas aumaypwvs tin 1) (GCDH (Glutaryl-CoA Dehydrogenase)
Gene (Glutaric Aciduria, Type 1))

Yactaa myTtaums B reHe ACADM (Hea0CTaTOUYHOCTb CpesHELLeNoYeYHON AernaporeHasbl XUPHbIX
kucnor MCAD) (ACADM Gene, Freg. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))

44440



Yactble myTaumm B reHe FAH (Tupo3sunHemus tin 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174

Yacras myTtaums B reHe BTD (HegoctatouHocTb 6uoTMHMAasbl) (BTD (Biotinidase Deficiency) Gene,

Freg. Mut.) >511
MonHbili aHanu3 reHa FAH (TuposuHemus tin 1) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbin aHann3 reHa OTC (HeAOCTAaTOUYHOCTb OPHUTUHTPaHcKapbamunasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
Swepwuxmos (KMLeyHas nasaouka, swepmxus, Escherichia coli)

Moces Ha kuweuHyto nanouky (Escherichia coli O157:H7, swepunxnos), onpesenerve

YYBCTBUTENILHOCTM K aHTUMUKPOBHbIM npenapatam v 6aktepnodaram (Escherichia coli O157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha knweuHyto nanouky (Escherichia coli O157:H7, swepwxnos), onpeseneHve

YYBCTBUTENBHOCTW K aHTUMUKPOBHbIM npenapatam (Escherichia coli O157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

WNccneposaHue Ha kuweuryto nanouky (Escherichia coli O157:H7, swepwuxnos), gnapeiHbin

CUHAPOM, aHTUreHHbIN TecT (Escherichia coli O157:H7. One Step Rapid Immunochromotographic 1023
Assay)
nup
Bupyc nmmyHogedbunmTa yenoBeka tmna 1, kauectseHHoe onpegenerne PHK (Human 2717
immunodeficiency virus, quality, RNA) B cbiBOpoTKe KpoBW
Mapeosupyc B19, onpeaenenne JHK 363
Pesyc-dakTop nnoga. BeiseneHune reHa RHD nnoga B kpoeu matepu (RHD gene of the fetus in the 6105
mother's blood)
MNapsosupyc B19, onpeaenenne JHK 363
MNapsosupyc B19, onpeaenenne HK 363
AHTUTEHHBIE TECThI
JlernoHenna, BbisiBNeHWE aHTUreHa B MoYe, MMMyHOoxpomaTtorpadus (Legionella pneumophila, One 1584
step rapid immunochromotographic assay, antigen, urinae)
PecnunpaTtopHo-cnHumTManbHbii BUpYyc (PC-nHpekuua), BoisBAEHNe aHTUIeHa,
nMmmMmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)
Xnamuawu, BbIiIBNEHME aHTUreHa B Ma3Kax YpOreHWTa bHOro TpakTa, UMMyHoxpomaTtorpadus 1122
(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen)
FoHOopes, BbifiBNEHNE aHTUreHa, MmyHoxpomaTorpadus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)
Kamnunobakrep, AnaperiHbiil CUHAPOM, BbiiBI€HE aHTUreHa B Kase, MMMyHoxpoMaTorpadums 1144

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)
HOPOBWPYC (Norwalk virus) - anapeiHbiii CMHAPOM, BbisiBiEHWe HOpoBMpYyca reHorpynn | w1l B
kane, nmmyHoxpomatorpadus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

MHEeBMOKOKK, BbIsiIBJIEH/E aHTUreHa B MoYe, MMMyHOXpomaTorpadus (Streptococcus pneumoniae,

One step rapid immunochromotographic assay, antigen, urinae) 1584
DHTEepPOBUPYC, BbIiBJEHNE aHTUreHa B Kane, MMMyHoxpomatorpadusa (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)

AyTOMMMYHHble 3a601eBaHNA KOXMU
AHTuTena knacca IgG k gecmornemny-3 (Desmoglein 3, DSG3 Antibodies, 1gG) 2376
AHTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTuTena knacca IgG k gecmocomam anugepmunca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376
and Desmoglein 3, DSG3 Antibodies, 1gG)
AHTUTENa K Ba3anbHOM MeMbpaHe koxu, IgG (Basement membrane zone antibodies, 1gG) 2222
AHTuTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376

XennkobaktepHas MHPeKLMA (xenmkobakTep)
AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTena knacca IgG k Helicobacter pylori, BoisiBasiemMble METO40M UMMYHOBNOTTUHIA 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTuTena knacca IgA « Helicobacter pylori, BbisiBasieMble METOAOM UMMYHOBAOTTUHTA 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypeasHbiit gbixaTenbHbl TecT (??C-YAT, 13C-Urea Breath test, UBT). BbisneHune 2398

nHdekummn Helicobacter pylori



AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM)

Tybepkynes (Mnkobaktepun Tybepkynesa)
MukobakTtepum Tybepkynesa, onpegeneHne JHK B mokpoTe (Mycobacterium tuberculosis, DNA,
Sputum)*
Mukobaktepun Tybepkynesa, onpegeneHune AHK B cuHoBranbHoM xungkoctn (Mycobacterium
tuberculosis, DNA, Synovial Fluid)*
Mukobaktepum Tybepkynesa, onpegeneHne JHK B cnuHHomo3rosow xumakoctn (Mycobacterium
tuberculosis, DNA, Cerebrospinal Fluid)*
Mukobaktepum Tybepkynesa, onpegeneHne JHK B BbinoTte (Mycobacterium tuberculosis, DNA,
Exudate)*
MukobakTtepum Tybepkynesa, onpegeneHne JHK B cekpeTe npoctaTthbl, 3akyasTe (Mycobacterium
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTuTena knaccos IgM, IgA, 1IgG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium
tuberculosis IgM, IgA, IgG, Total)
Mukobaktepun Tybepkynesa, onpegeneHue IHK B moye (Mycobacterium tuberculosis, DNA,
Urine)*

Mukobaktepum Tybepkynesa, onpegeneHne JHK B cbiBopoTke kpoBm (Mycobacterium tuberculosis,

DNA, Serum)*
MukobakTtepumn Tybepkynesa, onpegeneHune AHK B MmeHcTpyanbHol kpoeu (Mycobacterium
tuberculosis, DNA, Menstrual Blood)*

KomnnekcHble MMMYHON0rn4yeckmne nccneaoBaHmna

Linpkynmpytowme nmmyHHble komnaekcol (LK) o6wume (Circulating Immune Complexes (CIC)
Total)

®arouwmTapHas akTMBHOCTL NenkouuntoB (Phagocytic Activity of Leucocytes)

CnocobHocTb inmmoLmnToB k akTuBaumm (Lymphocyte Activation Ability)

CD4+ T-aumooumnTtbl, % 1 abcontoTHoe konmyectso (T-xennepsl, CD4+ T-cells, Percent and
Absolute)

AkTnBMpoBaHHble anmdountsl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte:
CD3+HLA-DR+, CD3-HLA DR+)*

B-ammobountbl, % 1 abcontotHoe konmyectso (CD19+ ammoounTsl, B-cells, Percent and Absolute)

®eHoTUNMpOBaHWe AMMPoLNTOB (OCHOBHBIE cybnonynauun) — CD3, CD4, CD8, CD19, CD16, CD56

(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
NmmyHornobynvhbl G (nogknaceel IgG1, 1gG2, 1gG3, IgG4)
BeTpsiHas ocna (onoscbiBatoLWMA AnLLIai)

AHTUTENa knacca IgM k BUpycy BeTpsiHOM OcCrbl 1 onosicbiBatoLlero anwas (Anti-Varicella-Zoster
Virus IgM, Anti-VZV IgM)

Bupyc Varicella-Zoster, onpegenenune JHK B cbiBopoTtke kposu (Varicella ZosterVirus, DNA, serum)

AHTuTena knacca |gG Kk BUpYycCy BETPAHOM OCMbl 1 onoscbkiBaroLero anwas (Anti-Varicella-Zoster
Virus 1gG, Anti-VZV IgG)

Bupyc Varicella-Zoster, onpegeneHne [IHK B cockobe anutennanbHbIx KNeTok CM3NCTON
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpegenenne JHK B catoHe (VaricellaZosterVirus, DNA, saliva)

,U,I/BeHTepMﬂ 6aKTep|/|aanaﬂ, wurennes, wurennbl

[MoceB Ha NaToOréHHyr KULWe4vHyr q)J'IOpy, onpejgeneHne 4yBCTBUTENIbHOCTU K aHTl/IMVIKpO6HbIM

npenapaTaM u baktepnodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification,

Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
PMrA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA)

MoceB Ha naToreHHyto kuweunyto daopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria
Identification)

PITA c Shigella sonnei (Shigella sonnei, IHA)

MNMoceB Ha MaTOreHHYH KMLLEYHYH GAOPY, ONpeseneHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM
npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic
Susceptibility Testing)

PMrA c Shigella flexneri 6 (Shigella flexneri 6, IHA)

MMMyHOrVICTOXVIMVIL—IeCKVIe nccaepoBaHmAa

HER2/neu akcnpeccus, HER2-cTaTyc, UMMYyHOrMcToxnMmyeckoe nccaepoaxue, MIFX (buomatepuan,

durkcnpoBaHHbIn B napadpuHoBom b1oke) (HER2/neu Expression, HER2 Status,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))
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Pak npeactatenbHOM enesbl — KOMMIEKCHOE MMMYHOTUMCTOXMMUYECKOE UCCAeA0BaHME C OLLEHKOM
akcnpeccun: anbpa-metunaumn-KoA-pauemassl (P504S, AMACR), untokepaTMHOB BbICOKOTO
MosiekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)*

VIMmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: gnarHoctmka ammeonponndepaTmBHbIX

3aboneBaHuWI (BomaTepuan, 3aKtoueHHbIV B napaduHoBbli 610k) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccums, UMMYHOTUCTOXMMMNYECKOE NCCef0BaHME: OLeHKa NposindepaTBHOM
aKTMBHOCTM Nno akcnpeccun Ki-67 (briomatepuan, GUKCMpoBaHHbIN B popmanmHoBom bydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, >599
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

NMMyHOrmcToxmmmnyeckas AnarHocTrka XpoHUYeCcKoro sHAOMETPUTa — BbiSBIEHNE

naasmatnyecknx knetok (CD138) (buomatepman, pukcmpoBaHHbIv B NnapadnHosom 6aoke) (Chronic 5500

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Paraffin Block))

VImmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: gnarHoctmka ammeonponndepaTmBHbIX

3aboneBaHuit (BromaTtepuan, pUKCUpPoBaHHbIA B bopmannHoBom Bydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeLienTopbl K 3CTPOreHam 1 NPOrecTepoHy, UMMYHOTMCTOXUMUYECKOEe NCCae0BaHme

(6uomatepman, pukcmpoBaHHbIN B napaduHosom 6aoke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMYHOTMCTOXMMMYECKOE UCCNEA0BaHME MapKepa PaHHeR ANarHoCTMKN AUCNAa3nKU C BbICOKOM
cTeneHbto pucka osnokadectsaeHns: p16INK4a (buomatepuan, prKCpoBaHHbIA B NapaprHOBOM
6noke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

