VYTBEPXIAIO
HEKIOP OO0 BAPC"

MpeiickypaHT ot 31.07.2024r.

HanmeHoBaHue LieHa

Ycnyrn HaHomepuka

J'Iyquaﬂ ANarHoCTunKa

Bbigaua aybavikata 3aknroueHus (mpotokon nccnegoBanns KT/MPT ¢ 3aknr0UeHNEM Y CHUMKWN) 400
A06.30.002.001 OnucaHue n nHTepnpetauma KT 1000
ApxvBupoBaHue gaHHbix Ha aguck (MPT, KT, peHTreH, mammorpadwms) 200
PeHtreHonnexka (MPT, KT, mammorpadus) 500
A06.30.002.002 OnucaHune n nHtepnpetauma MPT 1000
A06.30.002 OnuvcaHre 1 HTeprpeTaLmsa peHTreHorpaduueckmx N3o06paxkeHunin 500
B01.039.001 Mpuém (0CMOTpP, KOHCYIbTaL M) Bpaya-peHTreHo10ra NepBuYHbIi 1300
B01.039.002 Mpwuém (0CMOTpP, KOHCYNbTaLMA) Bpaya-peHTreHo10ra MOBTOPHBIV 1100

KomnbtoTepHas Tomorpadus

Fonosa
A06.23.004 KomnbroTepHasa Tomorpadumsa yepena/ronoBHOro Mo3ra HaTUBHOE UCCef0BaHVe 2600
A06.23.005.006 KomnbtoTepHasa Tomorpadpua Yepena/roloBHOIO Mo3ra C BHYTPUBEHHBIM 8700
KOHTPacTUpOBaHMeEM
A06.08.007 KomnbtoTepHas Tomorpadumsa NpuaaToYvHbIX Nasyx Hoca, ropTaHn 2600
A06.08.007.004 KomnbroTepHasa ToMorpadua NnpuaaToUHbIX Nasyx HOCa € BHYTPUBEHHbIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.25.003 KomnbtoTepHas TomMmorpadums BUCOUHOM KOCTH 2600
A06.25.003.002 KomnbtoTepHas ToMorpadusi BUCOUHOW KOCTW C BHYTPVMBEHHbIM HO/IHOCHBIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006 KomnbtoTepHas Tomorpadusa raasHuLb 2600
A06.26.006.001 KomnbroTepHas ToMorpadus rnasHuLbl C BHYyTPUBEHHBIM GOMHOCHBIM 8700
KOHTpacTUpoBaHuem
A06.23.004.007 KomnbroTepHasa ToMmorpadus cocyA0B rol0BHOrO MO3ra C BHYTPMBEHHbIM 8700
60t0CHBIM KOHPaCTUPOBaHNEM
A06.08.007.002 KomnbroTepHas ToMorpadpus ropTaHn ¢ BHyTPYBEHHbIM 601H0CHbIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006.001 KomnbrotepHasa Tomorpadumsa rnasHuupbl (C KOHTpacTupoBaHem) 4000
LWes
KomnbtoTepHas Tomorpadums aHrmorpadus sKCTpakpaHanbHbIX apTepUii ¢ 8700
KOHpacTVpoBaHuem
A06.08.009.002 KomnbtoTepHas ToMorpadpus Len ¢ BHyTPMBEHHbIM 60H0CHbBIM 8700
KOHTpacTupoBaHuem
lpyaHas knetka
A06.09.005 KomnbtoTepHas Tomorpadus opraHoB rpyAHOM NOA0CTY 2600
A06.09.005.002 KomnbtoTepHas Tomorpadus opraHoB rpyAHON Noa0CTU C BHYTPUBEHHbIM 8700
60NtOCHBIM KOHTPACTUPOBAHUEM
A06.11.004 KomnbtoTepHas Tomorpadus cpefocTeHms 2600
A06.11.004.001 KomnbroTepHas ToMorpadus cpesocTeHns C BHYTPMBEHHbLIM 60AFOCHBIM 8700

KOHTpacTUpOBaHWEM

BptowHas nonoctb, konoHorpadus v Tas

A06.30.005 KomnbtoTepHas Tomorpaduvs opraHoB HprOLLHON MO0CTY 3500



A06.30.005.003 KomnbtoTepHas Tomorpadus opraHoB 6pHOLLHON MNONOCTU C BHYTPUBEHHbIM

8700
60NHOCHBIM KOHTPACTUPOBAHUEM
3abproLLIMHHOE MPOCTPaHCTBO
A06.28.009 KomnbtoTepHaa Tomorpadus noyek n Hagno4e4yHnKos 3500
A06.28.009.001 KomnbroTepHas ToMorpadus noyek 1 BEPXHUX MOUYEBBLIBOASALLMUX NyTEN C 8700
BHYTPMBEHHbIM BOIFOCHBIM KOHTPaCTMPOBaHWEM
A06.30.007 KomnbtoTepHas TomMmorpadms 3abprollIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbroTepHas ToMorpadus 3abprolIMHHOIO NPOCTPAHCTBA C BHYTPUBEHHbIM 8700
60/10CHBbIM KOHTPaCTUPOBaHNEM
A06.30.005.001 KomnbtoTepHas Tomorpadus 6proLHON NOAOCTY 1 3aBPHOLWLMHHOIO 8700
npocTpaHCcTBa
KocTHo-MblIlweyHas cnctema (MO3BOHOUHMK)
A06.03.021.001 KomnbtoTepHas Tomorpadus BepxHeil KOHEUHOCTU 2600
A06.03.021.002 KomnbtoTepHas ToMorpapusa BepxHeit KOHEUYHOCTU C BHYTPUBEHHBIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.03.021.001 KomnbtoTepHas ToMorpapus KOCTHO-MbILLIEYHON CUCTEMBI 2 CEFMEHTOB (2 3600
CyCTaBOB, 2 OTAE/0B KOHEYHOCTW, 2 OTAE/IOB MO3BOHOYHMKA) HaTUBHOE NCCefOBaHNe
A06.03.021.002 KomnbtoTepHas ToMorpadus KOCTHO-MbILLIEYHON CUCTEMBI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAeNa KOHEYHOCTeN, 2 OTAEeN0B NMO3BOHOYHMKA) C KOHTPACTMPOBaHMEM
A06.03.036.001 KomnbtoTepHas ToMOrpadust HUXKHen KOHeUHOCTH 2600
A06.03.036.002 KomnbroTepHas ToMorpadus HUKHENKOHEYHOCTU C BHYTPVBEHHbIM 8700
60Nt0CHbIM KOHTPaCTUpPOBaHNEM
A06.03.058 KomnbtoTepHasa Tomorpadmsa No3BOHOYHMKA (OAWH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpadpus No3BOHOUHNKA € BHYTPUBEHHbLIM 60HOCHBIM 8700
KOHTpacTUpOBaHMeM (OAMH OTAeN)
A06.03.062 KomnbrotepHasa Tomorpadumsa Koctu 2600
A06.04.020 KomnbtoTepHas Tomorpadumsa BUCOUHO-HUXKHEYUETIOCTHbIX CYyCTaBOB 2600
A06.04.017 KomnbtoTepHas Tomorpadusa cyctaBa 2600
Manbii Ta3
KomnbroTepHas ToMmorpadus opraHoB Masoro Tasa HaTUBHOe 1ccaegoBaHme 2600
KomnbroTepHas ToMorpadus opraHoB Masioro Tasa ¢ KOHTPAcTPOBaHWEM 8700
Cocygpbl
A06.12.052 KomnbrotepHo-Tomorpaduyeckas aHrnorpadumsa aopTbl 8700
A06.12.053 KomnbtoTepHO-TOMOrpaduueckas aHrmorpapus CocysoB HUXHMUX KOHEUHOCTeN 8700
A06.12.050 KomnbtoTepHo-ToMOrpaduueckas aHrmorpadus oAHOW aHaTOMUYeckon obnactu 8700
A06.12.054 KomnbtoTepHO-TOMOrpadpuyeckas aHrmorpadus cocysoB BEPXHUX KOHEUHOCTEN 8700
A06.12.055 KomnbroTepHo-TOMOrpaduyeckas aHrnorpaduma cocyoB Tasa 8700
A06.12.057 KomnbtoTepHo-TOMOrpadmyeckas aHrmorpadumsa NEro4HbIX COCyA0B 8700
A06.12.058 KomnbtoTepHo-TOMOrpaduryeckas aHrnorpadus bpaxmouedasnbHbix apTepuin 8700
A06.12.001.001 KomnbroTepHO-TOMOrpadunyeckas aHrmorpadus rpysHon aopTsl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduyeckas aHrmorpadus 6prowHOM aopThbl 8700
A06.23.004.007 KomnbtoTepHasa Tomorpadumsa coCyA0B roJOBHOr0O MO3ra C BHYTPUBEHHbBIM 8700
60NtOCHBIM KOHTPACTUPOBaHNEM
Cepaue
A06.10.009 KomnbtoTepHasa Tomorpadusa cepaua (C onpeseseHneM KOPOHapHOTro KanbLus) 3500
A06.10.006.001 KomnbtoTepHO-TOMOrpaduryeckas KopoHaporpadpus 12900
A06.10.006.001 KomnbtoTepHasa Tomorpadumsa neBoro npeacepAns n NErovHbIX BeH 12900
MarHuTHO-pe3oHaHCHas ToMorpadus
Fonosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT ronoBHOro Mo3ra € KOHTPacTUpOBaHWEM 7100

A05.12.004 MP aptepuorpadpus (ogHa obnactb) 3100



A05.12.005 MP BeHorpadus (ogHa obnactb) 3100

MP aHrnorpadwva aptepuu 1 BeHbl FONOBHOIO MO3ra € KOHTPacTUpPOBaHMEM 7100
MP aHrnorpadua aptepum ronoBHOro MO3ra ¢ KOHTPacTMpOBaHVEM 7100
A05.22.002.001 MPT rnnodusa ¢ KOHTpacTMpoBaHNeM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPaCTMPOBaHMEM 7100
A05.08.001 MPT 0KONOHOCOBbIX Nasyx 3100
A05.26.008 MPT rna3sHuubl 3100
A05.22.002 MPT runodwusa 3100
A05.04.001 MPT BMCOYHO-HMXXHEYENHOCTHbIX CYyCTaBOB 5000
A05.30.008 MPT kpaHuoBepTebpanbHOro nepexosa 3100
A05.23.009.004 MarH1THO-pe3oHaHcHaa AMPPYy3na roNoBHOIO Mo3ra 3100
A05.23.009.008 MarH1THO-pe30oHaHCHasa aHrnorpadus MHTpakapHWanbHbIX COCY0B 3100

CnvHa
A05.04.001 MPT kpecTLOBO-MOAB3A0LHOIO COUYNEHEHNA 3100
A05.30.008 MPT wem 3100
A05.03.002 MPT rpyaHoro oTtgena 3100
A05.03.002 MPT nosicHM4HOro otaena 3100
A05.03.002 MPT konumkoBoOro otgena 3100
A05.03.002.001 MPT rpyaHoro otgena ¢ KOHTPacTMpPOBaHWeEM 7100
A05.30.008.001 MPT wwewn c KOHTpacTUpOBaHNEM 7100
A05.03.002.001 MPT nosicHU4YHOro oTAesa C KOHTPacTUpoOBaHNEM 7100
A05.03.002.001 MPT konunKoBOro oTaena C KOHTPacTMpPOBaHNEM 7100
A05.23.009.010 MPT cnnHHOro mo3ra (oaunH oTtaen) 3100
A05.23.009.011 MPT cnnHHOro Mo3ra ¢ KOHTpacTupoBaHWeM (OANH OTAeN) 7100
A05.23.009.013 MarHuTHO-pe3oHaHcHaa anddysma CNMHHOro Mo3sra (OANH OTAenN) 3100
A05.23.009.016 MarHuUTHO-pe3oHaHcHas ToMorpadus CMMHHOro Mo3ra Ga3oBOKOTpPaCTHas 7100
(oanH otaen)

BHyTpeHHWe opraHbl
MPT neyeHwn 1 XeNyHbIX MPOTOKOB C KOHTpacTupoBaHueM (MprmoBucT) 14000
A05.30.005 MPT opraHoB 6ptoLLHON NONOCTH 4000
A05.30.007 MPT 3abptoLIMHHOro NpocTpaHcTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLIHOM NOAOCTU C BHYTPUBEHHBIM KOHTPACTUPOBaHUEM 7100
A05.30.007.001 MPT 3a6ptOLUMHHHOIO NPOCTPAHCTBA C BHYTPUBEHHBIM KOHTPaCTMpPOBaHMEM 7100
A05.22.001 MarHnTHO-pe3oHaHCcHas ToMorpadua HagnoYeYHNKOB 4000
A05.22.001.001 MarH1THO-pe3oHaHCcHaa ToMorpadua HaANoOYeYHNKOB C KOHTPACTMpPOBaHMEM 7100
A05.14.002 MP xonaHrvnorpadus 7100
A05.15.001 MPT nogyenyaouHoM xenesbl 3500
A05.15.002 MP xonaHrnonaHkpeatorpadums 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHuUTHO-pe3oHaHcHaa ToMorpadua noyek ¢ KOTPacTMpOBaHMEM 7100

Manblin Ta3 My>XCKOW
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbIM KOHTPaCTUPOBaHNEM 7100
A05.30.004 MPT opraHOB Manoro Tasa 4000
A05.21.001 MPT MOLLOHKHM 4000
MPT Masnoro Ta3a (My>CKOW)+MOLUOHKa HaTUBHOE UCCNeAoBaHne 7000

A05.21.001.001 MPT MOLIOHKM C KOHTPaCTMPOBaHMEM 7100



Manbli Ta3 XXeHCKUin
A05.30.004.001 MPT opraHoB Masioro Tasa C BHYTPUBEHHbIM KOHTPacTUpOBaHNEM 7100
A05.30.004 MPT opraHoB mManoro Tasa 4000

MPT aHopekTasbHOM 06aacTy

A05.30.004 MPT AHOPEKTAJ/IbHOWI (MEPUAHAIBHOW) OBIACTVI (aHanbHbIN kaHan,
HapY>XHbIN 1 BHYTPEHHWI aHabHbIN COUHKTEP, 1IeBaTOp aHyca, Me3opeKkTabHas KaeTyaTka, 4000
NMGOy3bl, Nepuprpuveckme Markme TkaHm)

Cycrasbl
A05.04.001 MPI ofHOro cyVCTaBa (nnequof/'l,vnOKTeBoM, KUCTb, ly4e3ansicTHbIN, 3500
Ta306eapeHHbIN, KONEHHbI, TONEHOCTOMHbINM, CTONa) HaTUBHOE NCcCaefoBaHNe
A05.30.011.002 MPT kuctn 3500
A05.30.012.002 MPT cTonbl 3500
Msarkue TkaHu
A05.30.010 MPT MArkux TkaHein ronosbl 4000
A05.01.002 MPT MArkux TkaHew 4000
A05.01.001 MPT MArkux TkaHei ¢ KOHTPacTUpPOBaHNEM 7100
A05.30.010.001 MPT MArkux TkaHei ronosbl C BHyTPEHHUM KOHTpPacTUpOBaHUEM 7100
A05.08.002 MarH1UTHO-pe3oHaHcHasa ToMorpadpua ropTaHornoTKu 4000
A05.08.004 MarHuTHO-pe3oHaHCcHas ToMorpadus HOCOPOTOTOTKM 4000
KOMTIJIEKCbl MCCNEAOBAHNM
A05.03.002 MPT ronoBHOro Mo3ra+apTepun rol0BHOIO MO3ra+ BeHbl FONIOBHOrO MO3ra 7000
HaTVBHOE UCCNeA0BaHME
MPT ronoBHOro Mo3ra+apTepuin roJOBHOIO MO3ra HaTUBHOE NCCIef0BaHMeE 5000
MPT ronoBHOro Mmo3sra+BeH roOJIOBHOro MO3ra HaTUBHOE NUCCaef0BaHme 5000
MPT ronoBHOro Mo3ra+ LUeNHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE UCCNef0BaHNe 5000
MPT komnnekc: WerHOro otaena NO3BOHOYHMKA + FPYAHOrO OTAeNa MO3BOHOYHMKA + 7000
NOACHWYHOrO OTAe/1a NO3BOHOYHMKA
MPT ronoBHOro Mo3ra+ apTepuu roJOBHOrO MO3ra+LWenHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE 7000
nccnepoBaHne
MPT ronoBHoOro Mo3ra + nasyxu HaTMBHOE UccaefoBaHue 4500
MPT ronoBHoOro mo3sra + opbuTbl HaTUBHOE MCCeL0BaHNE 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHUKA + Ta306eApeHHOro cycTaBa 5000
A05.03.002 MPT nosicHM4HOro oTAeia NO3BOHOUHMKA + KOMYMKOBOIO OTAe/1a MO3BOHOYHMKA 4500
MPT apTtepuu ronoBHOro Mosra + apTepuu Len HaTMBHOE nccaejoBaHme 4500
MPT 6ptolHOM NOMOCTN + 3aBPHOLLIMHHOMO NPOCTPAHCTBA 7000
MPT ronoBHoro mo3sra + runodus HaTUBHOe nccaegoBaHve 4500
MPT wenHoOro oTaena NO3BOHOYHMKA + apTEPUU LIENHOTO OTAE/Ia MO3BOHOYHMWKA 4500
MP arvorpadus aptepuii ronosHoro mo3ra + MP aHrnorpadus BeH roJoBHOro Mo3ra 5000
PeHTtreH
A06.30.008 ®uctynorpadus 1500
lonosa
A06.08.003 PeHTreHorpadua npmaaToyHbIX Nasyx Hoca 1000
PeHTreHorpadua Hocornotku 1000
PeHTtreHorpadus koctelt Hoca B 2 Npoekumsx 1000
A06.08.003.002 PeHTreHorpadus n106HOM nasyxwu 1000
A06.08.003.002 PeHTreHorpadus raiMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpadus Bcero uepena, B 04HON nan 6onee Npoekumsx 1000
A06.03.056 PeHTreHorpadus koctei AMLeBOro ckeneta 1000

A06.04.001 PeHTreHorpadusa BUCOYHO-HUXKHEYENFOCTHOrO CycTaBa 1000



A06.26.001 PeHTreHorpaduma rnasHuLbl
A06.07.008 PeHTreHorpadus BepxHein 4entoctn B KOCOM NpoekLmun
A06.07.009 PeHTreHorpadus HMXHeN Yentoct B HG0KOBOW NpoeKLmm
A06.25.002 PeHTreHorpaus BUCOUHOM KOCTU
A06.25.002.001 PeHTreHorpadumsa cocLeBUAHbBIX OTPOCTKOB

Les

A06.03.010 PeHTreHorpadus wenHoro otaena No3BOHOYHMKA

PeHTreHorpacdus weHoOro otaena NO3BOHOUHMKA B 3 MPOeKUMAX GYHKLMOHAIbHBIMU
npobamu (npsmMas 1 6okosas)

lpysHOW oTAen
A06.03.013 PeHTtreHorpaduma rpyaHOro otgena No3BOHOYHMKA
A06.03.019 PeHTreHorpadus no3BOHOUHMKa C PYHKLIMOHANBHBIMW Npobamu
A06.03.014 PeHTreHorpadus rpygHoOro 1 noacHMYHOro oTAesia MO3BOHOYHMKA
MoscHULA 1 KPeCTLLOBO-KOMUYNKOBbIN OTAeN

A06.03.015 PeHTtreHorpadus NoSACHNYHOrO OTZAeNa MO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOSCHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOeKUmsX ¢ GYHKLMOHANbHLIMY
npobamu

A06.03.017 PeHtreHorpaduma kpecTLa 1 Konymka
A06.03.016 PeHTreHorpadms NosCHUYHOIO 1 KPECTLLOBOro OTAes1a NO3BOHOUHMKa
A06.03.017.001 PeHTreHorpaduma kpecTua
A06.03.017.002 PeHTreHorpadumsa konymka
Pykun
A06.04.013 PeHTtreHorpadus akpoMmanbHO-KJOUYNYHOTO COUEHEHNS
PeHTtreHorpadums koctelt npeaneybs B 2 NPoeKkLmax
A06.04.010 PeHTreHorpaduma nneveBoro cycrasa
A06.03.028 PeHTreHorpadus naeyeBor Koctu
A06.04.003 PeHTtreHorpadua NOKTeBOro cycraea
A06.03.029 PeHTreHorpadms JOKTEBON M SlyU4eBOW KOCTM
A06.04.004 PeHTtreHorpadumsa nyyesansacTHOro cycraBa
A06.03.026 PeHTtreHorpadumsa nonatku
A06.03.032 PeHTtreHorpadumsa kuctu
PeHTreHorpadusa 2 kuctein B npamon NnpoekLmm
A06.03.035 PeHtreHorpaduma 1 nanbua Knctm
A06.03.021 PeHTreHorpa¢us BepxHei KOHEUHOCTM
A06.03.030 PeHTreHorpadpusa 3anacrba
A06.03.027 PeHTreHorpadus rooBky NaeyeBoin KOCTu
A06.03.031 PeHTtreHorpadumsa nactu
A06.03.033 PeHTtreHorpadua danaHr nanbLeB KNCTH
Horn
A06.04.005 PeHTtreHorpadua KoseHHOro cycraBsa
PeHTreHorpadumsa 2 KoneHHbIX CycTaBoOB B NPAMOM npoekuun (Ha 1 cHUMKe)
PeHTreHorpadus 2 Tazo6espeHHbIX CYCTaBOB B MOJIOXeHMM JlaysHLITelHa
A06.03.042 PeHTreHorpadus roioBkM U ek 6espeHHON KOCTH
PeHTreHorpadus KocTei roneHn B 2 NpoekLuax
A06.04.012 PeHTreHorpadus roneHoCTONHOro cycraBa
A06.03.053 PeHTtreHorpadumsa ctonbl B 2 NpoeKLAx

PeHTreHorpadua NATOYHON KOCTU B MPAMOW NPOEKLIMM

1000
1000
1000
1000
1000

1000

2000

1000
2000
2000

1000

2000

1000
2000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000



A06.03.050 PeHTreHorpaduns naTouHom Koctu

PeHTreHorpadumsa nATOUYHbIX KOCTEN B 6OKOBOM NpoeKuun

PeHTreHorpadwus cTon Ha NPOAO/bHOE NAOCKOCTONUE € GU3NYECKON Harpy3Kow B 2
NpPoeKLMsX

A06.03.036 PeHTreHorpadus HUXHEN KOHEYHOCTM
A06.03.048 PeHTreHorpadua NoAbIKKM
A06.03.054 PeHTtreHorpaduma GanaHr nanbLieB HOTU
A06.03.055 PeHTreHorpadus 1 nasbLia CTonbl B OAHOW NPOEKLUn
A06.04.011 PeHTreHorpadus TazobespeHHOro cycraBa
A06.03.043 PeHTreHorpadus 6eapeHHON KOCTH
A06.03.045 PeHTtreHorpadua HagKoNeHHMKa
A06.03.046 PeHTreHorpadus 60/bLIoN 6epLOBON 1 Manon 6epLOBOMA KOCTeH
A06.03.049 PeHTreHorpadpua npesnitocHbl
A06.03.051 PeHTtreHorpadus natocHbl 1 GanaHr nanbLeB CTOMbI
A06.03.052 PeHTtreHorpadwmsa ctonbl B 1 npoekuumn
A06.03.053.001 PeHTreHorpadus ctonbl ¢ GyHKLMOHANBHON Harpy3Kom
BprowHaa nonoctb
A06.30.004.001 O630pHas peHTreHorpadusa opraHoB HPIOLLHON NONOCTY
PeHTren nuwesopa c 6aprem
3abpHolMHHOE MPOCTPAHCTBO U HOTU
A06.28.001 PeHTreHorpadus noyek n MOYEBbIBOAALLMX MyTeEN
PeHTreHorpadwusa 2 cton B NpsAMon NpoekLmm
A06.28.002 BHyTpmBeHHas yporpadus
lpyaHasa knetka
PeHTreHorpadusa opraHoB rpyaHon knetkv B 1 npoekunm (063opHas)
PeHTreHorpadua opraHoB rpysHON KNETKM B 2 MPOEKLUM
A06.03.023 PeHTreHorpadpus pebpa(ep)
A06.03.024 PeHTreHorpadusa rpyaunHsl
A06.04.014 PeHTtreHorpadumsa rpyaAvHHO-KAOUYMYHOTO COUNEHEHUS
A06.03.022 PeHTreHorpaduma kaoumLb
A06.09.007 PeHTtreHorpadumsa nérkmnx
Ta3
PeHTreHorpadunsa KpecTuo0BO-NoOAB30LWHOrO COUYNEHEHNA
PeHTreHorpa¢us kocTteit Tasa ¢ Ta306epeHHbIMU CycTaBamu
PeHTreHorpadus TazobegpeHHoro cyctaea B 1 npoekuum
PeHTreHorpadus TazobespeHHOro cyctaBa B 2 Npoekumsx
Mammorpadus
A06.20.004 Mammorpadus
A06.20.004 Mammorpadumsa 2 MONOYHbIX >Kenes
Mammorpadumsa ¢ TOMOCMHTE30M MOJIOUHbIX Xenés (1 MoNouYHas xenesa B 2-X NPOeKLMAX)
Mammorpapumsa ¢ TOMOCMHTE30OM MOJIOYHbIX Xené3 (2 MONOYHBIX XKene3 B 2-X MPoeKLmaAX)
A06.20.004.002 MpuLenbHbIA peHTreHorpadus MOSOUHON Xenesbl
A06.20.008 TOMOCKHTE3 MONOYHBIX XXeNe3
HeBposorus
Mprémbl

B01.023.001 Mpwuem (0CcMOTpP, KOHCYNbTaLMA) Bpaya-HeBPOAOra NePBMNYHbIN

1000
1000

2000

1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000

1000
3000

1000
1000
3100

1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000

1100
1900
1500
2500
1500
1000

1400



B01.023.002 Mprem (0cMOTp, KOHCYbTaLMs) Bpaya-HEBPOAOra MOBTOPHbINA 1200

MaHunynauun
A22.30.015 YpapHosonHoBas Tepanus (1 ceaHc) 1000
Tepanusa
Mpuémel
B01.047.001 Mpwrem (0OCMOTp, KOHCYbTaLMs) Bpaya-TepanesTa NePBUYHbIN 1400
B01.047.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-TepanesTa NOBTOPHbIN 1200

B01.047.001 Mpuem (0cMOTP, KOHCYAbTaLMA) Bpaya-TepaneBTa nepBUYHbIi
(CaHaTopHO-KypopTHas kapTa dopma 072/y -04 6e3 yyeTa npuema cneLmanmncros, 2600
NabopaTopPHBbIX, AMArHOCTNYECKNX NCCAeA0BaHMIA)

Megnatpua

Mpuémbl
B01.031.001 MegunaTp (NnepBnYHaA KOHCYAbTaLMSA) 1400
B01.031.002 Mepunatp (MOBTOpPHasA KOHCYAbTaLus) 1200
B01.031.001 MeaunaTp (ABONHM NEPBUYHAA KOHCYNbTaLMS) 2000
B01.031.002 MeanaTp (4BOVHM NOBTOPHAA KOHCYNbTaLMA) 2200

B01.031.001 Mpwem negmatpa ANs NoayYeHUs CNpaBKX LWIKOAA/AeTCKUA cal (MpesocTaBiseTcs B

AEeTCKU cas/LWwKony nocae 6one3Hw, 4AUTeNbHOTO OTCYTCTBUS) 700
B01.031.001 CnpaBka B H6acceliH (Npu HaAn4MmM aHaIM30B: COCKOH Ha 3HTEPOBUO3, Kana Ha Anua 800
re/lbMUHTOB)

B01.031.001 CnpaBka 0 BpeMEHHOWN HeTPYA0CNOCcObHOCTM yyawmxca o 18 net (Popma 095/y)

-[lokymeHT nogTBepxxaaeT GakT 601e3HN CTyAeHTa, Yyallerocs TexHnKyma nam wkosbl. Cnpasky 800
no dopme 095/y BblgaeT nevalLmin Bpay.

B01.031.001 Cnpaeka 06 oTcyTCTBUM UHPEKLMOHHbIX 3aboneBaHnI 800
B01.031.001 CaHaTopHO-KypOpTHas kapTa AeTam (bopma 076/y ans petein) 2000

B01.031.001 CnpaBka ansa getckux narepen n cekumii (Popma 079/y) ??OtpaxaeT pusmyeckoe
cocTosHme pebeHka. YToObl ee NOAYyYNTb, 3aNULINTECH Ha MPUEM K NeAnaTpy 1 He 3abyabTe 800
B3ATb CepTUdMKAT O NPUBMBKAX, COCKOD Ha 3HTEPOOMO3, aHan3 Kasa Ha AlLa rebMUHTOB

OdTtanbmonorusa
Mpunémbi
B01.029.001 Mpwrem (ocMOTp, KOHCYbTaLMs) Bpaya-odTanbMoiora nepBrUUHBbIN 1400
B01.029.002 Mpurem (0cMOTp, KOHCYAbTaLMA) Bpada-odTasbMoa0ra NoBTOPHbIN 1200

MaHunynauun/obcnesoBaHns

A02.26.015 OdTtanbmoToHOMETPUSA - MI3MepeHne BHYTPUINa3HOro AaBaeHns (LieHa 3a Kaxzoe

n3mepeHue) 200
A12.26.016 ABTOpedpakTOMeTpUsa C y3KNM 3paykom 250
A03.26.010 Onpep,eneljme napaMeTpoB KOHTaKTHOM KOppeKLum (Mogbop oukoB ¢ 500
aBTOpedpakTomeTpmeir)

A02.26.015 ToHomeTpua no Maknakosy 250
A02.26.015 MepumeTpus (onpeseneHve noaen 3peHms) 400
A02.26.015 NHeBMOTOHOMETPUSA (LeHa 3a KaXAo0e U3MepeHue) 250
A03.26.003 OcmoTp nepudepum rnasHoro AHa C UCNob30BaHMEM Tpex3epkaabHOW JIMH3bI 800
fonbamaHa

A03.26.002 FoHunockonua 600
A19.26.002 YnpaxxHeHMs 418 TPEHNPOBKMN LiMAMapHOWM MblLLbl rasa (1 ceaHc) 350
A02.26.009 NccnepoBaHue LBETOOLLYLLLEHNSA 250
A19.26.002 YnpaxHeHUa Ans TPEHUPOBKM LinanapHo mblwLbl rnasa KYPC (10 ceaHcoB) 3200
A16.26.051 YaaneHne MHOPOAHOrO Tefa POroBuLbl 1400
A16.26.034 YpaneHne MHOPOAHOIO TeNa KOHbHOHKTUBBI 900
A16.26.008 CkoTomeTpusa (TecT AMciepa-MapuHuyeBa) 300
A11.26.011 Mapa- n peTpobynbbapHble nHbeKLMM (6€3 CTOMMOCTN Npenapara) 500

Xvnpyprus



Mpvémel

B01.057.001 Mpwuem (0CcMOTpP, KOHCYIbTaLMA) Bpava-Xvpypra nepBuMyHbIN 1400
B01.057.002 Mpurem (0cMOTp, KOHCYbTaL M) Bpaya-Xupypra NoBTOPHbIN 1200
B01.057.001 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-Xxupypra nepBuYHbIi (nepes 800
3HAOCKOMNYECKUM UCCNeA0BaHNEM)
B01.057.002 Mpwuem (OCMOTP,KOHCY/IbTaLMs) Bpada XMpypra NOBTOPHbIN (Mocae onepaLmn) 800
MaHunyaaumn
A16.01.002 BckpbiThe naHapuums (B TOM YMCIE NAaPOHUXMIA) 1500
A16.01.012 BckpbiThe u gpeHnpoBaHue daermoHsl (abcuecca) (ruapaseHnTta B TOM Ymcie)-2 1900
KaTeropms CNOXHOCTL)
A16.01.011 BckpbiTne dpypyHkyna (kapbyHkyna) 1000
A16.01.027 YaaneHne HOrTeBbIX NMAACTUHOK 2600
A16.30.060 VicceueHue rnyboKoro mMratypHoOro CeuLla 1800
A16.01.009 YwmBaHWe OTKPbITOM paHbl (6e3 KOXHOW nepecasku) 1500
A16.30.069 CHAaTMe nocneonepaLOHHbIX LBOB (nratyp) 500
A16.01.001 YpaneHve noBePXHOCTHO PaCMOA0XKEHHOrO0 MHOPOAHOrO Tesa 1000
A11.04.005 MyHKUMA CMHOBUANLHOM CYMKM CycTaBa 1000
A11.30.024 TyHKUMA MATKWX TKaHewn 1100
A16.01.012 BckpbiTie u gpeHvpoBaHue daermoHsbl (abcuecca) (rngpaseHnTta B Tom umce)-1 1300
KaTeropus C0>XHOCTH)
A16.01.008.001 Hano>xeHne BTOPUUHBIX LUBOB 2100
A16.01.004 Xvpyprudyeckas o6paboTtka paHbl an MHGULMPOBAHHON TKaHM (6e3 ylumBaHms 700
paHbl)
A16.01.004 Xupyprudeckas obpaboTka paHbl VM MHGULMPOBAHHOM TKaH (C YLUMBaHWEM paHbl) 2000
A15.01.001 HanoxxeHre NOBA3KN NPV HapYLLUEHNN LLeJIOCTHOCTU KOXHbIX MOKPOBOB 400
A15.01.002 HanoxeHne NoBA3KW MPU FHOWHbIX 3aboneBaHNAX KOXW U MOAKOXHOWN KaeTyaTkm 1000
A11.01.001 Brioncumsa koxu (3abop matepuana) 400
A16.30.076 BckpbiThe reMaToMbl MATKUX TKaHeW 1400
A16.01.028 YganeHne Mo30au (CTep>KHEBOM) 2600
A16.01.016 YpaneHune atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHve atepomsl (1-3 cm, 1 anemeHT) 1500
A16.01.016 YpaneHve atepomsl (3-5 cm, 1 anemeHT) 1900
A16.01.017 YpaneHne gobpokayecTBeHHbIX HOBOO6pa3zoBaHuii koxu (0,5- 1cm, 1 anemeHT) 1700
A16.01.017 YpaneHuve f06poKayecTBEHHbIX HOBOOHPa3oBaHuii koxu (1-3 cM, 1 anemeHT) 1900
A16.01.017 YpaneHve fo6pokayecTBEHHbIX HOBOOHPa3oBaHuii koxu (3-5 cM, 1 anemeHT) 2400
A16.01.017 YpaneHne AobpokayecTBeHHbIX HOBOOGpa3oBaHWUA KOXM (CBbilwe 5 cM,1 3neMeHT) 2900
MepeBA3Kka YMCTbIX paH 500
A16.01.018 YpaneHve gobpokayecTBeHHbIX HOBOOHPA30BaHWI MOAKOXHO-XXUPOBOW KaeTHaTKu 1800
(nmnoma, dpnbpoma, rurpoma 0,5-1 cM-1 3neMeHT)
A16.01.018 YaaneHue 2obpokavecTBeHHbIX HOBOOBPa30BaHWU MOAKOXHO-XXMPOBOW KJ1eTUaTKu 2100
(nvnoma, dpnbpoma, rurpoma OT 1-3 cM-1 31eMeHT )
A11.01.001 Brioncumsa koxu (3abop maTepuana) 400
A16.01.003 Hekpaktomusa 2000
A16.30.032 NcceueHre HOBOOBpa3oBaHUsS MArKMX TkaHel oT 1 cM-3cm 1 anemeHT 1300
A16.30.032 NcceueHre HOBOOOPa3oBaHMUs MATKMX TKaHel oT 3¢cM -5 cm 1 anemeHT 1900
A16.01.018 YaaneHuve f06pokayecTBEHHbIX HOBOOHPA30BaHWI NMOAKOXHO-XXUPOBON KaeTUaTKu 2500
(nmnoma, dpubpoma, rurpoma ot 3 cM -5 cm 1 anemeHT)
A16.01.003 Hekpaktomus (2 kKaTeropmm CNoXHOCTH) 2600
A16.01.023 Vicceuerne pybuos koxu (o1 0,5 -1cm 1 anemeHT) 1500

A16.01.023 NcceuveHmne pybLoB KOXM (OT 1 cM-3 cM 1 1 anemeHT) 1900



A16.01.023 NcceueHmre pybL,0B KOXM (OT 3 cM -5 cm 1 anemeHT) 2400

A16.01.030 NcceueHwne rpanynaumm (1 kaTeropmm CI0XHOCTH) 2400
A16.01.030 NcceueHne rpaHynaumm (2 KaTeropmm cNoXXHOCTH) 3100
A16.30.069 CHaTue nocneonepaLMOHHbIX LLBOB (AuraTyp), MeTalinyecknx ckobok 1000

OnepaTMBHoe iedyeHne

A16.30.007.001 peHnpoBaHue HPHOLLHOM MNONOCTN NOJ KOHTPOAEM Y/IbTPa3BYyKOBOroO 19000
nccnefoBaHnA

A16.30.043.002 TpaHckaTeTepHOE JieveHne abcLeccoB HPIOLLIHOM NONOCTM MOA KOHTPOIEM 14800
Y/IbTPa3ByKOBOIO UCCNef0BaHUA

A16.30.043.003 [lpeHnpoBaHmne BPHOLLHON MNOAOCTM U 3a6PHOLLIMHHOMO MPOCTPAHCTBA Moy, 26000
KOHTPOJIEM YNbTPa3BYKOBOTO UCCAE0BaHNA

A16.15.015.001 ApeHnpoBaHue KUCT NOAXKENYAOUHOW Xese3bl NOJ KOHTPOJIEM YIbTPa3ByKOBOIO 26000
nccnefoBaHUA

A16.14.009.002 XoneuncrakToMmsa nanapockonmyeckas 39000
A16.01.018 YpaneHve gobpokayecTBeHHbIX HOBOOHPA30BaHWI MOAKOXHO-XXUPOBOW KaeTHaTKu 9500

(nvnoma, dpnbpoma, rurpoma ot 5 cM 1 6onee 1 3nemeHT )

A16.01.018 YaaneHuve f06pokayecTBEHHbIX HOBOOHPA30BaHWI NMOAKOXHO-XXUPOBON KaeT4aTKu 12000
(nvnoma, dpnbpoma, rurpoma ot 10 cm 1 6onee -1 31emeHT )

A16.30.032 NcceueHne HOBOO6pa3oBaHMA MATKMX TKaHel (0T 5 cm 1 6onee- 1 anemeHT ) 9800

A16.30.032 VicceueHne HOBOObpa3oBaHUA MArkux TkaHew (0T 10 cm 1 6onee - 1 3neMeHT ) 12800

A16.30.006 SlanapoTomus 34200

A16.30.006 /lanapoTomus 65000

A16.18.022 Pa3obLueHne cpalleHnin Mpu CnaeyHor HEMPOXOANMOCTH 28000

A16.18.022.001 Pa3obLLeHWe cpaLLeHWii NpK craevyHol HENPOXOAMMOCTU C MCMONb30OBaHNEM 30000

BWAE03HAOCKOMUYECKMX TEXHONOT I

A16.30.014 SkcTMpnaums CPeArHHbIX KACT U CBULLLEN Lwen 29900

A16.14.035.003 TpaHckaTeTepHOe sleyeHne HenapasuTapHbIX KACT MeYeHN Nog KOHTPOEM 41900

Y/IbTPa3ByKOBOro UCCef0BaHNA

A16.24.015.001 CumMnaTaKTOMUA TOpakockonumyeckas 55000
lepHyonnacTvka

A16.30.004.003 Onepauus Npu Manol 1 cpesHer nocaeonepaLmoHHoN rpeixe (nerkas dopma) 42300

A16.30.004.016 OnepaTBHOE NeYeHre NOCIEONEPALIMOHHON TPbIXKN C UCMONb30BaHNEM 55000

ceTyaTbiX UMMNAAHTOB

A16.30.001.002 OnepaTnBHOE ie4eHMEe NaxoBO-6eAPEHHON TPbIXN C UCMOIb30BAHWMEM CETHATbIX 50000

VMMIaHTOB

A16.30.002.002 Onepat1BHOE IeYEHME NMYNMOYHOM FPLIXKM C UCMONb30BaHUEM CETYATbIX 42000

WUMMNaHTOB

A16.30.001 OnepaTVBHOE NleUeHe NaxoBO-0eAPEHHON FPbIXUN (OTKPLITbI METOA) 35000

A16.30.002 OnepaTVBHOE SleUeHMe NYNOYHOM rPbiXn (OTKPbITHIN METOZ) 25000

A16.19.018 YaaneHne MHOPOAHOrO Tesla NPSAMON KULKK 6e3 pa3pesa (aHOHVMHO) 25000

A16.30.004.004 Onepauus Npy Maaol 1 cpesHer NocaeonepaLMoHHON rpbixe (C0XHas 46000

dopwma)

A16.30.004.010 /lanapockonuyeckas naactvka nepesHel 6prOLLHON CTeHKM Npu rpbixax (1 90000

KaTeropus C0XKHOCTH)

A16.30.004.010 Jlanapockonunyeckas naactvka nepegHei 6PrOLLHON CTEHKN MPU rpbixax (2 97000

KaTeropus CNOXHOCTN)

A16.30.004.010 Jlanapockonuyeckas naactvka nepegHen 6proLLHON CTEHKM Npu rpbixax (3 105000

KaTeropus CNOXHOCTH)

A16.30.004.001 T'pbixkeceueHme Npu rpbixke 6enon IMHUK xnBoTa (nerkas ¢opma) 1 kateropus 27000