MMmmyHoructoxnmmyeckoe (MIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasoB npu
HeyCTaHOBJ/IEHHOM NEPBUYHOM ouvare (CNeKTP MapKePOB A5l BbIABAEHWUS TKaHEBOW
NpvHaanexHocTn) (bromatepuan, 3akitoueHHbIl B napaduHoBbii 610k) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeLienTopbl K 3CTPOreHam 1 NPorecTepoHy, MUMMyHOrMCTOXUMUYeckoe nccaegobaHue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npeacratenbHOM Xenesbl — KOMMAEKCHOE MMMYHOTMCTOXMMUYECKOE UCCAeL0BaHME C OLEHKON
akcnpeccun: anbdpa-metunaumn-KoA-pavemasel (P504S, AMACR), uutokepaTMHOB BbICOKOTrO
MonekynspHoro Beca (34?7E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(347E12), p63)

VIMMyHOIMCTOXMMMYECKOe ncciesoBaHe Mapkepa paHHen AnarHoCTUKN AMCMNa3nmn C BbICOKOM
CTeneHbto pucka osnokadecteneHns: p16INK4a (buomatepuan, GrUKCpoBaHHbIA B GOpMasvHOBOM
6ydepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

Onpegenerne HER2 ctatyca onyxoam MeTogoM MMMYHOMNYOPECLEHTHOW rmbpuamsauum in situ
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccums, MMMYHOTUCTOXMMMNYECKOe NCCaeoBaHmne: oLeHKa npoavdepaTnBHOM
aKTMBHOCTM Mo 3kcnpeccum Ki-67 (Buomatepwman, dukcmpoBaHHbIi B napaduHoBom 6oke) (Ki-67
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

NMMmyHornctoxnMmmyeckas AvarHocTmka XpoHUYeCcKoro sHAOMETPUTa — BbifBeHVE
naasmatnyeckux knetok (CD138) (buomatepuran, GukcMpoBaHHbIM B popmanmHoBoM bydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccus, HER2-cTaTyc, MMMyHOrMcTOXMMMYeckoe uccaegoBanme, VIFX (buomatepuan
durkcnpoBaHHbI B dopmannHosom bydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

MmmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasoB npu

HeyCTaHOB/IEHHOM NEPBUYHOM ouvare (CNeKTP MapKePOB A5l BbIABAEHWUS TKaHEBOW

npviHagnexHocTn) (buomatepuan, GUKCUPOBaHHbIA B dopmannHoBom bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

4873

27808

7051

4873

32626

5599

5500

OueHKa GyHKLMN LMTOBUAHON Xenesbl

A09.05.065 NccnepoBanme ypoBHs TupeoTponHoro ropmoHa (TTl) B kpoBu 363
A09.05.064 TnpokchH obwnii (T4 obwmin, TeTpalioATMPOHUH obwmin) (Total Thyroxine, TT4) 385
A09.05.061 TpuiioaTMpoHmH cBobogHbIN (T3 cBoboaHbIN) (Free Triiodthyronine, FT3) 385

AHTUTENa K MUKPOCOMa/IbHOW dpakumm TpeoumToB (AT K MUKPOCOManbHOMY aHTUreHy
Tpeouunto, AT-MAT, AMAT, TnpeonaHble aHTUMUKPOCOManbHble aHTuTena) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 NccnepoBaHve ypoBHs cBO60AHOTO TMpOKcMHa (CT4) CbIBOPOTKN KPOBU 385

AHTUTENa K TUpeonaHol nepokcngase (AT-TMNO, MMkpocomanbHble aHTUTENa) (Anti-Thyroid

Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO) 423



A12.06.046.001 AHTnTena k peuentopam TTT (AT K peuenTopaM TMPEOTPOMHOrO rOPMOHa B
cbiBOpOTKE Kposw, AT-pTTT) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)

AHTuTENa K TMpeornobyanHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 484
A09.05.117 Tupeornobyaun (TI) (Thyroglobulin, TG) 693
TupokcmHcBA3biBatoLLas CNOCOBHOCTb (MOrOLLLEHME TUPEOUAHBIX FTOPMOHOB; MHAEKC CBA3bIBaHMA
TUPOKCWHa; MHAeKC cBobogHoro TupokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity, TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpunoaTMpoHuH obwumii (T3 obwuin) (Total Triiodthyronine, TT3) 385
MpoayKTbl Ans cepTudukaTos
KopoHnasupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke co ciM3nCTON HOCOMNOTKN 1 POTOTIOTKM 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOMMUHbIE NCCNE[0BAHNA MOYBbI
MouBa: koMneKCcHas arpoxmmMmmyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: koMNeKCHas Tokcnkonorndeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OueHka dyHKUMK rnnodusa
A09.05.066 CoMaTOTPOMHbIN rOpMOH (comaToTponuH, CTT) (Growth Hormone, GH) 517
A09.05.067 AZpeHOKOPTMKOTPONHbIN ropMoH (AKTT, koptrkoTponuH) (Adrenocorticotropic
682
Hormone, ACTH)
ComatomeanH C (MHcyamnHonoaobHbin daktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 NMotenHumsupyrowmin ropmoH (/11N (Luteinizing Hormone, LH) 385
MakponponaktiH (Macroprolactin)* 1188
A09.05.087 MponaktuH (Prolactin) 385
A09.05.132 ®onnnkynoctumynmpyrownii ropMoH (PCr) (Follicle Stimulating Hormone, FSH) 385
AyTOMMMYHHbIE NOPaXxeHNs NeYeHu
AHTUTeNa knacca IgG k acvanorankonpoTtenHoBoMmy peuentopy (aHTn-ASGPR) (Autoantibodies 1705
Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)
AnTuTena knaccos IgA, 19G, IgM K MuToxoHApUAM (AHTUMUTOXOHAPWaNbHbIe aHTUTena, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, IgG, IgM, Total)
MaHenb aHTUTEN Knacca IgG npw ayTOMMMYHHBbIX 3aboneBaHuax nederun (AT K aHTUreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52), mMyHo610T (Autoimmune Disease 3652
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
AHTWTENa K MUKPOCOMaM NeyeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, 1gG+IgM+ IgA)
AHTuTena knaccos IgA, 1gG, IgM K rnagkon myckynatype, cymmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)
AyTOMMMYHHbIE 3HAOKPUHOMATUW: caxapHbli gnabet 1-ro Tuna
AHTUTena knacca IgG k uHcynuHy (Insulin Autoantibodies, 1AA, IgG) 671
AHTuTena k TMposunHdocdatase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, IA-2 Ab,
. RN 1705
Tyrosine Phosphatase Antibodies)
AHTuTena knacca IgG k beta-kneTkam nogxenygouHol xenesbl (Anti-Islet Cell Antibodies, Islet Cell 1518

Autoantibodies, ICA)

AHTWTENa K aHTUreHaM KIeToK noaxenyAouHol xenesbl GAD/IA-2, cymmapHo (Anti-GAD/IA2

Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)

AHTuTena knacca IgG k rnytamataekapbokcunase (aHTn-GAD) (Anti-GAD Antibodies, Glutamate
Decarboxylase Antibodies, AT-GAD, 1gG)

NepcrHum (nepcrHmnos, ncesgotybepkynes)

1749

Moces kana Ha nepcuHuu (Yersinia enterocolitica, nepcrHNO3, onpeaeneHne HyBCTBUTENbHOCTU K
aHTMMKKpPOB6HbIM NpenapaTtam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PIrA c Yersinia enterocolitica cepotmna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica 1gG) 539
AHTuTena knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PMrA c Yersinia enterocolitica cepotmna O:3 (Yersinia enterocolitica O:3, IHA) 484

PMrA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484



Cuncrema cBepTbiBaHWA KPOBU
PaclumpeHHoe nccnesoBaHme reHoB cUCTeMbl reMocTasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))
TpombouwnTapHbIi peuentop GubpuHoreHa (reH ITGB3) (6e3 onuncaHns pe3ynbTaToB 1386

BpayomMm-reHeTnkom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
Tpombo3bl: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onuncaHus pesyabTatos

BpayvoM-reHeTrkoM) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))
l'vneparperauns TpomboumToB, noanmopdmam reHa ITGA2 ¢.759 C>T Hyperaggregation of 3036

platelets, gene polymorphism ITGA2 c.759 C>T

Tpombo3bi: cokpaleHHas naHenb (reHbl F2, F5) (6e3 onvcaHnsa pesybTaToB BpayoM-reHEeTUKOM)
(Thrombosis: Minimum (Genes F2, F5) (without Description))

M'vnepromouucrenHemus (renbl MTHFR, MTRR, MTR) (6e3 onucaHuns pesyabtatoB
BpayoM-reHeTnkoMm) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))
l'vneparperauna TpomboumToB, NoanMopduam reHa ITGA2 ¢.759 C>T (6e3 onncaHns pe3yabTaToB
BpayvoM-reHeTnkoM) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

2695

5203

Tpomb0o3bi: cokpalleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
l'mnepromoumcremHemus (reHbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5808
MTRR, MTR))
Tpomb603bi: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe nccnegoBaHme reHoB cMcTeMbl reMocTasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus pe3ynbTatoB Bpayom-reHeTnkoMm) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Jlncrepwnos, ancrepun
Nuctepun, onpegenerne AHK B cnuHHOMO3roBow xuakoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
JNucrepun, onpegenerve AHK B moue (Listeria monocytogenes, DNA, Urine)* 253
JNuctepun, onpezgenerne JHK B cockobe anuTenmanbHbIX KNeTOK cam3ucton Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

MoceB Ha auctepun (Listeria monocytogenes) c onpegeneHvem YyBCTBUTENBHOCTU K

aHTUMMKPOBHBLIM NpenapaTaM (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

JNucrepun, onpegenenne AHK B nna3me kposwu (Listeria monocytogenes, DNA, Plasma)* 231
JNuctepun, onpegenerne JHK B cockobe anuTenvanbHbIx KaeTok potornoTtku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*
JNnctepun, onpegenenne JHK B cnHoBManbHom xugkocTm (Listeria monocytogenes, DNA, Synovial 506
Fluid)*

OnpegeneHuve cneundunyeckmx IgE: annepreHbl NbiabLbl pacTeHNi
CMecb annepreHoB TpaBbl: KOJIOCOK AYLUNCTbIN, POXKb MHOTFONETHASA, TUMObEEBKa, POXb
Ky/NIbTUBUPOBaHHas, byxapHuk wepctuctoii, Ige (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*
Tononb, IgE (Cottonwood, IgE, T14) 484
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 484
Tumodeeska, nbinbLa, IgE (Timothy Grass, IgE, G6) 484

CMecb anfiepreHoB COPHOM TpaBbl: aMBPO31s MOJIbIHHOANCTHAS, MOJIbIHb OBbIKHOBEHHaS,
NoJOPOXHWK, Mapb benas, yeptTononox pycckui, Ige (WP1 (W1, We, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbinbua, IgE (Birch, IgE, T3) 484
MonbiHb 06bIKHOBEHHAS, NbinbUa, IgE (Mugwort, IgE, W6) 484
CmMecb annepreHoB JepeBbeB: 0/1bXa, NielliHa 0bblkHOBEHHas, UBa, bepesa, ayb6, IgE (TP9 (T2, T4, 1045

T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

CMmecb anniepreHoB TpaBbl: exa cbopHas, OBCAHHULA IYroBas, POXKb MHOTONETHASA, TUMObEEBKa,
maTank ayrosoi, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

Mapkepbl MeTaboAn3Ma KOCTHOM TKaHU
25-OH ButamuH D obwmin (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
Jesokeunupugunnonnd (AMA) B moue (Deoxypyridinolinein, DPD, Urine) 1375

OcteokanbuuH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737



N-TepMUHanbHbIV Nponentug npokoanareHa 1 obwuin (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-KoHLeBble Tenonentuabl koanareHa | Tna (6eta-CrossLaps, C-TepMuHanbHbli Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1496

OnvromepHbIi MaTpUKCHBIA Benok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695

CrpenTtokokkoBas MHbeKLMA (CTPeNTOKOKKM rpynn A v B)

MoceB Ha 6eTa-reMoIMTMUECKNI CTPENTOKOKK rpynmbl B (Streptococcus group B, Streptococcus
agalactiae), onpegeneHne 4yBCTBUTENBLHOCTU K aHTUMWKPOOBHBIM Npenapatam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha 6eTa-reMoANTUYECKMIN CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 739
CTpenTokoKk rpynnbl B, gHTmreHHbuZ TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)

CTpenToKOKK rpynnbl A, aHTUrEHHBIN TeCT (OTaenseMoe poToraoTku) (Streptococcus Group A. One 057

Step Rapid Immunochromotographic Assay)

MoceB Ha BeTa-reMoMTMUECKN CTPEeNTOKOKK rpynmbl A (Streptococcus group A, Streptococcus
pyogenes), onpeeseHne YyBCTBUTENbHOCTU K aHTUMUKPODBHbBIM npenapatam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CrpenTtokokk, onpegeneHune AHK B catoHe (Streptococcus spp., DNA, Saliva)* 429

MoceB Ha 6eTa-reMoANTUYECKNIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification) 682
CrpenTokokk, onpegeneHune AHK B nnasme kposwu (Streptococcus spp., DNA, Plasma)* 649
CrpenTokokk, onpegeneruve AHK B cockobe anntennanbHbIx KNETOK poTOrnoTku (Streptococcus 429
spp., DNA, Scrape of Faucial Epithelial Cells)*
CrpenTokokk, onpegeneHune AHK B mokpore (Streptococcus spp., DNA, Sputum)* 869
BroreHHble aMUHBI
A09.28.034.001 MeTaHedpurHbI GpakLMOHNPOBaHHbIE (CBOBOAHbIE M KOHBHOTMPOBAHHBIE), 2486
24-yacoas Mouva (Metanephrines fractionated, free and conjugated , 24-h urine)
MeTabonnTbl KaTeXoNaMMHOB 1 CEPOTOHMHA, CYyTOYHAA MoYa: BaHUAUAMWHAANeBas kucnoTa (BMK),
romoBaHuvHoBas kucaota (MBK), 5-rugpokcunHgonykcycHas kucnota (5-F’MyK)(Catecholamines 2486
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,
5-Hydroxyindoleacetic Acid, 5-HIAA)
CepOoTOHMH B CbIBOPOTKe KpoBw (Serotonin, Serum) 2299
KatexonamuHbl (agpeHanvH, HopagpeHaavH, godamuH) B mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KatexonamuHel (agpeHanvH, HopagpeHanvH, gopamunH) B nnasme kposu — KATENJ 2299
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
M'vctamuH B naasme kposu (Histamine, Plasma) 2662
MeTaHedpurHbI GpakLMOHMPOBaHHbIE, pa3oBas Mo4a (CBOBOAHbIE + KOHBIOTVPOBAHHbIE) 2013
(Metanephrines fractionated, free + conjugated, random urine)
KatexonamuHbl (agpeHannH, HopagpeHaavH, godamuH) B mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnucTopxo3 (kowaubs aByycTka, Opisthorchis felineus)
AHTuTena knacca IgG k aHTUreHam onucropxuca (Anti-Opisthorchis felineus 19G) 869
Nambanos,nambann
Nambanu (Giardia liamblia), anapenHein cMHAPOM, aHTUreHHbIV TecT (Giardia liamblia. One Step 957
Rapid Immunochromotographic Assay)
AHTuTena knaccos IgM, 1gG, IgA k aHTureHam nambanin, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 627
IgA, Total)
Broxvmumna moun (cyTouHas 3KCKpeLua)
A09.28.027 AMWia3a B MOYe CyTOUYHOW W/IM MOPLIMOHHOW 3a 3MepeHHoe Bpems (Anbda-amunasa, 253
amnactasa Mmoun) (Amylase, 24-Hour or Timed Urine)
Kanbuwii (Ca), cytouHas moua (Calcium (Ca), 24-Hour urine) 220
Kanwuii (K), Hatpuin (Na), cytouHas moua (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpoba Pebepra (KnnpeHc 3HAOreHHOro KpeaTuHMHa, CKOPOCTb KayboukoBow punbTpaLinm) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 'ntoko3a, cytouHas Moya (Glucose, 24-Hour urine) 165
A09.28.009 MoueswHa, cytouyHas moua (Urea, 24-Hour urine) 165

A09.28.010 MoueBas kncnota, cytouHas moua (Uric Acid, 24-Hour urine) 209



A09.28.003 O6wwmin 6enok, cytouHast Moya (Protein Total, 24-Hour urine) 143

Marnwuii, cyTouHas Mouda (cyTouHas akckpeuus), (Magnesium, 24 h urine excretion) 330
MeTaHedpuHbI GpakLMOHMPOBaHHbIE CBOBOAHbIE, CyTOUHaA MoYa 2079
Okcanatbl, cytouHasa Moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 AnbbyMuH, cyTouHas mouda (Albumin, 24-Hour urine) 352
A09.28.006 KpeatunHuH, cytouHaa moya (Creatinine, 24-Hour urine) 165
®ocdop (P), cytouHas moua (Phosphorus (P), 24-Hour urine) 220

VIMMyHOr106y1MHbBI 061 me

A09.05.054.002 MimmyHornobynuHel knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 iImmyHornobynuHel knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 VimmyHornobyauHbl knacca G (Immunoglobulin G, 19G) 275
A09.05.054.001 NImmyHornobyamHel knacca E (06wuii IgE, uMmyHornobyanH E obymin) 429

(Immunoglobulin E Total, IgE Total)
BackynuTbl 1 NopaxeHus novek

AHTUTena knacca IgG k 6asanbHon membpaHe knyboukos novek (aHTn-bMK) (Glomerular Basement

Membrane Antibodies, Anti-GBM, IgG) 1716
AHTWTe/Ia Knacca IgG k ymtonnasme Hentpodunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)

AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)

AHTV‘ITe/la knaccos 1gG, IgA, IgM « peuenTopy ¢o§¢onmna3bl A2 (PLA2R), cymmapHo 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLAZ2R, IgG, IgA, IgM, Total)

ﬂaHgnb aHTUTEN K aHTUreHam aHT.VIHEI\/jITpoq)VI}'IbeIX aHTuTen (NnaHesnb antureHos AHLA), IgG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)

;IA\I-g)VITEIIa knacca IgG k C1q dakTopy komnaemenTa (Anti-Complement 1q Antibodies, Anti-C1q, 1232
9

AHTuTena knaccos IgG, IgA, IgM k knetkam cocyaucroro sHgotenma (HUVEC), cymmapHo 1705

(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)
AHTUTena knacca IgG k Muenonepokcugase (@aHtn-MPO) (Myeloperoxidase Antibody, MPO) 1232

APYTVE MHOEKLINI

AHTUTENA K BUpPYCY noanomunenmta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, IgG) 1595

AHTUTENa K reModuabHON Nanoyke Tvna b, IgG (AHTMTENa knacca IgG K
noanpubosnnpunbutondpocdaty) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tnna b 1991
(HiB), anti-PRP Haemophilus influenzae b IgG)

Boppenno3s (6onesHb Jlama)

AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 627
Boppenun, onpeaenenve AHK B cnnHHomo3roBol xuakoctu (Borrelia burgdorferi, DNA,

! ! 506
Cerebrospinal Fluid)*
Boppenunn, onpeaenenve AHK B cuHoBmanbHon xungkoctn (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*
AHTuTena knacca IgM k Borrelia burgdorferi, BoisiBasemMble MeTogoM BectepH-6s10Ta (Anti-Borrelia 1980
burgdorferi IgM, Western Blot (WB))
AHTuTena knacca lgG k Borrelia burgdorferi, BbisBasemMble METOJOM MMMYHOBAOTTUHIA 2222
(Anti-Borrelia burgdorferi IgG, Immunoblot )
AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627

lNcnxoakTMBHbIe BeLlecTBa B MOYe

BapbuTypatsbl B Moue (Barbiturates, Urine)* 1232

HapKoTVKku 1 NCUXOTPOMHbIE BeLLecTBa ? CKPMHUHT (KOMMIEKCHbBIN aHanmn3 Moumn Ha onuarsl,
amdeTaMuH, MeTamdeTaMUH, KOKauH, KaHHabrHouabl 1 Ux MeTaboanTbl) (Drugs and Psychotropic
AP ; ) ) e 3410
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)

KanHabvHounabl (MapwuxyaHa) B Moye (Cannabinoids (Marijuana), Urine)* 1232

StaHon (ankoronb) B Moye (Ethanol (Alcohol) Urine)* 1232

«BpegHble NpuBbIYKM» (AHAIM3 MOYM Ha HUKOTUH, MCUXOTPONHbIE U HAPKOTUYECKME BELLECTBA,

MCUX0aKTVBHbIE leKapCTBEHHbIE Npenapatbl (HUKOTWH; MCUXOTPOMHbIE 1 HAPKOTUYECKVEe BELLLECTBa, 3608
ncuxoakTUBHble JlekapcTBeHHble npenaparsl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants

and Psychotropic Substances, Urine)*

Onwartbl (MopduH/reponH) B Moue (Opiates (Morphine/Heroin), Urine)* 1232



SnwTenHa-bapp BupycHas nHdekums (Bupyc SnwreHa-bapp)

Bupyc SnwreiHa-bapp, onpegenerne AHK B Boinote (EBV DNA, Exudate)* 275
Bupyc SnwrenHa-bapp, onpesenenne AHK B cnnHHomo3srosoi xugkoctn (EBV DNA, Cerebrospinal 275
Fluid)*
AHTuTENa knacca IgG k KancMaHOMy aHTUreHy Bupyca dnwTteinHa-bapp (Anti-EBV Viral Capsid

. 759
Antigens (VCA) 1gG )
AHTuTena knacca IgG k paHHeMy aHTUreHy Bupyca SnwTeriHa-bapp (Anti-EBV Early Antigen (EA) 627
I9G)
AHTUTena knacca IgG K sgepHOMyY aHTUreHy BMpyca SnwTeHa-bapp (Anti-EBV Nuclear Antigen

528

(EBNA) 1gG)
Bupyc SnwrenHa-bapp, onpeaenenvie JHK B BeHo3HoM kposu (EBV DNA, Blood)* 418
Bupyc SnwrenHa-bapp, onpeaenenve AHK B citoHe (EBV DNA, Saliva)* 275
Bupyc 3nwreriHa-bapp, onpeaenermne HK B cekpete npoctathl, 3skynate (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc SnwreinHa-bapp, onpegenerne HK B cockobe anntennanbHbix KNETOK CAU3UCTON HOCa 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc SnwreinHa-bapp, onpeaenenve AHK B cockobe anuntennanbHbIx KNETOK YPOreHUTaabHOro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTENa knacca IgM k kancuaHoMy aHTUreHy Bupyca dnwTenHa-bapp (Anti-EBV Viral Capsid 528
Antigens (VCA) IgM )
Bupyc 3nwreriHa-bapp, onpeaeneHmne AHK B cockobe anuTenmanbHbIx kaetok potornotku (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc 3nwreriHa-bapp, konnyectBeHHoe onpeaeneHve [HK B cbiBopoTke Kposu (EBV DNA, 407
Serum)*
Bupyc SnwreitHa-bapp, onpegenerne AHK B moue (EBV DNA, Urine)* 275
Bupyc 3nwreliHa-bapp, kauectBeHHOoe onpeaeneHve JHK B cbiBopoTke Kposu (EBV DNA, Serum)* 418