40 4x cm

A16.30.004.001 IpbixkeceueHre Npu rpbixke 6eno AnMHKUK XnBoTa (nerkas dopma) 2 kateropus 35000

6onee 4x cm

A16.30.004.011 OnepaTrBHOE NleyeHVe TPbKN NepesHei 6PIOLHON CTEHKN C UCMOb30BaHNEM 42000

ceTyaTbix UMnNaHToB (1 kateropua fo 4x cMm)

A16.30.004.011 OnepaTBHOE NleYeHMe rpbiXU NepesHeli BPHOLLHON CTEHKU C MCMONb30BaHNEM 47000

ceTyaTbIX UMMNAAHTOB (2 KaTeropumn bonee 4x cm)

A16.30.004.002 Mnactnka npu gracrase NPAMbIX MbILLL, XUBOTa (40 5 cM) 25000

A16.30.004.002 MnacTrka Npu gnactase NpAMbIX MbILL, X1BOTa (6osee 5 cm) 31000

A16.30.005.002 Onepauusa npu rpbixke NULLLEBOAHOrO OTBEPCTMA Anadparmbl 36000



A16.01.006 NcceueHre nopaxeHns NOAKOXKHO-XXUPOBOW KNeTyaTku 143000

A16.30.002.001 OnepaTBHOE NeyeHre NYMOYHOM FPbIXK C UCMO/Ib30BaHMEM

< 90000

BUAEOIHAOCKOMUYECKNX TEXHONOTUI (1 KaTeropms CNoXKHOCTH)
A16.30.002.001 Onepat1BHOE NIeYEHME NMYNMOYHON FPbIXXM C UCMOb30BaHNEM 97000
BUAEO3HA0CKOMUUYECKNX TEXHOIOTUI (2 KaTErOpUs CNOXKHOCTN)
A16.30.002.001 OnepaTt1BHOE NIeYeHME NYNMOYHOMN FPbIXM C UCMONb30BaHNEM 105000
BUAEO3HAOCKOMUYECKNX TEXHONOTUI (3 KaTEropus CNOXKHOCTN)
A16.30.001.001 OnepaTnBHOE NeyeHVe NaxoBO-6eAPeHHOW rPbIKMN C NCMOb30BaHNEM 68000
BWZAEO03HAOCKOMUYECKMX TEXHONOTMI (1 KaTeropus CIOXHOCTH)
A16.30.001.001 OnepaTtnBHOE feveHe NaxoBO-H6eAPEHHON TPbIXN C UCMOJIb30BAHNEM 74000
BWZAEO03HAOCKOMUYECKMX TEXHONOTWIA (2 KaTeropus CIOXHOCTH)
A16.30.001.001 OnepaTt1BHOE fieYeHME NaxoBO-beAPEHHON TPbIXN C UCMOJIb30BAHNEM 85000
BUAEO3HA0CKOMUUYECKNX TEXHOIOTUI (3 KaTEropuns CNOXKHOCTN)
A16.30.005.003 YcTpaHeHue rpbiXu N1LLLEBOAHOrO OTBEPCTUA Anadparmbl C MCMOAb30OBAHNEM 80000
BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

AHanusbl
F'McTonormyeckoe nccnepoBaHve BUONCMINHOrO MaTeprana U MatTepuana, NoayYeHHOro npu
XUPYPruvecknx BMeLLaTenbCTax (3HAOCKONMYECKOro MaTepuana; TKaHel XeHCKOW NoNoBOW 2420
CUCTEMBI; KOXW, MATKMX TKaHel; KPOBETBOPHOW U IMMbOUAHON TKaHEN; KOCTHO-XPSLLEBOM
TKaHW)
A08.30.046 MaTonoro-aHaToMMYeCckoe nccaegoBaHme bUoONCMnHoOro (onepaLMoHHOro) 2420
mMaTepwvana

YpaneHve WUTOBUAHOW >enesbl
A16.22.002 Tnpeowngsktomms 120000
A16.22.001 FremnTMpeonaskTomums 90000

bapwvatpuueckas xupyprus
A16.16.017.016 MNpogonbHaa pe3ekuuna xenyaka nanapockonuyeckas 230000

¥3W B3pocabiM

¥Y3WU cocyaos
A04.12.005.003 Y3 akcTpakpaHuanbHbix bpaxmouedanbHbix apTepuii (apTepun Liewn) 1500
Y3W-komnnekc nepes cteHTupoBaHnem (Y34 BUA + gonneporpadus apTepuin BepxXHUX 2400
KOHeuHocTel)
Y3WN-komnnekc nepeg creHtnpoBanvem (Y34l BLIA + sonneporpadus apTepuii HUKHUX 2800
KOHeuHocTen)
[JynnekcHoe ckaHvpoBaHue HIMB 1 noaB3aoLWwHbIX BEH 1500
A04.12.001.004 TpunaekcHoe CKaHMPOBaHWe apTepUin MOAB3A0WHO-6ePEeHHOro CermeHTa 800
A04.12.001.004 TpunnekcHoe CKaHVPOBaHWEe apTeEPUA MOAKIHOUNUHOIO CEerMeHTa 800
A04.12.001.001 Y3U apTepuii HUXKHUX KOHEYHOCTEN 1400
A04.12.002.002 Y3 BeH HUXHWX KOHEYHOCTEN 1400
A04.12.002.001 Y3/ apTepuii 1 BEH HUXKHUX KOHEYHOCTEN 2000
A04.12.002 Y3 apTepuii 1 BEH BEPXHUX KOHEUHOCTEN 1900
A04.12.002.003 Y31 BeH BEPXHMX KOHEYHOCTEM 1000
A04.12.001 Y3 apTepuin BepXHMX KOHEUYHOCTEMN 1000
Y3 6paxvouedantHbix apTepuii (apTepum Len)+KOHCYAbTalus HEBPOOra 2000
A04.12.014 Y3 cocyzoB nopTanbHOW CUCTEMBI 900
A04.12.001.006 Y3 cocynoB ronoBHOro mo3ra 6e3 cocyoB Luen(TpaHCcKpaHuaibHbIl gomnaep) 1800
Y3 cocyaoB ronoBHOro Mo3sra (TpaHCKpaHWanbHbIv AONAep)+3KCTpakpaHanbHbIX 2800
6paxunouedanbHbIX apTepur
A04.12.022 ¥3W BeH Taza 1400
A04.12.001.002 Y3 noueuHbIx apTepuii 700
A04.12.003 Y3 6proLuHOM aopThbl 1100
A04.12.003.001 [lynnekcHoe ckaHMpOBaHWE BPHOLLIHON aopPThbl U €€ BUCLLEPasIbHbIX BETBEN 1400
A04.12.003 [lynnekcHoe CKaHMpOBaHMe aopThbl 1100

A04.12.014 iynnekcHoe CKaHMPOBaHMe COCYZOB renatobmannapHom 30HbI 900



A04.12.005.003 AynnekcHoe ckaHMpoBaHWe bpaxmoLiedanbHbiX apTepuin € LBETHbIM
AONMAePOBCKMM KapTMpOBaHMEM KPOBOTOKa

Y3W wutoBmnaHoM xenessbl
A04.22.001 YnbTpa3ByKkoOBOE NUCCNEAOBaHWE LNTOBUAHOM KeNe3bl U NapaLyMTOBUAHbIX Xenes
Y3 WMTOBMAHOW Xene3bl C perMoHapHbIMU AnMbOoy31aMu
A04.22.001.001 2nacTorpadus WUTOBUAHOM XKenesbl
Y3 cntoHHBIX Xenés

Y3 opraHoB BptoLLHON NoaoCTu

A04.16.001 Y3V 6prolHOM NONOCTH (NeYeHb, XeaUHbIl Ny3blpb, MOAXeNYA0UHasA XKenesa,
ceneseHka)

Y3W 6prowHoii nonoctm(neyveHs, XenuHblii ny3bipb, MOAXKeNYA0UHasn Xenesa, ceneseHka, noykm,
HaAMoOYeYHMKN, MOYEBO Ny3bIPb)

A04.06.001 Y3 ceneseHkm
A04.15.001 Y3W nogykenysouHON xenesbl
A04.28.002.005 Y3 MoueBOro ny3bips ¢ onpeseneHneM OCTaTOuHOW MOUn
A04.14.001 Y3U neyenwn
A04.14.002 Y3W >xxenyHoro nysbips
A04.14.002.001 Y3W xenyHoro nysbips ¢ GyHKLMeRN
A04.18.001 Y3 anneHamKca (Cenon KMLwKm)
Y3 opraHoB 3ab6proLLIMHHOIO NPOCTPaHCTBa
A04.28.002.001 ¥Y3M noyek n Mo4eBOro ny3bips
A04.22.002 Y3 HagnoyeuyHnKoB
A04.28.001 Y3/ noyek 1 HaanoYe4yHNKoB
A04.28.002.001 ¥Y3U nouek
A04.28.002.003 Y31 moueBoro nysbipa
¥Y3W MoLOHKM
A04.28.003 Y31 opraHOB MOLLOHKM
Y3WU cepaua
A04.10.002 Sxokapanorpadumsa ¢ JONNAepOBCKMM aHasn3oMm (y3u cepaua+aonaep)
Y3 obuime
A04.01.001 Y31 markux TkaHen (0HOWM 30HbI)
A04.09.001 Y31 nneBpasibHbIX NOAOCTEN
A04.28.002.003 Y3 opraHoB Manoro Tasa (My>ckoe nccnegoaHue)
A04.18.001 YnbTpa3ByKoOBOE UCCAEL0BaHNE TONCTON KMLLKK
Y3 numdaTnyeckunx y3nos
A04.06.002 Y3V numdaTnyeckunx y3a0B 3a6pHOLLNHHbIX
A04.06.002 Y3 numbaTnyeckmx y3a0B HagnoyeuHbix
A04.06.002 Y3 numdaTtmyeckmx y3noB naxoBbiX
A04.06.002 Y3 nnmdatnyeckmx y3noB NOAKAOUNYHBIX/HAAKNOUMNYHbIE
A04.06.002 Y3/ anmbaTnuecknx y3n108 NOAMbILEYHbIX

A04.06.002 Y3 anmbaTnueckunx y3nos Lem

A04.06.002 Y3 numboyznbl wen, HaL/MOAKNOUNYHBIE, MOAMbILLIEYHbIE, 3a0PHOLLIMHHBIE,
naxoBble

Y3 npeactatenbHON Xenesbl
A04.21.001 Y3 npeacTaTenbHON xXenesbl TpaHcabAoMnHaNbHOE

Y3W npeacratenbHom xenesbl TpaHcpekTanbHoe (TPY3U)
Y3W npeactaTenbHOM xenesbl TpaHcpekTansHoe (TPY3)+Y3 moueBoro nysbipsi+ octaTtouHas
Moua

A04.21.001.001 Y3W npepcratensHOM xenesbl TpaHCabLoMMHaIbHOE + OLEHKa OCTaTOUHOM
Moun

2000

600
800
1100
800

1100

2000

500
600
600
800
500
700
800

1100
500
1100
700
500

800

1800

750
600
1100
800

800
800
800
800
800
800

2000

1000
1200

1400

1100



Y3 npeactatensHOM XKenesbl TpaHCpeKTaNbHOE+0LEHKa OCTaTOYHOM MOUHN 1300
Y3 MonouUHBbIX Xené3

A04.20.002 YnbTpa3BykoBOe NccneaoBaHne MOAOYHbBIX Xenes 1200

Y3W Mosn0uUHble Xenesbl C OCMOTPOM pPervoHapHbIX 30H C 3aactorpaduen 1200
Y3 6epeMeHHbIX 1 FTMHEKOAOrnA

A04.30.010 YnbTpa3BykoBOe NccaefoBaHWe OpPraHOB Masioro Tasa KOMIJIeKCHoe 1100

A04.30.001 ¥YnbTpa3sykoBoe ncciefoBaHne nioja (4MarHocTnka Ha paHHUX Cpokax

1200
6epemeHHOCT)
A04.30.001.001 ¥nbTpa3BykoBOe MCCAeAOBaHWe Naoja Npu cpoke bepeMeHHOCTM A0 1300
TPVHaAUATW HeAeNb (BHE CKPUHWHTA)
A04.30.001.007 YnbTpasBykoBoe uccnegosaHve naoga s lll Tpumectpe 6epemeHHoCTH 1800
A04.12.024.003 YnbTpa3sykosas gonnaeporpadusa NaojoBoro KposoTtoka (JonnaepomeTpusa 1300
6epemeHHbIx |I-1ll TpumecTp)
A04.04.001 YnbTpa3ByKkOBOe NCCief0BaHME CycTaBa (JIOHHOrO COUNeHEeHWs) 700
A04.20.003 YnbTpa3BykoBOe nccnegoBaHve GonnnkyaoreHesa (nepBMyHoe) 700
A04.20.003 YnbTpa3BykoBOe nccaefoBaHe GoannkynoreHesa (MOBTOPHOE) 400
A04.20.001.004 YnbTpa3BykoBOe UcCieAoBaHMe LLenku MaTku (Y3-LiepBrkoMeTpus) 700
A04.30.001.002 ¥YnbTpa3BykoBoe nccnegoBaHue naoga B pexkume 4D (go 26 Hegenb, 2500
ornpegzeneHve Nona, 3anucb Ha Anck, 1dotorpadmsa)
A04.30.001 YnbTpa3BykoBoe ncciesoBaHue nioga Bo |l pumectpe 6epeMeHHOCTM 1500
A04.30.001.002 ¥YnbTpa3BykoBOe UccneAoBaHune naoga B pexxmme 3D 1700
A04.30.001.001 YnbTpa3BykoBOe UccnefoBaHWe naoja npu cpoke bepeMeHHOCTN 40 2000
TPYHajUaTh Hegenb (MHOronnogHas 6epeMeHHOCTb BHE CKUPUHWMTa)
A04.12.024.003 YnbTpasBykoBas gonnaeporpadusa niogoBoro KpoOBoToka (MHOronaoAHas 2400

6epemeHHocTb) (Jonniepometpus 6epemeHHbix |-l TpumecTp)

A04.30.001.006 YnbTpa3BykoBOE CKPUHWHIOBOE UCCNEA0BaHUE Npu Cpoke HepeMeHHOCTH
JeBATHaALaTas - ABajLaTb NepBas HeAean No OLEeHKe aHTeHaTabHOro pa3BUTUA MIOJO0B C
Lie/Iblo BbISIBJIEHWSA XPOMOCOMHbIX aHOMa/NI, MOPOKOB Pa3BUTUSA, PUCKOB 3afepP>XKKM pocTa 2500
nnoga, NpexaeBpeMeHHbIX POAOB, NPE3KAAMMCUN NPYU MHOFOMAOLHOW BepeMeHHOCTH
(cKpUHUHT 1)

A04.30.001.008 YnbTpa3BykoBoe nUccaesoBaHue naogos B Il Tpymectpe MHOrona1oAHoM

2500
6epemMeHHOCTH
A04.30.001.002 YnbTpa3BykoBOE MUCCeLOBaHMe naoga B pexxume 4D npu MHoronaogHowm 3500
6epemMeHHOCTM (#0 26 Heaenb, onpeaesneHre nona, 3anucb Ha anck, 1 dotorpadus)
A04.30.001.002 YnbTpa3BykoBOe UcCieAoBaHMe Naoga B pexxume 3D npu MHOTona04HON 2400
6epemeHHOCTM

MyHKuMA nog KoHTponem Y3U
A11.06.001.001 MyHKUMA AMMPaATNYECKOTO Y31a Mo KOHTPOJIEM YIbTPa3ByKOBOro 900
nccnefoBanHua
A11.20.010.003 MyHkums HOBOOBPa30BaHMS MOJIOUHOW Xese3bl NpULesbHas MyHKLMOHHAs MO 900
KOHTPOJIEM YNbTPa3BYKOBOIO UCCAE0BaHNA
A11.22.002.001 MyHKUUA WUTOBUAHOM UAN NaPALLUTOBUAHON Xee3bl NOJ KOHTPOEM 900
Y/bTPa3ByKOBOro NCCef0BaHNA
A11.30.024.001 MyHKUUA MATKUX TKAHEN NOZ KOHTPOJIEM Y/IbTPA3BYKOBOMO UCCNEA0BaHUSA 900
¥3W cycraBoB

A04.04.001 YnbTpa3BykoBOe nccaepoBaHue cyctasa (naevyeBoro) 1 cycras 900
A04.04.001 YnbTpa3eykoBOe nccaepoBaHue cyctaBa (1oktesoro) 1 cycras 700
A04.04.001 YnbTpa3BykoBoe nccnegoBaHune cycrasa (Knctu) 1 knctb 800
A04.04.001 YnbTpa3BykoBOe ncciefoBaHne cycTaBa (ydesanacTHoro) 1 cycras 800
A04.04.001 YnbTpa3BykoBOe NcCiefoBaHMe CycTaBa (KoneHHoro) 1cycras 800
A04.04.001 YnbTpa3BykoBOe nccnegoBaHue cyctaBa (roneHoctonHoro) 1 cycras 800
A04.04.001 YnbTpa3BykoBOe nccaeAoBaHme cycTaBa (ManbLieB KUCTW uam Tonel) 1 naney, 600
A04.04.002 YnbTpa3ByKOBOE NCCE[0BaHME CYyXOXUANN (aXMAN0BA CYXOXUANA) 600
A04.12.022 [lynnekcHoe CKaHMpPOBaHWMe COCY0B Masoro Tasa 1400

Y3 HepsoB



A04.24.001 YnbTpassykoBoe nccnefoBaHne nepupepuyecknx Hepsos (04Ha aHaToMMUueckas
obnactb)
A04.24.001 YnbTpa3BykoBOe ncciefoBaHve nepnpeprnyecknx HepBoB (04Ha aHaToMu4Yeckas
ob61acTb)

(DyH KUMOHa/ibHaA ANarHoCTnka

B03.037.001 ®yHKLUMOHaNbHOE TECTUPOBaHME NErnX

A05.10.006 Pernctpaumsa anekTpokapanorpammel. Paciimdposka, onvcaHme n nHtepnpetaums
3NeKTpoKapanorpadnUecKnx 4aHHbIX

A02.12.002.001 CytouHoe MoHuUTOpUpOBaHue All
A05.10.008 XonTepoBCckOe MOHUTOPMPOBaHME CePAEYHOro puTMa (B TeueHne 24 yacos)
SKT + Xonteposckoe MoHuTopuposaHue IKI B TeueHne 24 yacos
B03.037.001 ®yHKLMOHaNbHOE TeCTUPOBaHWe Nerkux ( ¢ BPOHXONNTUKOM)
A05.23.001 2nekTpoaHuedpanorpadpus (33)
A12.10.001 SnekTpokapanorpadus c Gusn4eckon HarpysKom
A05.30.001 Kapanotokorpadwma nnoaa (KTT)
SHAOKPUHONOTNA
Mpunémbi
B01.058.001 Mpwuem (0cMOTp, KOHCYIbTaLMA) Bpava-3HAOKPUHOAOra NePBUYHbIN
B01.058.002 Mpuem (0cMOTp, KOHCYAbTaLMA) Bpaya-3HAOKPMHOI0ra NOBTOPHbIN
Manumynaumm
lMHekonoruna
Mpuémbl
B01.001.001 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpaya-rMHeKo10ra NepBUYHbIN
B01.001.002 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-rmHeKo0ra NOBTOPHbIN

B01.001.002 Mpwuem (nocne onepauun) Bpaya-ruHeKoN0ra NOBTOPHbIN

B01.001.001 Mpurem (0cMOTp, KOHCYAbTaL M) Bpaya-aKyLlepa-rmHeKoaora nepBuyUHbIi (no
BOnpocam becrioaus)

MaHnunynayum
A11.20.011 Buoncusa wenkn MaTkm

A11.20.014 BeeaeHne BMC

A11.20.008 Pa3genbHoe gmarHoctuyeckoe BbickabanBaHme NoaoCcTy MaTku U LepBUKaabHOro
KaHana

A11.20.008.001 PazgenbHOe AMarHOCTMYECKOe BbiCKabanBaHMe NOAOCTM MaTKK
A11.20.002 Mony4yeHne LepBUKaIbHOro Maska

A11.20.003 Buoncus TkaHen MaTkm

A03.20.001 Konbnockonwusa

A11.20.015 YaaneHne BHyTpUMaTOYHOW Cnupanu

A16.20.036 Xnpypruyeckoe neyeHve 3ab60seBaHNIN LLENKN MaTKM C UCMOIb30BaHWEM Pa3INyHbIX
3Heprum

A08.20.004 AcnpvaLumoHHas bruoncus aHAoOMeTpus 30HA0M Mannens (6e3 ctoumocTtn
TMCTONIOTMYECKOTO UM OHKOLUTONIOTMYECKOTO UCCeA0BaHNS)

A11.20.015 YaaneHve BHYTpUMaTOUHOM Cnvpanu

A14.20.002 BegeHure, n3BneueHmne akyLwepCckoro pasrpy>atoLwero nojAepXXnBaroLLero KobLa
(neccapwn)

A16.20.036.001 SnekTposmaTepMOKOHM3aLMSA WENKN MaTKK

A11.20.005 MonyyeHne BaaraamwHOro Maska

A16.20.020 ApeHnpoBaHue abcLecca XXEHCKMX MONOBbIX OpraHoB (bapToNnHOBasA Xenesa)
OnepaTnBHOe neyeHvie/bonblune ruHekonornyeckme onepawmm

A16.20.038 Onepauumn no nosogy becnaoaus Ha npuaatkax MaTku

A16.20.017.001 YganeHve napaoBapuasbHOM KUCTbI C UCMO/Ib30BaHVEM BUAEOIHAOCKOMNYECKMX
TEXHOIOTUN

A16.20.004.001 CanbnNMHI3KTOMMSA C UCNONb30BaHNEM BUAEOIHAOCKOMMUECKMX TEXHONOTNI

1100

3200

500

500

1200
2000
2200
750
1100
750
1200

1400
1200

1500
1300
800

1500

1500
1500

5400

2900
450
800
1000
500

2100

1400

500

900

7500
450
3900

39000

34900

30900



A16.20.003.001 CanbnnHro-oopop3sKTOMMSA C UCMOIb30BaHNEM BUAEO03HA0CKOMMYECKMX

< 36900
TEXHONOrNN
A16.20.041.001 Ctepuansaums MaTOUHbIX TPYH C MCMO/Ib30BaHWEM BUAEOIHAOCKONMUYECKMNX 29900
TEXHONOTUI
A16.20.001.001 YaaneHne KNCTbl SUUYHMKA C UCNONb30BaHMEM BUAEOIHAOCKOMUYECKNX 34900
TEXHONOrni (OAHOCTOPOHHEE)
A16.20.001.001 YpaneHne KACTbl ANYHMKA C MCMOJ/b30BAHNEM BMAEOIHAOCKOMUYECKMX 37900
TEXHONOMWI (4BYCTOPOHHEE)
A16.20.003.001 Oodop3KTOMUSA C UCMOb30OBAHNEM BUAEOIHAOCKOMUNYECKUX TEXHONOTNIA 30900
A16.20.010.001 Cy6TOoTanbHasa ructepaktoMus (amnyTtaLmsa MaTkm) C UCNONb30BaHNEM 73900
BWZAE03HAOCKOMUYECKMX TEXHONOT I
A16.20.010.001 Cy6TOTanbHas ructepakToMus (amnyTtaLms MaTkm) C UCNONb30BaHNEM 75900
BUAEO3HAOCKOMUYECKNX TEXHONOTNIN 2 KaTeropms CI0XHOCTH
A16.20.010.003 Cy6TOTanbHas ructepakToMms (@aMmnyTaLms MaTky) ¢ npuaatkamu C 74900
NCMOAb30BaHMEM BUAEOIHAOCKOMNYECKMNX TEXHONOTMIA T KaTeropms COXHOCTY
A16.20.010.003 Cy6TOTanbHas ructepaktoMms (aMmnyTaLms MaTkm) ¢ npyuaaTkamu ¢ 84900
NCNoNb30BaHNEM BUAEOIHAOCKOMMYECKMX TEXHONOMMIN 2 KaTeropus CI0XKHOCTH
A16.20.010 CybToTanbHas ructepakToMusa (amnyTaLmsa MaTkun) aanapotomMmmuyeckas 58900
A16.20.011.001 ToTanbHas ructepakTomMus (TMpnaumsa MaTku) € UICNONb30BaHMEM 83900
BWZE03HA0CKOMUYECKMX TEXHONOT I
A16.20.011.001 ToTanbHasa rucTepakToMmsa (3KCTUPNaLUsa MaTku) C NCMOAb30BaHMEM 94900
BUAEO3HAOCKOMUYECKNX TEXHONOTUIA
A16.20.011.002 ToTanbHaa rucTepaKToOMmMA (3KCTMpPNaLmMa MaTkm) € npuaatkamm 76900
nanapoTomMmyeckas
A16.20.011.002 ToTanbHaa rucTepakToMma (3KCTMpPNaLmMsa MaTkm) € npuaaTkamm 87900
nanapoToMmyeckas 2 KaTeropums COXHOCTU
A16.20.063 SkcTrpnauma KyabTh Wenku MaTku 92900
A16.20.033 BeHTpodukcaLma maTkm 35900
A16.20.012 BnaranuiHas skcTMpnaums MaTku ¢ NAacTMKOW CTEHOK Biaranuviia 77900
A11.20.003 broncusa AnYHMKOB 1100
A03.20.003 flanapockonus AnarHoctmyeckas 19000
A16.20.061.001 Pe3ekuuns ANYHMKA C MUCMOJIb3OBaHNEM BUAEOIHAOCKOMNUECKUX TexHoAormniA (1 35000
KaTeropus CNOXHOCTH)
A16.20.061.001 Pe3ekums AMUYHMKA C UCMONb30BaHNEM BUAEOIHAOCKOMMUYECKMX TEXHONOTUNN (2 40500
KaTeropus CNoXHOCTH)
A16.20.026.001 PacceuyeHne n ncceyeHme cnaek >XEHCKMX NOAOBbIX OPraHOB C UCMO/b30BaHNEM 23000
BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

KoHcepBaTUBHO - naactnyeckme onepaumm

A16.20.035 MuomakToMua (3Hykneaumns MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM 58900
BWAEO03HAOCKOMNYECKUX TEXHONOTUIA (1anapoTomMms)
A16.20.035.001 MromakToMua (3HyKN€aLma MMOMaTO3HbIX Y3/10B) C UCMOJ/Ib30BaHMEM 39900
BWZAEO03HAOCKOMNYECKMX TEXHONOTUIAT-0 KaTeropum CIOXKHOCTM (-Nanapockonus)
A16.20.035.001 MuomakToMuma (3HYKNeaumns MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM 61900
BUAEO3HA0CKOMMUYECKUX TEXHOIOTNI 2-01 KaTEropun CIOXHOCTY (- lanapocKonms)
A16.20.028.002 Onepaummn Npu ONyLWeHNV 3aHel CTEHKW BaaraamLLia 20900
A16.20.028.003 OnepaLmmn Npu OnNyLweHny NepesHern CTEHKN BAaraauwa 20900
A16.20.083 KonbnonepuHeoppadwma n neBatoponnacrmka 46000
A16.20.023 MNnactrka NPOMEXHOCTM MOcae 3MM3MOTOMUN 31900
A16.20.065 PacceyeHne neperopoaku Baaraaviia 21900
A16.20.063.018 Bbicokas amnyTaLms LWeNnkn MaTku 21900
A03.20.003 M'ucrepockonusa 17000
A03.20.003.001 M'ncTepopesekTockonus 1 KaTeropmm CNoXKHOCTU 26900
A03.20.003.001 M'cTepope3eKTocKonus 2 KaTeEropun CA0XKHOCTU 33900
A03.20.003.001 M'mcTepope3ekTockonus 3 KaTeropun CA0XKHOCTH 39900
A16.20.006 Pe3ekuusa Wenkn MaTkm 42000
A16.20.007 Mnactuka Wenkmn mMatkm 28900
A16.20.024 PekoHCTpyKUWMA BAaraamLia 63000

A16.20.028.005 MaHuyecTtepckas onepauua (1 kKaTeropum CaoXKHOCTH) 49000



A16.20.028.005 MaHuecTepckas onepaums (2 KaTeropmm CNoXHOCTH) 60000

Manble rmHekonornyeckme onepaunn

A16.20.066 PacceueHune crHexuii Mabix NOAOBbLIX ry6 4100
A11.20.018 MyHKuMA 3agHero ceoga Bnaranvila (6e3 cTouMoCcTy LUTONIOrMUYECKOro 2900
nccnesoBaHms)
A16.20.059 YpaneHune nHopogHoro Tena v3 Baaraava 1300
A16.20.059.001 YganeHne HoBoobpa3oBaHWA BAaraauviLa 3900
A16.20.036 Xupypruueckoe neyeHve 3a601eBaHNI LLIEAKN MaTKK C MCMO/b30BaHNEM Pa3/INUHbIX 5900
3Heprum
A16.20.091.001 Mapcynuanusaums abcuecca nav KUCTbl 60abLION XKenesbl NpeasBepus 2800
BAaranuwia
A11.20.008.001 BbickabavBaHWe LiepBUKaabHOIO KaHana U MOOCT! MaTKu ¢ Broncuen 2000
A11.20.008.002 Pa3genbHOE AnarHOCTMUYECKOe BbiCkabivBaHWe LiepBUKaIbHOTO KaHaia 2700
A11.20.008 Pa3genbHoe amarHocTuyeckoe BbickabanBaHWe NoaoCTY MaTKu U LePBUKaNbHOTO 5400
KaHana
A11.20.008.001 PazgenbHOe AMarHoCTMYeckoe BbickabanBaHme NoaocTu MaTku 2900
JcTeTnyeckas rmHeKoIorms
A16.20.098 Pe3ekumsa Manblx NonoBbix ry6 (1 kateropus COXHOCTW) 27770
A16.20.098 Pe3ekums Masblx NOA0BbIX ry6 (2 KaTeropus CI0XXHOCTV MaJl.NoJoBbIe 41000
ry6bl+KpanHas NAoTb KAUTOPa)
A16.20.029 Onepauum Ha KanTope 27770
A11.01.013 BBeaeHMe NCKYCCTBEHHbIX HaMoOJHWUTENe B MATKME TKaHW C Lieiblo KoppeKLun 10200
dopmbl
A11.01.013 BBegeHve UCKYCCTBEHHbIX HaMOJHUTENeR B MArkMe TKaHu C LieNbio KoppekLum 14900
dopmbl
A11.01.013 BBeAeHME UCKYCCTBEHHbIX HaMOJHWUTENE B MATKME TKaHW C Lieibto KOppeKLn 26900
dopmbl
AHanu3zbl

Bbissnenue Bo3byantenert UMMM (7 + KBM), cockob anutennanbHbIX KNETOK YPOreHUTanbHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

BbisBneHve Bo3byantenen UMMM (4 + KBM): onpegenerne AHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoBeka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nanmanomMbl Yenoseka BbICOKOTO OHKOFEHHOrO pucka, onpegeneHune AHK 16 n 18 Tunos

+ KBM B cockobe anuTenmanbHbIX K1eTok yporeHmTansHoro Tpakta (HPV DNA, Scrape of 385
Urogenital Epithelial Cells, 2 Types (16, 18))

Brpyc nanmanombl YesioBeka BbICOKOrO OHKOTEHHOTO pucka, reHotunuposanwue [HK 14 Tvnos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTennanbHbIx KNETOK
yporenuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OnddepeHumpoBaHHoe onpesenenne JHK BMY (Bupyc nanvanomel yenoseka) 14 tTunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTenmanbHbIX KNeToK
yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

FroHokoKk, onpegeneHne JHK B cockobe anmTenunanbHbiX KNETOK YpOreHUTa bHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

Moces Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpegeneHne YyBCTBUTENBHOCTU K
aHTUMKKpobHbIM NpenapataMm (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BaktepunanbHbIli BarvHo3 (Bacterial Vaginosis, BV) 1694
Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cockobe anutennanbHbIx KNETOK

! . . o . 275
yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)
A08.20.017.002 XKungkoctHas untonorus. Lintonornuyeckoe ncciegosaHve brnomateprana Wenkm 1320
MaTku (okpalumBaHue no MNanaHukonay, TexHonorus ThinPrep ®)
A08.20.004 LiuTonornyeckoe nccaegosaHme acnmparta U3 noaoctu MaTku 660
F'McTonornyeckoe ncciesoBaHe 6UOMNCMITHOIO MaTepuana U maTepvana, NoayyYeHHOro npwm
XMPYpPruyeckmx BMeLlaTenbCTBax (IHAO0CKOMMYECKOro MaTepuana; TKaHel XXEHCKOW NoI0BOM 2420

CUCTEMBbI; KOXW, MAFKMX TKaHeN; KPOBETBOPHOMN M IMMPOUAHON TKaHEN; KOCTHO-XPSLLEBOM
TKaHWn)*



NHBNO®JIOP-komnnekcHoe nccnesoBaHe MUKPO®a0opbl yporeHnTaabHoro TpakTa

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT)) 3058
ﬁggl;q)ocq)onmnmAHbM cuHgpom (APC), nabopaTtopHble kpuTtepuun (Antiphospholipid Syndrome, 3927
MoceB Ha MMKPOGNOPY OTAENSEMOTO MOJIOBbIX OPraHOB, ONpPeseNeHNe YyBCTBUTENbHOCTY K

aHTUMUKPOBHbBIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*

WNccnepoBaHve Ha 6roLeHO3 BaaranvLLa, onpeseneHune YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM 1

aHTVMUKOTUYECKMM MpenapaTam (C MUKPOCKOMMWEN HAaTUBHOTO Npenaparta, OKpaLlleHHOro no 1650

I'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

LinTonornyeckoe nccnesoBaHve anNUTENS LWEVKM MaTKK C OMMCaHWEM MO TEPMUHONOTMYECKON
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium 627
with Description on The Bethesda System, TBS)

WNccnepoBaHme buoleHo3a yporeHutanbHoro Tpakta. Pemodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
Mukpockonuueckoe nccnefoBaHue BaaraauHbIX Ma3kos 495
Lintonornyeckoe nccnepoBarve briomatepuana wenkun matku (okpawumsaHve no ManaHukonay, 1100
Pap-Ttect) (Cytological Examination: Cervix, Pap-test)
Kananaos, ckpyHuHr 1 TunuposaHue (Candidiasis, Screening and Typing) 1012
CKPUHUHT MUKpOdAOPSI yPOreHnTanbHoro TpakTa. ®emodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))
WNccnepoBaHne buoleHo3a yporeHutanbHoro Tpakta. Pemodnop 8. (UROGENITAL TRACT 1628
MICROBIOCENOSIS (PCR Panel Femoflor 8))

JleyeHwne CTPeccoBOro HegepskaHus MOYM
A16.20.042.001 CavHroBble onepaumy Npu Hegep>kaHUn Moun 60750

Yponorus

Mpvémbl
B01.053.001 Mpurem (0ocMOTp, KOHCYAbTaLMs) Bpaya-yposiora nepBrYHbIi 1400
B01.053.002 Mprem (ocMOTp, KOHCYNbTaLMS) Bpaya-yposiora NOBTOPHbIN 1200
B01.053.002 Mpwuem (0cMOTpP,KOHCYIbTaLIMA) Bpaya ypoJiora NoBTOPHbIN (MOcae onepawum) 800

Manunyaauyum
A16.28.040 by>xnpoBaHwe ypeTpsbl (1 ceaHc) 2100
A16.28.058 BnpaBneHune napadrmosa 2000
A16.28.052.001 3ameHa HedpoCTOMMUECKOTO ApeHaxa (6e3 HedppocTombl) 5000
A16.28.072.001 3amMeHa LMCTOCTOMUYECKOTO JpeHaxa 3000
A11.28.008 NHcTMANALMA MOYEBOrO My3blps 2000
A11.28.006.001 MonyyeHne cockoba u3 ypeTpbl 500
A21.21.001 Maccax npocraTbl 1000
A15.21.001 HanoxeHvie MOBA3KM NpW onepaLmax Ha Hapy>HbIX MY>CKMX NMONOBbIX OpraHax 1000
A03.28.001 Lincrockonus 5000
A11.28.012 YcTaHOBKa, 3aMeHa, yaneHve ypeTpanbHOro katetepa 1000
A06.28.007 Liucrorpadus 5000
A06.28.011 YpeTporpadusa Bocxogawas 5000
A11.28.007 KaTteTepusauwna moueBoro ny3sbipsa (HenatoH) 1000
A11.28.009 NHcTnAnaLma ypeTpbl 2000
A22.28.001 AmncTaHLMOHHaA ypeTepoamToTpuncma 25000
A22.28.002 AncTtaHuMoHHaa HeGpoanToTpUNCUA 25000
A16.28.052.001 3ameHa HeppOCTOMMUECKOTO ApeHaxa (C HedppOCTOMOW) 9500
A12.28.006 YpodnoymeTtpus 1000
A11.28.015 YpaneHuve cTeHTa 13 MOYEBbLIBOAALLMNX MyTel 6000

OnepatnBHOe NeveHne

A16.28.013.001 TpaHcypeTpanbHOe yaaneHne NHOPOAHOrO Tena ypeTphl 1000



A16.21.013 Obpe3zaHue KpaliHel NJIOTU NOAOBOIO YleHa
A11.28.012 YcTaHOBKa CTeHTa B MOYEBbIBOAALLNE NYTK
A16.21.038 lNnactuka y3geyky kpaHen naoTm
A22.28.001 lnctaHLMOHHas ypeTepoanToTpuncus
A22.28.002 AuncTaHunoHHaa HeGpoaUTOTPUNCUA
A11.28.012 YcTaHOBKa CTEHTa B MOY€EBbIBOAALLME NYTH
A16.28.079 YpaneHne HeppoCTOMbI

A16.28.072 Linctoctomms

A16.28.001.001 YpeckoxxHas NyHKLMOHHaA HePPOCTOMMUA NOZA KOHTPOJIEM YbTPa3ByKOBOrO
nccnesoBaHuA

A16.28.086 YpaneHne noavna yperpbl
A16.28.089 lNMyHKUMOHHOE APEHMPOBaHME, CKAEPO3MPOBaHME KNCTbI MOYKK
A16.21.043 YpaneHune gobpokayecTBeHHbIX HOBOOHPaA3OBaHWIA NOJOBOrO UneHa (4o 1 cm)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUS C IMTOIKCTPaKLMen (HedpoanTonanakcms)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUS C IMTOIKCTPaKLmen (HedpoanTonanakcms)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUS C INTOIKCTPaKLmen (HedpoanTonanakcms)
A16.28.049 MepkyTaHHas HePPOAUTOTPUNCUS C IMTOIKCTPaKLmen (HedponmnTonanakcms)
A16.28.050.001 TpaHcypeTpanbHas 3HAOCKONMYECKan ypeTepoamToTpuncmna nasepHas
A16.28.050.001 TpaHcypeTpanbHasa 3HAOCKONMNYeckas ypeTepoanToTpuncus nasepHas
A16.28.084.003 TpaHcypeTpanbHas prbpONMenoKasmKoaMToTpuncus
A16.21.002 TpaHcypeTpaibHas pe3ekuna NpocTaTbl
A16.21.041 TpaHcypeTpanbHas 3HyK/eaLuusa npocTathl
A16.28.085 TpaHcypeTpanbHas 3HAOCKONMYECKas LMCTOANTOTPUNCUSA
A16.28.085 TpaHcypeTpanbHas 3HAOCKONMYeCcKas LMCTOANTOTPUNCUA
A16.28.017 YaaneHune kaMHel MoyeBoro ny3bips (Linctonntotomus)
A16.21.016 lMpoTe3npoBaHue anyka (6e3 CTOMMOCTV UMMIaHTa)
A16.21.025 Mnactnka obonouek Anuka
A16.21.040 SHykneauma KNCTbI MpuAaaTka anyka
A16.28.075 VNcceueHwne ypeTepouene
Kapguonorusa

Mpvémel
B01.015.001 Mpwuem (ocMOTpP, KOHCYyNbTaLMA) Bpaya-Kapamoaora nepBuyHbIN
B01.015.002 Mpwuem (0cMOTpP, KOHCYybTaLMA) Bpaya-Kapamoaora NoBTOPHbIN

KocmeTonoruns

Mpuémel
B01.008.003 KocmeTonor (npuem nepBuUHbIi)
B01.008.004 KocmeTonor (npuem noBTOPHbLIA)

NHBbeKUMOHHas KOCMeToNorms
A11.02.002 botynnHoTepanusa. Penatokc (1 egnHmua)
A11.02.002 botynnHoTtepanua. KceomuH (1 eanHumua)
A11.01.003 MnasmoandtuHr. 1 npobupka
A11.01.003 MnasmMonndTuHr. 2 npobupkm
A11.01.003 PRP-Tepanusa 1 npouegypa (1 npobupka)
A11.01.003 Me3oTtepanusa mesoline (415 cuaHus Koxu) 2,5 ma.
A11.01.003 Me3oTtepanus mesoline (415 OCBETEHWs KOXMN) 2,5 M.