Onpegenenve cneunduyeckmx IgE: komnaekcHble annepronaHenu

MaHenb pasHble annepreHbl 2 2024

MaHenb neanatpuyeckas, IgE (Pediatric Panel, IgE) 4037

MaHenb pa3Hble anneprexbl 1 2024

MaHenb pecnupatopHble anneprensl, IgE (Respiratory Panel, IgE) 4037

MaHenb pa3Hble anneprenbl, IgE (Panel Different Allergens, IgE) 4037

Anneproumn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030

allergic components)

Anneproumn ALEX2, 300 anneprokoMnoHeHToB 1 06wt IgE 29689
HapyweHuns obmeHa Belyects

O6wmeH ponneBowt knucnotbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus pesyastatoB 5203

Bpayom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

Octeonopos: peuenTop ButamunHa D (reH VDR) (6e3 onvcaHus pe3yabTaToB BPa4yOM-reHeTUKOM) 1386

(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

NakTasHasa HegocTaTouHOCTb (reH MCM6) (Adult Lactase Deficiency (Gene MCM6) 1441

HacneactBeHHbIn remoxpomartos, | tun (red HFE) (Hemochromatosis Type 1 (Gene HFE)) 2860

Ocreonopo3: peuenTtop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1529

VDR))

CuHgpom Xunbbepa (reH UGT1AT) (Gilbert's Syndrome (Gene UGT1A1)) 4994

Octeonopo3: cokpalyeHHas naHenb (reHbl CALCR, COL1A1) (6e3 onucaHms pesynbTaTos 3993

BpayoM-reHeTnkom) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description))
O6wmeH ponneBoit kucnoTbl (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,

MTRR, MTR)) >808
Octeonopos3: cokpatueHHas naHenb (reHbl CALCR, COL1AT) (Osteoporosis: Abridged Panel (Genes 4455
CALCR, COL1AT))

Octeonopo3: nosHas naHesb (reHbl CALCR, COL1A1, VDR) (6€3 onvcaHus pesyabTaToB 5203

BpayoM-reHeTnkoMm) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))

HacneactBeHHas npeapacnonioxXeHHOCTb K caxapHoMy AnabeTy 1-ro Tmna no Tpem JIoKycam reHoB

cuctembl HLA Il knacca (reHbl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 6864
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

Octeonopo3: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR))

Ycnyrn Bpava-reHeTuka

5808



OnwncaHve pe3ynbTaToB reHeTUYeckoro Tecta 2 kateropum cnoxHoctn (NeNe 118r/63, 1211M1/B3,
123IM/B3, 131rM/B3, 1411M/B63, 115IT1/B3, 124TT1/B63, 154IT/b3) (Genetic Test Results: Description
of the 2-nd Category Complexity)

OnwucaHwne pe3ynbTaToB reHetTnyeckoro Tecta 1 kateropmm cnoxxHoctu (N@Ne 720163, 761163,
701463, 125IM/B3, 7207B63) (Genetic Test Results: Description of the 1-st Category Complexity)
OnwucaHne pe3synbTaToB reHeTuyeckoro Tecta 3 kateropum cnoxHoctn (NeN2 12211/63, 1291T1/63,
120rM/B63, 137rM/B3, 138IM/B63, 153IT1/B3, 110IT1/63, 114IT1/B3, 140IT1/B3, 766163, 725863,

134IT1/63, 135IT1/B3, 136T1/b3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnwncaHve pe3ynbTaToB reHeTMYeckoro Tecta 4 kateropuu cinoxnHoctn (N2NQ 1441T1/63, 143IT1/B3,
139IM/B3, 145rM/B3, 108IM1/B3, 19IT/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

NHTepdepoHoBbIN cTaTyc (4 nokasaTtens) ¢ onpegeneHMemM YyBCTBUTENbHOCTY K UMMYHOMOZYASATOPam

M3onpuHo3uH (Isoprinosine)
NmmyHomake (Immunomax)
WmmyHan (Immunal)
TumoreH (Thymogen)
MaHaBump (Panavir)
TaktneuH (Tactivinum)
NmyHodaH (Imunofan)
Monnokcngonnin (Polyoxidonium)
lanasut (Galavit)
NmyHopwukc (Imunorix)
JNlvkonug (Licopid)
Tokconna3mo3s (Tokconia3ma)
AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)
AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

Tokconnasma, onpeaenenve AHK B cbiBopoTke kpou (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegenerve AHK B cnnHHoMo3rosow xuakoctn (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsumaHocTb Anti-Toxopl gondii IgG
Tokconnasma, onpegenerve AHK B Bbinote (Toxoplasma gondii, DNA, Exudate)*

Cockob 3nuTenmanbHbiX KNeTok POTOrNOTKA

MHeBMOKOKK, onpeaenerve AHK B cockobe anutenvnanbHbIX KNETOK poTornotku (Streptococcus
pneumoniae)

[Mapakoknarow

MoceB oTaensemMoro potornoTkn Ha bopaetennsl (Bordetella pertussis/parapertussis,
Kokntoww/napakokntoww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

DCTPOreHbl U MPOrecTUHBbI
Octpaguon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OueHka GyHKLMN KOPbl HaAMOYEUYHMNKOB

A09.05.135 KopTtuson (TmapokopTtnsoH) (Cortisol, Hydrocortisone)

A09.28.035 CBO6OAHbIN KOPTU30., CyTOUHas Moua (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbaocTepoH (Aldosterone)
A09.05.121 PeHuH (PeHWH nia3mbl KposK, npsmMoe onpeaeneHue) (Direct Renin, Plasma)
KopTuzon, citoHa (Cortisol, Saliva)
OueHka dyHKLMM noyek
A09.05.230 Lucratun C (Cystatin C)
A09.05.017 NccnepoBaHme ypOBHA MOYEBUHbI B KPOBM
A09.05.018 MoueBas kucnorta (Uric Acid)

A09.05.020 NccnepoBaHme ypoBHA KpeaTUHWHA B KPOBU

1155

583

2310

5203

539
539
539
539
539
539
539
539
539
539
539

396
539
418

275

1045
275

495

1584

385
385

385

759

858
913
616

748
165
165
165



Apyrue
NLUX-nccneposarme p16INK4a v Ki-67 6050

MnaueHTapHbI PpakTop pocTta (PLGF) 3960

HectepoungHble perynstopHblie GpakTopbl MOOBbLIX XKese3

VHrnbuH B (Inhibin B) 1232
ﬁ\/”;)mmronnepos ropmoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance, 1232
Tpodobnactnueckunin 6eta-1-rankonpotenH (TEI) (Trophoblastic beta-1-Globulin, TBG) 484
AHTUOCHONMNNAHBIA CUHAPOM
AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, 1gG) 1309
AHTuTENa knacca IgM k aHHekcrHy V (Annexin V Antibodies, aAnV, IgM) 1309
AHT.VITeﬂ.a Knaccos IgG, IgA, IgM «k 6eTta-2-rankonpoTenHy 1, cymmapHo (Anti-?2-Glycoprotein 1 1254
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)
AHTuTena knaccos IgM 1 IgG k docdoamnugam (Anti-Phospholipid Antibodies, APA, IgM, 1gG) 803
AHTUTENA K BeTa2ravkonpoTtenHy IgA 1199
AHTV'ITEJ'Ia knaccos Ig(_i nIgM k ¢OC¢aTMAnﬂcePMH-I'IpQTpOM6I/IHOBOMy KOMIJIeKcy, CymMapHoO 1342
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM, Total)
AHTUTENA Knaccos IgA, IgM, IgG k kapamonunnuny, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, 1gG, 1133
aCL, Screening)
AHTuTena knaccos IgG n IgM k docdatnanncepuny (Anti-Phosphatidylserine, IgG, IgM) 1782
AHTUTena Kk 6beta2ravkonpotenHy IgM 1309
MaHenb aHTM¢OC¢OﬂMHMAHbIX anTuTen, IgG,. IgM MeTOZ0M AOT-UMMYHOaHaAN3, Ka4eCTBEHHBbIN TecT 9009
B CbiBOpOTKe kpoBw (Anti-Phospholipid Antibodies Panel)
AHTuTena knacca IgA k kapavoannumny (Anticardiolipin IgA, aCL IgA) 836
AHTUTena k 6eTa2ravkonpoTenHy IgG 1199
AHTuTena knacca IgG k kapguoaunnmny (Anticardiolipin 1gG, aCL IgG) 902
AHTuTena knacca IgM k kapanonununy (Anticardiolipin IgM, aCL IgM) 1188
Jnuapl, AMNONPOTENHbI, aNoAVMNOMNPOTENHBI
XKenunble kucnotsl (Bile Acids) 2651
AnonuvnonpotenH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1, Apo A1) 572
XonectepuH-JINMOHM (XonecTepuH IMNONPOTEMHOB OYeHb H3KOW naoTHoCcTK, JITTOHT, VLDL 407
Cholesterol)
AnoavnonpotenH B (AnonpotenH B, ano B) (Apolipoprotein B, Apo B) 429
A09.05.025 Tpuranuepwuabl (TT) (Triglycerides) 209
A09.05.004 ViccnepoBaHne YpOBHS XONECTEPUHA JIMMOMPOTENHOB BbICOKOW MAOTHOCTU B KPOBU 220
JNunonporteunH (a), /1M (a) (Lipoprotein (a), Lp (a)) 869
A09.05.028 NccnepoBaHve YPOBHS XOECTEPUHA IMMOMNPOTEVHOB HN3KOM NAOTHOCTU B KPOBU 165
A09.05.026 XonectepuH obwwmii (XonectepuH) (Cholesterol Total) 209
XonectepuH JSINMHM (npsmoi metog) Cholesterol LDL (direct) 253
NHTepdepoHOBbIN cTaTyc (4 nokasaTtens) C onpeseneHneM YyBCTBUTENbHOCTM K MHAYKTOpaM UHTepdepoHa
Heosup (Neovir) 539
AMUKCUH (Amixin) 539
LUunknodepoH (Cycloferonum) 539
Karouen (Kagocel) 539
MOHUTOPUHT BepeMeHHOCTY, BUOXMMUYECKMe MapKepbl COCTOAHWA NA0Aa
ACCOL.J,I/IMpOBaHHbII‘/'I ¢ 6epemeHHOCTbIO NpoTenH-A niasmel (Pregnancy-Associated Plasma 693
Protein-A, PAPP-A)
A09.05.090 XoproHNYeCcKkniA roHagoTpoNuH Yenoseka (XY, beta-XIY, ?-Xr4) (Human Chorionic
Gonadotropin, HCG) 385
CBobogHbIn ?-XI'Y (cBOBOAHas ?-cybbesnHULA XOPMOHNYECKOrO FoHaZ0TpoNuHa Yenoseka) (Free 539

Human Chorionic Gonadotropin, Free HCG)
PRISCA2 pacuet 99



PactBopumas fms-nogobHas TmposunHkmHasa-1 (sFlt-1) 3377

CBobogHbIN acTpuon (Estriol Free, E3) 484
PRISCA1 pacuet 132
MnavueHTapHbIA nakToreH (XoproHnyecknin comatomammoTponuH) (Placental Lactogen, PL, Human

Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693

Somatomammotropin, hCS)

O6I.Ll,eKJ'IVIHI/Il—IECKVIe ncanesoBaHnAa KpoBu

CO3 (ckopocTb ocepanus sputpouutos) (Erythrocyte Sedimentation Rate, ESR) 143

NevikounTapHas popmyna (audpdepeHLMpPOoBaHHbIN NOACUET NENKOLMTOB, EMKOLUTOrpamMmma) ¢

ob6s3aTesIbHOM «pyUYHOI» MUKpPOCKOMMen Ma3ska kposu (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NevikoumnTapHas dopmyna (AnddepeHLMpoBaHHbIN NOACUYET NENKOLMTOB, NENKOLUTOrpamMmma) ¢

MWKPOCKOMMWEN Ma3ka KPOBU MPU HaAUuumM NaTonornyeckmx casuros (Leucocyte Formula 209
(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of

Pathologic Changes)*

TpombouunTbl, MUKPOCKOMNMSA (MOACYET B OKpaLLlEHHOM Ma3ske no metogy PoHwmo) (Platelets, 275
Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wmin aHanuns kposm (OAK) (6e3 nenkouutapHoi dopmynbl n CO3) (General Blood Analysis, 209
without White Blood Cell (WBC) Count and ESR)

A12.05.123 PetukynouunTtsl (Reticulocytes) 264
OcmoTmyeckas pe3ncTeHTHOCTb IPUTPOLMTOB 1980

NHTepdepoHOBbIN cTaTyc (4 nokasaTtens) C onpeseneHneM YyBCTBUTENbHOCTM K NpenapaTtaMm nHTepdepoHa

WurapoH (Ingaron) 539
PeadepoH (Reaferonum) 539
KokntoLu

AvnddepeHunpoaHHoe BoisiBneHne HK Bordetella species: Bordetella pertussis (Bo36yanTens

kokstowa) un Bordetella bronchiseptica (8o36yautens 6poHxocenTnkosa) B cockobe anuTenmanbHbIX

KNIeTOK CM3UCTON poTornoTku u/mamn Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTena knacca lgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 891

AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BENOXMINA

Owmera-3 nHgekc (Omega-3 Index) 4774

MpokanbumToHWH (Procalcitonin) 3003

XKupHble kncnotsl, npoduab: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
VNmmyHoremaTonorus

ANNOVMMYHHbIE aHTUTeNa, BKAtoYas aHTuTena Kk Rh-aHTureHy (Anti Rh) 517

A12.05.005 'pynna kposwu (Blood Group, ABO) 253

Rh (C, E, ¢, e) Kell-deHotnnuposanme (Rh C (E, ¢, e) Kell-Phenotyping) 660

A12.05.006 Pesyc-npuHaanexHocTs (pesyc-daktop) (Rh-factor, Rh) 253
BbICOKOTEXHONOTMYHbIE NCCeL0BaHNS BOAbI

Boga: nosHas u komnnekcHas oueHka kauectsa (Water: Complete and Comprehensive Quality 19998

Assessment)*

Boga: noso3peHne Ha 3arpsasHeHve NpoMbllwaeHHbIMU oTxogamu (Water: Suspicion Industrial Waste 14190

Contamination)*

Boga: noso3peHmne Ha 3arps3HeHne NpoAyKTaMmn CropaHus 1 BbIbpocaMun OT aBToMarucTpanei 10483

(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*

Boga: noso3peHne Ha 3arpssHeHne bbiToBbiMM oTxogamu (Water: Suspicion Household Waste 8943

Contamination)*

Boga: cokpalleHHas oueHka kadyecta (Water: Abridged Quality Assessment)* 9669

Boga: noso3peHne Ha n3bbITOUHOE NPUMEHeHMe peareHToB Ans Bogoounctku (Water: Suspicion 5159

Excessive Use of Chemicals for Water Treatment)*

TpuxuHennes (TpuxmHenna, Trichinella spiralis)

AHTuTena knacca IgG k aHTureHam TpuxmHenn (Anti-Trichinella IgG) 517



CKpVIHVIHI'OBbIe nccnegoBaHmAa BoAbl

Boga: oueHka kauvectBa no 20 napametpam (Water: Quality Assessment 20 Parameters)* 4103
OnpegeneHune KoHUEHTpauUui ans 6 pagmoHykanaos (Determination of Concentration 6

. . . 24673
Radionuclides)
Pagnonornyeckme nccnegoBaHus Nnpob NUTbeBOW BoAbl — 6a30BbIA TECT Ha 06LLyHO ?- 1 6787
?-aktmHocTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Boga: oueHka kauectsa no 30 napametpam (Water: Quality Assessment 30 Parameters)* 7766
OnpegeneHune KoHUeHTpauui ans 4 pagmoHykangos (Determination of Concentration 4 16434
Radionuclides)*

bonesnun cepgua u cocyaos

ApTepuvanbHas runepTeHsuns, nonHas naHesb (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full 4554

Panel (Genes ACE, AGT, NOS3))

ApTepuranbHas runepTeHsuns, nosHas naHenb (reHbl ACE, AGT, NOS3) (6e3 onuncaHus pe3ynbTaToB
BpayoM-reHeTnkoM) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))

ApTepwuanbHas rMnepTeH3ns, CBsA3aHHas C HapPYLUEHUAMM B PEHWHAHTMOTEH3MHOBOW cUcTEME (TeHbl
ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuranbHas rMnepTeHsuns, CB3aHHas C HapyLWeEHUAMU B PEHNHAHTMOTEH3UHOBOW CUCTEME (reHbl
ACE, AGT) (6e3 onuncaHusa pe3synbTaTtoB Bpayom-reHeTnkoM) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepwuanbHas rmnepTeH3uns, CBsA3aHHas ¢ HapyLeHnsMu B pabote aHgoTennansHori NO-cuHTa3bl

(reH NOS3) (6e3 onucaHus pesynbtaTtoB Bpadom-reHeTnkom) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnepoBaHve MOYEYHOro KamHs

3036

AHaNM3 XMMMYEeCKOro coctaBa MOYEBbIX (MOYEUHbIX) KaMHewn MEeTOoAOM VIHq)paKpaCHOVI

cnektpomeTpum (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872

AHann3 XMMMYECKOro coctaBa MOYeBbIX (MOYEeYUHbIX) KAMHEN METOAOM PEHTIeHOCTPYKTYPHOTrO

aHanmsa (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872

analysis)
BonesHn LeHTpanbHOM HEPBHOW CUCTEMbI

MpeapacnonoxeHHOCTb K aTepocknepo3y n 6onesHn Anburenmepa (Alzheimer's Disease) 2860
OueHKa COCTOSIHWA UHKPETOPHOM U CEKPETOPHON QYHKLIMM dKENYA0UHO-KMLLEYHOrO TpaKTa

CtnmynsumoHHas npoba — lacTpuH-17 (ctumyampoBaHHbiin) (Gastrin-17 Stimulation Test, 1210

Gastrin-17, G-17)

MencuHoreH | (Pepsinogen 1) 968

A09.05.057 FactpuH (Gastrin) 682

lactponaHens (GastroPanel) 4576

MencuHoreH Il (Pepsinogen 1) 968
lenatut G BupycHas uHdekumsa (Bupyc renatmta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegeneHune PHK B cbiBopoTke kKpoeu (HGV RNA, Serum)* 660
HeunHBa3unBHas oueHka Grbpo3a neveHn

®unbpoTecr (FibroTest) 11946

®nbpoMakc (FibroMax) 15268

®unbpoTecr (FibroTest) 13420

CreatoCkpuH (SteatoScreen) 6336

®nbpoMakc (FibroMax) 17600

NASH-FibroTest 19305

NASH-FibroTest (pacueTHbiit) 18832
LinToreHetnyeckme nccnefoBaHus

|/|CCﬂE/J,OBaHVIve kapuot1na (KonnyectBeHHble 1 CTPYKTYPHbIE aHOMaANN XPOMOCOM) C 7920

06s13aTe/IbHON Bblfayen KapnorpaMmmbl

VccnepoBaHve kapuoTuna (KOMyecTBEHHbIE U CTPYKTYPHble aHoOManum xpomocom) (Karyotype) 7799

Kapvotun nnoga (abopTHbln MaTepuran) 17787
OcTpble KuweyHble nHbekunn

OcTpble kuweyHble nHdekumn, MUP-ckprHUHF BocbMY BakTepuanbHbIX 1 BUPYCHbIX BO3OyAUTENei 1573

OCTPbIX KMLIEYHbIX HbEKLMIA B Kane (Acute Intestinal Infections, PCR, Fecal)



SHTepoBupychl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal)

OcTpble kuweyHble nHbekunn, MLP-cKpUHUHF TPEX BUMPYCHbIX BO3byAnTenen, kan (Acute Intestinal
Infections, PCR, Fecal)

q)apMaKOFeHETI/IKa

Beta-agpeHobaokaTopsl. FeH CYP2D6. dapmakoreHetuka (beta-Adrenergic Blockers. Gene CYP2D6)

Nurnbutopsl AM®, daysactatvH, 610katopbl peuentopos ATl MporHo3nposaHune
HedponpoTekTMBHOro adpdekTa nHrMbutTopos AMP npu HeanabetTnyeckmx 3aboneBaHmUsAX.
F'eHeTMYeckme Mapkepbl 3PPEKTUBHOCTH aTEHON0Na NPU apTeprasbHON rMNepTeH3nNn ¢
runepTpoduelt 1eBOro XeayAouka nav Tepanum GayBactaTHOM MPU NLEMNYECKON 6one3HM
cepaua. Onpegenennie Hannumsa NoaMMOpdM3MOB reHa aHrMOTEeH3UH-NpeBpalLaroLLero depmeHTa
(ren ACE) (ACE Inhibitors, Fluvastatin, ATIlI Receptor Blockers.