MaHunynauun

21000
10000
12900
25000
25000
13000
3000
18500

29500

11500
27000
11000
93000
139000
186000
232000
61500
77500
150000
63500
97000
41000
62000
36500
43000
22500
26000
34000

1400
1200

1400
1200

260
290
2999
4999
5000
2500
2500



A16.01.024 fJepmaTtonoruyeckmii nuanHr (PRX-t33) 3750

A16.01.024 MuHAaNbHBIA NUANHT 2000
A16.01.024 CannuunnoBbi MUANHE 2500
A14.01.008 Inybokas umctka amua 3000
ATpaBmaTtnyeckas 4ymcTka amua 2000
OTopuHONapuHronorus
Mpuémsl
B01.028.001 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-OTOPMHONAPUHIONOra NEPBUYHBINA 1500
B01.028.002 Mprem (0cMOTp, KOHCYAbTaLMs) Bpaya-OTOPUHONAPUHIONOra MOBTOPHbINA 1300
B01.028.002 MNpwuem (nocne onepauun) Bpaya-oTOPUHONAPUHION0Ta MOBTOPHbIN 800
Manunynauum
A11.01.014 HakoxXHOe npuMeHeHWe fieKkapCTBEHHbIX NpenapaTos 200
A12.25.001 ToHanbHas aygmomeTpumsa 1300
A11.07.004 buoncmsa rnoTku, AecCHbl U A3bluka 2000
A11.08.001 buoncms camsmcTon 060a04UKM TOpTaHn 5000
A11.08.002 brioncms cansmncToin 060N104KN NONAOCTU HOCA 3500
A11.25.006 brioncmsa HoBoobpa3oBaHUA HaPY>KHOTO yxa 3000
B3aTne matepuana Ha daopy 200
A11.08.019 SHAONapuHreanbHOe BBeEHWe leKapCTBEHHbIX NpenapaTos 600
A16.01.012 BckpbiThe 1 gpeHnpoBaHue dbierMoHbl (abcliecca) 4000
A16.08.054 YpaneHne HoBOO6pa3oBaHNS FIOTKN 3000
A11.08.007 3aywwHas HoBOKauHoBas H6iokaza 1000
A03.25.003 NccnepoBaHme opraHa ciyxa C MOMOLLbIO KaMepTOoHa 300
A22.30.033 Koarynauna kpoBoTOYalLlero cocysa 2500
A21.25.002 Maccax 6apabaHHbIx nepenoHokK 250
A11.07.022 Annavkaunsa nekapCcTBEHHOro npenaparta Ha CAn3ncTyo 060104Ky NONOCTM pTa 300
A16.01.004 Xupypruueckas obpaboTka paHbl M MHOULMPOBAHHOM TKaHM 1000
A15.01.002 HanoxxeHve NOBA3KM NPW THOMHBIX 3a60NEBAHNSAX KOXM W MOAKOXHOM KJETYaTKN 1000
A16.08.006.001 MNepeaHAs TaMnoHaja Hoca 2500
A11.08.021.001 NpoMbiBaHME OKOJIOHOCOBBIX Ma3yx U HOCa METOAOM BakyyMHOrO rnepeMeLLeHns 850
A16.08.016 MpombiBaHWe nakyH HeBHbIX MUHAANINH 750
A16.25.007 YaaneHue ywHown cepbl (1 yxo) 700
A11.08.004 MyHKLMA OKOJIOHOCOBbIX Masyx 1500
A11.25.003.001 TyaneT yxa npu BoCnaauTesbHbIX NpoLieccax 800

A16.01.017.001 YganeHne f06pokayecTBEHHbIX HOBOOHOPA30BaHWIA KOXM METOA0M

anekTpokoaryaauum ot 1 4o 3 cm. 3500
A16.25.008 YganeHve nHOpPOAHOrO Tesla U3 CNYXOBOro OTBEPCTUA 1500
A02.25.001 3HAOCKOMMA CNYXOBOro Npoxoga (0ToCKonus) 1200
A03.08.004 PuHockonusa 1500
A03.08.001 fTapuHrockonus (npsmas) 1400
B01.003.004.004 AHecTe3ma annankauMOHHas 300
B01.003.004.005 AHecTe3uns nHounbTpaumnoHHas ( | kateropus) 500
B01.003.004.005 Arecte3una nHounbtpaumorHas ( Il kateropwms) 700
B01.003.004.005 AHecTe3nsa nHdunbtpaymoHHas ( Il kateropwms) 900
3abop matepuana (noces) 200

3abop maTtepuana (Ma3ok) 200



3abop matepwuana (MLLP)
A11.08.020 AHeMM3aLMA CIM3NCTOM HOCa (TyaneT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BckpbiTue napaToH3manapHoro abcuecca

A16.08.009.001 YaaneHrne noannoB HOCOBbLIX XOA0B C UCMOJ/Ib30BaHNEM BMAEO3IHAOCKOMMNYECKUX

TexHonoruu -1 ctopoHa: 1 kateropus

A16.08.009.001 YpaneHne noamMnoB HOCOBbIX XOA40B C NCNOAb30BaHNEM BUAEO3IHAOCKOMNYECKNX

TeXHoNOrMI -1 cTopoHa: 2 KaTeropus

A16.08.009.001 YaaneHune noamMnoB HOCOBbIX XOA40B C NCMNO/Ib30BaHMEM BUAEO3IHAOCKOMNYECKNX

TexHosorui -1 cTopoHa: 3 kateropus

A16.08.010.001 Moacam3nctas BasoTOMUA HMXKHUX HOCOBbIX PakoBMH: 1 kaTeropus
A16.08.010.001 MoacnmnsmncTas Ba3OTOMMA HUXHMX HOCOBbIX PaKOBWH: 2 KaTeropms
A16.08.010.001 MoacansmcTas Ba30TOMMUS HUKHUX HOCOBBIX PaKOBMH: 3 KaTeropus
A16.07.087 YBynonnactvka: 1 kateropus

A16.07.087 YBynonnactuka: 2 kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mukpockonusa JIOP oprHaHos

A16.08.013 Centonnactuka: 1 kateropum

A16.08.013 CenTonnacTumka: 2 KaTeropums

A16.08.013 Centonnactuka: 3 kaTeropusa

A16.08.001 ToH3nAN3KTOMUSA 1 KaTErOPUM CNOXKHOCTM

A16.08.014 Peno3wmums kocTer Hoca 1 kaTeropws

A15.03.003 HanoxkeHwve runcoBon NOBA3KM Npu nepesomax Kocten (runc)

A16.08.017.001 FaMMOpPOTOMMS C MCMO/Ib30BAHNEM BUAEOIHAOCKONMUYECKUX TEXHOOTUN 1
KaTeropus

A16.08.017.001 NanMopoTOMHMSA C UCMOIb30BAHVEM BUAEO03HAOCKOMUYECKNX TEXHOIOMNI 2
KaTeropus

A16.08.017.001 NanMOpOTOMHMSA C UCMO/Ib30OBAHVNEM BUAEO0IHAOCKOMUYECKNX TEXHOIOTUI 3
KaTeropus

A16.08.035 YpaneHne HoBOO6pa3oBaHWMA MNOIOCTM HOca (3 KaTeropws)

A16.08.002 AgeHomngskTomua 1 kaTeropus

A16.08.002 AgeHonasKTOMUA 2 KaTeropus

A16.08.002 AgeHonaskToMuKA 3 KaTeropms

A16.08.001 TOH3MANIKTOMUA 2 KaTeropum CIOXHOCTU

A16.08.001 ToH3nANIKTOMMSA 3 KAaTErOPUM CNOXKHOCTU

YaaneHve obpa3oBaHuWs YLWHON PakoOBUHbI

A16.08.064 ToH3nnnoTomMUs 1 KaTeropmn CAOXHOCTU

A16.08.064 ToH3nANOTOMUA 2 KaTEFOPUN CIOXHOCTU

A16.08.064 ToH3nAnoTOMUA 3 KaTErOPUN CNOXHOCTU

A16.08.014 Peno3uums KocTel Hoca 2 kaTeropus

A16.08.014 Peno3wnums kocTel Hoca 3 kaTeropus

A11.25.006 brnoncma HoBOO6pa3oBaHMA Hapy>XHOTO yxa

A17.30.021 2nekTpokoarynaumsa

A11.08.022 KaTteTepusauuna npmaaToYHbIX Nasyx Hoca

A11.07.022 Annankaums nekapCcTBEHHOrO npenapata Ha CAn3MCTyro 060104Ky NoAoCTH pTa
A15.01.002 HanoxkeHve NOBA3KM NPW THOMHbIX 3a60NEBaHMAX KOXM W MOAKOXHOW KJETYaTKN
A16.08.006.001 MNepeaHAs TamnoHaja Hoca

A12.25.006 NccnepoBaHme GyHKLMI CyXOBOW TPy6bl

A11.25.003.001 MpombiBaHme HagbapabaHHOro NPOCTPaHCTBa CPEAHEro yxa

200
700
600
1000

10000

20000

30000

10000
15000
20000
12000
15000
20000
1000
18000
24000
29000
35500
10000
3500

30000

37000

42000

35000
32000
38000
42500
37500
42500
5000
18500
23500
28500
15000
25000
3000
6000
2500
300
1000
2500
300
800



A16.01.017.001 YaaneHve f06pokavecTBEHHbIX HOBOOBPA30BaHNIA KOXMN METOA0M

3NeKTpoKoaryasLmMm 4o 1 cm 3300
A16.08.007 YaaneHne MHOPOAHOTO Tena rOTKW AN FTOpTaHu 2500
A16.08.011 YaaneHne MHOPOAHOro Tena Hoca 2100
A16.25.011 MupuHrotomus 2000
A16.08.035 YpaneHne HoBoobpazoBaHWMA NO0CTM Hoca (1 kaTeropws) 15000
A16.08.035 YpaneHne HoBOO6pa3oBaHWMA MNOOCTM HOCa (2 KaTeropws) 25000
A16.08.008.004 MNnactnka KoHUMKa Hoca (1 kaTeropwms) 15000
A15.03.003 HanoxkeHwve runcoBo NOBA3KW NPV Nepenomax Kocten (CramnHT) 5000
A16.27.003.001 CdeHona0TOMMSA C MCMO/b30BAHMEM BUAEOIHAOCKONMUYECKMX TeXHONOTMI (1 38000
Kateropum)
A16.27.003.001 CdeHona0oTOMMA C NCMOb30BaHNEM BUAEOIHAOCKOMUYECKMX TEXHONOTUIA (2 45000
Kateropum)
A16.27.003.001 CdeHonaoTOMMA C MCMOb30BaHNEM BUAEO03HAOCKOMUYECKMX TEXHONOTWI (3 50000
Kateropum)
A16.25.042 YpaneHvne HOBOOb6pa3oBaHWMA Hapy>XKHOTO CyxoBoro npoxoga (1 kateropws) 3000
A16.25.042 YpaneHvne HoBOOb6pa3oBaHMA Hapy>XKHOrO CYXOBOrO Npoxoja (2 kateropws) 5000
A16.25.042 YpaneHne HoBOOb6pa3oBaHMA Hapy>XHOrO CNYXOBOro Npoxoja (3 kateropws) 7000
A16.08.008.004 MnacTmka KOHYMKa HOCa (2 KaTeropms) 35000
A11.08.003.001 Brioncus cam3mnctot 060104YKN HOCOTNOTKN MO KOHTPOEM SHAOCKOMMYECKOTO 5000
nccneAoBaHUA
A16.08.023 MpomblBaHWe BEepPXHEUENOCTHON Na3yxu Hoca 800
A16.03.034.002 Peno3unuus kocTei Hoca 3aKpbiTas 10000
A16.25.020 LLyHTMpOBaHMe 1 fpeHnpoBaHmne HapabaHHOW NOOCTL 1000
A16.08.017.001 NanMOpPOTOMMA C UCMO/Ib30BAHMEM BUAEOIHAOCKOMNYECKMX TEXHONOT I (AeTam) 20000
A16.08.035 YaaneHne HoBoob6pa3oBaHMiA NOIOCTN HOCa (4 KaTeropwms) 50000

AHanusbl
PvHoumnTorpamma 781
MMcTonornyeckoe nccnepoBaHve BONCMINHOrO MaTeprana U matepuana, Noay4YeHHOro npu
XMPYPrYeckux BMeLLaTe 1bCTeax (3HAOCKOI‘II/|LIVGCKOFO maTepnana; TKaI—lef;l >KEHCKOM n0n059|7| 2420
CUCTEMBbI; KOXW, MAFKMX TKaHEeN; KPOBETBOPHOMN M IMMPOUAHON TKaHEN; KOCTHO-XPSLLEBOM
TKaHW)

Y3W petam

¥Y3W cocyaos
A04.12.014 Y3 cocysoB nopTasbHON CUCTEMBI AETAM 900
Y3W skcTpakpaHuanbHbix bpaxunoLedanbHbix apTepUin (apTepun Wen) eTam 1300
A04.12.003.001 (Y34 Y3U 6ptoluHON aopThl 1 ee BETBEN AETAM 900
A04.12.002.002 Y3 BeEH HUXXHUX KOHEUHOCTEN AETAM 1100
A04.12.002.001 Y31 apTepunin 1 BEH HUXXHUX KOHEYHOCTEN AeTAM 2000
A04.12.002 Y3 apTepuii 1 BEH BEPXHUX KOHEUYHOCTEN AeTAM 1800
A04.12.002.003 Y3 BeH BEPXHUX KOHEUYHOCTEN AeTsaMm 1000
A04.12.001 Y3 apTepuin BepXHMX KOHEUYHOCTEN AETAM 1000
A04.12.001.001 Y3W apTepuii HUXKHUX KOHEYHOCTEN AETAM 1100
A04.12.001.002 ¥Y3W noyeyuHbIx apTepuii 4eTaMm 600
Y3 cocyzoB ronoBHOro Mo3ra (TpaHckapHUWabHbI AOMEP) AETAM 1500
A04.12.014 iynnekcHOe CKaHMPOBaHMe COCYAOB renatobmannapHoOm 30HbI 900

¥Y3W wutoBmnaHom xenessbl
A04.22.001 Y3 wunTOBMAHOW Xene3bl AeTAM 500
Y3 WMTOBWAHOW Xene3bl C perMoHapHbIMU AnMOYy31aMu AeTAM 700

Y3W wmtoBnAHOM Xenesbl ¢ anactorpaduren fetam 800



Y3 opraHoB BptoLLHOM NOAoCTH

A04.16.001 Y3V 6prolHOM NONOCTH (NeYeHb, XeNUHbI Ny3blpb, MOAXeNyA0UHasA XKenesa,

ceneseHka) AeTam 1100

Y3/ 6ptoLHOM NONOCTH KOMMIEKCHOe (I'Ie‘-l?Hb, >KEeNUHBIV Ny3blpb, MOAXENYAOUYHAsA Xenesa, 1800

ceneseHka, NOYKM, HaZNoOYEUYHMKN, MOYEBOW My3bIpb) AETAM

A04.14.001 Y3U neueHn agetam 700

A04.14.002 Y3 >xenyHoro nysblps AeTaMm 500

A04.14.002.001 Y3 xenyHoro ny3bips ¢ GyHKLMEN feTAM 650

A04.06.001 Y3 cenezeHkn aetam 500

A04.15.001 Y3 nogykenyAo4HON >kenesbl AeTAM 500

A04.18.001 Y3V anneHawnkca getam 500
Y3/ opraHoB 3abptoLLIMHHOIO NpocTpaHcTBa

A04.28.002.001 ¥Y3M noyek n MOYeBOro My3bIpa AeTAM 800

A04.22.002 Y3/ HaagnoUYe4YHNKOB AETAM 400

A04.28.001 Y3 noyek 1 HaaMOUYEYHNKOB AETAM 700

A04.28.002.001 Y3 nouek agetam 600

A04.28.002.005 Y3 MoueBOro nysbips c onpeseneHneM oCcTaTouHOM MOUM AETAM 600

A04.28.002.003 Y31 moueBoro nysbips 6e3 onpeseneHns ocTaToOYHON MOYM AeTam 500
¥Y3W MOLIOHKM

A04.28.003 Y3 opraHOB MOLUOHKM AeTAM 700
Y3WU cepgua

A04.10.002 3xokapaunorpadusa ¢ gonnaepoBckuM aHannsom (Y3 cepgua+gaonnep) Aetam 1650
Y3 obuime

A04.01.001 ¥3U msarkux TkaHen (OAHOM 30HbI) AETAM 750

A04.09.001 Y3U nneBpanbHbIX NONOCTEN AeTAM 600

A04.06.003 Y3/ BMIOYKOBOM Xese3bl AeTAM 600

A04.18.001 ¥nbTpa3BykoBoe UccieoBaHNe TONCTON KNLLIKM 500
Y3 numdatnyeckunx y3nos

A04.06.002 Y3 numbaTnueckux y3noB 3abproMHHBIX AeTAM 800

A04.06.002 Y3 numdatnyeckmx y3n0B HagnoueuHbIX AeTAM 800

A04.06.002 Y3 nnmdatnyeckmx y3a0B NaxoBbiX 4eTAM 600

A04.06.002 Y3 nnmbaTnyeckux y3n10B NOAKAHOUNYHbBIX/HAAKAOUMYHbIE AeTAM 600

A04.06.002 Y3 numbaTnyecknx y3n0B NogMbILLEYHbIX A€TAM 600

A04.06.002 Y3 numbpaTnuecKux y3n0B Len geTam 600

A04.06.002 Y3 numboyznbl wen, HaL/MOAKNOUNYHBIE, MOAMbILLIEYHbIE, 3a0PHOLLIMHHBIE, 1900

naxoBble AeTAMm
¥3W opraHoe manoro Tasa

A04.21.001 Y3U npepacTaTenbHOM Xenesbl TpaHCabAOMMHaNbHOE AeTAM 700

A04.20.001 Y3W opraHoB manoro Tasa (reHutanei) y geBouyek 850
Y3 MonouUHBbIX Xené3

A04.20.002 Y3 MONIOUHBIX Xeie3 ¢ OCMOTPOM PermoHapHbIX AMMEGOY310B (AEBOUKN) 850

A04.20.002.001 Y31 MONOYHbIX >XeNe3 C OCMOTPOM PerroHapHbIX MMMOY3/10B ¢ 3nactorpadpuen 950

(neBoukn)

A04.20.002 Y3W rpygHbix >xenes (Manbumnku) 700
¥Y3W ronosbl

A04.23.001 Heﬁpocon-lorpva¢m| (Y3W ronoBHOro mMo3ra) ¢ OLEHKOW KPOBOTOKa 900

(HCT +TpaHcKpaHmanbHbln fonaep) AeTam

A04.23.001 HepocoHorpadusa (Y3 ronosHoro mo3sra) 6e3 oueHku kposoToka (HCI) getam 700

A04.03.001 Y3 kocTen yepena getam o 1 roga getam 700



A04.07.002 Y3 cntoHHbIX Xenes AeTam
A04.08.001 ¥3M na3yx Hoca (aeTam o 4-5 ner)
Y3W kocteit 1 cyctaBoB
A04.04.001.001 Y3 Taz06eapeHHbIX CycTaBOB (TOAbKO AeTu 40 1 roaa)
A04.03.001 Y3U kntouny, getam

A04.04.001 ¥Y3W ogHoro couneHeHuns (rpyAnHO-KAHOUNYHOTrO/KAOUMYHOTr0-aKpoMManbHOro)
AeTam

JHAOCKOMUSA
B01.059.001 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-3HA0CKOMNWCTa NEPBUYHbIN
B01.059.002 Mpwrem (0cMOTp, KOHCYbTaL M) Bpaya-3HAOCKOMNMUCTa NOBTOPHbIN
A03.08.004.002 3HaocKkoNM4Yeckas 3HAOHa3a bHaA PEBU3MA OKONOHOCOBbIX Nasyx
A16.30.074 KnunnpoBaHue KpOBOTOYALLLEro 3HAOCKOMNUYECKOe cocya
B01.059.001 Mpwuem (0CMOTpP, KOHCYyNbTaLMA) Bpava-3HAOCKOMNMCTa MEPBUYHBIN (Mepes onepaLuen)
®unbporactpoayoaeHockonus (OraC)
A03.16.001 330daroractpogyoaeHockonus (Prac)
A11.16.002 Xennun-tect npn ®rAC (PubporactposyoseHockonms)
Tect Ha XvnokobakTepn aHTUTena knacca IgA k Helicobacter pylori)

A26.19.098 AHTureHHbIM TecT Ha Helicobacter pylori (kan)

A11.16.002 Onpegenerve JHK Xunokobaktepu nunopu B brontate cCAU3NCTON Xenyaka n/van
JBEeHaZLLaTUNEePCTHOM KULLIKMN

AHTtuTena k Helicobacter pylori 1gG (BectepH-610T)

A11.16.002 buoncus xenyAka C MOMOLLbIO 3HAOCKONUK (3abop MaTepwana)

A03.16.001.005 ®JIC (330daroractpoAyoseHOCKONNA TPpaHCHa3aAbHas)

3abop maTtepuana Ans NaToMopPPONOrMYEeCcKOro NcCiesoBaHNs

A11.16.001 buoncms nueBoga ¢ NOMOLLLbHO 3HAOCKONUK (3abop MaTepurana)

A11.16.003 buoncusa ABeHaALATUNEPCTHOW KMLLKM C MOMOLLIbIO 3HAOCKONUK (3abop MaTepurana)
A03.16.001.001 330daroracTposyoAeHOCKONUS C 31eKTPOoKoaryasumeli KpoBoToUaLlero cocyaa
A03.16.001.004 330¢aroracTpoAyoAeHOCKONMUA C BBEAEHWNEM JIeKapCTBEHHbIX MpenapaToB

A11.16.010 YcTaHOBKa Ha3oracTpasibHOro 30HAa

A16.12.020.002 OctaHOBKa KpoBOTeUeHMNs 3HAOCKONMYecKas C UCMONb30BaHMEM
TepMoKoaryasaumm

A16.16.041.001 SHAOCKONMYECKOe yAaNeHNe NOANMOB 13 NULLLEBOAA
A16.16.041.003 SHaoCKONMYeckoe yaaneHne NHOPOAHBIX Ten NuLeBoAa
A16.16.048 SHp0CKOMMYeECKOe yaaneHne NHOPOAHBIX TeN 13 XXenyaka

A03.08.003 330darockonms
A16.16.052 SHAOCKOMMYECKOE SNEKTPOXUPYPIMYECKOe yaaneHne HoBoobpa3oBaHWs Xenyaka
(yaaneHue noavna go 1 cm)

A16.16.052 SHAOCKOMMYECKOE INEKTPOXMPYPrMYecKoe yaaneHne HoBoobpasoBaHUs Xenyaka
(yaaneHwe noauna ot 1 fo 2 cm)

A16.16.052 SHAOCKOMMYECKOE 3/1eKTPOXNPYPruYeckoe yaaneHne HoBoobpasoBaHMs Xenyaka
(yaaneHue noavna (ot 2 go 5 cm)

A11.16.002 buoncus xenyaka C MOMOLLb 3HAOCKOMNUM (C OLLEHKOM Mo Knaccuburkalmm
OLGA/OLGIM)

KonoHockonus
A03.18.001.001 BuaeokonoHockonums
A03.19.002 PekTopomMaHockonus

A11.18.001 buoncms 060404HON KULLIKM 3HAOCKONMYecKas (3abop MaTepuana LMMLOBbIN)
A11.19.001 Boncmsa CMrMOBUAHOW KULLKW C MOMOLLbIO BUAEO3HAOCKOMNYECKUX TEXHOIOTUIA
(3abop MaTepuana WMNLOBLIN)

A11.19.002 buoncms NpsMORN KALWKK C MOMOLLbH BUAEOIHAOCKOMUUYECKUX TEXHOIOTUI (3abop
MaTepvana WnnuoBbIiA)

A16.18.019.001 YaaneHuve noamna TOACTON KULLKM 3HAOCKONUYeckoe (4o 1 cm)

600
500

600
600

450

1400
1200
6900
4400
800

2300
900
850
870
1040
3220
400
2900
2000
400
400
4900
2400
1100
4900

6500
5000
5000
1100

6700

7900

9900

7000

2600
1800
400

400

400

6900



A16.18.019.001 YaaneHne noavna TOACTOM KULLIKU 3HAOCKONMYecKoe (0T 1 CM A0 2-X CM)
A16.18.019.001 YaaneHune noavna TOACTOM KULLKM SHAOCKOMNMUeckoe (bosee 2-x cMm)
A03.18.002 SHAOCKOMMYECKas pe3eKums CAN3UCTOM TONCTOM KULLKK

A03.19.004 PekTocmrmomngockonms

A11.18.001 brioncms 060404YHOM KULLIKM SHAOCKOMNMYecKas (3abop MaTeprana NeTieBom)

A11.19.001 Broncmsa CMrMOBUAHOW KULLKW C MOMOLLbIO BUAEO3HAOCKOMNYECKNX TEXHOIOTUIA
(3abop MaTepwrana nNeTieBoin)

A11.19.002 Brioncus NPsMON KMLLIKN C MOMOLLbIO BUAEO3HAOCKOMUYECKMUX TEXHONOMUIA (3a60p
MaTepwvana neTieBown)

Bponxockonua
A03.09.001 bpoHxockonusa

A03.08.001.001 BugeonapwuHrockonusa ($J1C)

A11.07.016.001 Brioncus poTornoTku Noj KOHTPOJAEM 3HAOCKOMMUYECKOrO UCCaeAoBaHNs (3abop
maTtepuvana)

A11.08.003.001 brioncusa camsmnctor 060104KN HOCOTNOTKN MO KOHTPONEM IHAOCKOMMYECKOTO
nccnegoBaHua(3abop matepuana)

A11.08.008.001 buoncus CAM3NCTON FOPTAHOFIOTKM MOJ KOHTPOJEM SHAOCKONUYECKOrO
nccnesoBaHus(3abop mateprana)

A11.08.012.001 Brioncus TkaHeln Tpaxen Noj KOHTPOJEM TPaXeoCKOMMUYECKOro
nccnesoBaHusA(3abop matepurana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHxockonus

A03.16.002 YcTtaHOBKaA HAa30MHTECTUHANBHOrO 30HAa

A03.30.006.001 Y3kocneKkTpaabHOe 3HAOCKOMMYeckoe nccaefoBaHne ropTaHn, Tpaxeun u
6poHxoB

A11.09.008 Broncusa Tpaxen, 6pOHXOB MpU BPOHXOCKONNM
A11.09.006 SHaOTpaxeanbHOE BBEAEHWNE IeKapPCTBEHHbIX NpenapaTos
[Jetckas aHAOKPUHOAOIMA
Mpuémbl
[leTckunin 3HAOKPUHOOT (MPYeM NepBUYHBIN)
[leTckunin 3HAOKPUHOOT (NPYEeM NMOBTOPHBIN)
OHkonorua
Mpunémbi
B01.027.001 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-OHKOIOra NepPBUYHBIN
B01.027.002 Mpwuem (0OCMOTP, KOHCY/IbTaLMs) Bpaya-OHKO/10ra NMOBTOPHbIN
McmxoTtepanusa
Mpuémbl
McuxotepanesT (60 MUHYT ceaHc)
KomnnekcHble nporpammsl
Mporpamma Check-Up ana my>xumnH go 45 net
Mporpamma Check-Up ana xeHwuH go 40 net
Mporpamma Check-Up ana my>xxumnH ctapie 45 net
Mporpamma Check-Up ans xeHwuH ctapuwe 40 net
Mporpamma Check-Up (Yek-An) "340OPOBOE CEPALIE" nauneHTsl o 40 net

Mporpamma Check-Up (Yek-An) "340POBOE CEPALLE" nauneHTsl nocne 40 net
Komnnekc nccneaosanuii “340POBbIV XENYAOK" (Factpockonus; TecT Ha xenukobaktep nuaopw;
Mpuém npoduabHOro cneumnanmcra)

Komnaekc "Yponorus ans my>kumH" (MepBuYHbIN Npuém yponaora+Y3W npeactatenbHON xenesbl
TpaHcabaoMVHanbHOe)

MPT ronoeHoro mo3sra + MPT apTepuii ronoBHoro mo3ra + MPT weiHoro otaesna No3BOHOYHUKA +
KOHCy/IbTaLMa HeBpoora

FacTpoaHTepoaorus

8100
10900
11900
3100
800

800

800

2900
2600

400

400

400

400

2900
3300
500

2900

400
3000

1400
1200

1400
1200

2100

12300
14500
17100
18700
8600

10700

2990

1600

7500



Mpvémel
B01.004.001 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-racTpoaHTepoaora NepBuYUHbIN 1400
B01.004.002 Mpwrem (0cMOTp, KOHCYNbTaLMs) Bpaya-racTpo3HTepoora NoBTOPHbIN 1200
MpoLeaypHbI KabUHeT

Yenyru

A11.12.003.001 HenpepblBHOE BHYTPUBEHHOE BBEAEHWE eKapCTBEHHbIX NpenapaTos

400

(kanenbHoeE)
A11.12.003 BHYTpMBEHHOE BBEAEHME NEKAaPCTBEHHbIX MpenapaTtos (cTpyiHoe) (1 fo3a 6e3 250
CTOMMOCTW npenaparta)
A11.01.002 MNoakoXHOe BBeAEHWE NeKapCTBEHHbIX MpenapaTos 170
A11.02.002 BHyTpuMbILLIEYHOE BBEAEHME JIeKapCTBEHHbIX NpenapaTtos (1 go3a 6e3 ctoumocTtn 200
npenapara)
A11.16.010 YcTaHOBKa Ha3oracTpasibHOro 30H4a 1100

Ycnyrv ¢ npenapatamu
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX Npenapatos (kanenabHoe) LedTprakcoH 2 rp. (1 go3a) 200
HenpenpepbiBHOE BBEAEHMNE IeKapCTBEHHbIX NpenapaTos (kanenbHoe) [ekcametasoH 4wmr (1 100
403a)
HenpenpepbiBHOe BBeAeHMe leKapCTBEHHbIX MpenapaTtos (kaneabHoe) Cynbdpat marHuna 5ma (1 100
[03a)
HenpepbiBHOe BBeAEHWE IeKapCTBEHHBIX MpenapaTos (kanesbHoe) npeaHn30a0H 30mr/1 ma (1 50
403a)
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX NpenapaTtos (KaneabHoe) N1eBoGpaoKCaUnH 5 Mr/mn 450
100 mn (1 go3a)
HenpepbiBHOE BBeAEHWE NleKapCTBEHHbIX Npenapatos MeTtoknonpamug Smr/ma (1 gosa) 50
HenpepbiBHOe BBeAeHMe nekapcTBeHHbIX npenapatos KetonpodeH 50mr/ma (1 go3a) 50
HenpepbiBHOe BBEAEHWE IeKAPCTBEHHBIX NpenapaTos (kanesbHoe) umutodnasuH 10ma (1 fo3a) 230
HenpepbiBHOE BBEAEHME IEKAPCTBEHHbIX MpenapaToB (kanesbHoe) LepebponunsmH 5 ma (1 fo3a) 300
HenpepbiBHOE BBeAeHWe leKapCcTBEHHbIX MpenapaTtos LedTprakcoH 2 rp. (1 go3a) 200
HenpepbiBHOe BBeAEHME NeKapCTBEHHbIX Npenapatos (KaneabHoe) NeHTokCcnduamH Sma (1 120
403a)
HenpepbiBHOe BBeAeHME NekapCTBEHHbIX CpeAcTB gpoTtaBepunH 2.0 (1 go3a) 30
HenpepbiBHOe BBEAEHWE IEKAPCTBEHHbIX CPEACTB HMKOTUHOBasA kncaoTa 1.0 (1 fo3a) 15
HenpepbiBHOE BBEAEHMNE lekapCTBEHHbIX NpenapaTtos peambepuH 1,5% 200 ma (1 gosa) 200
HenpepbiBHOEe BBEAEHMWE IeKaPCTBEHHbIX MpenapaTos BUHNoLeTUH 2 M (1 go3a) 25
HenpepbiBHOEe BBeAEHWE IeKapCTBEHHBIX NpenapaToB Mekcnaon 5 ma (1 go3a) 150
HenpepbiBHOEe BBeAEHWE leKapCTBEHHBIX MpenapaToB (KanesbHoe) TMoKToBaa kncaoTa (1 fo3a) 100
HenpepbiBHOE BBeAEHME NeKapCTBEHHbIX NpenapatoB PepuHxekT 50mr/mn 2 ma (1 gosa) 1115
HenpepbiBHOE BBeAeHMe nekapcTBeHHbIX Npenapatos [entpan 400 mr (1 go3a) 450
HenpepbiBHOe BBeAeHMe 1ekapcTBeHHbIX NpenapaTtos TuamuH 50 mr (1 go3a) 5
HenpepbiBHOe BBEAEHME lIeKapCcTBEHHbIX NpenapaTtos MNupugokcnH 50 mr (1 go3a) 5
HenpepbiBHOE BHYTPMBEHHOE NeKapCTBEHHBIX NpenapaToB AckopbuHoBsas kncnoTta 5% (1 go3a) 5
HenpepbiBHOe BBeaeHWe ilekapcTBeHHbIX npenapatoB AkToeernH 40 mr/ma 5 ma (1 fo3a) 160
HenpepbiBHOE BBeAEHME NekapcTBEHHbIX Npenapatos LiepakcoH 1000 mr/4 ma (1 po3a) 130
HenpepbiBHOE BBEAEHWE NeKapCTBEHHbIX nNpenapaTtoB Mekcmgon 2 ma (1 po3a) 65
HenpepbiBHOe BBeAeHME nekapcTBeHHbIX NpenapatoB Kcedokam 8 mr (1 go3a) 390
HenpepbiBHOe BHYTPMMbILLEYHOE BBEAEHWE IeKapPCTBEHHbIX NpenapaTtos pymanoH 1 ma (1 gosa) 260

[Jetckan sepmoTononorua

Mpunémbi

Jetcknin sepmatonor (nepBUYHbLIN NpUem) 1400

[Jetckuin sepmatonor (MOBTOPHbLIV Npuem) 1200



[JepmoTtoBeHepoaorus

Mpunémbi
B01.008.001 Mprem (0ocMOTp, KOHCYNbTaLMSA) Bpaya-AepMaTOBEHEPOIora NepPBUYHBbIN 1400
B01.008.002 Mpurem (0cMOTp, KOHCYNbTaLMA) Bpaya-AepMaToBeHepOora NOBTOPHbIA 1200

[ HeBHOW cTaLvoHap

B01.023.003 ExkeiHEBHbIV OCMOTP BPa4YOM-HEBPOJIOrOM C Hab/IOAEHVNEM U YXOA0M CPEAHEro v

MajLLIero MeanLMHCKOro nepcoHana B oTaeneHun ctaumoHapa (npeboiBaHve B cTaumnoHape 4o 1200
3-x yacos)

B01.058.006 ExxeHeBHbI OCMOTP BPaUYOM-3HAOKPUHONOFOM C HabAtOAEHUEM U YXOAOM CPeAHero

N MAaALWero MeAuLIMHCKOrO NepcoHasa B OTAEeHNM CTalMoHapa (NpebbiBaHne B CTaLMoOHape 40 1200
3-X yacos)

B01.047.009 ExkeiHEBHbI OCMOTP BpavyoM-TepaneBTOM C HabAtOAEHNEM U YXOLOM CPEeAHEro U1

MajLLIEero MeanLMHCKOro NepcoHana B oTaeneHun ctaumoHapa (npeboiBaHve B cTaumnoHape 4o 1200
3-x yacos)

B01.001.007 ExxefHeBHbI OCMOTP BPauOM-aKyLIepPOM-FMHEKONOrOM, C HabatogeHNEM U YXOAOM

CpeAHero 1 MaagLero MeaULMHCKOrO NepcoHana B OTaeNeHun cTaumoHapa(npebbiBaHne B 1200
AHEBHOM CTauMOHape A0 3X YacoB)

B01.057.005 ExkeiHEeBHbIV OCMOTP BPa4YOM-XMPYpProm ¢ HabatogeHNeM 1 YXOA0M CPEAHEro 1

MajLLEero MeaNLMHCKOro nepcoHana B oTaeneHun ctaumoHapa(npebbiBaHne B AHEBHOM 1200
cTaumoHape Ao 3x Yacos)

AHecte3nonorus
OcmoTpebl
B01.003.001 OcMOTp (KOHCY/IbTaLMs) BpauyOM-aHeCTe3M0N0rOM-PeaHNMaToI0roM NEPBUYHbIN 1300
B01.003.002 OcMOTp (KOHCY/bTaLMsA) BPayOM-aHeCTe31010roOM-PeaHMaToI0rOM NOBTOPHbIN 950
Manunynauyum

B01.003.004.009 ToTanbHasa BHyTpuBeHHasA aHecTe3ns (80 30 MUHYT) 5500
B01.003.004.009 ToTanbHasa BHyTpMBEeHHasa aHecTe3ns (4ol yaca) 10000
B01.003.004.007 CnuHanbHana aHecTe3una (4o 1 yaca) 12000
B01.003.004.007 CnnHanbHasa aHecTe3unsa (40 2X YacoB) 13000
B01.003.004.008 CnunHanbHO-3MmMAypasbHas aHecTesns (401 yaca) 12000
B01.003.004.008 CnunHanbHO-3NMAypanbHas aHecTesna (40 2-x 4acoB) 13000
B01.003.004.010 KombuHMpOBaHHbIV 3HAOTPaxeasbHbI Hapko3 (8o 1 yaca) 13000
B01.003.004.010 KombUHMpOBaHHbIV 3HAOTPaxeasbHbIA HAPKO3 (40 2X 4acoB) 15000
B01.003.004.009 ToTanbHasa BHyTPMBEHHasA aHecTe3ns (402-X YacoB) 13500
B01.003.004.006 3nuaypanbHas aHecte3na (40 30MUHYT) 8000
B01.003.004.006 SnuaypanbHas aHectesua (4o 1 vaca) 12000
B01.003.004.006 SnuaypanbHas aHecTe3us (40 2X 4acoB) 13000
B01.003.004.008 CnuHanbHO-3nmnaypanbHas aHectesuns (0 30 MUHYT) 7000
B01.003.004.010 KOMBUHMPOBaHHBI 3HAOTPaxeasbHbln HapKko3 (£0 30 MUHYT) 7000
B01.003.004.012 KoM6UHMpPOBaHHbIV UHFANSLMOHHBIN HapKo3 (40 30 MUHYT) 6000
B01.003.004.012 KoM6MHMpPOBaHHbIV UHFaNsLMOHHBIA Hapko3 (fo 1 yaca) 12000
B01.003.004.012 KoMbBUHMpPOBaHHbIV UHFaAsLMOHHBIA HapKO3 (40 2X YacoB) 13000
B01.003.004.011 CoueTaHHas aHecTte3na (40 30 MUHYT) 6000
B01.003.004.011 CoueTaHHasa aHecTe3ua (40 1 yaca) 11000
B01.003.004.011 CoueTaHHasa aHecTe3uA (40 2X YacoB) 15000
B01.003.004.009.001 BHyTpuBeHHas aHanre3uns (40 30 MUHYT) 4500
B01.003.004.009.001 BHyTpuBeHHasa aHanre3us (4o 1 yaca) 7000
B01.003.004.009.001 BHyTpuBeHHas aHanresus (40 2-X 4acoB) 8000
B01.003.004.009.001 BHyTpmnBeHHas aHanresms (CBbiwe 2-X 4YacoB) 10000
B01.003.004.009 ToTtanbHasa BHyTpuBEHHasA aHecTe3us (cegauma npy ®rac) 3700

B01.003.004.009 ToTanbHasa BHyTPMBEHHasA aHecTe3ns (ceAaumsa Npu KOJOHOCKOMMN) 4900



B01.003.004.009 ToTanbHasa BHyTp1BeHHasA aHecte3us (cegaumsa npu OraC+konoHockonunm) 7100

B01.003.004.007 CnuHanbHas aHecte3na (A0 30 MUHYT) 5500
A16.09.011 NckyccTBeHHasa BeHTUAALMA aerkux (1 yac) 1000
A16.09.011 NckyccTBeHHas BeHTUAALMA nerkmx (o 12 yacos) 7000
B01.003.004.001 MecTtHas aHecTe3ns 1000
B01.003.004.009 ToTanbHas BHyTpMBEHHas aHecTe3na (40 3-x 4acoB) 15000
B01.003.004.009 ToTanbHasa BHyTpMBEHHasA aHecTe3ns (CBbiwe 3-X 4acoB) 20000
B01.003.004.007 CnnHanbHasa aHecTe3uns (40 3-X 4YacoB) 15000
B01.003.004.007 CnnHanbHas aHecTe3uns (CBbille 3-X 4acoB) 20000
B01.003.004.006 SnunaypanbHas aHecTe3na (40 3-X 4acoB) 15000
B01.003.004.006 3nuaypanbHasa aHecTe3mns (CBblLIe 3-X YacoB) 20000
B01.003.004.008 CnunHanbHO-3nMAypanbHas aHecTesna (40 3-x 4acoB) 15000
B01.003.004.008 CnunHanbHO-3MMAypanbHas aHecTe3na (cBbiwe 3-x 4acoB) 20000
B01.003.004.010 KoM6BMHMpPOBaHHbIV 3HAOTPaxeabHbI HapKo3 (40 3-X 4acoB) 17000
B01.003.004.010 KoMOBMHMpPOBaHHbIV 3HAOTPaxeasbHbI HapkKo3 (CBbile 3-X 4acoB) 22000
B01.003.004.012 KoMOBMHMpPOBaHHbIV UHFaNsALMOHHBIA HapKo3 (J0 3-X YacoB) 16000
B01.003.004.012 KOMBMHNPOBaHHbIA MHrAAALMOHHBIA HapKO3 (CBbILLE 3-X YacoB) 21000
B01.003.004.011 CoueTtaHHasa aHecTe3uns (40 3-X YacoB.) 16000
B01.003.004.011 CoueTaHHas aHecTe3us (CBbllLe 3-X YacoB) 21000