MeToTpekcaT. _[eHeTuueckne Mapkepbl MOBbILLEHHOTO PUCKa Pa3BMTMA MOBOUHbIX peakLuuii npu
npueme MeToTpeKkcaTta Ha hoHe fieueHns peBMaToOMAHOro apTpuTa. MeToTpekcar: HapyLleHue
MeTabonunama boaneBon Kucnotel. OnpegeneHne Haamums NoaMMophU3MoB reHoB pepMeHTOB
peakuuii donatHoro umkna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTuT annaemMmyeckni

AHTuTena knacca IgG k BMpycy anugeMmyeckoro napotuta (Anti-Mumps I1gG)

AHTUTena knacca IgM k Bupycy anvaemumyeckoro napotuta (Anti-Mumps IgM)
Mna3ma kposu (SA4TA)

MHeBmokokk, onpegenenmne AHK B nnasme kposu (Streptococcus pneumoniae, DNA)
Kanbuuii-perynvpytolime ropMoHbl

KanbumtoHuH (Calcitonin)

A09.05.058 MapatupeownaHblii ropMoH (MapaTtropmoH, napatuput, MTI) (Parathyroid Hormone,
PTH)

IXMHOKOKKO3 (3xMHOKOKKW, Echinococcus spp.)
AHTUTena knacca IgG k aHTUreHaM 3xmHokokka (Anti-Echinococcus 1gG)
[vzeHTepusa amebHas, amebuas
AHTuTeNa knacca IgG k aHTUreHam auseHTepuinHol amebbl (Anti-Entamoeba histolytica 1gG)
l'enatut D BupycHas nHdekums (Bupyc renatuta D, Hepatitis D Virus, HDV)
AHTuTena knaccos IgM 1 IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpesenenmne PHK B cbiBopoTke kposu (HDV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

Acnepruanes

MneceHb Aspergillus fumigatus (M3), annepren-cneunduueckue IgG (Aspergillus fumigatus, 1gG,
M3)

BakTepouvgHas dnopa

Baktepounabl, onpegenerHne JHK B cockobe anuTenvanbHbiX KNeTOK ypOreHUTasbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

FenaTtnt A BUpycHaa nHdekuus (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTuTena knacca IgG k Bupycy renatmta A (Anti-HAV IgG)
Bupyc renatuta A, onpegenerne PHK B cbiBopoTtke kposu (HAV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatmuta A (Anti-HAV IgM)

[apaHepennes (rapaHepenna)

lapaHepenna, onpeaenedune [HK B cockobe anuTenManbHbIX KNETOK YPOreHnTanbHoOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

FapaHepenna, onpegeneHune AHK B cekpeTe npoctaTthl, 3skynsTe (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

FapgHepenna, onpegenerve JHK B Mmoue (Gardnerella vaginalis, DNA, Urine)*

AyTOI/IMMyHHbIe 3ab0/1eBaHNA NErknx u cepaua

AKTVMBHOCTb aHIMOTEeH3MH-NpeBpaLlatoLlero depmenTa (AMP) cbiBopoTkM KpoBM (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HIM) B cbiBopoTke kposu (Neopterin, Serum)
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781
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946
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693
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572
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561
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275

275

2420

1705



AHTuTena knacca IgG K cepaeyHoin Myckynatype (MMOKapAy), aHTUMUOKapAnabHble aHTUTena
(Anti-Heart Antibodies, 1gG)

OLeHKa 3HAOKPUHHON GYHKLMM NOAKENYA0UHOW Xenesbl
HOMA-G pacueT uHzekca (Npwv BbIMOJHEHWNU F1HOKO3bI U3 cepoit Npoburpkm)
HOMA-IR pacueT nHgekca
A09.05.056.001 MpouHcyauH (Proinsulin)
C-nentug (C-Peptide)
A09.05.056 NHcyanH (Insulin)

Kamnunobaktepnos, kamnuaobakrep

Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial

Identification)

PotaBupycHaa nHdekuma (potaBupyc)

PoTaBupyc (Rotavirus), suaperiHblin cMHAPOM, aHTUreHHbIV TecT (Rotavirus Direct Detection by Latex

Agglutination)

FemMaToNOrMyeckme nccaesoBaHus
dnekTpodopes remornobuHa. FfemornobrHonaTm

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegeneHne JHK B cockobe anuTenmanbHbix kaetok koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwuko3bl (napa3untapHble rpnbbl — aepmMaToduTbl)

Mapa3utapHble rpnbbl, MMKPOCKONMYeckoe uccnepoBaHme npob Hortei (Fungal Infections of Nails)

Mapa3uTtapHble rpunbbl, MUKpOCKonuyeckoe nccnegoBaHue npob koxu (Fungal Infections of Skin)

VNMMyHHble TpomboLmToneHmm

AHTUTena knacca k IgG Tpombouutam, Henpsmoi Tect (Platelet Antibodies I1gG, Indirect)
CanbMoHennbl (Tnd 6prowHom, napatnd, canbMoHennes, Salmonella spp.)

PIMTA c Salmonella gr.A (Salmonella gr.A, IHA)

PITA c Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTena k Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA)

AHTuTena k Salmonella typhi, PMTA (Salmonella typhi Antibodies, IHA)

PMrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PMrA c Salmonella gr.D (Salmonella gr.D, IHA)

PMrA c Salmonella gr.C (Salmonella gr.C, IHA)
CrpoHrunnongos

AHTUTena knacca IgG k aHTUreHam ctpoHrunongosa (Anti-Strongyloides stercoralis 1gG)
PukkeTcnos, Tvd CbiNnHOM (PUKKETCUN)

PMTA ¢ cbINHOTUPO3HBIM AMArHOCTUKYMOM pukkeTcuin Mposayeka (Rickettsia prowazekii, IHA)
MnurmeHTbI

A09.05.021 NccnepoBaHve ypoBHs 06LLero buavpybuHa B KpoBu

A09.05.022 ViccnepoBaHme ypoBHS CBOBOAHOTO U CBA3aHHOTO buanpybuHa B KPOBU
AHM3aKMA03

AHTUTENA K aHTUreHaMm Hematog poga Anisakis 1gG
AndTepus (AndptepuinHas nanouxa)

AHTUTena knacca IgG k gndrepuintHomy aHaTokcmHy (Anti-Diphtheria Toxoid 1gG)

Moces Ha audTeputo (Corynebacterium diphtheriae Culture)
NMMmyHHbIe dakTopbl becnnoans

AHTUTENa aHTUCNEepMabHble B cnepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTWTeNa aHTMCNepMasibHble B CbIBOPOTKE KpoBy (Anti-Spermatozoa Antibodies, ASA, Serum)

lenatut E BUpycHas nHdekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

1342

55
55
913
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1364

748

4059

396

902
902

3278

484
484
484
616
484
484
484

990

484

165
165

814

990
759

1419
1045



AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
Onpegenenve cneunduyecknx |gG: annepreHbl XXMBOTHbIX

Cobaka, anutennin (E2), annepren-cneunduyeckume IgG (Dog Epithelium, 1gG, E2)

Kowka, anutenun (E1), annepren-cneunduyeckme IgG (Cat Dander-Epithelium, 1gG, E1)
MoKpoOTa, CMbIBbI, 1aBaXkHas >XWAKOCTb

MHeBmokokk, onpegenenve AHK B Mokporte (Streptococcus pneumoniae, DNA)
AneHoBuUpYyCcHas nHbeKLna

AHTuTena knacca IgG k ageHoBumpycy (Anti-Adenovirus IgG)

AHTuTeNna knacca IgA k ageHosmpycy (Anti-Adenovirus IgA)
CntoHa

MHeBmokokk, onpeaenenHve AHK B catoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3s (Tokcokapa, Toxocara canis)

AHTuTena knacca IgG k aHTMreHam Tokcokap (Anti-Toxocara IgG)

AHAPOD®IOP

AHzpodnop, nccnepoBaHne MMKPOdAOpPbI yporeHUTanbHOro TpakTa My>UnH B cockobe
3NWTeNNanbHbIX KNeTok yporeHutanbHoro Tpakta (Androflor ® REAL-TIME PCR Detection Kit, the
study of men’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

AHzpodnop CKpuvH, nccnegoBaHve MUKPOdAOPbI YPOreHUTa bHOro TpakTa My>UYmH B COCKObe
3NUTeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,
the study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

BonesHn xenys04HO-KMLLIEYHOrO TpakKTa

BonesHb KpoHa (reHsl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AyTOVIMMyHHbIe 3HAOKPUHONATUN: Nopa>xeHne Haano4Ye4yHNKOB, ayTOMMMYHHaA Nato/Iorna roHa

AnTtutena knaccos IgA, IgM, 1gG k TkaHu AnYHKKa (aHTUOBapManbHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AnTuTena knaccos IgA, IgM, 1gG k cteponanpoayumpytowm Knetkam Hagnoudeynuka (ACIIK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,
Total)

AHTuTena knaccos IgA, IgM, 1gG k cTepomanpoayumpyroWwMM KneTkam anyka, CyMMapHO
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, IgG, Total)

Cucrema feTokcmKaLmMm KCeHOBMOTMKOB M KaHLLEPOreHOB
Luntoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHIUT, MEHUHIOKOKK

MoceB Ha MEHWHIOKOKKW, ONpeAesieHe HYyBCTBUTEIbHOCTU K aHTUMUKPOBHbBIM NpenapaTtam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTVNOKCUAAHTHBIV CTaTyC
AHTNOKCUAAHTHBIN cTaTyc (O6wmnin aHTnokcmaaHTHbI ctaTyc) (Total Antioxidant Status, TAS)
OnpegeneHne cneuyndunyeckmx IgE: npodbeccnoHanbHble annepreHsl
Narekc, IgE (Latex, 1gG, K82)
Ackapngo3
AHTuTena knacca IgG k aHTMreHam ackapuga (Anti-Ascaris lumbricoides 1gG)
Jdemogekos (knew, aemoaekc, Demodex folliculorum, Demodex brevis)
ViccnepoBaHuve Ha Hanmume knewa gemogekc (Demodex folliculorum, Demodex brevis)

KOHcyﬂ bTal /A rOTOBbIX NPenapaTtoB

KoHcynbTaums rotoBbIX LUTONOrMYecKkUx npenapaTos (ogHo ctekso) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3
AHTuTena k aHTUreHam Kutawickow ayyctku Clonorchis sinensis 1IgG

lepnec-Bupyc yesnoseka 8 Tmna
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AHTuTena knacca IgG k repnecsupycy yenoseka 8 tmna (Anti-HHV-8 I1gG)

Ycnyrv no nosyueHuto pesynbtata obcnefoBaHums

BbiZaua pe3y/nibTaToB Ha aHIMIACKOM fA3blke (MepeBoy, pe3ybTaToB Ha aHMINKCKUNA
A3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynsuus sputponossa
SputponoatuH (Erythropoetin)

FOPMOHBI XXMPOBOW TKaHW
JNlenTtuH (Leptin)

Kpuntocnopnanos, sogaHuncras guapes (KpMNntocnopuany napeym)

Kpuntocnopuguu napsym (Cryptosporidium parvum), anapeiHbiii CUHAPOM, aHTUFEHHbBIN TeCT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-nuMdOTPOMHbLIN BUPYC

AHTuTena knacca IgG k T-rmmdoTtponHomy Bupycy Yenoseka Tvna 1 u 2 tunos (Anti-HTLV-1, 2 1gG

)

NHTepdepoHoBbIN cTaTyc
WNccnepoBaHune nHtepdepoHosoro cratyca (Study of Interferon Status)
KomnnekcHble nccnepoBaHmAa

OueHka aHaporeHHoro ctatyca (Assessment of Androgen Status)

KeHckniA ropMoHanbHbI NPodUab: AUCOYHKUNA SUUHUKOB, HaPYLUEHUA MEHCTPYAIbHOTO LKA
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

XKeHckumit ropMoHanbHbI NPoduab: ANCOYHKLMA ANYHUKOB, HapyLLEeHWUs MEHCTPYalbHOro LuKaa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

ButamuH D 1 MuHepanbHbili 06MeH (MepekpecTok)
BeretapuaHupbl

MogrotoBka Kk 6epeMeHHOCTU: OLleHKa BUTaMWHHOTO cTaTyca
KvpopactsoprMble BUTaMMWHbI

Mpodwnb BeraHbl «MUHMMaNbHbIN»

Mpodunb BeraHbl «ba3oBbIn»

Mpodunb BeraHbl «PaclumMpeHHbI»

)KVIpO- 1 BOAOPaCTBOPUMbIE BUTaMUHDbI

OP3, OPBU (Hacmopk, Kalenb, 6osb B rope) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