CraumoHap KpyrioCyTOYHbIN
B01.003.003 CyTtouHOoe HabatogeHe BpavoM-aHeCTE30I0rOM-PeaHMaToN0rOM 5000

CyTouHOEe npebbiBaHME COMPOBOXAAMOLLENO B KPYF/I0CYTOYHOM CTaLMoHape 3000

B01.001.007 ExxeHeBHbI OCMOTP BpayoM-aKyLLIEPOM-TUHEKOOTOM, C HaboAeHNEM 1 YXOAO0M
CpefHero 1 MaajLwero MeAVLMHCKOro nepcoHana B OTAeNeHun cTaumoHapa(npebbiBaHune B 1500
[AHEeBHOM CTaLoHape)

B01.001.007 ExkeiHEBHbI OCMOTP BpavOM-aKyLLepPOM-IMHEKONOrOM, C HabIOAEHNEM N YXOA0M

CpefHero 1 MAajLLIero MegnLMHCKOro nepcoHana B OTAeNeHNM cTaumoHapa 2000
B01.057.005 ExkeiHEeBHbIV OCMOTP BPa4YOM-XMPYpProm ¢ HabatogeHneM 1 yXoA0M CPeAHEro 1 5000
MAaALlero MeAnLMHCKOro NepcoHana B OTAe/eHUN CTaumoHapa

B01.028.003 ExxeHeBHbIVi OCMOTpP BPa4OM-OTOPUHONAPVHIONIOTOM C HaBAOAEHNEM U YXOL0M 5000
CpeAHero 1 MaajLero MeaNLMHCKOro NepcoHana B OTAeNEHUN CTaloHapa

B01.047.009 ExxeHeBHbI OCMOTP BpauyoM-TepaneBTOM C HabArOLEHNEM U YXOAOM CPeAHero un 5000
MaALLIEro MEANLMHCKOrO NepcoHana B OTAENEHUN CTalMOHapa

B02.001.001 MpoLieaypbl CECTPUHCKOTO YXOAa MNP NOArOTOBKE NaLMEHTKN K TMHEKOIOrMYeCKoM 1100
onepauumu

B02.003.001 vl'lpou,ep,ypbl CECTPMHCKOro yxoAa 3a NaueHTOM, HaXoAALLMMCA B OTAENEHUN 2500
WHTEHCMBHOW Tepanuu 1 peaHnumaLmm

B02.003.002 MpoLeaypbl CECTPUHCKOTO YX0Aa 3@ NaLMeHTOM, HAaXOAALLMMCS Ha UCKYCCTBEHHOW 2500
BEHTUNALNN NETKNX

B02.003.004 lMpoueaypbl CECTPUHCKOrO yX0Aa 3a NaLMeHTOM B KPUTUYECKOM COCTOAHMM 3000
B02.003.005 Mpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM B KOMaTO3HOM COCTOSIHUMU 3000
B02.004.001 Flpou,ep,ypvbl CECTPUHCKOTrO yX04a Npv NCCIeA0BaHNN CEKPETOPHOM GYHKLNW Xenyaka 1900
W ABEHaALaTUMNEPCTHON KULIKMN

B02.007.001 MNpoueaypbl CECTPUHCKOTO YX0Aa 3a NaLMeHTOM CTap4yeckoro Bo3pacrta 3000
B02.008.001 Mpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLuMeHTOM, CTPaAaroLLnm 3000
AepMaToBeHepO0rMyecknmm 3aboneBaHnamMm

B02.015.002 lMpoLeaypbl CECTPUHCKOTO yXoAa 3a NaLneHTOM C cepAeYHO-COCYANCTBIM 3000
3aboneBaHvemM

B02.018.001 I'Ipou,ep,ypljl CECTPMHCKOro yxoAa Npu NoAroToBke NauueHTa K 1200
KOIOMPOKTONOrMYeCKon onepauum

B02.018.001 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM C OTOPVUHONAPUHIONOTMYECKUMN 1200
3aboneBaHuAMU

B02.029.001 Mpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHToM ¢ opTanbMOAOTNYECKUMMI 1200
3aboneBaHMAMU

B02.057.001 MNpoueaypbl CECTPUHCKOTO yX04a Npu NOArOTOBKE NaLMeHTa K onepauumn 1200



B02.070.001 MNpoueaypbl CECTPUHCKOTrO yXOAa 3a NaLMeHTOM, CTPajaroLLMM XPOHUYECKUM 3000
60/1€eBbIM CUHAPOMOM

B03.003.006 MOHUTOPWHI OCHOBHbIX MapaMeTPOB XWU3HeAeATeIbHOCTM NauneHTa BO Bpems 1200
npoBeAeHNa aHecTe3nm

Kononpokrtonorus

Mpuémbl
B01.018.001 Mpurem (0OCMOTp, KOHCYAbTaLMs) Bpaya-KoOMNpPOKTOI0ra NePBUYHLIN 1400
B01.018.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-KoA0MPOKTOI0ra NOBTOPHbIN 1200

MaHunynauun
A16.19.003.001 VicceueHne aHanbHOM TpeLLMHbI (PaANOBONHOBLIM MeToz0M, 1 ea.) 6500
A16.19.013.002 /lnrnposaHme reMopponAabHbI3X Y3108 (BHYTpeHHMe y3ibl) 1 y3en 3100
A11.30.005 30HaMpOBaHME CBULLEBOIO X04a (NMPW CBULLLAX MPAMON KULLKWU U NepraHanbHOM 1500
obnactun) 1 kateropum
A11.30.005 3oHaMpOBaHME CBULLEBOTO Xoza (MpuY CBULLAX NPAMOM KULLKN 1 NepraHaibHOM 2100
obnactun) 2 kateropum
A16.19.018 YpaneHne MHOPOAHOrO Teia NPAMON KMLLKK 6e3 pa3pe3a 25000
A16.19.033 VicceueHne HOBOOGpa3oBaHWUI NepraHasbHON 061acT U aHabHOTO KaHasa 2100
(pagnoBonHoBbIM MeToZoM 1 ea.)
A16.19.024 BckpbiTne abcuecca anntenranbHOro KONYMKOBOro xoza 5900
A16.19.034 BckpbITie napanpokTuta 15000
A03.19.002 PekTopomMaHockonus 1800
A03.19.001 AHockonus 1100
A16.19.040 By>xnpoBaHMe aHa/bHOro OTBEPCTUA 1500
Maccax aHa/IbHOro KaHana 600
MepeBs3ka paHbl NepuaHanabHOM 061acT/aHaNibHOro KaHana 700
A16.19.017 YaaneHue noanna aHaabHOro KaHana 6100
A16.19.017 YpaneHve nonuvna npsmon KMLLKu 10000
A16.01.017 YaaneHne KOHAWAOM NepuaHaibHOM 30HbI 1 KaTeropmm CIoXHOCTH 8600
A16.01.017 YganeHve KOHAWAOM MepraHaibHOW 30HbI 2 KaTErOPUUN CJIOXKHOCTH 11600
A16.01.017 YpaneHve KOHAWAOM NMepraHaibHOW 30HbI 3 KaTErOPUM CJIOXKHOCTH 15100
A16.19.044 Tpomb3kTOMMS NpY TPOMOO3€e Hapy>KHOTO reMoppouaanbHOro y3na (1 y3en) 7000
A14.19.002 MocTaHOBKa OYNCTUTEILHOMN KN3MbI 700
A16.19.034 BckpbITie OCTPOro rHOMHOro NapanpokTuTa - 1 KaTeropms CAOXHOCTH 15000
A16.19.034 BckpbiThe oCTPOro rHOMHOro NapanpokKTuTa - 2 KaTeropms C0XHOCTH 20000
A16.19.034 BckpbITWE OCTPOrO FTHOMHOIO NapanpoKTuTa - 3 KaTeropms CIOXHOCTH 29900
A15.19.001 HanoxxeHve NOBA3KM Npy onepaLmsax Ha NPAMON KULLKe 700

OnepaTnBHOE NeyeHve
A16.19.003.001 VicceueHne XpoHMYeCKOW aHaabHOW TpeLmHbl (1 KaTeEropumn CIoXKHOCTH) 25000
A16.19.003.001 VicceueHne XpoHNYECKOW aHaabHOW TPELLMHBI (2 KaTErOPUKN CIOXKHOCTH) 30000
A16.19.041 VicceueHmne remopponganbHbix 6axpomMok 1 kaTeropum CNoXHOCTM 13900
A16.19.041 VicceueHmne remopponganbHbix 6axpoMOK 2 KaTeropum CIOXHOCTM 17900
A16.19.033 NcceueHre HOBOObpa3oBaHWUA NepraHaabHOM 061acTh 1 aHaNbHOTO KaHana 6300
(pagoBONHOBLIM METOAOM) 1 KaTeropmm CIOXHOCTU
A16.19.033 VicceueHne HOBOOGpa3oBaHWUI NepraHaabHON 061acTV U aHabHOTO KaHana 9300
(pafOBONHOBLIM METOAOM) 2 KaTeropum CIOXHOCTU
A16.19.024 NcceueHne IKX (anutenmanbHOro KOMUYMKOBOro xoAa) 1 kaTeropmm CI0XHOCTU 21000
A16.19.024 NcceueHne IKX (anutennmanbHOro KOMUYMKOBOrO X0Aa) 2 KaTeropumn C0XHOCTU 25000
A16.19.024 NcceueHnme IKX (anutennanbHOro KOMUYMKOBOrO X0Aa) 3 KaTeropum CI0XHOCTU 29000
A16.19.013 YpaneHune reMoppounganbHbix Y3108 1 KaTeropum CoXHOCTU 28500

A16.19.013 YaaneHne reMoppounganbHbiX Y310B 2 KaTeropum COXHOCTY 33900



A16.19.013 YganeHve remoppounaanbHbIX Y310B 3 KaTErOpun CNOXHOCTA

A16.19.010 VicceueHme cBuLLLa NPAMOM KALLKK 1 KaTeropmmn CI0XHOCTH

A16.19.010 VicceueHne cByLLLa NPAMOM KULLKM 2 KaTeropumn CI0XHOCTH

A16.19.010 VicceueHme cBULLA NPAMOI KULLKU 3 KaTErOpUM CIOXKHOCTU

A16.19.013 YaaneHune reMmoppouganbHbix y3108 (no JIoHro)

A16.19.013 YganeHve remoppounsanbHbix y310B (Mo JTOHFO € NepuHaHaabHOW NAACTUKOMN)

A16.19.003.001 VicceueHne aHanbHOM TpeLLMHbI (3 KaTeropum CNOXHOCTN)
MegunumHcKme cnpaBkm

CnpaBku BOAUTENSIM TPAaHCMOPTHbIX CPeACTB

MeaunumnHCKoe 0CBUAETENBCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTVBONOKa3aHU K
yNpaBAeHNIO TPaHCMOPTHBIM CPeACcTBOM KaTteropum "A" nan "M", nogkateropuum "A1" van "B1" ¢
MOTOLMKIETHOM NOCaAKON NAN pPyaeM MOTOLUKAETHOrO T1na

MeanLUMHCKOE OCBUAETENbCTBOBAHME Ha HaMUMe MeANLNHCKMX NPOTUBOMOKa3aHni K
yrnpaBAeHWIO TPAHCMOPTHBIM CpeAcTBOM KaTeropun "A" nan "M", nogkateropum "A1" nam "B1" ¢
MOTOLMKIETHON NOCaAKOW UAN PySeM MOTOLIMKIETHOTO TMNa (4OMOJHUTENBHO OCMOTP
BPa4OM-HEBPOJIOrOM MO Hamnpas/IeHWIO Bpaya-TepanesTa)

MegaunumnHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTVBONOKa3aHUM K
ynpaBAeHNIO TPAHCMOPTHBIM CPeACTBOM KaTeropum "B" nam "BE", nogkateropum "B1" (kpome
TPaHCMOPTHOrO CPEACTBA C MOTOLMKAETHOW NOCAAKOM UK pyNeM MOTOLMKAETHOrO TUMa)
MeaunuUnHCKOe 0CBUAETENBCTBOBAHME Ha Halume MeAULIMHCKMX NPOTUBOMOKAa3aHU K
yrnpaBAeHWIo TPaHCMOPTHBLIM CpeAcTBOM KaTeropun "B" nawn "BE", nogkateropum "B1" (kpome
TPaHCMOPTHOrO CpeACTBa C MOTOLMKAETHOW NOCaAKOW UK pyNeM MOTOLMKAETHOrO TMna)
(AOMONMHNTENBHO OCMOTP BPa4OM-HEBPOJIOrOM MO HamnpasJeHWIO Bpaya-TepanesTa)
MeanLUMHCKOE OCBUAETENbCTBOBAHNE Ha HaMUMe MeANLNHCKMX NPOTUBOMOKa3aHni K
yrnpaBAeHWIo TPAHCMOPTHBLIM cpeacTBOM kaTeropuu “C", "D", "DE". "Tm", "Tb", nan "CE",
noakateropun "C1", "D1", "C1E", "D1E" (4ONOAHUTENBHO OCMOTP BPauOM-HEBPOJIOrOM MO
HamnpaBs/JeHVIO Bpaya-TepanesTa)

Tpaematonorus

Mpuémbl
B01.050.001 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpaya-TpaBMaToIora-opTonesa nepBuUHbIi
B01.050.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-TpaBMaTo/iora-opToneaa rnoBTOPHbINA

MaHunynaymm
A11.04.003 AnarHocTnyeckas acnmpaums cyctasa
A11.04.004 BHyTpucycTaBHOe BBEJEHMNE JIeKapCTBEHHbIX NpenapaTos
A15.02.001 HanoxeHune noeasku npu 3aboneBaHNAX MblLLL,
A15.03.001 HanoxeHue noBs3kn Npu nepesoMax Kocten
A15.03.003 HanoxeHwve runcoBoi NOBA3KM Npu Nepenomax Koctein
A15.03.003.002 HanoxeHune UnpKyAspHON FMNCOBON MOBA3KM
A15.03.007 HanoxeHwve WWHbI NpU NepesioMax KocTen
A15.03.009 HanoxxeHve NoBA3KM Npw onepaLmax Ha KOCTAX
A15.03.010 CHATMeE rMncoBo NoBsA3KK (IOHFeTbI)
A15.03.010.001 CHATUE LMPKYAAPHOM TMNCOBOM MOBA3KM
A15.04.001 HanoxeHve NoBA3KM Npw BbiBMXaxX (MOABbLIBMXaX) CyCTaBOB
A16.02.007 OcBOb6OXAEHME MbILLLBI M3 PYOLIOB M CpaLLeHnin (MMoAn3)
A16.02.008 OcBObHOXAEHNE CYXOXMANA U3 PYOLIOB U CpaLLeHN (TEHOIN3)
A16.02.009 BoccTaHOBNEHWE MbILLLbI Y CyXOXMAUSA
A16.03.034 Penosunums OTIOMKOB KOCTe Mpu nepesomax
A16.04.003 YpaneHve cBO60AHOIO AN MHOPOAHOIO TeNa CcycTaBa
A16.04.018 BnpaBneHue BbiBMXa CycTaBa
A16.30.032 VcceueHne HOBOObPa3oBaHUA MATKMX TKaHeN
A16.30.032 VicceueHne HOBOOGPA30OBaHUA MATKUX TKaHewn

A16.30.032 NcceueHre HOBOOOpPa30BaHMUA MATKUX TKAHEN

52100
27100
31100
46100
65000
81000
35000

1300

1700

1300

1700

3600

1400
1200

1000
1300
500
500
700
600
600
700
500
600
700
29900
29900
26000
2600
23000
3100
1300
1500
1900



A16.30.032 NcceueHre HOBOOOpPa3oBaHMUsA MATKUX TKaHEN 2400

A16.01.001 YaaneHne nOBEPXHOCTHO PaCMNOA0XKEHHOIO MHOPOAHOrO Tena 600
A11.04.005 lMyHKUMA CMHOBUANbHOM CYMKM CycTaBa 1000
A11.04.006 OkonocycTaBHOe BBeJEHWE eKapCTBEHHbIX NpenapaTos 1200
JdveTtonorusa
Mpuémbl
B01.013.001 Mpwrem (0cMOTp, KOHCYAbTaLMs) Bpaya-AneTosiora nepBryHbin (40 60 MUHYT) 2000
B01.013.002 Mprem (0cMOTp, KOHCYIbTaLMs) Bpaya-ANeTosiora NoBTOPHbIN (40 60 MUHYT) 1900

B01.013.002 Mpwuem (0OCMOTpP, KOHCYyNbTaLMs) BpaYva-AMeTONI0ra NePBUYHBIV (C onpeseneHne
NPOLLEHTHOrO COOTHOLLEHWSA BOZbI, MbILLEYHOW 1 XXMPOBOW TKaHW C MOMOLLbHO 2500
6ronmnegaHcmeTpa (8o 60 MUHYT)

Manunynaymum

A05.30.014 OnpeseneHne NPOLEHTHOTO COOTHOLLEHWUSA BOZbI, MbILLEYHOW U XXMPOBOW TKaHW C 900
nomolLubo buonmnegaHcmeTpa

BeseHve HopManbHOW 6epeMeHHOCTM

MpeaBapuTenbHoe obces0BaHME Ha PaHHUX CPOKax 6epeMeHHOCTH 18411
BeseHve HopManbHOM 6epeMeHHOCTM A0 24 Hegenb 13092
BeseHne HopmanbHoOl BepeMeHHOCTY ¢ 25 Hefenu 40 POAOB 33715
BeseHne HopmanbHol 6epemenHocTy |-l 3Tan 61957
Mpuém (0CMOTp, KOHCY/IbTaLMA) apya-rMHeTVKa NEPBUYHbIN (TONIbKO B COCT. Mporpammsbl "BegeHune 1400
HopmMasbHON HepeMeHHOCTU")
CBobogHas betta/cybbeamHmLa XopmoHmyeckoro roHagoTponuHa (betra XI) (Tonbko B cocT. 1400
nporpammel "BeseHve HopMmanbHoV 6epeMeHHOCTI")
Mna3meHHbIn NpoTenH (PAPP-A) (ToNbKO B COCT. Nporpammel "BeseHre HopManbHOM 1400
6epemeHHoCTM")
3abop kpoBw 13 BeHbl B BK/L, (Tosibko B cocT. nporpammbl "BeseHne HOpMasibHOM 200
6epemeHHoCTM")
CKpVHUHT | (TONIbKO B COCT. NporpaMmsl "BeseHne HopmanbHOU HepeMeHHOCT") 2200
CkpuvHUHT |l (ToNbKO B COCT. MporpamMmbl "BegeHne HopmanbHon 6epemeHHOCTA") 1500
[JynnekcHoe ckaHMpoBaHWe cepAaua 1 Cocy0B NAoAa (TOAbKO B COCT. Nporpammel "BegerHne 1000
HOpMasibHOM GepeMeHHOCTN")
CkpuHuHr lll (Tonbko B cocT. Nnporpammel "BegeHne HopMmanbHON bepeMeHHOCT") 2000
®usnortepanus
Mpunémbi
WHranaumn
A17.08.003 Aspo3osbTepanus Npu 3aboneBaHMAX BEPXHNUX fblxaTesbHbIX NyTen (1 ceaHc) 300
A17.09.002.001 Aspo3zonbTepanus npu 3aboneBaHUsAX HUXKHUX AblxaTesbHbIX nyTen (1 ceaHc) 300
A11.09.007 NHransaTopHOe BBeAEHWE NeKapCTBEHHbIX MpenapaToB 1 kncaopoga (1 ceaHc) 300
MarnuTotepanus
®oHodopes

ToBapbl HaHomepauka
Mepyatkn natekcHble 150
JNa6opaTtopHble nccnepoBaHusa (AHanu3bl)

AyTOVIMMyHHbIe nopaxeHuma >XXenyg0o4HOo-KULWEYHOro TpakTa. LLefIVIaKI/IH.

rCI,|/.|arHocT|/||<a ayTOMMMYHHOTO NaHKpeaTnTa u Apyrvix |gG4—aCCOLI,!/IVIpOBaHHbIX 3aboneBaHmi 1837
(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases)

AHT.VITeJ'I.a knacca IgA K 3HAOMM3MIO (AHTUIHAOMU3UIAHBIE aHTUTena, ADMA) (Anti-Endomysial 1430
Antibodies, Anti-EMA, IgA)

AHTVIT.e{'Ia knacca IgG K caxapomuueTam (guarHoctrka 6onesHun KpoHa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, I1gG )

AHTuTENA Knaccos IgA 1 1gG Kk 6okanoBMAHBIM KieTkaM KuilevHuka, cymmapHo (Anti-Intestinal 1199
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)

AHTUTENa knacca IgA K caxapomuuetam (amarHoctuka 6onesHm Kpona) (Anti-Saccharomyces 1232

Cerevisiae Antibodies, ASCA, IgA )



AHTWTENA K aLMHapHbIM KAeTKaM NoAXenyAoUHOM xene3bl, IgG n IgA cymMmapHO (aHTUTena K

3K30KPWMHHOWM YacTn NoaXenyAoUHoM xenesbl, Autoantibodies against Exocrine Pancreas, 1199

Pancreatic Antibodies, PAB)

AHTuTena knacca IgG k feamMmmanpoBaHHbIM nentugam ravagmHa (Anti-Deaminated Gliadin Peptide, 781

Anti-DGP, 1gG)

AHTWTeNa K 3HTepoumTam, knacca IgG 2189

AHT.VITEHa Knacca IgA k TkaHeBOW TpaHcraoTammHase (Anti-Tissue Transglutaminase Antibodies, 1122

Anti-tTG, tTGA, IgA)

AHT.VITeJ'Ia knacca IgG k TkaHeBol TpaHcratoTamuHase (Anti-Tissue Transglutaminase Antibodies, 1122

Anti-tTG, tTGA, 1gG)

?HtTV;)Teﬂa knaccos IgA n IgG k petukyaunHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, 1276
ota

AHT.I/ITejl.a knacca IgA k untonnasme Hevtpodmnos (AHLLA) (Anti-Neutrophil Cytoplasmic 1232

Antibodies, ANCA, IgA)

AHTuTena knacca IgG k BHyTpeHHeMy pakTopy Kactaa (Anti-Intrinsic Factor, IFADb, Intrinsic Factor

Antibodies, 1gG) 1650

AHTUTena knaccos IgA 1 IgG K S3HAOMM3NIO (AHTUIHAOMU3NIAHBIE aHTUTeNa, ADMA), cymMapHO 1276

(Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)
AH'I:VITeJ'Ia Knaccos Ig.A, IgG, IgM K napueTanbHbIM KneTkam kenyaka (ATKX), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, 1gG, IgM, Total)

AHTuTena knaccos IgG v IgA k GP2 aHTUreHy LLeHTpOoauuHapHbIX KNETOK MOAXKeNyA0YHOW Xenesbl

(Anti-GP2) 1980
AHTUTENa knacca IgA Kk geamnampoBaHHbIM nenTuaam ravaamHa (Anti-Deaminated Gliadin Peptide, 781
Anti-DGP, IgA)

HacneactBeHHble MOHOTEHHble 3ab601eBaHMsA N COCTOSHUA
CuHgpowm bepta-Xora-Abtoba (BX/). Monck myTaumin B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacneactBeHHas MOTOpHO-ceHCcOopHas HelponaTtus (bonesHb Lapko-Mapu-Tyta) Tun Il. Mounck
yacTbIx MyTaumii B reHe MFN2, u. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
[eHTUHITOHONOA06HOE 3aboneBaHne, Tun 4 TBP, u.m. 3410
CuHgpom APMNA, ATNT, u.m. 3410
ApTporpunos guctanbHbiii (cuHgpom OpumeHa-LUengoHa). Mounck YacTbix MyTaumin B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacneactBeHHas MOTOpHO-ceHCcOpHas Helponatus (bonesHb LLapko-Mapu-Tyta) Tvn I. Mownck
MyTaLMI UblraHckoro npouncxoxaeHuns B reHax NDRG1T n SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnuHouepebennspHas atakcums. MNMonck yactbix MyTauuii B reHe ATXNS, u. m. (Spinocerebellar

Ataxia, Gene ATXNS, Freq. Mut.) >148

CvHAPOM HEKOMMAKTHOrO ieBoro xenygouka (HMJDK, cuHapom HM JDK, ry6uaTtbiii MMoKapa). 25707
Mowuck myTauwmii B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

MeBasnoHoBas aumaypus. MNonck mytauuin B reHe MVK, M. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHaunbynoakpanbHas gucnnasms ¢ amnoguctpodueit. Monck myTaumin B 3k3oHax 8, 9 reHa LMNA, 7161

M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnuHanbHas amvotpodus tunsl |, 11, 11l, IV (c onpegeneHnem uncna konuit SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, II, Ill, IV (copy Number Variation SMN2))

CvHapom Sckobapa. Mownck mytaumin B reHe CHRNG, m. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CuHgpom Cunbepa. Mownck MyTauuia B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CemeliHbIN remodarountapHbIn IMMPorncTmoumntos. Monck mytaumin B reHe STX11, m. (Familial 14267
Hemophagocytic Lymphohistiocytosis, Gene STX11, Mut.)

Jednunt anbda-1-aHtutpuncuHa, SERPINAT, u.m. 2035

CnuHanbHasa ammotpodua tvnel |, 11, 11, IV. Mownck myTaumin B reHe SMN1, M. (TOAbKO Npu Haanunm

ozHon konuu rena) (Spinal Muscular Atrophy, SMA, Type |, 11, lll, IV, Gene SMN1, Mut. (Only 34254
Presence One Gene Copy) )

CuHapom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3, 51348
Mut.)

CuHgpowm Manauctepa. Mouck myTtaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.) 29975
OkynodapuHreansHas MbilleyHas guctpodus. Mowmck vactoix MyTauuii B reHe RABPN1T, u. m. 5148
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

BonesHb MepctmaHHa-LUTpeyccnepa-LUenHkepa. Mouck myTtauwmii B reHe PRNP, m. 14916

(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CuHapom bnoxa-Cynbubeprepa (cemeitHas dopmMa HegepkaHus NUrMeHTa). Momnck YacTbix
myTaumii B reHe IKBKG, u. m. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene 5148
IKBKG, Freq. Mut.)

HelpoceHcopHas HeCMHAPOMasibHas TYroyxocCTb, MO/HbIN aHanus reHa GJB2 11264



MyTaummn nekapcTBeHHoM pe3ncteHTHocT NS3, NS5A 1 NS5B pernoHoB reHoma BMpyca renatuTa
C (ansa reHoTtuna 3)

CuHgpowm pucuennn. Mounck mytauuii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacneactBeHHbIM aHrMOHEBpOTUYeckumii oTek. Mownck myTaumin B reHe C1NH, M. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacneactBeHHas MOTOpPHO-CceHCcOpHas Helponatus (bonesHb Lapko-Mapu-Tyta) Tmn |. Mownck
myTaumi B reHe PMP22, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)

CuHapowm Koctenno. Mouck mytauwmii B reHe HRAS, m. (Costello Syndrome, Gene HRAS, Mut.)
XoHapogaucnnasua metadusapHas, Tmn Mak-Ketocuka. Mownck myTauuin B reHe RMRP, m.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepuoanyeckas 6onesrb. Mounck myTtauumii B reHe MEFV, m. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CvHapowm LLBaxmaHa-AaviMoHaa. Mounck yacTbix MyTauuin B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freg. Mut.)
XopwuopeTtnHonatus bupawota, TunuposaHne HLA-A29

dubpogucnnasmsa occudmumpytoLlas nporpeccrpyrowasn. NMonck MyTaumin 6e3 «ropsaumx» yyactkos
reHa ACVRT1, 6e3 «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CvHapowm BaapgaeHbypra-Llaxa. Mowck mytauunin B reHe EDNRB, M. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)
CuHgpom KokkenHa. Mounck myTtauuii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

Avactpoduyeckas gucnnasmsa. Monck mytaumii B reHe SLC26A2, M. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxvaaktuauns tTun B1. Mowuck mytaumii B reHe ROR2, M. (Brachydactyly Type B1, Gene ROR2, Mut.)

CuHgpowm lpeitra (cemenHbIv runepTenopmusm). Mouck mytaumii B reHe GLI3, m. (Greig Syndrome,
Gene GLI3, Mut.)

leHTUHrToHoNoAO6HbIe 3aboneBaHWs, KOMMAEKCHas ANArHOCTMKa, Y.M.

HacneactBeHHas MOTOpPHO-ceHCcOpHas HelponaTtus (bonesHb LLapko-Mapu-Tyta) Tvn |. Mownck
myTaumii B reHe EGR2, M. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHapom Kpy3oHa. Mownck myTaumi B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CvHapom Ocnepa-PaHato-Bebepa (HacneacTBeHHas remopparunyeckas TeneaHrmakrasmsa). Momck
myTaumii B reHe ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKCCyaaTVBHas BUTPEOXOpeopeTMHabHas anctpodus. Movck mytauuin B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

JNvunoanctpodus cemeinHas yactmyHas. Mounck mytaunii reHa LMNA, m. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CvHAPOM HOrTeN-HaKoNeHHMKa (OCTeoHNxXoAMCNAa3us). Mounck MyTaunii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MuokoHUYeckas ANCToHus. Mouck myTtauuii B reHe SGCE, M. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBsa. MNMownck yacteix MyTauuii B reHe ATP7B, u. m. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonnHenponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CuHgpom Anbctpoma. MNMonck MyTaumi B «ropsumx» yyactkax reHa ALMS1, «ropay.» yu. m. (Alstrom
syndrome, Gene ALMS1, Hot-Point Mut.)

CuHapom Tpuuepa-KonnnHsa-®paHueckettt (MaHaMBYN0-daLmanbHbIA An30cTo3). Monck MmyTauui
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

SputpokepaTtogepmus. Mounck myTtauumii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

BonesHb ®abpw, GLA, m.

[AwncTanbHaa cnvHasbHasa aMnoTpodumsa BPOXKAeHHas Henporpeccupytowas. NMounck mytaumi B
«ropAYmnx» yyactkax reHa TRPV4, «ropsu.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

[ednunt KapHUTMHA CUCTEMHBIN NepBUYHbIN. Monck MyTaLmin B reHe SLC22A5, M. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

Atakcma Ppugpeiixa. Mouck yactbix MyTauuin B reHe FXN, u. m. (Friedrich Ataxia, Gene FXN, Freq.
Mut.)

CuHgpom boysHa-KoHpaau (BKC, uepebporenatopeHanbHbli CUHAPOM). Monck MyTaLmWin B reHe
EMGT1, M. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

ATpoodus 3puTenbHoro Hepsa Jlebepa. MNonck Yactbix MyTauui B MuToxXoHaApuransHon AHK, 3 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freqg. Mut.)
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CuHapom bbepHcTaga (CMHAPOM KypuaBbix BoAoc). Mouck myTtauumii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YoTseHa. Mouck mytauunii B reHe TWIST1, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacneactBeHHas MOTOpHO-CceHCcOpHas HelponaTtus (bonesHb Lapko-Mapu-Tyta) Tun Il. Mounck
myTaumii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
MceBgoaxoHaponnasms. Mownck YacTbix MyTaumi B reHe COMP, u. M. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedpoTnuecknin cungpom. Mounck mytaunii B reHe NPHS1, M. (Nephrotic Syndrome Type 1, NPHST,
Gene NPHS1, Mut.)

AxoHgponnasus. MNMownck vactbix MyTauuii B reHe FGFR3, u. M. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CemeliHbIN x0no0B0M ayToBoCnanntenbHblin cuHapoM NLRP3 m. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacneactBeHHas MOTOpPHO-CeHCcOpHas HelponaTtusa (bonesHb Lapko-Mapu-Tyta) Tvn I. Mownck
myTauwuii B reHe PO, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
CnoHAMNOKOCTaNbHbIN An3ocTo3. Monck MyTaumin B reHe DLL3, m. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedppoHodTuz. Momnck mytauuii B reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MblweyHas auctpodus Imepun-Lperidyca. Mounck mytaumii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbLmHo3s. Mownck myTtaumin B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHuam MULIBRAY. Mownck myTtaumii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

Atpodus 3putenbHoro Hepea Jlebepa. MNMownck YacTbix MyTauuii B MutoxoHapuansHon AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

CnvHouepebennsapHas atakcus. Mounck yacTbix myTaumii B reHe ATXN7, u. M. (Spinocerebellar
Ataxia, Gene ATXN7 Freg. Mut.)

AwncTanbHaa cnvHasbHasa aMnoTpodura BPOXKAEHHas C napannyom gnadparmol. NMonck MyTtaumi B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHas gereHepaums cetuatku. Mounck mytaumii B reHe RP2, m. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CuHgpom dnepca-Aanno, Tin V1. Mounck YacTtbix MyTaumii B reHe PLOD, u. m. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CvHapowm Aapckora-CkoTTa (baumoreHmtansHas gucnnasms). Movck mytaumin B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnunHanbHO-6ynbbapHas ammnoTpodusa KeHHean. Momck vacTbix MyTaumii B reHe AR, u. m. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freg. Mut.)

CemeliHas runepxonectepuHemus, reH PCSK9
CuHgpom MapTuHa-benn (cMHAPOM JIOMKOW X XpOMOCOMBI)

CVHAPOM NOMKON X-XPOMOCOMBI € TpeMopom/aTtakcuen, FMR1, u.m.
CvHapowm Mannuctepa-Xonna. Movck mytauuin B reHe GLI3, m. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CuHapom AHTan-bukcnepa. Mownck myTaumnin B ak3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CuHgpowm Moarnddepa. Monck myTauuii B ak3oHax 7, 9 reHa FGFR2 n ak3oHe 7A rena FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MonekyAApHbIN CKPUHWHT Ha MUKpOZeneLnn/ MUKPOAYNanKaLmm XpoMoCcoM

CeMeWiHbIN reModaroumTapHblin AMMbOrncTnoLmTos. Mounck Yactbix MyTaumin B reHe UNC13D, u. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AyTOUMMYHHBIN AnmdonponndepatnBHbiin cuHApPoM. Monck myTaumii B reHe TNFRSF6, m.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeViHbIN MefyNNAPHBIA pak WUTOBUAHON Xenesbl. [onck MyTaumin B 3k30Hax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)

CuHgpowm LeaxmaHa-AanmoHga. Mowvck myTaumin B reHe SBDS, M. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CuHgpom AHgepceHa. Mouck myTtauwmii B reHe KCNJ2, M. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbuoTtpodus cetuatky, Tmn OpaHueckeTtn (bosnesnb LTtaprapata 1-ro Tvna). Mownck YacTbix
myTauwuii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopovaepemus. Mownck mytaumin B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)
CnunHouepebennspHble atakcum, peakme GopMbl, U.M.

CuHgpom Yokepa-Bapbypr (CYB). Mouck myTtauuii B reHe FKRP, M. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)
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CuHapom KpysoHa ¢ uepHbIM akaHTo30M. Mounck MyTaLuii B 3k3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemus. Movck mytauuii B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

'mnodocdatemmyecknin BUTaMUH D-pe3ncTeHTHbIN paxuT (MoyeyHbln ocdaTHbIn anabeT). Mouck
myTaumii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adaszna nepeuyHas nporpeccupytolas. MNMonck mytaumii B reHe GRN, m. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CvHapom Makneoga. Mouck mytaumii B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CuHgpom TecTukynsapHon demuHuzaumnm (CTP, cuHapom Moppwca). Monck MyTaumin B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

JKTOoAEpPMaNbHas aHrnapoTMyeckas aucnnasms. Movck mytaumin B reHe EDA, m. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MouyeyHas agncnnasms. Mownck mytauunin B reHe UPK3A, m. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

®eHnnkeToHypms. MNMonck vacTbix MyTauuii B reHe PAH, u. m. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpodus 3pUTEeNbHOrO HEpBa C rYXOTON. Monck MyTaumii B «ropsumx» yyactkax reHa OPA1,
«ropsiy.» yu. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HentponeHus. Mownck mytauuii B reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemeliHas runepxonectepuHemus, reH APOB100

BposxaeHHas HeuyBCTBUTENbHOCTb K 60K C aHrMgpo3oM. MNounck myTauuii B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

SnudmsapHas AMCNNa3uns, MHOXeCTBeHHas. Mownck vactbix myTauuii B reHe COMP, u. M. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOW LieHTpanbHoM runoseHTuasumm (CBLI). Mounck vactbix MyTauuin B reHe
PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)

OcHOoBHble HacneACcTBeHHble 3aboneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MuoToHuueckas anctpodus. Monck yactbix MyTauuii B reHe DMPK, u. m. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHas MOTOPHO-CeHcOpHas Heponatus (6onesvb LLapko-Mapu-TyTa) Tun |. Mowmck
myTaumii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

WNxTno3 namennspHbii. Monck Bcex n3BecTHbIX MyTaumin B reHe TGM1, m. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[AwnctanbHasa MoTopHas Heponatua Tvn V. MNounck myTaumin B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CuHapom MoyaT-BuabcoH. Mounck myTauuii B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepaktnHoCTb docdhopubosnnnmpodocdat cuHTeTasbl. NMonck MyTtaumin B reHe PRPST, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)

CvHapowm Fepmancku-TMyanaka (ANbOUHN3M r1a30-KOXKHbIN C reMOpPParMyecknm AmMaTe3om u
nurMeHTaLuen peTmkyno-sHAOoTeNNaAbHbIX KNeTok). [Tonck YacTbix MyTaumin B reHe HPST, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHas auctpodus AroweHHa/bekkepa. Monck geneumin n jynanmkaumin B reHe guctpoduHa
CuHgpom Knamnnens-®einns (CMHAPOM KOPOTKOM Lwewn). Monck MyTauuii B reHe GDF6, M.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHvomeTtadusapHas gncnnazms. Mounck Mytaunim B «ropaumnx» yyactkax reHa ANKH, «ropsau.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

DpUTPOAEPMUS BPOXKAEHHAA NXTUO3Has (HebynnesHas). Monck myTaumnin B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb Kperituydpenbara-Akoba. Monck mytaumin B reHe PRNP, M. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)

MukpodTanbm ¢ katapakTol. Monck myTtaumin B reHe CRYBA4, m. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTOXOHAPWa/bHble 3a601€BaHMS, KOMIMIEKCHas AMarHocTmka: MutoxoHapuansHas AHK, u.m.
CemeliHas nepuogunyeckas amxopagka. Movck mytaumnin B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CuHgpom Xybepa (CK). AHanuns umcna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MetremornobuHemms, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freg. Mut.)

Xopes FeHTUHITOHA. [Mounck YacTbix MyTaumin B reHe IT15, u. m. (Chorea Huntington, Gene IT15, Freq.

Mut.)
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CuHapom CumncoHa-Tonabu-bemesnsb. Mouck myTtaumii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MeTtuarnytakoHoBas aunaypvs. NMonck myTtaumii B reHe OPA3, M. (3-Methylglutaconic Aciduria Type
[ll, Gene OPA3, Mut.)

X-cuenneHHbIn anmdonponndepatmBHbIi cMHAPOM (6onesHb [lyHkaHa, cuHapom Myptunbo), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuroanyeckas 6one3Hb. MNMonck yactbix MyTaunii B reHe MEFV, u. m. (Familial Mediterranean Fever,
FMF, Gene MEFV, Freq. Mut.)

HapyweHnus getepmunaumm nona. Mouck mytauwmii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOoAEpPManbHas ruapoTuyeckas aucnnasms. Mowck mytaumin B reHe GJB6, M. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cLenneHHbIn MOTOPHbIV HUcTarm. Mounck mytaumii B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

He3apaleHune poaHmukos. Monck myTaumin B reHe ALX4, M. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CuHgpom Buckotta-Ongpuua (CBO). Mouck myTtaumii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MbiweyHas anctpoodus Imepu-Lperidyca. Monck MyTauuii B reHe amepuHa npu X-cLenieHHon
dopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AkpozepmaTtinT aHTeponatnyeckmin. NMounck mytaumii B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacneactBeHHas HelponaTus ¢ NoABEPXKEHHOCTLIO Napannyy ot caaBaeHus. Monck myTtaumii B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTteoneTpos peLeccuBHbIn (MpamopHas 6onesHb kocTelt). Mounck yacTbix MyTauuii B reHe TCIRG1,
u. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

M'MnokannemMunyeckmii nepuogamyecknin napaauny. Monck Mytauuii B sk3oHax 12, 18 n 19 rena
SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

WxTno3 BynbrapHbii. Monck yacteix MyTauumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freg.
Mut.)

CemeliHas runepxonectepuHemus, red LDLR

l'vnep-lgD cuHapom. Mownck myTaumii B rene CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

ANbO6UHN3M TNa30KOXHbIN TMN TA. Mouck myTauuii B reHe TYR, M. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MelweyHas auctpodus BpoxkaeHHas. MNMounck yactbix Mytauuia B reHe FKRP, u. m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb Ltaprapara. Mouck yactbix MyTaunii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnonannoannounsapHasa ancnnasms (C3/4). Mownck mytaumin B reHe TRAPPC2, M.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOpPaKC NEPBUYHbIV CMOHTaHHbIN. Mownck MyTaumnin B reHe FLCN, m. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

Cunapom HuimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CvHapowm Baapgaenbypra. Mouck mytauwmii B reHe PAX3, m. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MblweyHas AucTpodus NOACHOKOHeUYHOCTHaA. Monck myTauuii B reHe FKRP, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHogm3ocTos. Monck myTaumii B reHe CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

®eHunnkeToHypms. MNMonck myTtaumii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CvHapom Cmuta-Jleman-Onuua (C/10C). Mowuck myTauwmii B reHe DHCR7, M. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumAo3. Mounck vacTtbix MyTaumii B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)
BonesHb MapknHCOHa, KOMMAEKCHas ANarHoCTKa, Y.M.