WNccneposaHme komnnekcHoe «Cekc B 6onblIOM ropoge: 6 nHdekuuii (aHanns Kposu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

WNccnepoBaHue komnaekcHoe «Cekc B 60/1bLIOM ropoge: 6 MHeKLnin (@aHanms Kposu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

Boawn B cycTaBax: paciumpeHHoe obcnegosanme (Joint Pain: Extended Survey)
Ecam B nnaHax pebeHok

Xouy cTaTb MaMoW: KOMMIeKCHOe obcnefoBaHVe NpU NiaHWpoBaHUK GepeMeHHocTh (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-obcnepoBanmve ans My>xxunH (VIP-Survey for Men)

VIP-obcnepoBaHmve ans xeHwwmH (VIP-Survey for Women)

OueHka UMMYHHOrO OTBeTa K AeTckuM MHPekumam (Pediatric Infections: Immune Response)
AHTuTena knaccos IgM u IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, IgG)
TORCH-uHpekuun (ToRCH-Infections)

BepemeHHocTb: | TpuMecTp (1-13 Hepenwn) (Pregnancy: First Trimester (1-13 Weeks) )

BUY, cndunanc, renatutel B u C (HIV, Syphilis, Hepatitis B, C)

WNccneposaHne komnaekcHoe «Cekc B 60/1bLIOM ropoge: 8 MHPeKLMin + Ma3ok Ha MUKpodopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemerHocTb: Il TpumecTp (ot 29-30 Hepenb) (Pregnancy: Third Trimester (29-30 Weeks) )

WNcenepoBaHune komnnekcHoe «Cekc B 6osbLioM ropoge: 14 nHbekumii + Ma3ok Ha Mukpodaopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)
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MoaroTtoBka kK 6epemMeHHOCTM: 6a30BbIi

lemocTasnorpamma (koarysorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
Ob6cnenoBaHve neyeHu: paclwmpeHHoe (Survey of Liver: Extended )

FocnuTtanmsalms B TepaneBTMYeckuii cTaumoHap (Hospitalization in Therapeutic Hospital)

FocnuTanvsaums B XMpypruyeckuin ctaumoHap (Hospitalization in Surgical Hospital)

Focnutanvsaums B XMpypruyeckmii ctaumoHap: paclumpeHHoe obcnegoBaHue (Hospitalization in
Surgical Hospital: Extended Survey)

«Mos 3z0poBas HaHs» (My Healthy Nurse)

OueHka pucka paka smyHukoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
anropuTM pacyeTa pucka 3MUTeNaNbHOro paka AMYHKKOB) (4151 XKEHLMH A0 MeHonays3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHka pucka paka snyHukos no aaroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropvTM pacyeTa pucka annTeananbHoOro paka AMYHUKOB) (A0 XXeHLWMH nocae meHonays3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MONOUYHOM Xene3bl — KOMMIEKCHbIN UMMYHOTMCTOXMMMUYECKUA Npoduib (Buomatepuan,
durKcnpoBaHHbIN B popmanuHosom bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MO0OYHOM Xenesbl — KOMMAEKCHbI UMMYHOTUCTOXUMUYECKUI Npoduab (briomatepuan,
dukcmpoBaHHbIN B NapadpuHosom Haoke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTUCTOXMMUYECKMIN CKPUHWHT paka LWenky MaTKn — UCCIefoBaHMe ABYX MapKepoB Ans
paHHel ANarHOCTUKM ANCMAA3UN C BBICOKOW CTeMeHbo pucka o3nokadecteaeHns: p16INK4a +
Ki-67 (briomatepuan, dukcnmpoBaHHbIi B napadpuHosom 6aoke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

VIMMYHOTMCTOXMMUYECKMIN CKPUHWHT paka LWenky MaTK1 — UCCieAoBaHMe ABYX MapKepoB Ans
paHHel ANarHOCTUKM ANCMAE3UM C BBICOKOW CTemneHbo pucka o3nokadecteaeHns: p16INK4a +
Ki-67 (briomatepuan, dbukcnpoaHHbIn B dopmanmHosom bydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTabo/IM3Ma KOCTHOW TKaHW ¥ prcKa OCTeONopo3a: paclumpeHHoe obcnesoBaHme
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIN CKPUHUHT Tprucomuid: | pumectp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbIN cKpUHUHT Tprucomuid: |l Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 NemocTta3sunorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

Mpobnembl HeBbIHALLMBAHWA: ayTOUMMYHHbIV Npodunb (Miscarriage: Autoimmune Profile)
MmmMyHonornyeckoe obcnesoBaHme paclumpeHHoe (Immunological Survey Extended)
Ob6cnenoBaHve neyeHu: CKpUHUHT (Survey of Liver: Screening)

B03.016.004 Broxumms kposw: 6a30BbIli Npoduib

Supersport ba3oBblIii

Broxumus kpoBu: MrHMManbHbIN npoduab (Serum Biochemistry: Minimum)

Supersport OnTMManbHBbIN

Broxumus kposu: paclumpeHHbI npoduab (Serum Biochemistry: Extended Profile)

340pOB Tl — 3J0pOBa CTpaHa: exerogHoe npodunakTnyeckoe obcnegosaxme (go 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunaktuyeckoe obcnesosaHmve (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepeg aveTon: gonoaHuTensHoe obcnegoBarme (Survey Before Diet: Additional )
Supersport MpoABUHYTbIN

benkosas gneta

Ob6cnepoBaHme nouvek: paclumpeHHoe (Survey of Kidneys: Extended )

KoHTponb anaberta: pacwmpeHrHsbiin (Diabetes Control: Extended)

TokcmuHble MUKpOo3neMeHTbl B Bosiocax (Toxic Trace Elements, Hair)

TOKCMYHBIE 1 3CCEHUMAbHBbIE MUKPO3/IeMeHThI B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

BosbLION CKPUHWHF 3nemeHTHOro coctasa Bosoc (Elemental Composition of Hair: Screening )
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JcceHuManbHble ((KN3HEHHO HEOBXOAMMBbIE) Y TOKCUUHbIE MUKPO3/IeMeHTbl B Mode (Essential Vital
Elements, Toxic Trace Elements, Urine)

TokcmuHble MUKpo3neMeHTbl B HorTsax (Toxic Trace Elements, Nails)

TOKCMUHBIE 1 3CCEHUMANbHBbIE MUKPO3ieMeHTbl B HOrTax (Toxic Trace Elements, Essential Vital
Elements, Nails)

Bo/IbLION CKPUHWHT 3n1eMeHTHOro coctasa HorTel (Elemental Composition of Nails: Screening )
MaHenb KpynHoknetouHas naumdoma

MaHenb JIMPomMa 13 KNETOK MaHTUIAHOW 30HbI

MaHenb Nlnmpoma bepkuta

MaHenb PonnnkynspHas aMmdoma

MaHenb AnddysHasn B-kpynHoknetouHasa numpoma

MNanens MAJIT-nnmpoma

AHanusbl 415 geTckoro caga v wkonbl (Testing for Kindergarten and School)

3p0poBbi pebeHok: ana aetern ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
Ob6cnepoBaHme noyek: ckpuHUHTF (Survey of Kidneys: Screening)

Moparpa

MaHenb VicTHHas noanumntemmns

MaHenb MNepBUUHBIA Menopnbpos

MaHenb dcceHumanbHas TpombouutTemMns

MaHenb XpoHuueckuii mnenoneinkos (Panel Chronic myelogenous leukemia, CML)

MaHenb M'MNep303MHOGUIBbHBIN CUHAPOM

MaHenb OcTpble AMMbobAaCTHbIE NENKO3bI

NabopaTtopHas anarHoOCTVKa rmnepaHgporeHemMmm

OLieHKa ropMOHasIbHOTO CTaTyca NpW HapyLIEeHUN MEHCTPYabHOTO LiMkna

CKpUWHMHT Bone3Hen coeanHnTensHom Tkanm (AT k DHA, aHTUHykNeapHbI dakTop (AHD))

AvnddepeHunanbHas anarHoctuka CKB m apyrmux peBmatuyeckmx 3aboneannii (AT k
HYK/I€0COMaM, aHTUHYyKeapHbI dakTop (AHD))

[AvarHoctuka rpaHynemMaTo3HbIX BaCKyAUTOB (aHTUHYKNeapHbI daktop (AH®), AT k umTonnasme
HenTpodunos (AHLLA/pANCA, cANCA), IgG)

[AwnarHoctnka BTopnyHoro aHtudochonmnuaHoro cuHapoma (AH®, AT k kapgnoannuny, IgG, IgM)

[JnarHocT1ka ayTOMMMYHHOTO MopaxeHus noyek (aHTUHyKaeapHbIin paktop (AH®), AT k
6a3anbHON MembpaHe knyboukoB noyek, AT k LuTonnasme Hetpodunos (AHLLA/pANCA, cANCA),
I9G)

CucteMHas KpacHas BoavaHka, obcnegoBanme (AT k HykneocoMam, AT K kapavoannuhy, IgG; AT k
Kapguonnnury, IgM; aHTuHykneapHbIi dakTop (AH®D))

AHTUdOCHONMMNUAHBIV CUHAPOM, Pa3BEPHYTOe ceposornyeckoe nccnegosanme (AH®; AT k
Kapguonunury, 1gG, IgM; AT k 6eTa-2-rankonpoTenny 1)

Boawn B cyctaBax: ckpuHuHr (Arthralgia: screening test)
CKPVHWHT ayTOMMMYHHOrO nopaxeHus neyeHn (Autoimmune Liver Disease: Screening)

ApTpuTbl Npy peBMaTyecknx 3abonesanHumsax (Rheumatic arthritises)

AHTUTEeNa Kk kopoHaBupycy SARS-CoV-2, IgM (kauectBeHHOe onpegeneHune) n IgG
(konnuectBeHHOe onpeaenerue) (Anti-SARS-CoV-2, IgM/IgG)

Mpodunb «AnarHocTtrka bynnesHbix gepmato3oB (AT k gecMocomam anugepmunca, AT K 6azanbHoM
membpaHe koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTuTena k kopoHaBumpycy SARS-CoV-2, IgM v IgG (Abbott)

AHTUTEna k kopoHaBupycy SARS-CoV-2, IgM (kavecTBeHHOe onpegeneHue) u IgG
(konnuectBeHHOEe onpeaenerue) (Anti-SARS-CoV-2, IgM/IgG)

LLnToBMAHas Xenesa: pacwmpeHHoe obcnegoBanme (Thyroid Gland: Extended Survey)
LLnToBMAHas Xenesa: paclmpeHHoe obcnegosanme (Thyroid Gland: Extended Survey)
LnToBuaHas xenesa: ckpunuHr (Thyroid Gland: Screening)

[Avabert: aytoummyHHble Mapkepbl (Diabetes: Autoimmune Markers)

PesmaTomaHbin apTpuT (Rheumatoid arthritis).
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AHTuTena knaccos IgM u IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG)

JmarHocTuka bbICTPONporpeccpyoLero roMepynoHedpmta (AT K 6a3anbHOW MeMbpaHe
knyboukoB nouek, AT k yutonnasme Hentpodpunos (AHLUA/PANCA, cANCA), IgG)

CepogumarHoctrika ayTOMMMYHHOTO racTpuTa U NepHULMo3Hon aHemun (AT K napueTanbHbIM
Knetkam xxenyaka; AT K BHyTpeHHemy dakTopy Kactna)

Mpodunb «CnctemHasn kpacHas BonyaHka (CKB), MoHnTopumHr aktueHocth (aHTn-ac-AHK 1g9G, C3,
C4 KOMMOHeHTbI KoMMeMeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Lenvakus, ceponornyeckunii CKpUHUHT (AT K aHgOMU3NIO, IgA; AT K AeamMnanpOoBaHHbIM NenTuaamM
ravagvHa, IgG; IgA obuy,)

[varHoctuka uenvakmm: HenepeHocumocTb 6enka 3nakoB (ratoteHa) (Coeliac Disease: Gluten
Intolerance )

AT K kapavoaunnury, 1gG, IgM

AHTndochonmnuaHbin cuHapom (APC), nabopaTtopHble kputepun (Antiphospholipid Syndrome,
APS)

CepopamarHoctuka 6osne3nHn KpoHa n Hecneumduueckoro asseHHoro koauta (HAK) (AHLLA/pANCA,
cANCA, 1gG; AHLIA/ANCA, 1gA; ASCA, IgG, IgA)

BocnanntenbHble Mnokapauonatum (AT k MutoxoHapuam (AMA), AT K cepaeydHoin MyckyaaType)

Llennakus, ceponornyeckas anarHoctuka (AT k sHAoMM3n, IgA; AT K TKaHeBOW TpaHCryTamMmnHase,
IgA, 1gG; IgA obw,.)