CuHgpom UAJACUN, reH NOTCH3

MbiweyHas anctpodus JroweHHa-bekkepa. JlaioHusaumsa X-xpoMocomsl y gesouek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MuKpodTanbm M30ANPOBaHHBIN. Mounck MyTauuii B reHe GDF6, M. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnunHouepebennspHble aTakcmu, Yactble GOpMbl, Y.M.

CkanynonepoHeasbHas Myuonatus. Mounck myTtaumii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CemeliHbIN remodaroumntapHbln AMMporncTmoumtos. Monck mytaumin B reHe PRF1, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene PRF1, Mut.)
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®datanbHas cemenHas MHCOMHUMSA. Mouck myTtauwmii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

OK30CTO3bl MHOXECTBEHHbIE. [Tonck MyTaumnin B reHe EXT1, M. (Multiple Exostoses, Gene EXT1, Mut.)
BonesHb YHdeppuxta-JSlyHabopra. Mownck yacTbix myTaumii B reHe CSTB, u. m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dunbpogncnaasma occndurumpytoLas nporpeccmpyrowasn. NMonck MyTaLmin B «ropadmx» yyacrkax

reHa ACVR1, «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

[eHTUHITOHONOA06HOE 3aboneBanune, Tun 2, JPH3, u.m.

X-cuenneHHbI TAxKeNbIi KOMBMHUPOBAHHbIN UMMYHOAePULMT. Monck MyTaumin B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MceBgokcaHTOMa 3nacTnyeckas. Mounck yacTbix MyTauunin B reHe ABCC6, u. M. (Pseudoxanthoma
Elasticum, Gene ABCC6, Freq. Mut.)

MetremornobuHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBUYHan neroyHas runepteHsus. MNowck MyTauunin B reHe BMPR2, m. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcma Opugpeixa. Mouck mytaunii B reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mounck mytauuii B reHe NDP, M. (Norrie Disease, Gene NDP, Mut.)
dpUTPOAEPMUS BPOXKAEHHAA UXTUO3HaA (HebyanesHas). Mouck mytaumin B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)
M'vneptpoduyeckas kapgnommonatusa. Mouck mytauuii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

[naykoma roBEHWAbHAs OTKPbITOYroibHas (cuHapom Purepa). Monck mytaumii B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numdepema. Mouck mytauwnii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
TpombouwnToneHus BpoxaeHHas. MNMonck mytaumii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblweyHas ANCTPOPKA NOACHOKOHEYHOCTHaA. Monck MyTaumii B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoyeyHas agucnnasms. Mownck mytauum B ak3oHax 10, 11, 13, 14, 15 rena RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KoctHas reteponnasms nporpeccupytowias. Mounck mytauunii B reHe GNAS, m. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

Bokosoi ammotpoduueckmnin cknepos (BAC), SOD1, m.

TopcunoHHas anctonus, Tun 1, TORTA (DYT1), u.m.

CVHApPOM nogkoneHHoro nrepuriyma. Mowck mytauuii B reHe IRF6, m. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb Nlepmutr-fAyknoc. Mounck mytauuii B reHe PTEN, m. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas guctpodus BpoxaeHHas. Mouck myTtaumii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CvHapowm baHasH-Pannun-PyBanbbaka. MNMounck mytaumii B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

DpUTPOLMTO3 peLeccrBHBINA (ceMeiiHas HacneaCcTBEHHas noamumTemMums). NMonck MyTaumi B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Helponatus ¢ napaavyamu ot caasnenus, PMP22, geneuun n gynavkaumm (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpaHuometadumsapHas gucnnasusa. Mounck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHunyeckas rpaHynemaTosHas 6onesHb. MNonck mytaumin B reHe CYBB, M. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepus XatunHcoHa-Mmndopaa. Nownck mytaumin B reHe LMNA, m. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)

Cunapom Kpurnepa-Halispa (CKH, cemeiiHas xentyxa). Mouck mytaumit B reHe UGT1, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CvHapowm Petta. Mouck myTaumii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

BonesHb bexyeta, TMnupoBaHmne HLA B51

HapyweHus getepmuHauum nona. AHanms Haanums reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblweyHas AncTpodus NOACHOKOHeUYHOCTHaA. Monck myTauuii B reHe SGCA, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHas MOTOPHO-CeHCOpHas HelponaTus (bonesHb LLiapko-Mapu-Tyta) Tun Il Momck
myTauwuii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

14916

51348

5148

17160

3410

17160

51359

7161

34254

64163

21428
11264

42801

51348

17523

111177

34254

25707

21428

38522

7370
3410

38522

38522

14916

38522

14916

16577

51348

51348

42801

21428

21428
3300

5148

25707

25707



AyTOMMMYHHbIV AuMmdonponndepaTMBHbIN CUHAPOM. [TOUCK MyTaLWii B «<rOpAUMX» yYacTKax reHa
TNFRSF6, «ropsy.» yu. m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

M'vnep-lgD cnHapom. Mouck MyTaumii B «ropsumnx» yyactkax reHa MVK, «ropsy.» yu. m. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MblweyHas guctpodus, Tmn Pykysama. Mownck mytaumin B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CuHgpom ESC (cuHapom lonbgmaHa-®Paspa). Monck myTtaumin B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CuHgpowm BaH aep Byaa. Mounck mytauuii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)

PetuHowmauc. Mownck myTtaumin B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CemeliHbIN remodaroumutapHbin aMmdorunctmoumtos. Monck mytaumii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene UNC13D, Mut.)

OcTteoneTpo3s peLeccuBHbIn (MpamopHas 6one3Hb koctel). Mounck myTauuii B reHe TCIRGT, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BonesHb YHdeppuxTa-JlyHabopra. Monck myTtaumin B reHe CSTB, m. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbIn anmdonponndepatnBHbI cMHAPOM (6one3Hb [lyHkaHa, cuHApoM [ypTuabo).
Mownck myTauuii B reHe SH2D1A, M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb becta. Mownck Bcex M3BECTHbIX MyTaLmin B reHe BEST1, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHnocuHocTo3. Mouck myTaumii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHunocunHocTos. Mownck MyTaumin B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CnoHrnodpopmHas 3HuedanonatTns C HEMPOMNCUXMYECKMMM NPOSBAEHUAMU. [oNCK MyTaLMiA B reHe
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

Nxtrnos bynnesnbii. Mounck myTtauwmii B reHe KRT2, M. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CuHgpom KapneHTepa (akpouedanononmcnHAaKTUAMS BTOPOro Tmna). Monck MyTtaumii B reHe
RAB23, M. (Carpenter Syndrome, Gene RAB23, Mut.)

CuHgpom [xxekcoHa-Belicca. Mounck myTaumii B sk3oHe 9 reHa FGFR2 1 ak30He 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MceBgokcaHTOMa 3nacTnyeckas. Mounck mytaumin B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)
Cnactuueckas napanserusa Wrpromnens, Tun 4, SPAST (SPG4), u.m.

CuHgpom Xunnena-J/inHaay (Lepebpo-peTMHO-BMCLLePanbHbIA aHrMomaTos). [onck Mmytaumi B reHe
VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

MNcopwas, TunuposaHne HLA-Cwb

MOI’IEKy)’IﬂpHO-FEHeTVILIeCKaﬂ AWarHoCTMKa paka npep,CTaTeanof/'l >Xenesbl

CvHapowm Anepa (akpouedanocmHaaktuamns). Mounck vactbix MyTaumin B reHe FGFR2, u. m. (Apert
Syndrome, AS, Gene FGFR2, Freq. Mut.)

CemeliHas rmnepxonectepuHemus (KOMMaeKCHas gmarHoctuka - reHbl LDLR, APOB, PCSK9)
AnudursapHas AMCna3us, MHOXeCTBEeHHas. MNMonck MyTaumin B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CuHgpowm Apra. MNounck myTauuii B reHe PRPST, m. (Art's Syndrome, Gene PRPS1, Mut.)
DpUTPOAEPMUS BPOXKAEHHASA NXTUO3Has (HebyanesHas). Mownck mytauunin B reHe ALOXE3, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CrHApPOM KpaHuodaLanbHOW ANCMOPPUN-TYTOYXOCTU-Y/IbHAPHOW JeBraLmmn Knctei. Mownck
MmyTauwuii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)
MbiweyHas anctpodus Imepun-Apendyca. Monck mytaumin B reHe LMNA, M. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)

SpPUTPOLIUTO3 peLLeCcCUBHBIN (CeMelHas HacneCcTBeHHas noavumutemus). Momnck YacTbix MyTaLmii B
reHe VHL, u. m. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CvHapom kepatuta-mxtnosa-tyroyxoctu (KUA-cmHapom). Mownck mytauuin B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

Jimnoanctpodumsa cemeitHasa YacTmuHas. Monck MyTaumin B «ropsumx yyactkax» reHa LMNA,
«ropay.» y4. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)

CvHapowm baprTa. Mownck myTaumii B reHe TAZ, m. (Barth Syndrome, Gene TAZ, Mut.)

LiepebpookynodpaumockeneTHbln cuHapom. Mounck mytaumii B reHe ERCC6, M.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)
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Cunapom Xunnens-JiHaay (Lepebpo-peTUHO-BUCLLepasbHbIA aHrnomaTos). OnpegeneHve yncna

konui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer 16577
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

JK30CTO3bl MHOXECTBEHHbIe. [onck MyTauuii B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.) 64163
MblWweyHas AUCTPoPUa NOACHOKOHEUYHOCTHaA. Mounck YacTbix MyTaumin B reHax CAPN3, FKRP, 12056
ANOS5, SGCA

lnaykoma BpoxaeHHas. MNownck mytauunin B redHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG 17523
3A, Gene CYP1B1, Mut.)

HopMokannemuyeckuii nepnoanyeckunii napanny. NMonck Mytaumin B aksoHe 13 reHa SCN4A, m. 7161
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxeHwusa neyenu, reHsl ATP7B, PNPLA3, SERPINAT, u.m. 9240
Monungaktnans. Mouck myTauuii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.) 76989
M'vnep-IgM cuHapom. Mouck myTaumii B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG, 21428
Mut.)

MepBuyHas runeptTpoduryeckas octeoapTponaTtvsa (naxmaepmonepunoctos). lNonck MyTaLmin B reHe 29975
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

MuoToHus TomceHa-bekkepa. Mownck vactbix MyTauuii B reHe CLCN1, u. m. (Myotonia Congenita, 10285
Gene CLCN1, Freg. Mut.)

BokoBoi amuoTtpodurueckuii cknepos, C9orf72, u.m. 4620
InomepyoumuTos noyek runoniactmyeckoro Tvna. Mowvck mytaumnin B reHe HNF1B, m. (Renal Cysts 38522

And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneacrBeHHas MOTOpHO-CceHcopHas Heponatusa (6onesHb LLapko-Mapu-TyTta) Tun |. Momck

YacTbix MyTaLmin B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type 10285
1B, Gene GDAP1, Freq. Mut.)

CuHapom KodduHa-Jloypwm (CKJ). Mounck mytauuin B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,

Gene RPS6KA3, Mut.) 94083
Monngaktnans. Mounck mytauuii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.) 9999
HeankoronbHbI XnpoBoi renatos, reH. PNPLA3, u.m. 3190
CvHapom TAR. Momck myTtaumnin B reHe RBM8A, M. (Thrombocytopenia-Absent Radius Syndrome, 25707
TAR-Syndrome, Gene RBM8A, Mut.)

BonesHb KoyaeHa. Mownck mytaumii B reHe PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.) 38522
MwuoTtoHunueckas anctpodus, Tun 2, CNBP (ZNF9), u.m. 3080
XOH,D,pOAVICI'Ina3V!ﬂ TouyeyHas KOHpaAM-XpHepmaHa. Mouck myTtauuii B reHe EBP, m. 17160
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CeMeWHbIn FeM(?q)arOLLMTaPHI?II‘;I }'II/IM.(I)OFVICTI/IOLI,VITO3. Mowuck myTaumii B reHe STXBP2, m. (Familial 51348
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

Pabaomunonns (Mmprno6MHprﬂ). Mownck myTaumin B rere LPIN1, m. (Myoglobinuria Acute Recurrent 94083
Autosomal Recessive, Gene LPIN1, Mut.)

Feneodumsnyeckas ancnnasms. MNMonck MyTtaumin B reHe ADAMTSL2, m. (Geleophysic Dysplasia 1, 76989
Gene ADAMTSL2, Mut.)

bonesHb FannepB.op,u,eﬂa-U_lngTu,a. Mownck HacTbIX MyTaumin B reHe PANK2, u. m. 7161
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)

SputpokepaTtogepmus. Mounck myTtauumii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.) 9999
AtenocreoreHes (p,mcnna;m ae na Wanens). Mouck mytaumii B reHe SLC26A2, M. (Atelosteogenesis 25707
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

AHemus JanmoHaa-baekdenHa. Monck myTtaumii B reHe RPS19, M. (Diamond-Blackfan Anemia 1, 21428
DBA1, Gene RPS19, Mut.)

HedpoTnuecknin cuHapom. Mounck mytaumii B reHe NPHS2, m. (Nephrotic Syndrome Type 1, 34254
NPHS1, Gene NPHS2, Mut.)

Femoduaus. Mouck mytauwmii B reHe daktopa IX npu remodunmm B, m. (Hemophilia B, Gene Factor 29975
IX, Mut.)

TpuxoprHodanaHreanbHbln cMHAPOM. Mounck myTauuii B reHe TRPS1, M. (Trichorhinophalangeal 42801
Syndrome, TRPS, Gene TRPS1, Mut.)

CnvHanbHaa amunoTtpodusa ¢ napann4om ,qIA'a(bparMbl'. Mowck myTauuii B reHe IGHMBP2, m. (Spinal 64163
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)

FMnoxonaponnasus. Mounck YacTbix MyTaumin B reHe FGFR3, u. m. (Hypochondroplasia, Gene FGFR3, 12056
Freg. Mut.)

MyTauum nekapcrtseHHol pesncteHTHocTM NS3, NS5A n NS5B pervioHoB reHoma Bupyca renatuta 12837
C (ans reHotunos 1a, 1b)

anepKanmeMMgeCKm.ﬁ n.epmop,mw.ecmﬁ napanvy. MNMownck MyTaumin B ak3oHax 13 1 24 reHa SCN4A, 15697
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

HelipoceHcopHas HecMHAPOMasibHas TyroyxoCTb, MOUCK YacTbiX MyTaLmil B reHe GJB2 v KpymHbIX 6820

aeneumin B nokyce DFNB1

OHkonornyeckune 3abosesaHus



MyTaunn B reHe MET 12331

HacneactBeHHble cyyan paka MOJIOUYHOM Xene3bl U/Uan anuHnkoBs (reHsl BRCA1, BRCA2)

(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2)) ol
MyTtauun B reHe POLE 8327
OnpegeneHve TpaHcnokaumm 1p/19q 11165
WNccnepoBaHmne XxpoMocoM B abOpPTUBHOM MaTepuane, CKPUHUHT 10010
CVHAPOM MHOXECTBEHHOW 3HAOKPUHHOW Heorniasum 2B tvna (reH RET) (Multiple Endocrine 5148
Neoplasia Type 2B (Gene RET))

HacneactBeHHble cnyyan BRCA-accoummpoBaHHOrO paka y My>UMH: paK rpyaHOMN,

NnozXenyA04YHOM, NPeACTaTe/IbHOM Xenes, pak andek (reHbl BRCA1, BRCA2) (6e3 onvcaHus 4290
pe3ynbTaToB BpauoM-reHeTnkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,

Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))

CeMelHbIN MeAyNNfpHbIN pak WUTOBUAHOM Xenesbl (3k30Hbl 10, 11, 13, 14, 15 reHa RET) (Familial 21406
Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

CVHAPOM MHOXECTBEHHOW 3HAOKPUHHON Heonasum 2A Tuna (3k30Hbl 10, 11 reHa RET) (Multiple 9999
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

MyTtauun B reHe IDH2 11682
WNccnepoBaHue xpomMocom B abopTMBHOM MaTepuane, paclumpeHHoe 23199
KonnuectBeHHOe onpeseneHne COOTHOLLEHWS HOPMaslbHOrO U MyTaHTHOro aanenen 617V/617F B 8800

14 3k30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)
HacneactBeHHble cnyyan BRCA-accoummpoBaHHOIO paka y My>UnH: paK rpyAHOMN,
NoaXKenyAoYHOW, NpescTaTeIbHOM Xenes, pak andek (reHbl BRCA1, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

OnpegeneHve metnanposaHus rena MGMT 11682
Mytauwna PIK3CA 11682
OnpegzeneHune abepaumnii C228T n C250T B reHe TERT 8327
HacneactBeHHble cyyam paka MONOYHOM Xenesbl n/man anuHmnkos (reHbl BRCA1, BRCA2) (6e3
onucaHua pesynbTaTtoB Bpayom-reHeTnkoM) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCA1, BRCA2) (without Description))
MyTtauun B reHe IDH1 11682
depmeHTbI
A09.05.039 Naktataerngporenasa (J14r, L-nakrat, HAL+Okcngopeaykrasa) (Lactate
165

Dehydrogenase, LDH)
G6PD 3pnTpOLMTOB, aKTMBHOCTb 3278
A09.05.042 AnaHnHammHoTpaHcdpepasa (AnAT, AT, riyTaMMHO-NMPOBUHOTPaAHas TpaHcaMmnHasa, 165
IMT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbda-amunasa (?-amunasa, gnactaza) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbda-amunasa naHkpeatnyeckas (P-nsodepmeHT amunasbl) (Pancreatic ?-Amylase) 275
XonuHactepasa (S-MceBaoxonnHacTepasa, xoanHactepasa ll, S-X3, aunnxonnHrungponasa) 253
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 ®ocdartaza wenouHas (L) (Alkaline Phosphatase, ALP) 165
A09.05.173 Nlnnasa (Tpraumaravueponauyuarngponasa) (Lipase) 319
®ocodartaza kucnas (KO) (Acid Phosphatase, ACP) 220
Famma-raytamunTpaHcnentugasa (M, rayTamuntpaHcnenTtugasa) (Gamma-Glutamyl Transferase, 165
GGT)
A09.05.043 KpeatnHkmHasa (KpeatnHpochokmHaza, KK, KOK) (Creatine Kinase, CK, Creatine

; 264
Phosphokinase, CPK)
A09.05.041 AcnapTtatamunHoTpaHcdepasa (AcAT, ACT, rnyTaMmnHO-LLL@aBENEBOYKCYCHas
TpaHcamuHasa, ['LLUT) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)
KpeatnHknHaza-MB (KpeatnHpocdokmHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, 341
Creatine Phosphokinase-MB, CPK-MB.)

HLA-TMnnpoBaHue n pesyc-pakTop

TunuposaHwue reHos cuctembl HLA |l knacca (reHbl DRB1, DQA1, DQB1) (System Human Leukocyte 5841
Antigen (HLA) Class II, Typing (Genes DRB1, DQA1, DQB1))
OnpegzeneHune reHoTuna pesyc-dakropa (6e3 onvcaHns pesybTaToB BPa4yoM-reHETUKOM) 9768
(Genotype of RH factor Definition (without Description))
OnpegeneHune nona nnoga. BeiseneHune Y-xpomocombl naoga B kposu matepw (Y-chromosome of 4510

the fetus in the mother's blood)

Onpegenenue pesyc-daktopa (Rh factor Definition) 6820



OLieHKa CBEPTbIBAIOLLEN CUCTEMbI KPOBW

Mna3muHoreH (Plasminogen) 660
®akTop VIl (@aHTuremoduabHbin rnobyann A) (Antihemophilic Globulin A, FVIII) 1133
A09.05.051.001 D-anmep (D-Dimer) 1133
A09.05.050 ®unbpwuHoreH (Fibrinogen, FG) 231

A12.05.039 AkTBMpOBaHHOE YacTU4YHOE (NnapumanbHoe) TpoMmbonnactuHoBoe Bpems (AYTB

(AMTB), kedannH-kaonnHosoe BpeMs) (Activated Partial Thromboplastin Time, APTT) 165
®akTop IX, akTnBHOCTb, % (PakTop Kpuctmaca, aHTureModubHbili daktop «B») Factor IX, Activity,%
. . I o 484
(Christmas Factor, anti-hemophilic globulin “B")
A12.05.027 MpoTpomMbuH (npotpombuHosoe Bpems, MNB), MHO (MexayHapogHoe
HOpMasiM30BaHHOe oTHoweHwue) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpomburHoBoe Bpems (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonuaHouHbIl aHTUKoaryasHT (BA) (Lupus Anticoagulant, LA ) 803
MpoteunH C, % aktueHoCTK (Protein C, % Activity) 1969
AHTU-Xa akTnBHOCTb, ME/MA (TenapwH, KoHueHTpauus, ME/Mn), Anti-Xa activity, IU/ml (Heparin 1837
concentration, 1U/ml)
®aktop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTUTpOMOBUH llI, % aktuBHOCTM (AT I, Antithrombin 11I, % Activity) 363
MpoteunH S cBoboaHbIN (Protein S, Free) 2442
Benkn 1 aMMHOKNCIOTI
CBOb6OAHbIE NETKUE Lieny MMMYHOMI06y/IMHOB Kanna v aambaa B mode (Urine immunoglobulin free 1474
light chains (FLC) kappa and lambda)
M-rpaAneHT, CKPUHWHT. NeKTPOPOope3 CbIBOPOTKM KPOBU, UMMYHODUKCALMSA C NMOAMBaNEHTHOM
aHTMCbIBOPOTKOM, KOIMYECTBEHHas oLeHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
Bbenok beHc-/I>xoHca B Moye: MMMyHObMKCaLMA, KONMYECTBEHHOE onpejeneHmne, TMNnuposaHne
kanna, namb6aa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )
A09.05.014 benkosble ¢ppakumm (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpaguneHT, TMNnupoBaHue. dn1ekTpodopes CbIBOPOTKM KPOBU, UMMYHOdUKCALMS C MaHeNbHo
aHTUCbIBOPOTOK (pa3genbHo k IgG, IgA, IgM, kanna, nambaa), konmyectBeHHas oLeHka M-6eska 4389
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CBOb6OAHblE Nerkue Lenu MMMYHOr100yaMHOB Kanna v nambaa B ankeope (Cerebrospinal Fluid
; . . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBobOHbIE Nerkue Lenu MMMYHOII06Y/IMHOB Kanna u aambza CbiIBOPOTKM C pacyeToM MHAeKca 2156
Kanna/nambaa
Bbenok beHc-/I>xoHca B MOYe, CKPUHUHT € MPUMEHEHNEM MMMYHODUKCaLMK U KONNYECTBEHHOE
. . . e 2068
onpegenerue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 AnbbymuH (Albumin) 231
A09.05.010 O6wmin 6enok (Protein Total) 165
A09.05.214 TomouuctenH (Homocysteine) 1419
dnekTpodopes benkosB Mouwn, onpegeneHune Tmna npotemHypun (Urine Protein Electrophoresis) 1650
AnneprokomnoHeHTsl ImmunoCAP
Kanycrta 6enokouyaHHas (f216) Ig, ImmunoCAP 693
AnenbcuH (f33) IgE, ImmunoCAP 693
MonbiHb 06bIKHOBEHHAS, nArtv1 (w231) IgE, ImmunoCAP 2013
Puc (f9) IgE, ImmunoCAP 693
Bpokkonwn (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) 792
CuHuHa (f26) IgE, ImmunoCAP 693
TapakaH pbixunin (npycak) (i6) IgE, ImmunoCAP 693
ManwuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) 792

Kaptodens (f35) IgE, ImmunoCAP 693



KoHanbbymuH srina, nGal d3 (f323) IgE, ImmunoCAP

Cmecb annepreHoB gomaluHer noiiv (Hollister-Stier) (hx2) IgE, ImmunoCAP

Candida albicans (m5) IgE, ImmunoCAP

Aa nuenbl MegoHocHol (i1) IgE, ImmunoCAP

Aa ocbl 06bIKHOBEHHOW (i3) IgE, ImmunoCAP
XnoprekcnanH (c8) IgE, ImmunoCAP

Mepcwuk (f95) IgE, ImmunoCAP

flumens (f6) IgE, ImmunoCAP

Apoxokm nekapckme (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP
Oomykoug, nGal d1 (f233) IgE, ImmunoCAP

Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP

OsBua, anutenni (€81) IgE, ImmunoCAP

Knew, gomatuHelt nbiam / D. pteronyssinus (d1) IgE, ImmunoCAP
Bepe3a bopogasuartas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP
Kpab (f23) IgE, ImmunoCAP

OBanbbymuH, anbbymunH snunbln, nGal d2 (f232) IgE, ImmunoCAP
Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
Anbda-naktanbbymuH (nBos d4) (f76) IgE, ImmunoCAP
BaHaH (f92) IgE, ImmunoCAP

Matro (f91) IgE, ImmunoCAP

Mopckas cBuHKa, anuteani (e6) Ige, ImmunoCAP
TpunTaza, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyrai, nepo (e213) IgE, ImmunoCAP

Anynbin xentok (f75) IgE, ImmunoCAP

Kowika, nepxotsb (e1) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

JomaluHas neiib (Hollister —Stier) (h2) IgE, ImmunoCAP
Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Cobaka, rCan f 1 (€101) IgE, ImmunoCAP

Msco kypuupl (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (102) IgE, ImmunoCAP
®opmanbaerna / dpopmanmH (k80) IgE, ImmunoCAP
Mopkosb (f31) IgE, ImmunoCAP

Coesble 6066 (f14) IgE, ImmunoCAP

[JomawHss nbinb (Greer Labs.) (h1) IgE, ImmunoCAP
Natekc (k82) IgE, ImmunoCAP

Cladosporium herbarum (m2) IgE, ImmunoCAP
OgyBaHuMK 0b6bIKHOBEHHBIV (W8) IgE, ImmunoCAP
Cmeck annepreros nnecedn (mx2) IgE, ImmunoCAP
Kpesetka (f24) IgE, ImmunoCAP
TponomuosuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP
Mpenndpyt (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

913
1375
693
693
693
693
693
792
693
913
2013
693
693
2013
693
913
913
913
693
693
693
3025
2013
693
693
693
2013
693
2013
2013
693
693
693
2013
693
693
693
693
693
693
792
1375
693
2013
693
693



Monoko koposebe (f2) IgE, ImmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Apaxwc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHASA, NArtv3 (w233) IgE, ImmenoCAP

Owmera-5 MuyaavH nweHunypl, rTria 19 (f416) IgE, ImmunoCAP

Cmecb nuieBbix annepreHos (fx15) IgE, ImmunoCAP

Cobaka, nepxotb (e5) IgE, ImmunoCAP

Cwmecb annepreHoB maca (fx73) IgE, ImmunoCAP

Cmech aeTckux nuwesblix annepreHos (fx5) IgE, ImmunoCAP
MoaconHeunmk (w204) IgE, ImmunoCAP

Abnoko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momugop (f25) IgE, ImmunoCAP

Kapn, napeanbbymuH, rCyp c 1 (f355) IgE, ImmunoCAP

A wepLna (i75) IgE, ImmunoCAP

Cmecb nblabLpbl paHHeueTywmnx ayrosbix Tpas (gx1) IgE, ImmunoCAP
Bepesa 6bopogaBuartas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Mpeunxa (f11), IgE, ImmunoCAP

CradnnokokkoBbIv 3HTepoTOoKcMH A (M80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapwH (f302) IgE, ImmunoCAP

KazeunH, mosnoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHos niecHesbix rpnbkos (mx1) IgE, ImmunoCAP
MNenvunnnnn V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) IgE, ImmunoCAP

Cmecb annepreHoB nblabLpl gepesbes (1x9) IgE, ImmunoCAP

Fopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
Munganb (f20) IgE, ImmunoCAP

Mprbbl (wamnuHboHsbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)
Knew, sgomatiHew nbiam / D. farina (d2) IgE, ImmunoCAP

BapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayk (f17) IgE, ImmunoCAP

Mwenwnua (f4) IgE, ImmunoCAP

JNumon (f208) IgE, ImmunoCAP

Bblumii cbiBOpOTOUHBIV anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP
BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
Yaii auctosoli (f222) IgE, ImmunoCAP

CmMecb aniepreHoB MblabLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP
CmopogmHa kpacHas (f322) IgE, ImmunoCAP

Kakao (f93) IgE, ImmunoCAP

Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP
Kowka, rFel d1 (e94) IgE, ImmunoCAP

693
693
693
693
2013
2013
1375
693
1375
1375
792
693
693
693
2013
693
1375
2013
693
693
1727
2013
792
913
1375
693
792
1375
792
792
792
693
693
792
693
693
693
2013
792
792
792
1375
792
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2013
2013



FoBsamHa (f27) IgE, ImmunoCAP 693

Kusm (f84) IgE, ImmunoCAP 693
JNlnzouwmm anua, nGal d4 (k208) IgE, ImmunoCAP 913
Ambpo3msa Bbicokas, noabiHoAncTHas, nAmb a1 (w230) IgE, ImmunoCAP 2013
MonbiHb 06bIKHOBEHHAA (W6) IgE, ImmunoCAP 693
Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 792
NenvumnnvH G (c1) IgE, ImmunoCAP 693
Tumodeeska nyrosas (g6) Ige, ImmunoCAP 693
bepesa (t3) IgE, ImmunoCAP 693
Kowuka, celBopoTouHbIN anbbymuH, rFel d2 (e220) IgE, ImmunoCAP 2013
CTadn10KOKKOBbIA 3HTEPOTOKCMH B (M81) IgE, ImmunoCAP 693
Abpwukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) 792
BuwwHa (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 792
O6wuin Ig E ImmunoCAP 759
CTadpnnoKoKKOBbIV 3HTEPOTOKCMH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2013
Anynbin 6enok (f1) IgE, ImmunoCAP 693
Ogec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbgaepeii (f85) IgE, ImmunoCAP 693
3emnsnHuka, KnybHuka (f44) IgE, ImmunoCAP 693
ToikBa (f225) IgE, ImmunoCAP 693
Aa ocbl naTHKUcTom (i2) IgE, ImmunoCAP 693
Monoko ko3be (f300) IgE, ImmunoCAP 792
Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP 693
Kypwuua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, cbIBOpOTOUHbIN anbbymuH, nCan f3 (e221) IgE, ImmunoCAP 2013
Pomaluka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTOMAHbII‘/II apTpuT, NopaxeHna cyctaBoB

MonekynsapHo-reHeTuyeckoe nccnegosaHune HLA-B27 (Molecular Genetic Testing HLA-B27) 1705
AHTWTENA K LMKANYecKoMy LnTpyannHmposaHHomy nentugy (ALLLIM) (Anti-Cyclic Citrullinated

. . 1452
Peptide, anti-CCP)
AHTuTena knacca IgG k kepatuHy (AHTUKepaTMHOBbIe aHTUTena, AKA, AHTUdMAarrprHoBble 2244
aHTutena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)
PeematomaHbini pakTop, IgA (PO IgA; Rheumatoid Factor, RF, IgA) 1232
Kpucrannbl B Ma3ke CMHOBMaNbHOMN XWUAKOCTM (MOHOYpaT HaTpus, nupodocdat KanbLms) (Synovial 1705

Fluid Smear, Crystals)

AHTuTena knacca IgG k moanumbrpoBaHHOMY LIUTPYAANHUPOBAHHOMY BUMEHTUHY (aHTU-MLB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1518
Antibodies, Anti-Sa Antibodies, IgG)

LinTomeranosupycHasa nipekumsa (umtomeranosmpyc, LIMB)

Lutomeranosupyc, onpegenerve AHK B cockobe anntennanbHbix KNETOK CIM3NCTON Hoca (CMV
DNA, Scrape of Nasal Epithelial Cells)*

LunTtomeranosupyc, onpegenenne JHK B cockobe anutennanbHbix knetok potornotkm (CMV DNA,
Scrape of Faucial Epithelial Cells)*

275

275



Lntomeranosupyc, onpegenenne AHK B BeHo3Ho kposu (CMV DNA, Blood)* 418

Lutomeranosupyc, onpegenerve AHK B Boinote (CMV DNA, Exudate)* 275
LinTomeranosupyc,kadyectseHHoe onpegenermne JHK B cbiBopoTtke kposu (CMV DNA, Serum)* 418
AHTuTena knacca IgM k yutomeranosupycy (Anti-CMV IgM) 539
Lntomeranosupyc, onpegenenve AHK B cekpete npocrtartsl, 3skynste (CMV DNA, Prostatic Fluid, 275
Semen)*
LLMTO'MeFa.IIOBV.IpyC, onpegenerve [IHK B cockobe annTtennanbHbix knetok koxu (CMV DNA, Scrape 275
of Skin Epithelial Cells)*
Lutomeranosupyc, onpegenervie JHK B moye (CMV DNA, Urine)* 275
Liutomeranosupyc, onpegenere AHK 8 cockobe anuTennanbHbIX KNETOK YPOreHWUTa bHOro TpakTa 275
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
LUutomeranosupyc, onpegenenve HK B citone (CMV DNA, Saliva)* 275
LinTomeranosupyc, konnuvectseHHoe onpegeneHne JHK (Cytomegalovirus, DNA) B cbiBOpOTKE 207
KpPOBMU
ABngHocTb Anti-CMV IgG 1144
AHTuTena knacca IgG k uutomeranosmpycy (Anti-CMV IgG) 396
Lintomeranosumpyc, onpeenexne ,C!,HK B COCKOGE 3MMTENIMabHbIX KNETOK KOHBIOHKTUBLI (CMV 275
DNA, Scrape of Conjunctiva Epithelial Cells )*
Ilzll,lljiTé))t/leranosmpyc, onpegenerve AHK B cnnHHoMo3roeow xuakoctn (CMV DNA, Cerebrospinal 275
MWKpO3/1eMeHTbI B MOYe
Megab, Moua, pazosas nopuus (Copper, random urine; Cu) 1298
Kagmuin (Cd) B moue (Cadmium (Cd), Urine) 1298
KobanbT (Co) B Moue (Cobalt (Co), Urine) 1298
Tannunm (Tl) B moue (Thallium (Tl), Urine) 1298
Nog (1) 8 moue (lodine (I), Urine) 1298
MapraHey, (Mn) B Mmoye (Manganese (Mn), Urine) 1298
Xenezo (Fe) B moue (Iron (Fe), Urine) 1298
Ptytb (Hg) B MOUe (Mercury (Hg), Urine) 1298
AntomuHmia (Al) B moue (Aluminum (Al), Urine) 1298
Mpobonoarotoska (CyToyHas Moya) 748
LinHk (Zn) B Mmoue (Zinc (Zn), Urine) 1298
Megab (Cu) B cytouHom moye (Copper (Cu), 24-Hours Urine) 1298
Hukenb (Ni) B moue (Nickel (Ni), Urine) 1298
CeneH ( Se) B moue (Selenium ( Se), Urine) 1298
MpobonoarotoBka (Moya) 748
CeuHew (Pb) B moue (Lead (Pb), Urine) 1298
Mblwwbak (As) B Moue (Arsenic (As), Urine) 1298
CTonbHsak
AHTuTENa knacca IgG k ctonbHaYHOMY aHaTokcuHy (Anti-Tetanus toxoid 1gG) 990
Mwukpo3anemeHTbl B KPOBU (CbIBOPOTKA KPOBW, LieNbHas KPOBb)
Hukenb (Ni) B ciBopoTke kposu (Nickel (Ni), Serum) 275
PryTb (Hg) B BeHO3HOM Kposu (Mercury (Hg), Blood) 1298
MpobonoaroToBka (CbIBOPOTKa KPOBM) 748
Mbiwbsk (As) B cbiBopoTKe kKpoBu (Arsenic (As), Serum) 275
Kagmuii (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum ) 275
KobanbT (Co) B cbiBOpoTKE KpoBm (Cobalt (Co), Serum) 275
Hukenb (Ni) B BeHo3HoM kposwm (Nickel (Ni), Blood) 1298
LiMHK (Zn) B BeHO3HOW KpoBw (Zinc (Zn), Blood) 1298

I7Io,a, B cbiBopoTKe (lodine, serum) 275



3onoTo (Au) B cbiBOpOTKE KpoBu (Gold (Au), Serum) 275

Megb (Cu) B ceiBOpOTKe Kposu (Copper (Cu), Serum) 275

Mpobonogrotoska (KPOBb LieNbHas) 748

Megb (Cu) B BeHo3HOW Kposu (Copper (Cu), Blood) 1298

CsuHel, (Pb) B BeHO3HOW kposw (Lead (Pb), Blood) 1298

MapraHel, (Mn) B BeHO3HOW kpoBwu (Manganese (Mn), Blood) 1298

LimHk (Zn) B cbiBOpOTKe KpOBWM (Zinc (Zn), Serum) 275

JNuTnn (Li) B coiBopoTke KpoBsm (Lithium (Li), serum) 275

Kagmuii (Cd) B BeHo3HOW kposwm (Cadmium (Cd), Blood) 1298

CeneH (Se) B cbiBopoTke kpoBu (Selenium (Se), Serum) 275

CeneH (Se) B BeHO3HOM kpoBM (Selenium (Se), Blood) 1298

MapraHey, (Mn) B cbiBOpoTKe KpoBK (Manganese (Mn), Serum) 275

KobanbT (Co) B BeHO3HOW Kposu (Cobalt (Co), Blood) 1298

TpuinoaTMPOHNH peBepcuBHLIN (T3 peBepcuBHBINA, Reverse Triiodthyronine). 6567

Tanaui (Tl) B cbiBopoTKe Kposm (Thallium (TI), Serum) 275

Mpobonoarotoska (Nia3ma KPoBU (renapwiH)) 748

MonnbaeH (Mo) B cbiBopoTke Kposu (Molybdenum (Mo), Serum) 275
OHKOTEMATOJ10TA

AHanunz nepectpoek ATM reHa (FISH, konny.) (Analysis of ATM gene rearrangements (FISH, 10835

quantitative))

AHanuz myTaumii B reHe MPL, MLLP, kauecTBeHHbIN (Analysis of MPL gene mutations, PCR, 4829

qualitative)

AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napaduHoBbix cpe3ax (MmcToFISH, konnu.)

(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 14927

quantitative))

AHanuns xumepHoro reHa MLL/AF4 -t(4;11) (MLP, kau.) (Analysis of chimeric gene MLL/AF4 -t(4;11) 2486

(PCR, qualitative))

AHanunz nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konunu.) (Analysis of BCL- 6 gene 10835

rearrangements (der(3)(q27) (FISH, quantitative))

AHanun3 moHocoMuu, aeneummn 13 xpomocombl — (del(13), -13) (FISH, konunu.) (Analysis of 10835

chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))

AHanuz geneumm TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835

AHanu3s TpaHcnokauum t(2;5)(p23;935) Ha napadurHoBbIx cpe3ax (rncToFISH, konny.) (Analysis of 14927

translocation t(2;5)(p23;935) on paraffin slides (FISH Histology, quantitative))

AHanus Bcex cneymndunyeckmx abeppaumin Ha napadrHoBbIx cpesax (rnmcToFISH, konanu.) (Analysis of 14927

all specific aberrations on paraffin slides (FISH Histology, quantitative))

AHanuz TpaHcnokaumm t(11;14)(q13;932) Ha napadurHoBbIX cpe3ax (rncToFISH, konny.) (Analysis of 14927

translocation t(11;14)(q13;932) on paraffin slides (FISH Histology, quantitative))

AHanuz TpaHcnokaumm t(11;14)(q13;932) (FISH, koanu.) (Analysis of translocation t(11;14)(q13;932) 10835

(FISH,quantitative))

AHanuz xumepHoro reHa PML/RAR? -t(15;17) (MUP, kau.) (Analysis of chimeric gene PML/RAR? 2486

-t(15;17) (PCR, qualitative))

AHanus xmmepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLP, kau) (Analysis of chimeric gene 2486

CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))

AHanuz Tpucomum 12 xpomocombl (+12) (FISH, koany.) (Analysis of chromosome 12 trisomy (FISH, 10835

quantitative))

KauectBeHHas oueHKa Haamums comatmyeckor mytaumm V617F B 14 ak3oHe reHa JAK2 (Qualitative 1947

assessment of presence of gene JAK2 617F somatic mutation)

AHanu3s TpaHcnokaunu t(11;18)(q21;921) (FISH, koauu.) (Analysis of translocation t(11;18)(q21;921) 10835

(FISH, quantitative))

Kapuotun oHkorematonornueckuii (Karyotype, Hematologic Disorders, Peripheral Blood) 7722

AHanu3 geneummn TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835

AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konnu.) (Analysis of translocation t(14;16) 10835

(IGH/MAFB) (FISH,quantitative))

AHnanus xmumepHoro reHa BCR/ABL - t(9;22), onpegenenve tnna TtpaHckpunta BCR/ABL reHa - MNUP,

kauects. (Analysis of chimeric gene BCR-ABL - 1(9;22), assessment of the BCR-ABL gene transcript 2486
type, PCR, qualitative)

AHanus geneumm 12p (FISH, konny.) (Analysis of 12p deletion (FISH, quantitative)) 10835



AHanun3 xumepHoro reHa BCR-ABL (FISH, konnu.) (Analysis of chimeric gene BCR-ABL, FISH,

o 10835
quantitative)
AHanun3 nepectpoek BCL2 reHa Ha napaduHoBbIX cpe3ax (rnctoFISH, koany.) (Analysis of BCL2 gene

L . o 14927

rearrangements on paraffin slides (FISH Histology, quantitative))
AHanun3 nepectpoek reHa PDGFR?(FISH, konnu.) (Analysis of gene rearrangements PDGFR? (FISH, 10835
quantitative))
AHanu3 nepectpoek reHa FGFR1 (FISH, konnu.) (Analysis of gene rearrangements FGFR1 (FISH, 10835
quantitative))
AHanun3 xumepHoro reHa E2A/PBX1 - t(1;19) (MUP, kau.) (Analysis of chimeric gene E2A/PBX1 - 2486

t(1;19) (PCR, qualitative))
AHanu3 myTtauuii B reHe BRAF (V60OE) (MLLP, kau) 8569

AHanuz nepectpoek 5 xpomocomsl (FISH, konny.) (Analysis of chromosome 5 rearrangements (FISH,

o 10835
quantitative))
AHanun3s TpaHcnokaunm t(4;14)(p16;932) (FISH, konny.) (Analysis of translocation t(4;14)(p16;q32) 10835
(FISH, quantitative))
AHanus TpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konnu.) (Analysis of translocation t(14;16) 10835
(IGH/MAFB) (FISH,quantitative))
AHanv3 oTHocuTenbHOM akcnpeccun reHa BCR/ABL -konmuectseHHas RQ MLLP (MLLP B peanbHom 4829
BpemMeHu, konuu.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LlToreHeTnyecknin aHann3 KNeTok KocTHoro mosra (kapuotun) (Cytogenetic analysis of bone 7722
marrow (karyotype))
AHanus xumepHoro reHa FIP1L1/PDGFR?(FISH, konunu.) (Analysis of chimeric gene FIP1L1/PDGFR? 10835
(FISH, quantitative))
AHanunz nepectpoek MLL reHa (FISH, konnuy.) (Analysis of MLL gene rearrangements (FISH, 10835
quantitative))
AHanun3 nepectpoek 7 xpomocomsl (FISH, koanu) (Analysis of chromosome 7 rearrangements (FISH, 10835
quantitative))
AHann3 MmoHocomuu, geneumn 13 xpomocomsl — (del(13), -13) (FISH, konnu.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHanunz myTaumin B 12 ak3oHe JAK2 rena (MLLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR 4829
qualitative))
Ananus nepectpoek BCL2 rena t(14;18)(932;921),t(2;18)(p11,921),t(18;22)(q21;911) (FISH, xoanu.)
(Analysis of BCL2 gene rearrangements t(14;18)(q32;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, 10835
quantitative))
WccnepoBaHve mytaumoHHoro ctatyca BCR-ABL reHa (MeToz NpAMOro ceKkBeHMpOoBaHUA No 2636
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
AHanus nepectpoek 1 xpomocomsl (FISH, konuny.) 14267
AHanumz nepectpoek 3q (FISH, konny.) (Analysis of 3q rearrangements (FISH, quantitative)) 10835
AHanunz xumepHoro reHa RUNXT/RUNX1T1 -t(8;21) ( MLLP, kau.) (Analysis of chimeric gene 2486
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))
AHanuz geneumm 20q (FISH, konnu.) (Analysis of 20q deletion (FISH, quantitative)) 10835
AHanus nepectpoek MYC reHa ( t(8;14)(g24;932)-t(2;8)(p11;924), t(8 ;22)(q24;q11)) (FISH, konny.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), t(8 ;22)(q24;q11) (FISH, 10835
quantitative))
AHanuns myTaumii, geneunii, uHcepunii B reHe CALR (MLLP, kau.) (Analysis of CALR gene mutations, 4829
deletions, insertions, PCR, qualitative)
AHanus nepectpoek IGH reHa (FISH, konny.) (Analysis of IGH gene rearrangements (FISH, 10835
quantitative))
AHanum3s TpaHcnokaunu t(2;5)(p23;935) (FISH, konunu.) (Analysis of translocation t(2;5)(p23;935) (FISH, 10835
quantitative))

OnpegeneHne BMONOTMYECKOrO POACTBA B CEMbE: OTLLOBCTBA U MaTepPUHCTBa

[JlocTtaBka pesyabTaTa UCCAeLOBaHMA MO OnpeAeneHno BUONOrMUYeckoro poaCcTea B 3aneyaTaHHOM 1320
KOHBepTe B MeAULMHCKMI oduUC
JONONHWTENbHbBIV YYaCTHWK UccneaoBaHus (pebeHok nam matb uam otely) (Additional research 6303

participant (child or mother or father))

CpouHoe ycTaHOB/eHWe BUONOTMUYECcKOro POACTBA A4Sl OAHOIO U3 poauTenel Npu 6eccnopHom
poactse gpyroro (3 uen.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpouHoe ycTaHoB/IEHWE BUONOTNYECKOTO POACTBA A1l OAHOTO U3 POAMTENEN NPU OTCYTCTBUM

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHoBAEeHWe 61010TMUYEeCcKoro POACTBa Al OAHOMO U3 PoAUTENel Mpu OTCYTCTBUM Apyroro (2
yes.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHoBNEHWe BUOIOTMYECcKOro POACTBa Asl OAHOTO M3 PoAUTENel Mpu 6eccrnopHOM PoacTBe
apyroro (3 uen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

17787

ViccnepoBaHuma kana



Konporpamma (Koprogramma, Stool) 374

D03UHOMWbHBIN HEMPOTOKCUH B CTyNe 4059
30HYNNH deKanbHbIN 6127
KanbnpotektunH dekanbHbili (Fecal Calprotectin) 2618
KenuHble kncnoTol B CTyNE 3542
Anbda-T1-aHTuTpKncuH B kane (Alpha-1-Antitrypsin, Feces) 1727
CreatokpwuT cTyna 1463
WNccnepoBaHue kana Ha CKpbITYHO KpoBb. KauecTBeHHbIM MeTOg, 253
AHanu3 Kana Ha anua renbMuHTOB (Arua ramcros) (PRO Stool, Helminth Eggs) 308
XVMOTPUNCKUH B CTy/1€, aKTUBHOCTb 1980
CKpblTas KPOBb B Kase (konopekTasbHble KpOBOTEUEHMS), KONNYECTBEHHbIA UMMYHOXUMUYECKII 715
meTtoa FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold)

Dnactasza 1 (31), naHkpeatnyeckas anactasa 1 (Elastase 1, E1) 2772
CogepxaHue yrneBoZoB B kase (peayLmpytoLime BellecTBa B kase) (Stool Sugars, Reducing 616
Substances, Fecal)

AHanus kana Ha npocreliwme (PRO Stool) 308
WNcecnepoBaHue Ha aHTepoburos (siiua octpuu), wnatens (Enterobiasis, Spatula) 286
OctaTouyHas ocMonapHOCTb cTyna (Stool osmotic gap) 1265

LINnTOKMHBI
NHTtepnenkunH-10 (U1-10) (Interleukin 10, IL-10) 2035
NHTepneinkunH-6 (UJ1-6) (Interleukin 6, IL-6) 2035
®akTop Hekpoza onyxonu-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
Wutepnenkun-1? (MN-1?) (Interleukin 1 Beta, IL-1) 2035
WNutepnenkunn-8 (MU1-8) (Interleukin 8, IL-8) 2035
Onpegenenve cneunduyeckmx IgE: nmwiesbie annepreHsl

MaHenb nuuieBble anneprexsbl, IgE (Food Allergy Panel, IgE) 4037
Cenbgaepei, IgE (Celery, IgE, F85) 484
Koposbe monoko, IgE (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypwuHoe msico, IgE (Chicken Meat, IgE, F83) 484
Orypeuy, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
Mperindpyr, IgE (Grapefruit, IgE, F209) 484
Beta-naktornobyaun, IgE (Beta Lactoglobulin, IgE, F77) 484
Anynbin xentok, IgE (Egg Yolk, IgE, F75) 484
OscaHwuua nyrosas (g4) IgE, ImmunoCAP 792
KpeseTky, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484
KnybHuka, IgE (Strawberry, IgE, F44) 484
fibnoko, IgE (Apple, IgE, F49) 484
CuHuHa, IgE (Pork, IgE, F26) 484
BapaHuHa, IgE (Lamb, IgE, F88) 484
Towmarsl, IgE (Tomato, IgE, F25) 484
Mekapckune gpoxoku, IgE (Baker's Yeast, IgE, F45) 484
Kaptodens, IgE (Potato, IgE, F35) 484
Jlumon, IgE (Lemon, IgE, F208) 484

Mepcuk, IgE (Peach, IgE, FI5) 484



CMech nuLLEeBbIX annepreHoB 3: CBMHWMHA, KyprHOe MACo, roBsanHa, bapaHuHa, IgE (FP73 (F26, F27,

F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)* 1045
MaHenb anneprexHos "Muwesble 2" 1919.5
KazewH, IgE (Casein, IgE, F78) 484
Kuew, IgE (Kiwi Fruit, IgE, F84) 484
Kanycta kouaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHwnyHas myka, IgE (Wheat, IgE, F4) 484
Cmecbh nuLLeBbIX annepreHoB 1: anenbcuH, 6aHaH, abnoko, nepcuk, IgE (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgE)*
Mopkoss, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
banaH, IgE (Banana, IgE, F92) 484
CoeBble 606bl, IgE (Soybean, IgE, F14) 484
LLlokonag, IgE (Chocolate, IgE, F105) 484
AnuHbln 6enok, IgE (Egg White, IgE, F1) 484
CMecbh MULLEBBIX afNiepreHoB 2: KMBW, MaHro, baHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food 1045
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*
ToeikBa, IgE (Pumpkin, IgE, F225) 484
®yHayk, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
JNowagap, nepxoTb (e3) IgE, ImmunoCAP 792
Apbys3 (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxb (f5) IgE, ImmunoCAP 792
FrossaauHa, IgE (Beef, IgE, F27) 484
OscaHaa myka, IgE (Oat, IgE, F7) 484
MaHenb annepreHos "Muwesblie 1" 1919.5
lpeuHeBas Myka, IgE (Buckwheat, IgE, F11) 484
MueHble apoxokw, IgE (Brewer's Yeast, IgE, F403) 572
Kpabwl, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
Maktro, IgE (Mango, IgE, F91) 484
Mwukpo3anemeHTbl B BOJOCaX
Kanbuuin (Ca) B Bonocax (Calcium (Ca), Hair) 1298
Ko6anbT (Co) B Bonocax (Cobalt (Co), Hair) 1298
LmpkoHuia (Zr) B BoNocax (Zirconium (Zr), Hair) 1298
Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepuannin (Be) B Bosocax (Beryllium (Be), Hair) 1298
CeuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1298
MonnbgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298
AntomumHmi (Al) B Bonocax (Aluminum (Al), Hair) 1298
Ptytb (Hg) B BOtoCax (Mercury (Hg), Hair) 1298
MapraHey, (Mn) B Bosocax (Manganese (Mn), Hair) 1298
CeneH (Se) B Bonocax (Selenium (Se), Hair) 1298
Banaaun (V) B Bonocax (Vanadium (V), Hair) 1298
Kpemuwnia (Si) B Bonocax (Silica (Si) , Hair) 1298
Pybuawnii (Rb) B Bonocax (Rubidium 9Rb), Hair) 1298

Bucmyrt (Bi) B BONocax (Bismuth (Bi), Hair) 1298



®ocdop (P) B Bonocax (Phosphorus (P), Hair)
Mpobonoarotoska (BOaOChI)

Megab (Cu) B Bonocax (Copper (Cu), Hair)
Cypbma (Sb) B Bonocax (Antimony (Sb), Hair)
Wog, () B Bonocax (lodine (1), Hair)

Bapwii (Ba) B Bonocax (Barium (Ba), Hair)

bop (B) B Bonocax (Boron (B), Hair)

JNaHTaH (La) B Bosiocax (Lantanum 9La), Hair)
Xeneso (Fe) B Bosiocax (Iron (Fe), Hair)
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)
Xpom (Cr) B Bonocax (Chromium (Cr), Hair)
CrpoHuwii (Sr) B BOnocax (Strontium (Sr), Hair)
Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair)
Hatpuin (Na) B Bosocax (Sodium (Na), Hair)
MnaTtnHa (Pt) B BONocax (Platinum (Pt), Hair)
lepmannii (Ge) B Bonocax (Germanium (Ge), Hair)
MbiwbaAk (As) B Bonocax (Arsenic (As), Hair)
Kagmuin (Cd) B Bonocax (Cadmium (Cd), Hair)
Kanun (K) B Bosiocax (Potassium (K), Hair)
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)
LInHk (Zn) B BOAIOCax (Zinc (Zn), Hair)

OnoBo (Sn) B Bosocax (Tin (Sn), Hair)

Jvtun (Li) B Bonocax (Lithium (Li), Hair)
3onoto (Au) B Bosiocax (Gold (Au), Hair)
Tannunm (Tl) B Bonocax (Thallium (Tl), Hair)

Fannvi (Ga) B Bosocax (Gallium (Ga), Hair)

CuctemHble 3aboneBaHus COGAVIHMTEJ'IbHOI;I TKaHU

AHTuTENa Knacca IgG k akcTparupyemomy HykneapHomy aHtureHy (QHA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTVHYK€apHbIX aHTUTEN NpPW CKAepoAepMMK (pa3aeibHOe ONnncaHme aHTUTen K
aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, dpnbpunnspuH, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), ummyHobn0T (Scleroderma (Systemic Sclerosis) Antibody Panel:
Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, dbubpunnapud, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,
PDGFR, Ro-52, Immunoblotting)

AHTUAgepHble aHTuTena (AfIA, aHTUHYKeapHble aHTUTena), ckpuHuHT (Anti-Nuclear Antibodies,
ANA, Screening)

AHTUHYKNeapHbIA dakTop, HEp-2 cybctpat (AH®, TUTPLI, aHTUHYKIeapHble aHTUTeNa METOA0M
Henpsamon nMmmyHodaroopecLeHUUn Ha npenapaTax HEp-2-kneTtok) (Antinuclear Antibodies, ANA,
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTUHYKNeapHble aHTUTena (pasgenbHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 k[a), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy),
nmmyHobnoT (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)

AHTUTENa knacca IgG kK HykneocoMam (aHTUsaepHble aHTUTena), ckpuHuHr (Anti-Nuclear
Antibodies, ANA, IgG, Screening)

AT K NPOTPOMOUHY, CKPUHWUHT

AHTuTena knacca IgG k gsycnupanbHon HatneHow AHK (aHTn-acAHK 1gG, aHtn-AHK)
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG)

AHTuTena Kk ammooumTtam, knacca IgG

KnuHuueckme tectbl

B03.016.014 NccnepoBaHme moum no metogdy HeumnopeHko (Nechiporenko's Urine Test)

Kanbuwmii Moun, kauecTBeHHBbIW TecT (Mpoba Cynkosmya) (Sulkowitch Urine Calcium Test)

1298
748

1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298

1232

4411

517

1265

3509

1232

1089

627

1727

253
143



B03.016.006 AHann3 Moum obLwmii (AHanM3 Moumn O6LLMI ¢ MUKpOCKonuet ocagka) (Complete

Urinalysis, Microscopic Examination) 253

lenatut C BupycHasa nHdbekums (Bupyc renatuta C, Hepatitis C Virus, HCV)

Bupyc renatuta C, konnyectseHHoe onpegeneHme PHK Bupyca n reHotnnmnpoaHume (tunel 1, 2, 3)
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))

NHtepnenkunH-28B (M1/1-28B), reHoTunmpoBaHue (McciesoBaHye reHeTMYeCckux MapKepos,
onpeaenaowmnx 3pPeKTMBHOCTL eUeHmsa XpoHmnyeckoro renatnta C nHTeppepoHoMm 1
pubasrpuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))

Bupyc renatuta C (CITO), onpeaeneHune PHK B nnasme kposw, konnvecteseHHoe (HCV RNA, Plasma,
Quantitative)*

Bupyc renatuta C (BI'C), yabtpauyscteuTensHoe onpegenermne PHK BI'C (Hepatitis C Virus (HCV)
RNA, Ultrasensitive PCR)

AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396

4048

792

23034

3355

AHTuTena knacca IgG k aHTUreHam Bupyca renatuta C, BbisiBASeMble METOAOM MMMYHOHBNOTTUHTa
(Anti-HCV IgG, Immunoblot)

Bupyc renatuta C, onpeaenerve PHK B cbiBopoTke kpoBwu, kayectBeHHoe (HCV RNA, Serum,
Qualitative)*

Bupyc renatuta C, onpegenerHve PHK B cbiBopoTke kpoBu metogom lMNLIP, konmuectBeHHoe (HCV
RNA, Serum, Quantitative, PCR)*

Bupyc renatuta C, onpegenernve PHK B nnasme, reHotnuposaHue ¢ cybtunamu (tunel 1 (cy6Tmnsl
1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*

Bupyc renatuta C, onpegenerHve PHK B nnasme kposw, konnmyectseHHoe (HCV RNA, Plasma,
Quantitative)*

CradunokokkoBas UHdeKLMs (cTadUaOKOKK 3010TUCTBIN, Staphylococcus aureus)

5621
693

3454

11517

MoceB Ha 3010TUCTBIN CTadUNOKOKK (METULMANNH-PE3UCTEHTHBIN 30JI0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpeaeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM NpenapatamM
n baktepnodaram (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTBIN CTadUAOKOKK (METULMANNH-PE3NCTEHTHBIN 30J0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHune HyBCTBUTENbHOCTW K PaClUMPEHHOMY CMEeKTPY
aHTMMKKpPO6HBbIX NpenapaTos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 30/10TUCTbIN CTadUAOKOKK (METULMANNH-PE3NCTEHTHBIN 30J0TUCTBIN CTadUNOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 30710TMCTbIV cTadunokokk (Staphylococcus aureus, onpesgeneHne YyBCTBUTENBHOCTM K

aHTMMUKKpPO6HbIM Npenapatam 1 Hakteprnodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 3010TUCTbIN cTaduaokokk (Staphylococcus aureus), onpeaeneHne YyBCTBUTENbHOCTU K

pacLUMpeHHOMY CnekTpy aHTUMUKPOBHBIX Npenapatos (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TMCTBIV cTadunokokk (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 30710TMCTbIN cTadpuNoKOKK (Staphylococcus aureus), onpeseneHne YyBCTBUTENBHOCTM K
aHTUMKKPOBHBLIM NpenapaTaM (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

MoceB Ha 3010TUCTbIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 30J0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM npenapaTtamM

1078

2145

715

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

l'epnec (repnec-Bupycobl Yenoseka 1 u 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B moue (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 n 2 Tunos, onpegenexve AHK B cbiBopoTke kpoBu, TunupoBaHne (HSV-1, 2 DNA, 660
Serum, Typing)*
lepnecsupyc 1 v 2 TMnos., onpegenenve JHK B cockobe anutenmanbHbIX KNETOK KOHBFOHKTUBSI 275
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )*
lepnecsupyc 1 n 2 Tunos, onpegenenvie JHK B cockobe anutennanbHbIX KN€TOK KOHBHOHKTUBBI, 462
TunupoBaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tunos, onpegenexve AHK B Mmoue, TunuposaHue (HSV-1, 2 DNA, Urine, Typing)* 462
AHTuTena knacca IgG k Bupycy npocroro repneca 1 v 2 tunos (Anti-HSV-1, 2 1gG) 484
lepnecsupyc 1 1 2 Tvnos, onpegenexHve JHK B BeHo3HOW KpoBw, TunmuposaHme (HSV-1, 2 DNA, 660
Blood, Typing)*
lepnecsupyc 1 v 2 Tunos, onpegenenvie JHK B CNMHHOMO3roBou XnAKOCTH, TunuposaHue (HSV-1, 462

2 DNA, Cerebrospinal Fluid, Typing)*



lepnecsupyc 1 1 2 Tunos, onpegenexve JHK B Boinote (HSV-1, 2 DNA, Exudate)* 275

Fepnecsupyc 1 1 2 Tunos, onpegenexune AHK B cockobe anutennanbHbIX KNETOK POTOrAOTKMY,

TmnuposaHue (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)* 462
AHTuTena knacca IgM k Bmpycy npoctoro reprieca 1 v 2 Tunos (Anti-HSV-1, 2 IgM) 506
lepnecsupyc 1 1 2 Tvnos, onpegeneHve JHK B cockobe 3nutenvanbHbIX KNETOK YPOreHUTanbHOro 462
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*
lepnecsupyc 1 n 2 Tunos, onpegenenvie JHK B citoHe, TunmposaHune (HSV-1, 2 DNA, Saliva, 462
Typing)*
l'epnecsupyc 1 v 2 TMnos., onpegenenve AHK B BbinoTe, TMNuposaHne (HSV-1, 2 DNA, Exudate, 462
Typing)*
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B BeHo3Hom kposm (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B citoHe (HSV-1, 2 DNA, Saliva)* 275
lepnecsupyc 1 1 2 Tvnos, onpegenexve AHK B cockobe anutennanbHbix Knetok koxu (HSV-1, 2 275
DNA, Scrape of Skin Epithelial Cells)*
lepnecsupyc 1 v 2 Tunos, onpegenenvie JHK B cockobe anutenmnanbHbIx KA€TOK CAM3UCTON HOCa, 462
Tunuposaxue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*
lepnecsupyc 1 v 2 Tunos., onpeaenenve JHK B cninHHomo3roBol xxuakoctu (HSV-1, 2 DNA, 275
Cerebrospinal Fluid)*
lepnecsupyc 1 n 2 Tunos, onpegenenve AHK B cekpete npoctathl, 3skynsate (HSV-1, 2 DNA,

. . . 275
Prostatic Fluid, Semen)
lepneceupyc 1 n 2 Tnos, onpegenexve AHK B cekpete npocTathl, 3aKkynsTe, TunuposaHue (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTuTena knacca IgG k Bupycy npocroro repneca 2 tuna (Anti-HSV-2 IgG) 605
lepneceupyc 1 n 2 Tunos, onpegenexve AHK B ceiBopoTke kposu (HSV-1, 2 DNA, Serum)* 418
Fepnecsupyc 1 n 2 TunoB., onpesenenve HK B cockobe anutennanbHbIx KNETOK CIU3UCTON HOCa 75

(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
AsungHocTb Anti-HSV 1gG 770

Fepnecsupyc 1 1 2 TMnos, onpegenerHune JHK B cockobe 3nmTenmanbHbIX KNETOK YPOreHWUTasibHOro

TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)* 275
l'epnecsupyc 1 1 2 Tvnos, onpegenexHve AHK B cockobe 3nutenvanbHbIX KNETOK KOXMK, 462
TMnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTuTena knacca IgG k Bupycy npocroro repneca 1 tuna (Anti-HSV-1 IgG) 748
lepneceupyc 1 n 2 Tvnos, onpeaenexHve JHK B cockobe anutennanbHbIX KAeTOK POTOrI0TKM 275
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTENa Kk kKopoHaBmpycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakumHanbHble (AnnBakKopoHa, BekTop) aHTuTena k SARS-CoV-2 (N-, S-6enkn),
SARS-CoV-2-IgG-BekTop, kauectBeHHbIV TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, 1gG, qualitative)
KopoHasupyc SARS-CoV-2, onpegenerne PHK B Ma3ke CO CAM3NCTON HOCOFIOTKN U POTOFIOTKM 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA, KONNYECTBEHHBIE, K Cnankosomy (S) 6esky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419
spike (S) protein (RBD), IgG, quantitative).
KopoHnasupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke co cIM3MCTON HOCOMNOTKN 1 POTOTIOTKM 1419
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTuTena k SARS CoV-2 (S-6enky, Bkatodas RBD), IgG, KONMUeCTBEHHbIN 1419

AHTUTeNa K cnalikoBomy (S) 6esnky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHue. OueHka
ummyHuteta O v MOCJIE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, IgG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTUTENa K KOpoHaBupycy SARS-CoV-2 (HykneokancugHomy benky), IgG, 96601t (Anti-SARS-CoV-2

(nucleocapsid protein), IgG, Abbott) 739
ABuaHocTb aHTUTen Kk SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759
MwukonnasmeHHas MHbEKLMSA, MUKOMIa3MO3

AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550
Mukonnasma (Mycoplasma genitalium), onpeaeneHne JHK B cockobe anuTenmanbHbIX K1eToK 275
yporeHuTansHoro TpakTta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*

Mukonnasma (Mycoplasma hominis), onpegenerue JHK B cockobe anuTennanbHbIX KIETOK 275
yporeHutanbHoro TpakTta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*

Mukonnasma (Mycoplasma pneumoniae), onpegenerve AHK B nnazme kposu (Mycoplasma 429

pneumoniae, DNA, Plasma)*

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671



Mukonnasma (Mycoplasma pneumoniae), onpegenerve JHK B cockobe anntennanbHbix KNETOK

potornoTkn (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)* 231
AHTuTena knacca IlgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mukonnasma (Mycoplasma pneumoniae), onpegenenve AHK B mokpoTe (Mycoplasma

i * 649
pneumoniae, DNA, Sputum)
Mukonnasma (Mycoplasma hominis), onpegenenune [IHK B cekpete npocTatbl, 3aKynsTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca IlgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 462
Mukonnasma (Mycoplasma genitalium), onpeaenenne JHK B cekpeTe npocTaThbl, 3sKyasTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mukonnasma (Mycoplasma pneumoniae), onpegenenve AHK B citoHe (Mycoplasma pneumoniae,

. 231
DNA, Saliva)*
Mukonnasma (Mycoplasma hominis), onpegenenne JHK B moue (Mycoplasma hominis, DNA, 275
Urine)*
AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 671
Mukonnasma (Mycoplasma genitalium), onpeaenenne AHK B moue (Mycoplasma genitalium, DNA, 275
Urine)*

HeopraHunyeckue BellecTsa
A09.05.127 Marnuii (Mg) B cbiBopoTKe kpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuunin obwmii (Ca) (Calcium Total) 209
Kanuin/Hatpuin/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 275
KanbLmin noHmsnposaHHbIn (Ca2+, cBoboaHbIN Kanbuuii) (lonized Calcium, Free Calcium) 396
A09.05.033 ®ochop HeopraHuueckmin (P) (Phosphorus (P)) 209
JlaTeHTHan (HeHacbIWeHHas) Xene30CBA3bIBaroLLan CNoCOBHOCTL CbiBOPOTKM Kposu (JIXKCC, HXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 Xenezo (Fe) B cbiBopoTKe Kposu (Iron (Fe), Serum) 209
l'McTonornyeckne ncciefoBaHUA C OKpallMBaHNEM reMaToOKCUANH-303UHOM
FacTpwT, accounnpoBaHHbii ¢ Helicobacter pylori (ructonornueckuii npodunb) (Helicobacter pylori
: s 4004

Associated Gastritis)*
Onpegenexune mytaumii reHa PDGFRa 15070
ViIMmyHoructoxnmmyeckoe nccaegosanme (1 mapkep): yrounatouee NMX-nccnegosanme ¢ 1694
ncrnonb3osaHvem 1 aHTuTena (Mapkepa)
Onpegenenue akcnpeccumn 6enka PD-L1 B TkaHn onyxonn metogom UTMX ¢ ncnonb3oBaHnem
aHTmTen k PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
OnpegeneHve MyTaumii reHa cKIT 12760
KoHcynbTaums rotoBbIx ructonormyeckmx npenapatos (1 ctekno + 1 6;10k) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpegeneHune pacnpocTpaHeHHbix MyTauuii reHos BRCA1,BRCA2 npu pake MOJIOUYHOM Xene3bl U 8140
ANYHNKOB B BMOMNCUINHOM MaTepuane
MMcTonornyeckoe nccnegosaHne Gruontatos xenyaka (PAS-peakLms) 319
Onpegenexve nepectpoek reHa ROST 8800
Onpegenenue mytaumin B 18,19.20, 21 sk3oHax reHa EGFR 10890
OnpegeneHne myTaumii Bo 2,3,4 3k3oHe reHa NRAS 7700
OnpezeneHne mytaumii B 15 ak3oHe reHa BRAF 5280
OnpegeneHve MyTaumii Bo 2,3,4 ak3oHe reHa KRAS 7700
Onpegenenue akcnpeccun benka PD-L1 B TkaHW onyxoan metogom UIMX ¢ ncnonb3oBaHnem
aHTmTen k PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).
OnpezeneHne MUKpOCaTENNUTHOW HecTabuabHocTn (MSI) 6820
OnpegzeneHune runepakcnpeccum reHa HER2 (KonuiiHOCTb reHa) 12760

AvddepeHunanbHas gnarHocTnka MesiaHoMbl, UMMyHoructoxmmmyeckoe (UIMX) nccnegosaxme,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BruoncuiiHas AVNarHoCTkKa AepMaTo30B - MOpq)OJ'IOI'VIl—IECKOG ncanegoBaHmne 61onNTaToB B Lenax

AMarHoOCTVKM 3aboneBaHunii Koxu (KpoMme HoBoobpasosaHuii) (Pathology of skin biopsyes)* 2233



M'Mctoxummnueckoe nccnegosaHue Helicobacter pylori (cansb) (Helicobacter pylori, Mucus,

Histochemical Study)* 2112

Onpegenexne nepectpoek reHa ALK 8800

MMcTonornyeckoe nccnesoBaHme GUONCUIHOIO MaTeprana 1 MaTepuana, Mosy4EeHHOro npu

XUPYPruvecknx BMeLLaTenbCcTBax (IHAOCKOMMYECKOro MaTepuana; TKaHe XXeHCKOW NoNoBow 2420
CUCTEMBbI; KOXM, MATKMX TKaHel; KDOBETBOPHOMN M IMMPONAHON TKaHEN; KOCTHO-XPALLEBOM TKaHW)*

Onpegenexue skcnpeccun benka PD-L1 B TkaHn onyxoan metogom UIMX ¢ ncnosbsoBaHnem

aHTuTen k PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
Onpegenenue skcnpeccun PDL1 8140
AnddepeHumnanbHasa gnarHoctka MesaHoMbl, UMMyHoructoxnmmnyeckoe (UMX) nccnegosanue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)
OHkomapkepbl
SCC (AHTWreH NnockokaeTouHon kapumHomsl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486
CA-19-9 (YrneBogHbili aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpanuH A (Chromogranin A, CgA) 5247
PakoB0-3M6prOHanbHbIV aHTUreH (P3A, kKapunHO3MbBproHanbHbIN aHTUreH) (Carcinoembryonic
. 627
Antigen, CEA)
CA-242 (YrneBoaHbIN aHTUreH 242, onyxonesbli Mapkep CA-242) (Carbohydrate Antigen CA-242,
924
Tumor Marker CA-242)
ROMAT1 Pacuet nHaekca 77
HenpoHcneumnounueckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MCA obwmin (Mpoctatnyeckuii cneuuduyuecknin aHtureH obwmin) (Prostate-Specific 484
Antigen Total, PSA Total)*
UBC (AHTUreH paka MO4Y€BOro Mny3blps, UCCef0BaHNe PacTBOPMMBbIX GparMeHTOB LIMTOKePaTUHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 3g0poBbs npoctatsl (NMCA o6, NMCA cB., -2proPSA, phi) 3190
HE4 (benok 4 anunananmunca yenoseka) (Human Epididymis Protein 4, HE4) 1122
Beta-2-MukpornobynuH (?-2-M1ukpornobyaunH) B cbiBopoTke kposw (Beta-2-Microglobulin, BMG, 957
Serum )
A09.05.130 MCA obwmin (Mpoctatnyeckuii cneuuduyuecknin aHtureH obwmin) (Prostate-Specific 484
Antigen Total, PSA Total)
ROMAZ2 Pacuet nHaekca 77
Anbda-detonpotenH (ADI) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBogHbii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBogHbii aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 NCA cBoboaHbIn (MpocTatnyecknin cneunduyecknin aHTUreH cBo60oaHbIN)* 484
CA-72-4 (YrneBogHbIi aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LntokepatnHoBbin dparmeHT (Cyfra 21-1, pparmeHT untokepatuHa 19) (Cytokeratin 19 Fragments, 946
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
Beta-2-mMukpornobyauH (?-2-MukpornobyaunH) B moue (Beta-2-Microglobulin, Urine) 957
benok S100 (S100 Protein) 2739
TprxomoHmas (TpMxomMoHaza)
TpuxomoHaga, onpegenerve IHK B Mmoue (Trichomonas vaginalis, DNA, Urine)* 275
TpuxomoHaga, onpegenerve AHK B cekpete npoctatsl, 3skyaste (Trichomonas vaginalis, DNA, 275
Prostatic Fluid, Semen)*
TpuxomoHaga, onpegeneHune HK B cockobe anuTenmanbHbIX KJIETOK YPOreHMTaabHOro TpakTa 275
(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) 671
MpoueaypHble ycnyru (Procedural services)
MonyueHune cbiBOPOTKM 63 nocnegytowero nccnegosaHus (Blood serum derivation without further 320
examinations)**
B3atne matepuana ans MUP gnarHoctvkn 350
B3sTtne kposu 6e3 nocnegytolero nccneposaHus (Blood sampling without further examinations)** 190

B3sTne cockoba bykkanbHOro anutenmns y Ayx denosek (Buccal epithelium sampling, 2 persons) 180



B3ATue unTonornyeckoro matepuana, Matepuana gas MLP gnarHoctvky, MMKpobuoaormyeckmx
nccneposanmin (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3satune citoHbl gna MUP guarHoctrkm (Saliva sampling for PCR) 50
A11.12.009 B3saTne kpoBu 13 nepundepnyeckon BeHbl 200
Mpoueaypa B37TMA bLUomaTepmana Ha 3HTepobuos (Biomaterial sampling for the enterobiasis test) 77
B3sTme cockoba bykkanbHOro anuTenus y Tpex yenosek (Buccal epithelium sampling, 3 persons) 270

B3ATne KanuAApHOW KPOBYM (MMeoTCs OrpaHUYeHUs Mo B3ATWIO KanWANSPHON KPOBYW; yTOUHAWTE Y

agMUHUCTPaTopa MeaumumHckoro oduca) (capillary blood sampling) 190

B3atune cockoba bykkanbHoro anutesamns (Buccal epithelium sampling) 90
FEMATUT C

Bupyc renatuta C PHK, reHotunmpoBanue 6 reHotunnos (1a,1b,2,3a,4,5a,6) 2618
MukpobroL,eHo3 yporeHnTanbHOro TpakTa

YcnoBHO-NaToreHHble MUKOMAa3Mbl, MOHUTOPUHT 3¢pdekTMBHOCTM NedeHns (Ureaplasma parvum) 396

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

NHBNO®JIOP ? ycnoBHO-NaTOreHHble MUKOM1a3Mbl YesioBeKa (YPOreHUTabHbI CKPUHWHT) 508

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

VNHBNO®JIOP-komniekcHoe uccnesoBaHne MUKPOdaopbl YpOreHUTaabHOro Tpakta 3058

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BakTepwanbHbIn BarnHo3 (Bacterial Vaginosis, BV) 1694

WNccnepoBaHue broueHosa yporeHntanbHoro tpakta. ®emodnop 8. (UROGENITAL TRACT 1628

MICROBIOCENOSIS (PCR Panel Femoflor 8))

BbisBneHve Bo3byantenen UMMM (4 + KBM): onpegenenve HK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK uenoseka (Identification of 1023

Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

MobunyHkyc, onpeaenerve JHK B cockobe anutennanbHbIX KNETOK yPOreHUTaabHOro TpakTa 231

(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YcnoBHO-NaToreHHble MUKOMAa3Mbl, MOHUTOPUHT 3pdekTMBHOCTM NedeHnsa (Mycoplasma hominis) 396

(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

NH6rnodpnop CkpunH. CKPUHUHIOBOE NCCef0BaHNEe MUKPOPAOPbI YPOreHNTaNibHOro TpakTa 1870

YcnoBHo-natoreHHble MMUKOMIa3Mbl, MOHUTOPUHT 3pdekTUBHOCTM NeveHns (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

Bbisnenwve Bo3byantenent UMMM (7 + KBM), cockob anutenvnanbHbIX KNETOK YPOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

WNccnepoBaHune broueHosa yporeHutanbHoro tpakta. ®emodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
NHBNO®JTIOP-3KCIIEPT. PaclumpeHHoe nccnegosaHe MUKPOPAOPbI yPOreHNTasbHOroO TpakTa. 2200
CKPUHUHT MuKpodaopsbl YPOTeHuTaNbHOro TpakTa. ®emodnop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

Brodnop 1364
Nubunodnop Makcu 4202

MWKpO3/1eMeHTbI B HOFTAX

Mbliwwbsak (As) B Hortsx (Arsenic (As), Nails) 1298
CeuHel (Pb) B HorTsax (Lead (Pb), Nails) 1298
CypbMma (Sb) B HorTtax (Antimony (Sb), Nails) 1298
Xpom (Cr) B HorTaix (Chromium (Cr), Nails) 1298
OnoB.o (Sn) B HorTtax (Tin (Sn), Nails) 1298
Ptytb (Hg) B HOrTsAX (Mercury (Hg), Nails) 1298
XKeneso (Fe) B HorTax (Iron (Fe), Nails) 1298
Kagmui (Cd) B Hortsix (Cadmium (Cd), Nails) 1298
Fepmannii (Ge) B HorTsax (Germanium (Ge), Nails) 1298
MonnbaeH (Mo) B Hortax (Molybdenum (Mo), Nails) 1298
®ocdop (P) B HorTsax (Phosphorus (P), Nails) 1298

MpobonoarotoBka (HOrTK) 748



BaHaaun (V) B Hortax (Vanadium (V), Nails) 1298

Bucmyrt (Bi) B Hortaix (Bismuth (Bi), Nails) 1298
Kanbuwmin (Ca) B Hortax (Calcium (Ca), Nails) 1298
NaHTaH (La) B Hortax (Lantanum (La), Nails) 1298
Megb (Cu) B HorTsx (Copper (Cu), Nails) 1298
AntomumHmia (Al) B HorTax (Aluminum (Al), Nails) 1298
300710 (Au) B HorTax (Gold (Au), Nails) 1298
Fannnn (Ga) B HorTtax (Gallium (Ga), Nails) 1298
CeneH (Se) B HorTax (Selenium (Se), Nails) 1298
Jntnia (Li) B HorTax (Lithium (Li), Nails) 1298
LIMHK (Zn) B HOrTAX (Zinc (Zn), Nails) 1298
Bop (B) B HorTsx (Boron (B), Nails) 1298
Bapwii (Ba) B Hortaix (Barium (Ba), Nails) 1298
Wog, (1) B Hortax (lodine (1), Nails) 1298
Bepuanunin (Be) B HorTsax (Beryllium (Be), Nails) 1298
Kanun (K) B HorTax (Potassium (K), Nails) 1298
KobanbT (Co) B Hortax (Cobalt (Co), Nails) 1298
Bonbdpam (W) B Hortax (Tungsten, Wolframium (W), Nails) 1298
Tannuii (Tl) B HorTax (Thallium (TI), Nails) 1298
KpemHuui (Si) B HorTax (Silica (Si), Nails) 1298
Hukenb (Ni) B Hortax (Nickel (Ni), Nails) 1298
Marnuii (Mg) B HorTsax (Magnesium (Mg), Nails) 1298
CrpoHumii (Sr) B HorTax (Strontium (Sr), Nails) 1298
Pybuawnii (Rb) B Hortsx (Rubidium (Rb), Nails) 1298
Hatpuin (Na) B HorTsax (Sodium (Na), Nails) 1298
MapraHey, (Mn) B HorTax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1298
LimpkoHui (Zr) B HOrTsax (Zirconium (Zr), Nails) 1298
MnaTtuHa (Pt) B HorTax (Platinum (Pt), Nails) 1298

FTOPMOHAJIbHbIE MICC/IEAOBAHWA

MeTaboanTbl 3CTPOreHOB 1 NporecTepoHa, 24-4 Moua (Estrogens and progesterone metabolites,

24-h urine) 6710

MenatoHuH, naa3ma (Melatonin, plasma) 2640

JernapoanmaHapocTepoH (HEKOHBIOTMPOBaHHbI) 1474
BMY-nHpekums, nanunnomasmpycHas nHbekuma (BUpyC NanuaiomMbl YesoBeka)

Brpyc nanmanombl YesioBeka BbICOKOTO OHKOT€HHOTrO pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenexne HK B cockobe anuTenmanbHbIX KNeTok 385

camsmnctor npsamon kuwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nanmnanomsl yenoseka, onpegenerune HK 4 Tunos: 6, 11, 16, 18 + KBM B cockobe
3NUTENNaNbHbIX KNETOK yporeHnTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Bupyc nanuanomel Yenoseka BbICOKOrO OHKOreHHOro pucka, reHotunuposanue HK 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe 3nuTennanbHbIX KAeToK

yporeHuTansHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Brpyc nanmanombl YesioBeka BbICOKOTO OHKOT€HHOTO pucKa, CKpuHuHT 14 Tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenexne HK B cockobe anuTenmanbHbIX KNeTok 385

yporeHuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Bupyc nannanombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenerve AHK 3 tunos: 6, 11, 44 +
KBM B cockobe anuTenManbHbIxX KNeTOK can3nctoin npamoi kuwku (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))



Brpyc nanmanombl YenoBeka BbICOKOrO OHKOTeHHOro pucka, onpegenerne AHK 16 n 18 tunos +
KBM B cockobe anutennanbHbIx KAeTok yporeHutanbHoro tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Bupyc nannanombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenerve AHK 3 tunos: 6, 11, 44 B

cockobe anuTennanbHbix knetok potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