AHTWTENa K CTEPOMANPOAYLIMPYIOLLMM KAeTKaM penpoAyKTMBHbIX TkaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprus Ha nuwesble NnpoaykTbl (Food Allergy)

JmnnaHeii npodunb: paclumperHbin He HaTowak (Lipid Profile: Extended )
NvnungHeii npoduab: pacumperHbiii (Lipid Profile: Extended )

MaHenb "Actma/pununt getn” IgE, ImmunoCAP

Manenb "Sk3ema” IgE, ImmunoCAP

ApTepwuanbHas rmnepTeH3uns, CBA3aHHaA C HapyLleHnaMu B pabote aHaoTennanbHort NO-cuHTa3bI
(ren NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHunT B3pocabie” IgE, ImmunoCAP

NceneposaHme komnnekcHoe «Cekc B 6onbliom ropoge: 12 nHdekuuii + KBM (yporeHuTanbHblii
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPUWHMHT paka LUenku maTku

Mporpamma CKpVHUWHra paka wenku matku — onpegenenve AHK BMY v umntonornyeckoe
nccnesoBaHve cockoba Lenkn MaTkm 1 LiePBUKaNbHOTO KaHana MeTOA0M XMAKOCTHOM
umtonornm*

HelpoTponHble BUTaMVHbI
BosopactBopuMble BUTaMUHBI

MuTaHwe, nckaoyaroLee KpacHoe MAco
[AwvarHoctuka aHemuin (Diagnosis of Anemia)

[AwvarHoctuka aHemuin (Diagnosis of Anemia)

MpodunakTrka 3aboneBaHnli cepaLia U COCYAOB U Ux 0cioXHeHun (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHue bepeMeHHOCTN: AMarHoCTuKa yporeHuTanbHblx MHPekuui (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepes aveTon: MMHUManbHoe obcnesoBaHue (Survey Before Diet: Minimum )

Mpobaembl Beca (nepBrUHOE 06CNe0BaHNE 300POBbA NALMEHTOB C HapyLLueHUamMu Beca) (Weight
Problems: Primary Survey)

Kpacota 3g0poBoii koxu (Healthy skin beauty)

E)KeFOAHaﬂ I'Ipoq)l/IJ'IaKTVIKaZ MUHMMaNbHbIN CKPUHWHT

OueHKa MHCYNMHOPE3UCTEHTHOCTU: M1H0KO3a (HaToLak), MHCYAUH (HaToLuak), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc nccnegoanmnin "Mpobaembl Beca: MeTaboMUecknin CUHAPOM (CKPUHMHIOBOE
nepBMYHOE BbifBAEHME)"BKItoUaeT nabopaTopHble UCCIEL0BaHUSA: TPUMINLLEPUSbI, XONECTEPUH
o6wmi, xonectepuH JIMNBM, xonectepuH JIMHI, ratoko3a; ycnyrn no GyHKLMOHaNbHON AMarHocTnke
W aHTPOMOMETPUN: U3MEPEHVE apTEPUANbHOTO AaBJIeHMs, U3MEPEHNe OKpY>KHOCTK Taaun (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

913

2904

3003

1342

2167

6226

1980

3927

4774

2717

3553

2959

8965
2904
2904
4961
4961

1529

4961

2893

1419

1606

4510
12936
792
3179
3520

3102

2486

616
1716

3223

1386
649

737

946



[AwvarHoctuka octeonopo3a (Diagnosis of Osteoporosis)

OHkopuck xeHckuin: werika matkm (Women's Oncorisk: Cervix )
Anneprua Ha XXMBOTHbIX, Nblib, NaeceHb (Allergy to Animals, Dust, Mold)
MoarotoBka K 6epeMeHHOCTU: CKPbITbIA AedULKT Xee3a

CubHble BONOCHI, Kpenkune HOrTH, bapxaTtHas koxa (Strong hair and nails, velvet skin)

MuVKpO3/1eMeHTbl B CbIBOPOTKE KPOBU M BEHO3HOW KPOoBW: cKpUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprus Ha naeceHb (Mold Allergy)
Anneprusa Ha pacteHus (Plant Allergy )

MMmmyHonornyeckoe obcnesoBaHme ckpuHuHroroe (Immunological Survey, Screening)

My>kckoe 6ecnnogme (reHbl AR, CFTR; AZF-pervioH; kapuotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XeHckoe becnnoane n ocnoxHeHre bepemeHHocT (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapuoTnn) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

TOKCUYHbIE MUKPO3NEMEHTBI (TAXEsble MeTabl) B BeHO3HOMN KpoBu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka kaMHeobpa3oBaHUsA - IMTOTeHHble CyBCTaHLMN MOYK, CYyTOYHAsA MoYa (KanbLui,
MarHuin, dochop, okcanatbl, MOYEBAS KNCAOTA, KPEATUHUH CYyTOYHOM MOUM C PacHETOM CyTOUHOM
3KCKpeuunn)

OueHka pucka kamHeobpa3oBaHWA - IMTOTEHHble CybCTaHLMM MOYK, pa3oBas NopLMs MOUU
(kanbuuii, MarHunii, docdop, okcanatbl, MOUEBAsA KNCAOTA, KPEATUHWH PAa30BON NOPLIMK MOUM, C
pacyeToM HOPMaNN30BaHHbIX MO KPeaTUHWHY nokasaTenen)

OueHka ckopocTy KiyboukoBow punbTpauum y geten no popmyae LLsapua, KpeaTMHWH

KnyboukoBas dunbtpauus, pacyet no dopmyne CKD-EPI — kpeatnHuH (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6LWM (KNMHNYECKWNIA) aHaN3 KPOBW Pa3BepHyTbIN

BepemeHHocTb: Il TpumecTtp (14-28 Hegenn) (Pregnancy: Second Trimester (14-28 Weeks))

KnnHunyecknin aHanns kposu: o6Lwmnin aHanus, nerikodopmyna, CO3 (c 0b6A3aTeNbHOW «PyUHOW»
Mukpockonuein maska kposu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHbIe 3cceHLManbHble (KU3HEHHO HEeOBXOAUMbIE) MUKPO3IEMEHTbI B CbIBOPOTKE KPOBMU
(Essential Vital Elements, Essential Trace Elements, Serum)

HapyweHuna cnepmatoreHesa, 6 mapképos (MukpogeneLun nokyca AZF) (Spermatogenesis
disorders (6 AZF))

HapyLieHus cnepmatoreHesa: paclumMpeHHas naHens (AZF-perunoH) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe nccnefoBaHune Ans UCMOb30BaHUA B JMArHOCTUKE pacCesHHOro ckaeposa:
onpejeneHne oaMrokaoHaabHoro IgG (1MkBop, cbiBOPOTKa) M CBOBOAHBIX NErkmX Lienew
VUMMYHOTN06YIMHOB (1KBOP)

HacneactBeHHas npeapacnosoXeHHOCTb K Lieanakum no nokycam reHos cuctembl HLA |l knacca
(DQA1, DQB1)

OnpegeneHune reHotuna pesyc-dakrtopa (RH factor Genotype)

MuKpocKonus 1 NoceB Ha NapasuTapHble rpubsbl (koxa) (Parasitic Fungi, Microscopy and Culture
(skin))
Mwukpockonus 1 NoceB Ha NapasuTapHble rpubsbl (Hortn) (Parasitic Fungi, Microscopy and Culture
(nails))

MencuHorensl | 1 1l ¢ pacyetom cooTHowweHus (MencuHoreH I/MencuHoren 1) (Pepsinogen
I/Pepsinogen Il, PG1/PG2)

Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF, cootHoweHwe sFlt-1/PIGF

MoceB Ha MMKOMAA3My ¥ ypeannasMbl, ONpeseseHne YyBCTBUTEbHOCTM K @aHTUMUKPOOGHBIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

OHKOpPUCK MY>KCKOI: NpeacTatenbHas xenesa (Male oncologic risk: prostate)
A09.05.120.001 AnbrocTepoH-peHHOBOE cooTHoweHue (Aldosterone-Renin Ratio, ARR)
KomnoHeHTbl cuctembl kommiemeHTa C3, C4 (Complement components C3, C4)

MaHenb "CradmnokokkoBble 3HTepoToKcuHbI", IgE, ImmunoCAP

B03.016.005 JInnugHelin npodunb: ckpuHuHr (Lipid Profile: Screening)

TpombouunTapHbIi peuentop ¢mbpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3))
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JivunuaHbii npoduab: CKPUHUHT He HaTowak (Lipid Profile: Screening)
KnyboukoBas ¢dunbtpauums, pacuet no dopmyne CKD-EPI — uncratuH C (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

JmarHoctuka nepBMYHbIX UMMyHO4ePULNTOB

WNccneposanune TREC 1 KREC ans gnarHoctmkv MMMyHOAepULNTOB
MpodocmoTpbl

Boaonasbi
MepuoanYecknii MeaULUUHCKUA OCMOTP paboTHUKOB No npukasy M3 PO N2 291 ot 28.01.2021 r. .

19.1
MepuroanYecknii MeaNLMHCKUA OCMOTP Bogo1a3a no npukasy M3 PO NQ 29+ ot 28.01.2021 .

(nepBmyYHbIN) M. 5.1; n.5.2; n. 19.1

Meproanyecknin MeanLIMHCKUA OCMOTP BOZAOa3a no npukasy M3 PO N2 29+ ot 28.01.2021 1.
(noBTOpHLIN, Bo3pacT oT 40neT) n. 5.1; n.5.2; n. 19.1

Meproanyecknin MeanLIMHCKUA OCMOTP BOAoAa3a Mo npukasy M3 PO N2 29+ ot 28.01.2021 r.
(noBTOpPHbIN, Bo3pacT Ao 40 net) n. 5.1; n.5.2; n. 19.1

Mpoune
Mepuoanyecknii/NpesBapuTebHbIN MEAULIMHCKMIA OCMOTP
Meproanyecknin MeanLMHCKUA OCMOTP

Meproanyecknin MeanLMHCKUA OCMOTP
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