AvnddepeHunpoBaHHoe onpegeneHne AHK BMY (Bupyc nanuanomel yenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuntennanbHbIx K1eToK
yporeHuTanbHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Bupyc nannanombl YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenernve AHK 3 tunos: 6, 11, 44 +
KBM B cockobe anutenmanbHbIX KAeToK yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanmanomel YesioBeKa BbICOKOTO OHKOTEHHOTO pucKa, CKpUHUHT 14 Tvnos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok

990

potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 385
56, 58, 59, 66, 68) Screening )*
Bupyc nanuanomel yenoseka, onpegenenune AHK 21 tvna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe 3nuTenmanbHbIX KNeTOK YPOreHUTaNbHOro TpakTa 2695
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Brpyc nanmanombl YenoBeka BbICOKOTO OHKOT€HHOTrO pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenerve HK B cockobe anuntenmanbHbIX KNeTok 385
yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanaos, kaHamaa
Kanaunaa, onpegenenne JHK B BoinoTte (Candida albicans, DNA, Exudate)* 275
Kangunzaos, Tunuposanwue (Candidiasis, Typing) 737

MoceB Ha gpox>kenofobHble rpmbsl (pogos Candida, Cryptococcus) ¢ onpegeneHnem
UYBCTBUTENILHOCTW K aHTUMUKOTUYeckuM npenapaTaM (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

Kangunaos, ckpmHuHr (Candidiasis, Screening ) 396

Kangunaa, onpegenenne JHK B cekpete npoctarthl, 3akynste (Candida albicans, DNA, Prostatic Fluid, 275

Semen)*

Kanaunaa, onpegenenne JHK B cockobe anmTennanbHbix KNETOK CAU3UCTON NPAMOWNA KULLIKM 275

(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*

Kananga, onpegenenve JHK B cockobe anutenmanbHbix knetok potornotku (Candida albicans, 275

DNA, Scrape of Faucial Epithelial Cells)*

MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG) 572

KaHnangos, ckpuHuHr u tunmposanue (Candidiasis, Screening and Typing) 1012

AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG) 781

Kangunaa, onpegenenne JHK B moue (Candida albicans, DNA, Urine)* 275

Kangunaa, onpegenenne JHK B cockobe anntennanbHbix knetok koxu (Candida albicans, DNA,

! s . 275

Scrape of Skin Epithelial Cells)

Kananga, onpegenenne JHK B cockobe anutenmanbHbIX KNETOK yporeHutanbHoro tpakTa (Candida 275

albicans, DNA, Scrape of Urogenital Epithelial Cells)*

Kangunaa, onpegenenne JHK B caroHe (Candida albicans, DNA, Saliva)* 275
MuKkpoburonornyeckmne nccaesoBaHns: Hecneundbmryeckme BocnanmtesbHble 3a601eBaHNA Pa3ANYHbIX JOKaaM3aLmi

AncbakTepnos knweyHuka (MoaMdULMpPOBaHHbIA MeToa) ¢ YbP 1837

MNoceB OTAENAEMOrO BEPXHUX AbIXaTebHbIX MyTeh Ha MUKpodIopyY, onpeaeneHne

YYBCTBMTEIbHOCTM K PacLUMPEHHOMY CMeKTpy aHTUMMKPOOHbIX npenapatos (Upper Respiratory 2178
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB oTAeNseMoro rnas Ha MUKPodaopY, onpejeneHne YyBCTBUTENbHOCTU K @aHTUMUKPOBHbLIM

npenapatam n 6akteprodaram (Eye Culture. Bacteria |dentification, Antibiotic Susceptibility and 1474
Bacteriophage Efficiency Testing)*

Moces oTaensemoro rnas Ha MMKpodaopy, ornpeaeneHne HyBCTBUTENbHOCTM K paclLMpPeHHOMY

CneKkTpy aHTUMUKPOOGHBLIX NpenapaToB (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, 2464
Enlarged Testing)*

MoceB Ha NaTOreHHYIO 1 YCIOBHO-NATOreHHYH0 MUKPOMIOPY KULLEYHMKA C onpeseneHnem

YYBCTBUTENIBHOCTM K aHTUMUKPOOHBLIM npenapaTtam u baktepmnodaram (Stool Culture with Bacteria 1606
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

MoceB Ha MaTOreHHYHO 1 YCIOBHO-MATOrEHHYH MUKPOGIOPY KULLEYHMKA C ONpeseneHnem

YYBCTBMTENbHOCTM K aHTUMUKPOBHbIM Npenapatam (Stool Culture, Pathogenic Intestinal and 1518
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)



MoceB rpyaHOro MoJioka Ha MUKpohIopy, onpeseneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbLIM
npenapaTaM n 6aktepnodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

AuncbakTepuros KuwweyHrKa (MOANGULMPOBAHHbBIN METOA)

MNoceB OTAENAEMOrO yLel Ha MUKPOGIOPY, ONpesesieHne YyBCTBUTENBHOCTU K PacLUMPEHHOMY
CreKTpy aHTUMKKPOOBHbIX Npenapatos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Ttesting)*

MoceB OTAENsIEMOrO r1a3 Ha MUKPOdAOpPY, ONpeAeneHne HyBCTBUTENbHOCTM K aHTUMUKPOOHbLIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpysHOro Moaoka Ha M1Kpodaopy, onpeaeneHne YyBCTBUTENbHOCTU K PaclUMPEHHOMY
CNekTpy aHTUMMKPOBHbIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

MoceB NyHKLMOHHOIO MaTepurana Ha MUKpPodIopy, onpesenieHne YyBCTBUTENbHOCTU K
aHTMMKKpPOB6HbIM Npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

MNMoceB paHeBOro OTAENAEMOro U TKaHel Ha MUKPodIopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMMKPODBHBIM NpenapaTtam n baktepuodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Moces xenun Ha MUKPOGIOpPY, OnpesesieHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM npenapaTam
(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB Ha aHa3pPobHyr MUKpPOdAOPY, ONpeAeneHne YyBCTBUTENbHOCTM K aHTUMUKPODBHBIM
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB MOKPOTbI N TPaxeobpOoHXMaabHbIX CMbIBOB Ha MUKpodaopy, onpeaeneHne
YYBCTBUTENBHOCTW K @aHTUMUKPOBHbLIM Mpenapatam 1 MUKpockonuen maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

MoceB MouM Ha MUKpodIOpPY, ONpeAeneHne HYyBCTBUTENbHOCTU K aHTUMWKPODBHbLIM NpenapaTam v
6akTtepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

A12.20.001 Mukpockonuyeckoe nccaefoBaHme BAaraauwHbIX Ma3koB

MoceB Ha ypeanna3mbl, OnpeAeseHne UyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM Npenapatam
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyaHOro MoJioka Ha MUKpohIopy, onpeseneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbLIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB OTAENAEMOrO MNOJIOBbIX OPraHOB Ha MUKPOGIOPY, ONpeseneHne YyBCTBUTENbHOCTM K
paclMpeHHOMY CnekTpy aHTUMUKPOOHbIX Npenapatos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHeBOro OTAENSAEMOrO U TKaHel Ha MUKPOGIOpY, OnpeseieHne YyBCTBUTENBHOCTM K
aHTUMKKpPOHHbIM NpenapaTtam (Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)*

MoceB Ha MVKOM/Ia3Mbl, ONpese/ieHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBLIM NpenapaTtam
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MVKPOGNOPY OTAENSEMOTO MOJIOBbIX OPraHOB, ONpPeAeNeHNe YyBCTBUTENbHOCTM K
aHTUMKKpPOBHBLIM NpenapaTam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB oTAENsAeMOro yulel Ha MUKpohIopy, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM
npenapaTaM n baktepnodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB MOUM Ha MUKPODIOPY, ONpeseneHne YyBCTBUTENbHOCTU K PACLLIMPEHHOMY CMEKTPY
aHTUMKKpPOBHBIX NpenapaTtos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB OTAENSAEMOro BEPXHUX AbIXaTeNbHbIX NyTei Ha MUKpodaopY, onpeseneHue
YYBCTBUTENILHOCTU K aHTUMMKPOBHBLIM NpenapaTam v 6aktepnodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

MoceB OTAeNsAeMOro yLlel Ha MUKPObIopY, ONpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM
npenapatam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
WNccnepoBaHve Ha 6roLeHO3 BaaranvLla, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbIM 1
aHTVMUKOTUYECKMM Mpenapatam (C MUKPOCKOMMEN HAaTUBHOTO Npenapara, OKpaLleHHOro no
lpamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))*

MoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPOGIOpY, onpeseneHne YyBCTBUTENBHOCTY K
pacLUMpeHHOMY cnekTpy aHTUMUKPObHbIX Npenapatos (Wound/Pus/Aspirate/Tissue Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB xenun Ha MUKpOobIOpPY, ONpeseneHne YyBCTBUTENbHOCTU K PaCLUIMPEHHOMY CMEKTPY
aHTUMKKpPOBHBIX NpenapaTtos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing)*

Moces rpyaHoro moaoka Ha Mukpodaopy (Breast Milk Culture. Bacteria Identification)
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MoceB OoTAe/1A€MOTr0 NMNON0BbIX OPraHOB Ha MMKpocpnopy, onpejeneHne 4yBCTBUTENIbHOCTU K

aHTUMMKPOBHBLIM NpenapaTaM u baktepuodaram (Genitourinary Tract Culture. Bacteria 1474
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*
AzeHoBupyc (Adenovirus), AnapenHbln CMHAPOM, aHTUreHHbIV TecT (Adenovirus. One Step Rapid 957

Immunochromotographic Assay)
MoceB MOUM Ha MUKpPODAOPY, ONpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam

(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* 880
MoceB MOKPOTbI ¥ TPaxeobpOHXMabHbIX CMBIBOB Ha MUKPOMIOPY, ornpeaeneHve

UYBCTBUTENILHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOBHbIX MpenapaToB U MUKPOCKOMNMWEN 2387
ma3ka (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xennkobaktep nunopwu (Helicobacter pylori), aHtureHHbi Tect (Helicobacter pylori. One Step Rapid 957

Immunochromotographic Assay)

MoceB OTAENSAEMOro BEPXHUX AbIXaTebHbIX NyTei Ha MUKpodaopY, onpeaeneHue
UYBCTBUTENILHOCTU K aHTUMWKPOBHbIM NpenapaTam (oAHa nokanusauus) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB NyHKLMOHHOIO MaTepurana Ha MUKpodIopy, onpeseneHne YyBCTBUTENbHOCTY K

paclmMpeHHOMY CnekTpy aHTUMUKPOOHbIX Npenapatos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces Ha NaToreHHy'o 1 yCNOBHO-NaTOreHHyto Mlﬂquq)nopy KnLIeYHWKa (Stppl Cylture, 1309
Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification)

ButamuHbl

ButamuH B6 (nupugokcanbdocdar) 2398
ButamuH B1 (TnamuH) 2398
ButamuH B12 (umaHokobanamuH, kobanamuH) (Cobalamin) 693
ButamuH E B cbiBOpoTKe (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamuH B5 (mnaHTOTEHOBAS KMcnoTa) 2398
1,25-pgurngpokeusutammH D3 (1,25-dihydroxivitamin D3) 2090
ButamunH B3 (HUKOTUHammA) 2398
Butammn 25(0H)D2 n 25(0H)D3, pa3gensHoe onpeaeneHmne (BIXX - MC/MC) 6006
A09.05.080 donmnesas kncnota (Folic Acid) 957
ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2398
ButamuH K1 B cbiBopoTke (PpuanoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
ButamuH B7, H (61MoTuH) 2398
AKTVBHbIV BUTamuH B12 (TonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
Beta-kapoTuH 2398
ButamuH B2 (pnbodnasur) 2398
ButamuH C (ackopbuHoBas kuncnorta) 2398
PetnHnn nanbmutat 2398

AyTOMMMYHHbIE HEBpPOOrnYeckre 3aboseBaHus
Antutena k LGI1T n CASPR2 (KoMnOHeHTbI KOMMaeKca Kanneblx KaHanos), [gG, ceiBOpoTKa KpoBu
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)

AHTVHepOHabHble aHTUTeNa, IgG, MeTog HenpsMon nmmyHodayopecueHumn (Neuronal
i : ; 3311
antibodies, IgG, Indirect immunofluorescence (IIF))

AHTUTENa K aLeTUAXONNHOBOMY peLienTopy (AXP, gnarHoctinka MmacteHun), CyMMapHoO

6160

(Acetylcholine Receptor Antibodies, Anti-AChR, Total) >731
AHTuTena k peuientopam HelipoHos Tvnos NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca 13607
IgG, pa3genbHo, onpejeneHne B CbiIBOPOTKE

AHTUTeNa knacca IgG k ckenetHbiM Mbiwam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 1gG) 1221
Antutena k NMDA rnytamaTtHomy peuentopy, IgG, onpeaenerune B anksope (aHTM-NMDAR 1gG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)

Muo3uT-cneundunyHble aHTUTeNa knacca IgG (nanH-6s0T: Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AHTuTena knaccos IgG v IgM k ranranosungam (nanH-6aot: GM1; GM2-GM3-GM4; GD1a, GD1b,

GD2-GD3, GT1a, GT1b, GQ1b, cynbdatngpl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AxTutena k AclHK B cbiBOpOTKE KPOBW, MOATBEPXKAAIOLLMIA TECT C MCMONb30OBaHMEM cybcTpaTa

Crithidia luciliae, IgG, MeTogoM Henpsmon nMMyHodaoopecueHumm (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))



AHTUTENa K MUennHy IgG, MeToa HenpsiMol nMMyHodaroopecleHumn (Anti-myelin antibody, IgG,

IF) 1474
AHTUTena knaccos IgA, 1gG, IgM Kk akBanopuHy 4, cyMMapHO (AMarHoCT1Ka HeMpPOONTUKOMUENNTA,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

OnuroknoHanbHbIv IgG B IMkBOpPE (LlepebpocnHanbHOM XUAKOCTM) U CbIBOPOTKE KPOBM

(Oligoclonal 1gG, Cerebrospinal Fluid (CSF), Serum) 4389
AHTUTENa K M_b!Luequ-cne!.l,mq)mquKoﬁ TMPO3MHKNHa3e (aHTM-MuSK) B cbiBOpOTKE KPOBMY, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTUTENA K peuenTtopam HenpoHos TnnoB NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca 13750
IgG, pa3aenbHO, onpeeneHne B INKBOPE

AHTUTENA K LGH " CASRRZ (KOMMOHEHTHI KOMM/IeKCa KanneBbix kaHanos), IgG, nvkeop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTena k GAD (rnytamatgekapbokcunase), IgG, amksop (Anti-GAD (glutamic acid decarboxylase), 2079

IgG, CSF)

AHTVHepOHabHble aHTUTeNa knacca IgG (nanH-6s10T1: Hu (ANNAT), Yo-1 (PCA1), CV2, Ma2, Ri
(ANNA2), amdundusun) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Maz2, 5731
Ri (ANNAZ2), Amphiphysin))

AHnTnTena knacca IgG NMDA (N-meTtun-D-acnaprar) rnytamatHOMy peuenTopy B

cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 4389
KomMnoHeHTbl kKoMnaemeHTa
Cuctema KoMnieMeHTa: oLeHKa dyHKUMoHanbHoM aktneHocT (CH50) (Functionality Test of
1474
Complement (CH50))
Nurnbutop C1-3ctepasbl (C1-Esterase Inhibitor, C1-INH) 2156
C4 KomnoHeHT cuctembl komnaemeHnta (Complement Component C4) 396
C3 KomnoHeHT cuctembl komnaemeHnta (Complement Component C3) 396
KpacHyxa
AHTuTena knacca |gG Kk aHTUreHaM BMpYCa KPacHyxW, BbliBAseMble METOAOM UMMYHODBNOTTUHTa
: 5621
(Anti-Rubella IgG, Immunoblot )
AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 539
AsungHocTb Anti-Rubella IgG 1067
Onpegenexune PHK (Rubella virus, RNA) B cbiBOpOTKE KpOBYM 649
AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) 396
l'enatut B BupycHas nHdekuma (Bupyc renatmta B, Hepatitis B Virus, HBV)
AHTuTena knaccos IgM 1 IgG k HB-core aHTUreny Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517
IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
HBs-aHTureH Brpyca renatuta B (HBs-aHTureH, noBepxHOCTHbIV aHTUreH BMpYca renaTtuTa B,
«@BCTPaNMNCKNA» aHTUFeH), KoamyecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, 1452
Quantitative)
HBe-aHTureH Bmpyca renatuta B (Hepatitis Be Antigen, HBeAQ) 561
AHTuTena knacca IgM k HB-core aHTUreHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 693
B Core Antigen; HBV Core Antibodies IgM)
Bupyc renatuta B, onpeaenenune HK B cbiBOpoTKe KpoBu, konnyectseHHoe (HBV DNA, Serum, 3751
Quantitative)*
Bupyc renatuta B, onpeaenenune JHK B chiBOpoTKe KpoBu, kKavectseHHoe (HBV DNA, Serum, 418
Qualitative)*
AHTuTena k HBs-aHTureny Bupyca renatuta B (Anti-HBs, HBsAb) 627
AHTuTena k HBe-aHTureny Bupyca renatuta B (Anti-HBe, HBeAb) 517
HBs-aHTureH Bmpyca renatuta B (HBs-aHTVreH, MOBepXHOCTHbIN aHTUIeH BUpYyca renatuTa B, 264

«@BCTPaSIMNCKNN» aHTUreH), KauecTBeHHbIV TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
YrneBogbl

[ 1FOKO30-TONIEPaHTHBIN TECT C OnpeaeneHneM rarko3bl 1 C-nenTuia B BEHO3HOM KPOBM HaToLLak
W nocne Harpysku vepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 NccnepoBaHme ypOBHS M1HOKO3bl B KPOBU 143
Nakrat (Lactate) 572
®pykTo3amuH (Fructosamine) 891
A09.05.083 InkmpoBaHHbIv remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 506

[ 1FOKO30TOIePaHTHbIN TeCT Npy HepeMeHHOCTH (NepopasbHbIf FFOKO30TONepPaHTHbIN TecT, [T,

OrTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy 990



A12.22.005 TntoK030-TONIePaHTHbIN TECT C ONpeseneHneM ritoKo3bl B BEHO3HOM KPOBU HaTOLLLaK U
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)

Cneunduueckme 6enkm

A09.05.009 C-peakTuBHbIl 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTnctpentonmsnH-O (AC/-0, AC/I0) (Antistreptolysin-O, ASO) 374
Anbda-1-anTutpuncuH (A1AT), peHotunmnposaHue (Alpha-1-Antitrypsin, ATAT, AAT, Phenotyping) 2596

Hatpuitypetnueckoro ropmoHa (B-tuna) N-koHueson nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 ®eppuTtuH (Ferritin) 506

Kapborugpart -ageduumTHbI TpaHCcheppuH ¢ anekTpodoperpammori (Carbohydrate-Deficient

2816

Transferrin with results on an electrophoregram (CDT)) 3322
lencuanH 25 (broaktneHelin) (Hepcidin 25, bioactive) 6567
Mapkep cepaeyHon HegocTaTouHOoCTU ST2 pacTBopuMsli (ST2, sST2, kapanomapkep) (Soluble ST2

(Heart Failure's biomarker)) 2739
A09.05.008 TpaHcheppuH (Cuaepodunut) (Transferrin) 484
MwornobuH (Myoglobin) 572
Anbda-2-makpornobynut (Alpha-2-Macroglobulin, 72-Macroglobulin, A2M) 495
AHTuTena knacca IgG k rnaBHomy 6enky Hapy>KHon MembpaHbl MOMP n AHtuTena knacca IgG

Pgp3 (MmembpaHoaccoumnnpoBaHHbIv NaasmuaHbin 6enok) Chlamydia trachomatis >72
PeBmatomaHbin dpaktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-1 (Troponin-I) 627
BbicokouyBcTBUTENbHBIN C-peakTuBHBbIN 6enok (kapamo) 594
A09.05.077 Llepynonnazmun (Ceruloplasmin) 649
FantornobuH (Haptoglobin) 638
Anbda-1-aHtutpuncuH (ATAT), koHueHTpaumsa (Alpha-1-Antitrypsin, ATAT, AAT, Concentration) 1386
Kapborunapat-gedununtHoin TpaHcdeppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PactBopuMble peLentopsl TpaHcdeppuHa (pTPP, Soluble Transferrin Receptor, sTfR) 1870
D03UHOdUAbHBIN KaTOHHbIV H6enok (Eosinophil Cationic Protein, ECP) 869

Ypeanna3mos (ypeanna3mbl)

Ypeanna3ma (Ureaplasma parvum), onpegenenve AHK B moue (Ureaplasma parvum, DNA, Urine)* 275
Ypeanna3ma (Ureaplasma parvum), onpegenenune AHK B cekpete npoctatbl, 3akynste (Ureaplasma

parvum, DNA, Prostatic Fluid, Semen)* 275
AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeanna3ma (Ureaplasma urealyticum) (6rnosap T-960), onpesenermne HK B cockobe
3NUTeNNaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671

Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenne JHK B cekpete

npocrtartsl, 3akyaste (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* 275
Ypeanna3ma (Ureapl.asma urealyticum + Ureaplasma par\{um), onpegenerdne IHK B moue 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*

Ypeannazma (Ureaplasma parvum), onpeaenerne JHK B cockobe 3MMUTeNNANbHBIX KNETOK 275
yporeHuTanbHoro TpakTa (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*

Ypeannasma (Ureaplasma urealyticum) (6nosap T-960), onpegeneHue [1HK B cekpete npoctatsl, 75

askynate (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenerune AHK B cockobe
3NWTeNnanbHbIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpeaeneHune AHK B moue (Ureaplasma

urealyticum (T-960), DNA, Urine)* 275
PecnvpaTtopHo-cvHLUmMTManbHas MHOeKLNs (PecnmpaTopHO-CUHLUTMANbHBIN BUPYC)
AHTUTena knacca IgG K pecnvpaTopHO-CMHUMUTUaNbHOMY BUpPYCY (Anti-Respiratory Syncytial Virus
781
(RSV) 1gG)
AHTUTENa knacca IgM k pecnvpaTopHo-cnHUMTUanbHOMY BUpycy (Anti-Respiratory Syncytial Virus 781

(RSV) IgM)

O6pa3s Xu3HW 1 reHeTuueckmne GakTopbl



OnacHocTb Npu NpuemMe opanbHbIX KOHTpPaLenTnBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs

(Genes F2, F5)) 3003
OnacHocTb npu npueme opasbHbIX KOHTPaLLenTneos (reHbl F2, F5) (6e3 OMMCaHWs pe3yNbTaTos 2695
Bpayvom-reHeTrkoMm) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))

HapywweHus cnepmatoreHesa, 6 mapképos (MvKpogeneunn nokyca AZF) (6e3 onvcaHus 3916
pe3ynbTaToB reHEeTUKOM)

MogrotoBka k onepaumn (reHbl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811

MTHFR, MTRR, MTR, F2, F5))

MoaroToBka k onepaumm (reibl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHusa pesynbtaTtoB
BpayoM-reHeTukom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898
Description))

OnpegeneHne cneunduyeckmx IgG: nuLLeBble annepreHsb
KpeBetku (F24), annepren-cneunduyeckme IgG (Shrimp, IgG, F24) 572

Puc (F9), annepreH-cneunduyeckne 1gG (Rice, IgG, F9) 572
Cmecb nuLLeBbIx annepreHoB 1: anenbcvH, 6aHaH, abnoko, nepcuk, IgG (FP15 (F33, F49, F92, F95),

Food Panel: Orange, Banana, Apple, Peach, IgG)* 1045
Kvewu (F84), annepreH-cneumbunyeckme IgG (Kiwi Fruit, IgG, F84) 572

lpeuHeBas myka (F11), annepren-cneunduyeckne IgG (Buckwheat, 1gG, F11) 572

Tpecka (F3), annepreH-cneymnduueckme IgG (Codfish, 1gG, F3) 572

Cmech nuuieBbIxX annepreHoB 3: CBMHMHA, KyPUHO® MACO, TOBAAMHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, 1gG)*

Onpep,engHme cneumbunyecknx MmyHornobynmnHos knacca G (IgG) k nuwieBbiM annepreHam (Basic 15840
Food Profile, 1IgG)

KnybHuka (F44), annepreH-cneundudeckme IgG (Strawberry, IgG, F44) 572

OscaHasa myka (F7), annepren-cneunduueckune IgG (Oat, IgG, F7) 572

LLokonag, (F105), annepreH-cneuymnduueckme IgG (Chocolate, IgG, F105) 572

Cmecb nuwweBbIx annepreHos (fx21) IgE, ImmunoCAP 1375
MweHwnyHas myka (F4), annepren-cneunduyeckme IgG (Wheat, 19G, F4) 572

Beta-naktornobynuH, IgG (Beta Lactoglobulin, IgG, F77) 572

Kopoebe monoko (F2), annepreH-cneunduueckme IgG (Milk, IgG, F2) 572

Tomartsbl (F25), annepreH-cneuyndunueckme IgG (Tomato, IgG, F25) 572

Mpoco (F55), annepreH-cneunduueckme IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, IgG, F210) 572

bapanuHa, IgG (Lamb, 1gG, F88) 572

CuHuHa (F26), annepren-cneunduyeckume 1gG (Pork, 1gG, F26) 572

Jiumon (F208), annepreH-cneunduyeckme IgG (Lemon, IgG, F208) 572

baHaH, I1gG (Banana, IgG, F92) 572

Avunbin xenTtok (F75), anneprex-cneumounueckme IgG (Egg Yolk, IgG, F75) 572

Anynbin 6enok (F1), annepreH-cneunduveckue IgG (Egg White, 1gG, F1) 572

KypuHoe msco (F83), anneprex-cneunduueckme IgG (Chicken Meat, 1gG, F83) 572

Kaptodensb (F35), annepren-cneumnduueckme IgG (Potato, IgG, F35) 572

AnenbcuH, 1gG (Orange, 19G, F33) 572

MperindpyT (F209), annepren-cneunduyeckme IgG (Grapefruit, IgG, F209) 572

Matro (F91), annepren-cneyndunyeckme IgG (Mango, IgG, F91) 572

Apaxuc, IgG (Peanut, IgG, F13) 572

CMech MULLEBBIX afiepreHoB 2: K1BW, MaHro, baHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food 1430
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)*

ToikBa (F225), annepren-cneunduyeckue IgG (Pumpkin, IgG, F225) 572

CoeBble 606bI (F14), annepren-cneunduyeckue IgG (Soybean, IgG, F14) 572

MopkoBsb (F31), annepren-crneundunueckue IgG (Carrot, 1gG, F31) 572

rosaauHa (F27), anneprex-cneunduueckmne IgG (Beef, IgG, F27) 572

Mekapckue agpoxckm (F45), annepreH-cneunduueckmne IgG (Baker's Yeast, 1gG, F45) 572



Kanycra kouaHHas (F216), annepreH-cneunduueckme IgG (Cabbage, 1gG, F216) 572

MueHble apoxokm (F403), annepreH-cneundunueckune IgG (Brewer's Yeast, 1gG, F403) 572
®yHayk (F17), annepreH-cneumndunueckme IgG (Hazelnut, IgG, F17) 572
KazewnH (F78), annepreH-cneundunueckue IgG (Casein, IgG, F78)) 572
Mepcuk (F95), annepreH-cneunduueckue IgG (Peach, 1gG, F95) 572
flbnoko (F49), annepren-cneunduyeckmne IgG (Apple, IgG, F49) 572
lepnec-Bupyc YenoBeka 6 Tvna
AHTuTena knacca IgG k repnecsupycy yenoseka 6 trna (Anti-HHV-6 1gG) 671
lepnecsupyc 6 Tvna, onpegenerune JHK B caroHe (HHV-6 DNA, Saliva)* 275
F'epnecsupyc 6 Tvna, onpegenexne JHK B cockobe anuTennanbHbiX KNETOK YpOreHUTaabHOro 275
Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
l'epnecsupyc 6 Tvna, onpegenexve JHK B cekpete npocrtathl, 3skynste (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
l'epnecsupyc 6 Tvna, onpegenexune JHK B cockobe annTenmanbHbiX KN1eTOK CANM3UCTON HOCa 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 Tvna, onpegenerve AHK B moue (HHV-6 DNA, Urine)* 275
l'epnecsupyc 6 Tvna, onpegenerune AHK B cnmHHoMo3rosoi xugkoctn (HHV-6 DNA, Cerebrospinal 275
Fluid)*
lepnecsupyc 6 Tvna, onpegenexune AHK B Boinote (HHV-6 DNA, Exudate)* 275
l'epnecsupyc 6 Tvna, onpegenerHne JHK B BeHo3Hon kposu (HHV-6 DNA, Blood)* 418
lepnecsupyc 6 Tvna, onpegenerune JHK B cockobe anuTennansHbix knetok potoraotkm (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepnecsupyc 6 Tvna, onpesaenenne JHK B ceiBopoTke kpoBu (HHV-6 DNA, Serum)* 418
XnamunaniiHas MHPeKL s, XxnaMuanos (xnammuamm)

Xnammawms (Chlamydia pneumoniae), onpegenenune AHK B catoHe (Chlamydophila pneumoniae,

. 429
DNA, Saliva)*
Xnamuamsa (Chlamydia trachomatis), onpegenenve AHK B cekpete npoctatsl, 3skynste (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTUTena knacca IgG k 6esky Tennosoro woka (BTLLU) Chlamydia trachomatis (Anti-cHSP60 IgG) 583
AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnammansa (Chlamydia pneumoniae), onpegenenne JHK B nnasme kposwn (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 19gG ) 561
AnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamuams (Chlamydia trachomatis), onpeaenerve JHK B cockobe 3nutenvanbHbIX KAeTok 275
cnmswnctor npamon kuwkm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anutenvanbHbIX K1eTok 275
yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG) 539

Xenunkobaktep nunopw, onpegenerve AHK B 6uonTate cAM3ncTom Xenyaka n/mam
ABeHaguaTunepcTHon knwkwm (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anuntenvanbHbIX KNeTok

kKoHboHKTUBbI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275
AnTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671
Xnamunamsa (Chlamydia pneumoniae), onpegenenne JHK B mokpoTte (Chlamydophila pneumoniae,
869

DNA, Sputum)*
AHxTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamunams (Chlamydia trachomatis), onpezgeneruve JHK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamunams (Chlamydia trachomatis), onpeagenerve JHK B cnnHHomo3srosow xungkoctu (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B Bbinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cuHoBranbHom xungkoctn (Chlamydia

. . . 506
trachomatis, DNA, Synovial Fluid)*
Xnamunamsa (Chlamydia pneumoniae), onpegenenne JHK B cockobe anuTennanbHbix KNETOK 429

potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*



Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cockobe anutennanbHbIx KNeTok

potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)* 275
Cndunanc
BneaHas TpenoHema, onpesenermne AHK B cekpete npoctathl, 3skyaaTe (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BneaHas TpenoHema, onpesenermne AHK B cockobe anuTenmanbHbIX KAeTOK YPOreHnTaabHOoro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
BneaHas TpenoHema, onpesenermne HK B moue (Treponema pallidum, DNA, Urine)* 275
BnegHas TpenoHema, onpegeneHune AHK B cnnHHOMO3roBow xumakoctn (Treponema pallidum,
. AN 275
DNA, Cerebrospinal Fluid)
BnegHas TpenoHema, onpegenenne [HK B coiBopoTke kposu (Treponema pallidum, DNA, Serum)* 407
BneaHasa TpenoHema, onpegenerne AHK B otaensemom (Treponema pallidum, DNA, Secretion)* 275
AHTuTena knaccos IgM u IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 418
IgG, Total)
BneaHas TpenoHema, onpeaenermne AHK B cockobe anutenvanbHbix Knetok koxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BnegHas TpenoHema, onpegeneHune AHK B cockobe anmTenManbHbIX KIETOK POTOMI0TKM 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca IgG k Treponema pallidum, BbisBAsieMble METOL0M MMMYHOBOTTUHTa
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
BnepHas TpenoHema, onpesenermne HK B cockobe anuTenmanbHbIX KNeTOK KOHbIOHKTUBSI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudunuc RPR — aHTMKapanoannmHoBssli TecT (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTUTena knacca IgM k Treponema pallidum, BbisiBAsieMble METOL0M MMMYHOBOTTUHIa
. . 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHKa aHAPOreHHOro cTaTyca
A09.05.078 TectocTepoH (Testosterone) 385
JervapoannaHgpoctepoH-cynbdat (I3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-ketoctepongbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
FnobynuH, ceA3biBaroLLMin nonosble ropMoHsbl (ITCMT) (Sex Hormone-Binding Globulin, SHBG) 396
AHzpocteHanoH (Androstenedione) 1100
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBoboAHbIN TecToCTepoH (Free Testosterone) 957
AHzpoCTEHAMON FAOKYPOHUS (AHAPOCTaHAMoN ratokypoHng) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
AvrugpotectoctepoH (AIT) (Dihydrotestosterone, DHT) 1430
Brnoxmmuna Mmoun (pasoBas sKckpeLumns)
Benok, pasoBas nopums Moun (C KpeaTMHUHOM N PacyeToOM HOPMaaM30BaHHOTO NO KPeaTUHUHY
! . . . - g . . 286
nokasatesns) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
MarHuii, pa3oBas NopLms MOUM (C KPeaTUHMHOM W PacyeToM MarHuii/KpeaTuHWH OTHOLLEHNS) 583
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas KMca0Ta, pa3oBas NOPLMSA MOUK, C KPEaTUHVHOM W pacyeToM HOPMaan30BaHHOIO Mo 308
KpeaTVHWHY NOoK-11
®ocdhop, pazoBas nopLma MOUM (C KPEAaTUHMHOM U PacYeTOM HOPMAaIM30BaHHOTO NO KPeaTUHUHY
nokasatens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319
calculation)
Okcanatbl, pa3oBas NopLmMs MOYM (C KpeaTUHUHOM 1 pacyeToM HOPMaaN30BaHHOTO MO
KpeaTvHWHY noka3atens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio 1485
calculation)
AnbBYMUH, pa3oBas Nopums Moun (C KpeaTHMHOM M pacyeToM anbbyMUH/KpeaTUHUH
otHouweHua) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation, 495
UACR)
Kanbuwmii, pasoBas nopums Moum (C KPEaTUHUHOM M PacHeTOM KabLnii/KpeaTUHUH OTHOLLEHWS)
. . . g - o . - 220
(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)
KoHueHTpauwma B moue (Urine Creatinine) 55

OnpegeneHue cneuunduruecknx IgE: annepreHbl XUBOTHbIX
TapakaH, IgE (Cockroach, IgE, 16) 484
Cobaka, IgE (Dog Epithelium, IgE, E2) 484



Osuga, anutenuii, Igk (Sheep Epithelium, IgE, E81)

BonHwucTbii nonyraw, nepo, IgE (Budgerigar Feathers, IgE, E78)

CMecb annepreHoB JOMaLLHWX rPbI3yHOB: 3MUTENNA MOPCKON CBUHKW, INUTENNIA KPOAWKA,
3NUTeNnI XOMsKa, Kpbica, Mbiwwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuHKa, anutenuni, IgE (Guinea Pig Epithelium, IgE, E6)
Kowka, IgE (Cat Dander-Epithelium, IgE, E1)
Kypwua, nepo, IgE (Chicken Feathers, IgE, E85)
BY-nHdekuma (Bupyc ummyHogedumLmTa Yenoseka)
AHTuTena k BUY 1 n 2 v anturen BUY 1 n 2 (HIV Ag/Ab Combo)
BNY-1, onpeaenenve PHK B nnasme kposu (HIV RNA, Plasma)*
JlekapCTBEHHbI MOHUTOPUHT
3Bepoaumyc (Everolimus)
LnknocnopwuH (Cyclosporine, Cyclosporine A, Sandimmune)
TepudayHomug, nepayHomug (metaboaut) (Teriflunomide, Leflunomide metabolite)
JNleBeTnpauetam (Levetiracetam, Keppra ®)
KapbamazenwvH (Gunnencun, Terpeton) (Carbamazepine, Tegretol)
MwurtoTaH, nnasma kposwu (Mitotane, o, p?-DDD, plasma)

®eHnTonH (AudernH, AnnaHTtuH) (Phenytoin)

Takponumyc (Aggarpad, Mporpad, Mpotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTpuaxuH (Lamotrigine)
BanbnpoeBsas kucnota (JenakvH, KoHBynekc) (Acidum Valproicum, Depakin, Convulexs)
A09.05.035.002 ®eHobapbutan (JltomuHan) (Phenobarbitalum)

[oHopes (rOHOKOKK)
loHokokk, onpegeneHve HK B cekpeTe npoctathbl, 3skynsTte (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*
FoHokokk, onpeaeneHve HK B cockobe 3nutenvanbHbIX KNETOK CAN3NCTON MPSMON KULLKK
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*
FoHokokk, onpegeneHne AHK B cuHoBuanbHol xuakoctv (Neisseria gonorrhoeae, DNA, Synovial
Fluid)*
Moces Ha roHokoKK (Neisseria gonorrhoeae, roHopes), onpeseneHne YyBCTBUTENBHOCTH K
aHTMMKKpPO6HbIM nNpenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)
loHokokk, onpeaeneHve HK B cockobe anutenvanbHbIx KNeTok KOHbIOHKTMBbI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*
FoHokokk, onpeaeneHve HK B cockobe anutenvanbHbix knetok potornotku (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*
FoHokokk, onpeaeneHve JHK B mouye (Neisseria gonorrhoeae, DNA, Urine)*

FoHokokK, onpegeneHune JHK B cockobe anuTennanbHbIX KNETOK YPOreHWUTanbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

JNlaktobakTepun, nakTobauminsl

Naktrobaktepum, onpegenerne AHK B cockobe annTenmanbHbIX KN1eTOK yPOreHMTasbHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*
Knoctpnanos, nceB4OMeMOpPaHO3HbIN KOUT

Pa3genbHoe onpegeneHune TokcnHa A u TokenHa B Clostridium difficile B kane, aHTUreHHbIN TecT
(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay)
Moces Ha knoctpuaum (Clostridium difficile, ncesgomembparo3sHbi koaut) (Clostridium difficile
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OkpawmBaHue no ManaHukonay ? Pap-Tect
LiuTonornueckoe nccnepoBarme briomatepurana cCockoboB By/ibBbl U BAaraauLla, KpoOMe LLEenKu
MaTku (okpawmsaHue no NanaHukonay, Pap-tecr)
Liutonornyeckoe ucciefoBarHme briomatepuana Wenku Matku (okpawmsaHue no ManaHukonay,
Pap-Tect) (Cytological Examination: Cervix, Pap-test)

Onpegenenne cneunduyeckmx IgE: GbiToBble anneprexsbl

JdomawHaa neiib/H1-Greer, IgE (House Dust — Greer, IgE, H1)
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MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1)

MneceHb Candida albicans, IgE (Candida albicans, IgE, M5)

Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1)
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3)

MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6)

Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2)

Cwmecb annepreHoB nneceHu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

MneceHb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2)

OnpegeneHve cneundunyeckmx IgG: 6bITOBbIE annepreHsbl

Knew, Dermatophagoides farinae (D2), annepren-cneunduryeckne IgG (Dermatophagoides farinae,
IgG, D2)

JdomawHas nbinb/Greer (H1), annepren-cneumdunyeckme 1gG (House Dust — Greer, IgG, H1)
Mnecexb Cladosporium herbarum (M2), annepreH-cneunduyeckme IgG (Cladosporium herbarum,
IgG, M2)

Cwmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)*

MneceHb Penicillium notatum (M1), annepren-cneuyuduueckme IgG (Penicillium notatum, IgG, M1)

Knew, Dermatophagoides microceras (D3), annepreH-cneuyndunueckue IgG (Dermatophagoides
microceras, 1gG, D3)

Knew, Dermatophagoides pteronyssinus (D1), annepreH-cneumoundeckue IgG (Dermatophagoides
pteronyssinus, IgG, D1)

MneceHb Alternaria tenuis (M6), annepreH-cneumndudeckme IgG (Alternaria tenuis, IgG, M6)

PenpoayKT1BHOE 340p0Bbe

HapyleHuna cnepmatoreHesa: paclumperHas naHens (AZF-pernoH) (6e3 onvcaHns pesynbTaToB
BpayoM-reHeTukoM) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without
Description))

Xouy cTaTb MaMOM: OCNIOXHEHUs BepeMeHHOCTU (feHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onuvcaHusa pesynbTatoB Bpavom-reHeTnkoMm) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))

BpoxaeHHas runepnnasusa HagnoveuHunkos, reH CYP21A2, u.m. (Gene CYP210HB, Freq. Mut.)

CKNOHHOCTbL K TpOoMbH03aM Npu 6epeMeHHOCTU: MUHMManbHas naHenb (reHbl F2, F5) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5))

F'eHeTMUeckme dakTopbl My>ckoro becnnoams (reHbl AR, CFTR; AZF-pervoH) (Genetic Factors of
Male Infertility (Genes AR, CFTR; AZF-Region))

Bo3HMKHOBEHVE N301IMPOBaHHbIX MOPOKOB pa3BuTUA y naoaa (reHsl MTHFR, MTRR, MTR) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR))

Xouy cTaTb MaMo: OCNoXHeHWs HepemeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD))

MpuBbIYHOE HeBbIHaLLVBaHWe 6epeMeHHOCTH, B T. Y. CKIOHHOCTb K TPoM603am nNpu 6epemMeHHOCTM:
paclwmpeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5) (6e3 onvcaHus pesyabTaToB
BpayvomM-reHeTrkoMm) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpomboTnueckme 0CNOXHEHWSA NPU CTUMYAALUKN oByAasauun (reHbl F2, F5) (6e3 onvcaHus
pe3synbTaToB BpauoM-reHetkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5)
(without Description))

Bo3HMKHOBEHVE N30IMPOBaHHbIX MOPOKOB pa3BuTUA y naoAa (reHsl MTHFR, MTRR, MTR) (6e3
onucaHus pesyibTaTtoB Bpayom-reHeTnkoMm) (Isolated Malformations in Fetus (Genes MTHFR,
MTRR, MTR) (without Description))

lecto3bl n peTonnavleHTapHaa HegoctatouHoCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpoMboTnUEeCKNE OCNOXKHEHWA NPU CTUMYAALMKN OBYAALMK (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKNOHHOCTb K TpOMbH03aM NMpu 6epeMeHHOCTU: MUHMMAJIbHas NaHenb (reHsbl F2, F5) (6e3 onncaHms
pe3ynbTaToB BpauoM-reHeTnkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5)
(without Description))

MpuBbIYHOE HeBbIHaLLVBaHWE 6epeMEHHOCTH, B T. Y. CKJIOHHOCTb K TPOM603aM nNpu 6epemMeHHOCTM:
paclwupeHHas naHenb (reHbl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))
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lecTo3bl u peTonnaveHTapHaa HegoctatouHocTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3
onwucaHusa pesyabTaToB BpavoMm-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHble cyyan paka MOOYHOM xenesbl n/van amdHnkos BRCA1, BRCA2, CHEK2, NBS1

(Hereditary Breast and/or Ovarian Cancer ) 10285
OxpawwmBaHve no PomaHoBckoMy-IMm3e

WNccnepoBaHune mokpoTsl (Examination of Sputum) 825
WNccnepoBaHue TpaHccyaaToB, akccyaaToB, cekpetoB (Examination of Transudates, Exudates, 508
Secrets)
WNccnepoBaHus npoMbiBHbIX Bog 6poHxoB (MccnegoBaHue cMbiBOB ¢ 6poHxoB) (Examination of

' 649
Bronchial Washouts)
WNccnegoBaHue nyHkTatoB Koxm (Examination of Punctates: Skin) 649
WNccnepoBaHue aHpockonmyeckoro Matepuana (Examination of Endoscopic Material) 649
A08.20.004 Lmutonormnueckoe nccnefoBaHme acnmparta U3 noaocTu MaTku 660
WNccnepoBaHme 3HA0CKONMYECKOrO MaTepmana Ha Haanumne Helicobacter pylori (Examination of 781

Endoscopic Material: Presence of Helicobacter pylori)

Liutonornyeckoe uccnefoBaHme matepuana, noay4yeHHOro npu XMpypruyecknx BMeLLaTebCTeax u

ApYrux cpouHbix nccnepoaHusx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

XugkoctHas umtonorus. Lintonornyeckoe nuccnegosarHne bruomatepuana LWenkn MaTku
(okpawmsaHue no MNanannkonay, TexHonorusa ThinPrep ®)*

Liutonornyeckoe ncciefoBaHme 3nNUTeNns WeENKN MaTKU C ONMCaHWEM MO TEPMUHOIOTMYECKON
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

Lintonormnyeckoe uccnegoBaHme cockoba (Maska) CIM3NCTON 0600UKM NOAOCTU HOCa (OAHa

nokanusauus) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

1320

WccnepoBaHue BbigeneHnii 13 Moao4vHom xenesbl (Examination of Breast Discharge) 528

WccnegoBaHme nyHKTaToOB ApYrux opraHoB 1 TkaHel (Examination of Punctates: Other Organs and

Tissues) 825
WNccnepoBaHue otneyatka ¢ BHyTpuMatouHou cnvpanv (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
WNccnegoBaHme nyHKTaToOB MOIOYHOM Xene3bl (Examination of Punctates: Breast) 649
WNccnepoBaHme cockoboB 1 0TnevaTkoB OnyxoJieit 1 onyxonenoAobHbix obpasosaHumii (Examination

! ) . . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
VccneposaHne moum (Examination of Urine) 528

Liutonornyeckoe nccnefoBaHve NyHKTaTa WUTOBUAHOM Xene3bl C ONMCcaHUeM Mo
TepMUHonornveckon knaccndukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

WNccnepoBaHne cockoboB 1 OTNeYaTKoB C MOBEPXHOCTU KOXU U Cm3ncTbix (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 429
WNccnegoBaHne cockoboB LUEiKN MaTKK U LiepBrKanbHOro kKaHana (Examination of Scrapings: Cervix 627
and Cervical Canal )
Kopb
AHTuTena knacca IgM k Bupycy kopu (Anti-Measles IgM) 781
AHTuTena knacca lgG k Bupycy kopm (Anti-Measles 1gG) 880
KnewieBoi aHUedbanut, BUPYC KneweBoro sHuedanunta
AHTuTena knacca IgG k Bupycy knewesoro sHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV) 528

19G)

JNlabopaTtopHoe nccnepoBaHue knewa ans BoiasneHna PHK/AHK Bo3byautenen nubekumi,
nepeaaroLLMXCca MKCOAOBLIMMN KaeLamu: KNELLLEBOW SHLIEDASINAT, BOPPE/INO3 (BOJIE3Hb
NAVIMA), AHATMTIA3MO3, 3PJINXMNO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. |, Anaplasma Phagocytophillum, Ehrlichia
muris/chaffeensis6 (RNA/DNA), PCR)

AHTuTena knacca IgM k Bupycy kneuesoro aHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 671
HacnepcrBeHHble 60/1e3HM 0OMeHa BELLLeCTB Y HOBOPOXAEHHbIX/CKPUHUHT «[1aTouka»
B3XXX-MC-MC opranunueckmx kncaoT (cykumnHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949

Yacras mytaums B reHe HADHA (He4ocTaTo4HOCTb ANVHHOLENOYEYHOM
3-ruapokcraumn-KoA-gerngporenasbl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511
Dehydrogenase (LCHAD) Deficiency))

CkpWHUHT HoBopoXAeHHbIX «[TATOYKA» (Newborn Screening "HEEL")* 5489



OnpegeneHne akTMBHOCTU BUOTMHUAA3bI (HEAOCTaTOUYHOCTb BUOTMHUAA3LI) (Biotin-Dependent
Carboxylases Activity (Biotinidase Deficiency))

Yacras myTtaums B reHe GCDH (rnytaposas aunaypus tvn 1) (GCDH (Glutaryl-CoA Dehydrogenase)
Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHanus cnekTpa opraHMYeckmnx KMCA0T MOUYM METOAOM ra3oBOI XpomaTtorpadum c
macc-cnektpometpuein (MX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

5511

5511

YactnuHbii aHanms reHa ASS (umtpyanuHemus) (ASS Gene, Freq. Mut. (Citrullinemia)) 10483
MonHbIli aHanu3 reHa GCDH (rnytaposas aunaypws Tun 1) (GCDH (Glutaryl-CoA Dehydrogenase)

Gene (Glutaric Aciduria, Type 1)) 44440
Yacras mytaums B reHe ACADM (He40CTaTOUYHOCTb CPeHELLENOYEYHON AerMAporeHasbl XUPHbIX

kncnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))

Yactble myTaumm B reHe FAH (Tupo3unHemus tin ) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174
Yactas myTtaums B reHe BTD (HegoctatouHocTb 6BroTMHMAasbl) (BTD (Biotinidase Deficiency) Gene, 5511
Freg. Mut.)

MonHbin aHanus reHa FAH (tupo3sunHemus tun |) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbin aHann3 reHa OTC (HeAOCTAaTOUYHOCTb OPHUTUHTPaHcKapbamuaasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
Swepuxmos (KMLeyHas nasaouka, swepmxus, Escherichia coli)

Moces Ha kuweyHyto nanouky (Escherichia coli O157:H7, awepuxnos), onpesenerve

UYBCTBUTENILHOCTU K aHTUMUKPOBHbIM Mpenapatam u H6akteprodaram (Escherichia coli O157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha knweyHyto nanouky (Escherichia coli O157:H7, swepwxnos), onpeseneHve

YYBCTBUTENBHOCTM K aHTUMUKPOBHbIM npenapatam (Escherichia coli O157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

WNccnepoBaHue Ha kuweuryto nanouky (Escherichia coli O157:H7, swepwxunos), gnapeiHbii

CUHAPOM, aHTUreHHbIN TecT (Escherichia coli O157:H7. One Step Rapid Immunochromotographic 1023
Assay)

MLP

Bupyc nmmyHogedbunumTa yenoBeka Trna 1, kauectseHHoe onpegeneHne PHK (Human

immunodeficiency virus, quality, RNA) B cbiBOpoTKe KpoBW 2717
Mapsosupyc B19, onpeaenernne AHK 363
Pesyc-dakTop nnopa. BeiseneHune reHa RHD nnoga B kposu matepu (RHD gene of the fetus in the 6105
mother's blood)

Mapsosupyc B19, onpeaenenne JHK 363
Mapsosupyc B19, onpeaenerne AHK 363

AHTUTEHHBIE TECTbI
JlervoHenna, BbisiBNIeHWEe aHTUreHa B MoYe, MMMyHoxpomaTtorpadus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)
PecnunpaTtopHo-cuHumMTManbHbI BUpYC (PC-nHpekuua), BolsBAEHNE aHTUTeHa,
nmmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

Xnamuanu, BbiiBNEHNE aHTUreHa B Ma3Kax YPOreHuTa bHOro TpakTa, UMMyHoxpomaTtorpadus

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122
F'oHOpes, BbisBJIeHME aHTUreHa, MMMyHOoxpoMaTorpadwus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)

KamnunobakTep, AnaperiHblil CUHAPOM, BbiBAEHWE aHTUIeHa B Kasle, UMMyHOXpoMaTorpadus 1144

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)
HOPOBWPYC (Norwalk virus) - gnapeiHbiii CUHAPOM, BbifiBJeHWe HOpoBUpyca reHorpynn | u ll B
kane, ummyHoxpomatorpadus (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

lMHEeBMOKOKK, BbIIB/IeHVe aHTUreHa B MoYe, UMMyHoXxpomaTorpadua (Streptococcus pneumoniae,

One step rapid immunochromotographic assay, antigen, urinae) 1584
DHTEpPOBUPYC, BbISIBJIEHNE aHTUreHa B Kane, MMMyHoxpomatorpadus (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)
AyTOUMMYHHble 3ab60I€BaHUS KOXM

AHTuTena knacca IgG k gecmornenny-3 (Desmoglein 3, DSG3 Antibodies, 19G) 2376
AHTUTena knacca IgG k 6esnky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376
Antibodies, Antibodies to BP Antigen 1, IgG)

AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)

AHTuTena knacca IgG k gecmocomam anungepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376

and Desmoglein 3, DSG3 Antibodies, 1gG)



AHTUTENA K Ba3anbHOM MeMbpaHe koxu, IgG (Basement membrane zone antibodies, 1gG) 2222
AHTuTena knacca IgG k gecmornemny-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376

XennkobaktepHas MHPeKLMA (xenmkobakTep)

AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTena knacca IgG k Helicobacter pylori, BbisiBAsiemMble METO40M UMMYHOBNOTTUHIA 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTuTena knacca IgA « Helicobacter pylori, BbisBasieMble METOAOM UMMYHOBAOTTUHTa 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypea3Hblit gbixaTenbHbl TecT (??C-YAT, 13C-Urea Breath test, UBT). BbisneHune 2398
nHdekummn Helicobacter pylori
AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 770
Tybepkyne3 (Mmkobaktepum Tybepkynesa)
Mukobaktepun Tybepkynesa, onpegeneHune JHK B mokpote (Mycobacterium tuberculosis, DNA, 649
Sputum)*
MukobakTepum Tybepkynesa, onpegeneHune AHK B cMHoBManbHoM xuakoctv (Mycobacterium 506
tuberculosis, DNA, Synovial Fluid)*
MukobakTtepum Tybepkynesa, onpegeneHune JHK B cnuHHOMO3roBow xuakoctn (Mycobacterium 275
tuberculosis, DNA, Cerebrospinal Fluid)*
Mukobaktepun Tybepkynesa, onpegeneHune HK B Bbinote (Mycobacterium tuberculosis, DNA, 275
Exudate)*
Mukobaktepun Tybepkynesa, onpegeneHune AHK B cekpete npoctathl, 3akynste (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AHTuTena knaccos IgM, IgA, 1IgG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium 1793
tuberculosis IgM, IgA, 1gG, Total)
MukobakTtepum Tybepkynesa, onpegeneHune AHK B moue (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mukobaktepun Tybepkynesa, onpegeneHune JHK B cbiBopoTke kpoBu (Mycobacterium tuberculosis, 429
DNA, Serum)*
Mukobaktepun Tybepkynesa, onpeaeneHune AHK B meHcTpyanbHon kposu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KomMnsiekcHble MMMyHOIOTUYeCKNe NCCaes0BaHNA
Lunpkynmpytowme nmmyHHble komnaekcol (LIK) o6wume (Circulating Immune Complexes (CIC) 1188
Total)
®darouuTtapHas akTMBHOCTb nenkoumToB (Phagocytic Activity of Leucocytes) 1100
CnocobHocTb immoLmnToB K akTuBaumm (Lymphocyte Activation Ability) 3795
CD4+ T-numboumTtbl, % 1 abcontoTHoe konmyectso (T-xennepsl, CD4+ T-cells, Percent and 1507
Absolute)
AkTnBunpoBaHHble auMmdouuntel (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdouuntsl, % 1 abcontotHoe koanyectso (CD19+ aumdouuntsl, B-cells, Percent and Absolute) 1507
®eHoTuNMpoBaHue anmbounTos (0OCHOBHbIE cybnonyasummn) — CD3, CD4, CD8, CD19, CD16, CD56 3795
(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
NmmyHornobyavhel G (nogknacceel 1gG1, 1gG2, 19G3, IgG4) 13761
BeTpsHas ocna (onoscbiBatoLnNA AnLLIANA)
AHTuTena knacca IgM k BMpycy BETpsSIHOW ocCnbl 1 onoscbkiBatoLero auwas (Anti-Varicella-Zoster 858
Virus IgM, Anti-VZV IgM)
Bupyc Varicella-Zoster, onpegenerve JHK B cbiBopoTke kposu (Varicella ZosterVirus, DNA, serum) 396
AHTUTena knacca IgG K BMpYycCy BETPAHOM OCMbl 1 onoscbkiBatoLero anwas (Anti-Varicella-Zoster 781

Virus 1gG, Anti-VZV IgG)
Bupyc Varicella-Zoster, onpegenerve JHK B cockobe anutenvanbHbIX KNETOK CIN3MUCTON 396
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

Bupyc Varicella-Zoster, onpegenenne AHK B catoHe (VaricellaZosterVirus, DNA, saliva) 396

,D,VI?:EHTepVIﬂ 6aKTepVIaJ'IbHaﬂ, wunrennes, wurennbl

MoceB Ha NaToreHHyto KuLieYHyto daopy, onpeseneHme YyBCTBUTENbHOCTM K aHTUMUKPOOHbIM

npenapaTam n baktepnodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

PMTA c Shigella flexneri 1-5 (Shigella flexneri 1-5, I[HA) 484
MoceB Ha naTtoreHHyto kuweyHyto diopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 858

Identification)



PMrA c Shigella sonnei (Shigella sonnei, IHA) 484

MoceB Ha NaToOreHHyr K1LevyHyro q)}'IOpy, onpejeneHne 4yBCTBUTENIbHOCTU K aHTI/IMMKpO6HbIM

npenapatam (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067
Susceptibility Testing)
PIMTA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

MMMyHOFMCTOXVIMVIHeCKVIe nccnegoBaHmA

HER2/neu skcnpeccns, HER2-cTaTyc, MMMyHOrncroxnMmmyeckoe nccaegosanue, MINX (buomatepuan,
dukcmpoBaHHbIY B napaduHoBom 6aoke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npeactatenbHOM Xenesbl — KOMMIEKCHOE MMMYHOTUCTOXMMUYECKOE UCCAeA0BaHME C OLLEHKOM

akcnpeccun: anbda-metunaumn-KoA-pauemassbr (P504S, AMACR), untokepaTMHOB BbICOKOTO

MosiekynsapHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)*

MMmmyHoructoxnmmueckoe (UIMX) nccnegoBanme: guarHoctvka auMmeonponmdepaTMBHbIX

3aboneBaHul (bUomaTepman, 3aknroUeHHbIn B napaduHoBbIi 610K) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccus, MMMYHOTUCTOXMMMYECKOe NCcCiesoBaHme: oLeHKa npoavdepaTnBHOM
aKTMBHOCTM Mo 3kcnpeccum Ki-67 (6ruomatepwman, GUKCMpoBaHHbIV B popManivHOBOM bydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, >599
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

NMMyHormucToxmmmnyeckas AnarHocTrika XxpoOHUYECKOro SHAOMETPUTa — BbISBIEHNE

nnasmatnyeckmx knetok (CD138) (buomatepuan, pukcnposaHHbI B napadrHosom 6s0ke) (Chronic 5500

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Paraffin Block))

MMmmyHoructoxnmmueckoe (UIMX) nccnegoBanme: guarHoctvka auMmeonponmdepaTMBHbIX

3aboneBaHui (buomatepman, pukcMpoBaHHbIN B dopmanvHoBoM bydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeuienTopsbl K 3CTpOreHamM 1 NPOrecTepoHy, UMMYHOTMCTOXMMNYECKOE NCCNeflOBaHNe

(6biomaTepuan, dunkcmpoBaHHbIN B napaduHosom 6aoke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

NMMyHOrncToxnMmyeckoe ncciefoBaHve Mapkepa paHHen AnarHocTMku ANCNAasmmn C BbICOKOM
cTeneHbto pucka osnokadecteaeHuns: p16INK4a (buomatepuan, prkCMpoBaHHbIA B NnapaprHOBOM
6n0ke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

ViImmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasos npu
HeyCcTaHOB/IEHHOM NEPBUYHOM ouvare (CNeKTp MapkepoB A5 BbIABNEHWUA TKaHEBOW 27808
npuHagaexHoctn) (bromatepuan, 3akitoueHHbIN B NnapaduHosbi 610k) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeuienTopsbl K 3CTpOreHamM 1 NPOrecTepoHy, MMMYHOrMCTOXUMUYeCKoe nccnegosaHue (Estrogen and
Progesterone Receptors, Immunohistochemical Study)*

Pak npeactatenbHOM enesbl — KOMMIEKCHOE MMMYHOTUCTOXMMUYECKOe UCCAeA0BaHME C OLLEHKOM
akcnpeccun: anbda-metnnaumn-KoA-pauemasbl (P504S, AMACR), uutokepaTMHOB BbICOKOTO
MosiekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)

VIMMyHOrMCTOXMMUMYECKOE UCCAeA0BaHME MapKepa PaHHen AnarHoCTMKN ANCNAa3nKn C BbICOKOM

cTeneHbto pucka osnokadecteneHns: p16INK4a (buomatepuan, GukcpoBaHHbIA B GOPMaavHOBOM 4873
6ydepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,

Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

Onpepgenenne HER2 craTyca onyxoin MeTogoM MMMyHOGIyOpecLieHTHOW rmbpuamsaumm in situ 32626
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

Ki-67 (MIB-1) akcnpeccusi, MMMyHOFMCTOXUMMUYECKOE UCCe0BaHNME: OLeHKa NpoandepaTvBHON

aKTMBHOCTM Mo 3kcnpeccum Ki-67 (briomatepuan, GukcMpoBaHHbIn B napadpuHoBom baoke) (Ki-67 5599
(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical
Study (Fixed Biomaterial in Paraffin Block))

VIMMyHOTrMCTOXMMMYECKas AMarHoCTKa XpOHNYECKOro 3HAOMETpUTa — BbiAB/EHWE
nnasmaTnyeckmx knetok (CD138) (buomatepuan, GUKCUPOBaHHBIA B dopmManvHoBom bydepe)
(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Formalin Buffer))*

HER2/neu skcnpeccus, HER2-cTaTyc, MMMyHOrncToxnMmyeckoe uccnegoanme, VIFX (buomatepuan
durkcnpoBaHHbIn B dopmannHosom bydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VimmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasos npu

HeyCTaHOB/IEHHOM NEPBUYHOM ouvare (CNeKTp MapkepoB A5 BbIABNEHWUA TKaHEBOWM

npuHagnexHoctn) (bromatepuan, dbukcrpoBaHHbI B dopMannHoBoMm bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

4873

7051

5500

OueHka OYyHKLAN LIMTOBUAHON >Kenesbl



A09.05.065 NccnepoBaHme ypoBHs TupeoTponHoro ropmoHa (TTl) B kpoBu 363
A09.05.064 TrpokchH obwunii (T4 obwuin, TeTpalioATMPOHUH obwmin) (Total Thyroxine, TT4) 385
A09.05.061 TpuiioatTnpoHmH cBobogHbIn (T3 cBoboaHbIN) (Free Triiodthyronine, FT3) 385

AHTUTENA K MVMKPOCOMasIbHOM ppakumn Tnpeouuntos (AT K MUKPOCOMaNbHOMY aHTUreHy
Trpeouutos, AT-MAT, AMAT, TpeoungHble aHTUMUKPOCOManbHble aHTuTena) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 NccnepoBaHve ypoBHs cBO6oAHOTO TMpoKcrHa (CT4) CbiBOPOTKN KPOBU 385
AHTUTENa K TUpeonaHol nepokcngase (AT-TMNO, MMkpocomanbHble aHTUTENa) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTuTena k peuentopam TTT (AT k peLienTopam TMPEOTPOMHOro rOPMOHa B
cbiBOpOTKe KpoBw, AT-pTTrl) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRAbs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENa K TMpeornobyanHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

429

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 484
A09.05.117 Tupeornobyaun (TT) (Thyroglobulin, TG) 693
TUpPOKCMHCBA3bIBatOLLLAA CMOCOBHOCTb (MOF/IOLLLEHME TUPEOUAHBIX FOPMOHOB; MHAEKC CBA3bIBAHWSA
TUPOKCUHa; UHAEKC cBobogHoro TnpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpunoaTMpoHuH obwunii (T3 obwuin) (Total Triiodthyronine, TT3) 385
MpoaykTbl Ans cepTuduKaTos
KopoHasupyc SARS-CoV-2, onpegenerne PHK B Ma3ke CO CM3NCTON HOCOFIOTKN U POTOFIOTKM 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHONOTMYHbIE NCCNEf0BaHNA NMOYBbI
MouBa: koMneKcHas arpoxmmmyeckas ouenka (Soil: Agrochemical Evaluation)* 9988
MouBa: KOMMIEKCHas ToKcMkonormyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OueHka PyHKUMK runodmsa
A09.05.066 ComaToTponHbIi ropMoH (comatotponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 AApeHOKOPTMKOTPONMHbIN ropMoH (AKTT, kopTrkoTponuH) (Adrenocorticotropic
682
Hormone, ACTH)
ComatomeamH C (MHcyamHonogobHbIl daktop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
IGF-1)
A09.05.131 JltotemHmsmpytoLwmin ropmoH (JTT) (Luteinizing Hormone, LH) 385
MakponponaktvH (Macroprolactin)* 1188
A09.05.087 MponaktuH (Prolactin) 385
A09.05.132 ®oanvkynoctumyavpytrowwmii ropmoH (PCT) (Follicle Stimulating Hormone, FSH) 385
AyTOMMMYHHbIE NOPaXxeHNA NeyYeHu
AHTUTeNa knacca IgG K acranoravkonpoTemHoBoMy peLentopy (aHTM-ASGPR) (Autoantibodies 1705
Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)
AHTuTena knaccos IgA, IgG, IgM kK MUTOXOHAPUAM (AHTUMUTOXOHAPWanbHble aHTUTena, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)
MaHenb aHTUTEN knacca IgG npy ayToMMMYHHbIX 3aboneBaHusx neveHu (AT k aHTreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52), mMyHo610T (Autoimmune Disease 3652
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
AHTUTENa K MUKPOCOMaM NeyeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, 1gG+IgM+ IgA)
AHTuTena knaccos IgA, IgG, IgM k rnagkon myckynatype, cymmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, 1gG, IgM, Total)
AyTOMMMYHHbIE 3HAOKPUHOMATUW: caxapHbIi gnabet 1-ro Tuna
AHTuTena knacca IgG k nHcyaunny (Insulin Autoantibodies, 1AA, 1gG) 671
AHTuTena Kk TMpo3suHdocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, 1A-2 Ab,
. RN 1705
Tyrosine Phosphatase Antibodies)
AHTuTena knacca IgG k beTta-kietkam nogxenygouHown xenesbl (Anti-Islet Cell Antibodies, Islet Cell 1518

Autoantibodies, ICA)

AHTUTENA K @aHTUreHaM KIEeTOK nogxenygouHon xenesbl GAD/IA-2, cymmapHo (Anti-GAD/IA2
Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, A2, ICA-512) Autoantibodies, Total)

AHTUTena knacca IgG k rnytamataekapbokcunase (aHTM-GAD) (Anti-GAD Antibodies, Glutamate

Decarboxylase Antibodies, AT-GAD, IgG) 1749



NepcrHum (nepcrHmnos, nceBgoTtybepkynes)

Moces kana Ha nepcuHuu (Yersinia enterocolitica, nepcrHNO3, onpeaeneHne HyBCTBUTENbHOCTU K
aHTMMKKpPOB6HBIM NpenapaTtam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PIrA c Yersinia enterocolitica cepotvna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica 1gG) 539
AHTuTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PMrA c Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3, IHA) 484
PMrA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cucrema cBepTbIBaHMA KPOBU

PaclumpeHHoe nccnesoBaHve reHoB cuMcTeMbl reMocTasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))
TpombouwnTapHbIn peuenTtop dmbpuHoreHa (reH ITGB3) (6e3 onvcaHus pesyibTaToB 1386

BpayoM-reHeTukom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
Tpombo3bi: paclumpeHHas naHens (reHsl F2, F5, MTHFR, MTRR, MTR) (6e3 onucanusa pesynstaToB

BpayvomM-reHeTrkoM) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

MMneparperauus TpoM60LMTOB, NoAnMopduam reHa ITGA2 ¢.759 C>T Hyperaggregation of 3036
platelets, gene polymorphism ITGA2 c.759 C>T

Tpomb60o3bl: cokpalleHHas naHeb (reHbl F2, F5) (6e3 onuncaHnsa pe3ynbTaToB BpauoM-reHeTMKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

M'vnepromouuctenHemus (reHbl MTHFR, MTRR, MTR) (6e3 onuvcaHus pe3ynbTaToB 5203

BpayvoM-reHeTnkoM) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

l'vneparperauns TpoMboLmTOB, NoAnMopdm3m reHa ITGA2 ¢.759 C>T (6e3 onncaHns pe3yabTaToB

BpayoM-reHeTukoM) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

Tpombo3bi: cokpaleHHas naHens (rexbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
M'vnepromouuctenHemus (reHbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5808
MTRR, MTR))
Tpombo3bi: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811
(Genes F2, F5, MTHFR, MTRR, MTR))
PaclumpeHHoe nccnepoBaHve reHoB cMcTeMbl remocTasa (reHol F2, F5, MTHFR, MTR, MTRR, F13,
FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onvcaHus pe3yibTaToB BpayoM-reHeTukom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without
Description))

Jlncrepwnos, ancrepun
JNuctepun, onpegenenve JHK B cninHHoMo3roBow xungkoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*
JNlncrepun, onpegenenve AHK B moye (Listeria monocytogenes, DNA, Urine)* 253
JNuctepun, onpegenerne AHK B cockobe anuTenmanbHbIX KNeTOK CAn3UcTon Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

Moces Ha anctepun (Listeria monocytogenes) ¢ onpeaeneHnem YyBCTBUTENbHOCTY K

aHTMMUKKpPOBGHBIM NpenapaTtam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenenne AHK B nna3me kposw (Listeria monocytogenes, DNA, Plasma)* 231
JNuctepun, onpeaenerne JHK B cockobe anutenvanbHbIx KneTok potornotku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*

Nuctepun, onpegenerne HK B cuHoBuanbHom xungkoctu (Listeria monocytogenes, DNA, Synovial 506
Fluid)*

Onpegenenue cneunduyeckmx IgE: annepreHbl NbiibLbl pacTeHnn

Cmecb ajnepreHoB TpaBbl: KOJOCOK AyLIJVICTbID’I, POXb MHOTONETHAA, TMMO¢6€BKa, PO>Xb

Ky/NbTVBUPOBaHHas, byxapHuk wepctuctoi, Ige (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*

Tonons, IgE (Cottonwood, IgE, T14) 484
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 484
Tumodeeska, nbinbLa, IgE (Timothy Grass, IgE, G6) 484

CMecb annepreHoB COPHOM TpaBbl: aMOPO3U1s NOJIbIHHOANCTHASA, MOJIbIHb OObIKHOBEHHaS,
NoZOPOXHWK, Mapb benas, yeptononox pycckui, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbinbua, IgE (Birch, IgE, T3) 484



MonbiHb 06bIKHOBEHHAS, NbinbLa, IgE (Mugwort, IgE, W6) 484
CMmecb annepreHoB epeBbEB: 0/1bXa, NellMHa 0bblkHOBeHHas, UBa, bepe3a, ay6, IgE (TP (T2, T4, 1045
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

CMecb annepreHoB TpaBbl: eXa chbopHas, OBCAHHMLA JyroBas, POXb MHOTONETHsS, TUMOdeeBKa,
MATANK nyroBoW, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

Mapkepbl MeTabosiIM3Ma KOCTHOW TKaHU

25-OH ButammH D o6wumin (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
AesokeunupuanHonnH (AMNA) B moye (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737
N-TepMunHanbHbIM NponenTug npokoanareHa 1 o6wwmii (Procollagen Type 1 N-terminal Propeptide,

1496
P1NP, Total)
C-koHLeBble TenonenTuabl koanareHa | vna (6eta-CrossLaps, C-tepmuHanbHbin Tenonentug, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957

Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)
OnvromepHbI MaTpUKCHBIA Benok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695
CTpenToKoKKoBasa MHPeKLMA (CTPenTOKOKKK rpynn A n B)

MoceB Ha BeTa-reMoMTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae), onpeseneHve UyBCTBUTENBHOCTU K aHTUMUKPODHHBLIM NpenapaTtam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB Ha BeTa-reMoMTUUECKNI CTPENTOKOKK rpynibl B (Streptococcus group B, Streptococcus

. . . o 759
agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification)
CTpenToKOKK rpynnbl B, aHTUreHHbIN TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)
CTpenToKOKK rpynnbl A, aHTUreHHBIN TeCT (oTaensemMoe poToraoTku) (Streptococcus Group A. One 957

Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMoAUTUYECKUIN CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes), onpejeseHne YyBCTBUTENBHOCTA K aHTUMUKPOOHbIM nNpenapataM (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

CrpenTokokk, onpegeneHune AHK B catoHe (Streptococcus spp., DNA, Saliva)* 429
MoceB Ha BeTa-reMoMTMUECKNA CTPENTOKOKK rpynmbl A (Streptococcus group A, Streptococcus

. AL 682
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)
CrpenTtokokk, onpegeneHune [AHK B nnasme kposwu (Streptococcus spp., DNA, Plasma)* 649
CrpenTtokokk, onpegenerune AHK B cockobe anntennanbHbix kNeTok poTornotku (Streptococcus 429

spp., DNA, Scrape of Faucial Epithelial Cells)*
CrpenTokokk, onpegenerne JHK B mokporTe (Streptococcus spp., DNA, Sputum)* 869

BuoreHHble aMUHBbI

A09.28.034.001 MeTaHedpuHbI GpakLMOHNPOBaHHbIE (CBOBOAHbIE Y KOHBIOTMPOBAHHbIE), 2486
24-yacoBasi Moya (Metanephrines fractionated, free and conjugated , 24-h urine)

MeTabonnTbl KaTeEXONaMMUHOB U CEPOTOHMHA, CYyTOYHAas MoYa: BaHUIWAMUHAaNeBas kucnoTa (BMK),

romoBaHuanHoBas kucnota (MBK), 5-ruapokcunHgonykcycHas kucnota (5-F’MYK)(Catecholamines 2486
and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,

5-Hydroxyindoleacetic Acid, 5-HIAA)

CepoToHWH B cbiBOpOTKe KpoBu (Serotonin, Serum) 2299
KaTtexonamuHbl (agpeHanvt, HopagpeHanviH, jodamuH) B Mmoue (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
KatexonamuHbl (agpeHannt, HopagpeHanaviH, gopamuH) B naasme kposu — KATENJ 2299
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
l'vctamuyH B niasme kpoeu (Histamine, Plasma) 2662
MeTaHedpuHbI GpaKLMOHMPOBaHHbIe, pa3oBas Mo4a (CBOOOAHbIE + KOHbIOTVPOBaHHbIE)

- - . . 2013
(Metanephrines fractionated, free + conjugated, random urine)
KaTtexonamuHbl (agpeHanvt, HopagpeHanviH, jodamuH) B Mmoue (Catecholamines: 2266

Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)

OnmcTopxo3 (kowaubs aByycTka, Opisthorchis felineus)
AHTUTena knacca IgG k aHTUreHam onuctopxuca (Anti-Opisthorchis felineus 19G) 869

Jlambanos,nambanu

Nambaun (Giardia liamblia), gnapentHbin cuHgpoMm, aHTureHHbIN TecT (Giardia liamblia. One Step 957
Rapid Immunochromotographic Assay)

AHTuTena knaccos IgM, IgG, IgA k aHTUreHam nambanii, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 627
IgA, Total)

Broxummna moum (cytouHas Kckpeuus)



A09.28.027 AMunasza B MOUe CYyTOUHOM WM MOPLIMOHHON 3a n3MepeHHoe BpeMs (Anbdpa-amunasa,

Avactasza moun) (Amylase, 24-Hour or Timed Urine) 253
Kanbumi (Ca), cytouHas moua (Calcium (Ca), 24-Hour urine) 220
Kanwii (K), Hatpuin (Na), cytouHas moua (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpoba Pebepra (KnnpeHc 3HJ0reHHOro KpeaTnHWHA, CKOPOCTb KayboukoBOr GuabTpaLmm) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 'ntoko3a, cytouHas Moya (Glucose, 24-Hour urine) 165
A09.28.009 MoueBwHa, cytoyHas moua (Urea, 24-Hour urine) 165
A09.28.010 MoueBas kncnota, cytouHas moua (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wmin 6enok, cytouyHas Moya (Protein Total, 24-Hour urine) 143
MarHui, cyTouHas Moda (cyTouHas akckpeuus), (Magnesium, 24 h urine excretion) 330
MeTtaHedpurHbl dpakLMOHNPOBaHHbIE CBOHOAHbIE, CyTOUYHaA MoYa 2079
Okcanatbl, cytouHas Moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 AnbbyMuH, cyTouHas mouda (Albumin, 24-Hour urine) 352
A09.28.006 KpeatunHuH, cytouHas moda (Creatinine, 24-Hour urine) 165
®ocdop (P), cytouHas moua (Phosphorus (P), 24-Hour urine) 220
NmmyHorno6yanHel obuine

A09.05.054.002 immyHornobynuHbl knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 NimmyHornobyamHbl knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 MiImmyHornobynuHel knacca G (Immunoglobulin G, 19G) 275
A09.05.054.001 ImmyHornobyamHel knacca E (06wuii IgE, nMmyHornobyanH E obwmin)

: 429
(Immunoglobulin E Total, IgE Total)

Backynutbl 1 nopaxeHus novek

AHTUTena knacca IgG k 6asanbHON MembpaHe kayboukos nouek (aHTM-BMK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AHTUTena knacca IgG k uutonnasme Hentpodpunos (AHLA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)
AHTuTena knacca IgG k npotenHase-3 (aHTn-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AnTuTena knaccos IgG, IgA, IgM k peuentopy dochonmnnasel A2 (PLAZR), cymmapHO 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, IgG, IgA, IgM, Total)
MaHenb aHTUTEN K aHTUreHaM aHTUHENTPODUbHBIX aHTUTeN (MaHesnb aHTureHos AHLLA), IgG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)
AHTuTena knacca IgG k C1q daktopy komnaemeHTa (Anti-Complement 1g Antibodies, Anti-C1q, 1232
I9G)
AHTuTena knaccos IgG, IgA, IgM k knetkam cocyaucroro sHgotenma (HUVEC), cymmapHo 1705

(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)
AHTuTena knacca IgG k muenonepokcugase (aHtM-MPO) (Myeloperoxidase Antibody, MPO) 1232

APYTVE MHOEKLINI

AHTUTENA K BUpPYCY noanomuenmnta 1-ro n 3-ro tunos (Anti-Poliovirus serotypes 1, 3, 1IgG) 1595

AHTUTENa K reModuabHON nanoyke Tvna b, IgG (AHTMTENa Knacca 1gG K
nonmpubosunpubutondocdaty) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tuna b 1991
(HiB), anti-PRP Haemophilus influenzae b IgG)

Boppenno3s (6onesnb Jlarima)

AHTuTena knacca lgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 627

Boppenuu, onpegenerne AHK B cnmHHOMO3roBow xugkoctu (Borrelia burgdorferi, DNA,

Cerebrospinal Fluid)* >06
Boppenunn, onpeaenenve AHK B cuHoBmanbHon xunakoctn (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*

AHTuTena knacca IgM k Borrelia burgdorferi, BoisiBasembie MeTogom BectepH-6s10Ta (Anti-Borrelia 1980
burgdorferi IgM, Western Blot (WB))

AHTuTena knacca IgG k Borrelia burgdorferi, BbisBnsieMble METOAOM MMMYHOBAOTTUHTA 2222
(Anti-Borrelia burgdorferi IgG, Immunoblot )

AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627

[McnxoakTMBHbIE BelwecTBa B MoYye

BapbuTypatbl B Moue (Barbiturates, Urine)* 1232



HapKoTvKku 1 NCUXOTPOMHbIE BELLecTBa ? CKPUHUHT (KOMMIEKCHbBIN aHaNn3 MoOUmM Ha onuarsl,
amdeTaMuH, MeTamdeTaMuH, KOKauH, KaHHabrHouabl 1 ux MeTaboautbl) (Drugs and Psychotropic
. X ) . ) 27 3410
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)

KaHHabvHounabl (MapwvxyaHa) B Moye (Cannabinoids (Marijuana), Urine)* 1232

JTtaHon (ankoronb) B moye (Ethanol (Alcohol) Urine)* 1232

«BpeaHble NpuBbIUKM» (AHANN3 MOUM HA HUKOTMH, NCUXOTPOMHbIE U HAPKOTUUYECKME BELLECTBA,

NCUXOAKTUBHbIE JIEKaPCTBEHHbIE Npenapatbl (HUKOTWH; NCUXOTPOMHbIE U HAPKOTUYECKME BELLECTBA, 3608
NcrxoakTUBHbIE lekapcTBeHHble npenaparsl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants

and Psychotropic Substances, Urine)*

Onwartbl (MopduH/reporH) B Mmoue (Opiates (Morphine/Heroin), Urine)* 1232

SnwTenHa-bapp BupycHas nHdekums (Bupyc SnwreHa-bapp)

Bupyc SnwreinHa-bapp, onpeaenervie JHK B Boinote (EBV DNA, Exudate)* 275
Bupyc SnwreinHa-bapp, onpeaenenve AHK B cnnHHomo3srosoi xugkoctn (EBV DNA, Cerebrospinal 275
Fluid)*
AHTuTEna knacca IgG Kk KancMaHOMy aHTUreHy Bupyca dnwTenHa-bapp (Anti-EBV Viral Capsid 759
Antigens (VCA) IgG )
AHTuTena knacca |gG k paHHeMy aHTUreHy Bupyca SnwTeriHa-bapp (Anti-EBV Early Antigen (EA) 627
1gG)
AHTuTeNa knacca IgG K agepHoOMy aHTUreHy Bupyca 3nwTteiHa-bapp (Anti-EBV Nuclear Antigen

528
(EBNA) IgG)
Bupyc SnwreiHa-bapp, onpeaenenve JHK B BeHo3HoM kposu (EBV DNA, Blood)* 418
Bupyc SnwrenHa-bapp, onpegenenne AHK B citoHe (EBV DNA, Saliva)* 275
Bupyc 3nwreriHa-bapp, onpeaenermne AHK B cekpete npoctathl, 3skyaate (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc 3nwreriHa-bapp, onpeaenermne AHK B cockobe annTenmanbHbIX KNETOK CIU3NCTOM HoCa 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc SnwreliHa-bapp, onpeaenerne JHK B cockobe anmTenmanbHbIX KNETOK YPOreHUTaabHoro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTUTeNa knacca IgM k kancuaHOMY aHTUreHy Bupyca SnwTteinHa-bapp (Anti-EBV Viral Capsid 528
Antigens (VCA) IgM )
Bupyc 3nwreriHa-bapp, onpeaenermne AHK B cockobe anuTenmanbHbix kKieTok potornotku (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc 3nwreriHa-bapp, konnyectBeHHoe onpegeneHve JHK B cbiBopoTke Kposu (EBV DNA, 407
Serum)*
Bupyc 3nwreriHa-bapp, onpeaenermne AHK B moue (EBV DNA, Urine)* 275
Bupyc 3nwreriHa-bapp, kauectBeHHOe onpeaeneHve [JHK B cbiBopoTke kposu (EBV DNA, Serum)* 418

OnpegeneHne cneuynduryeckmx IgE: komnaekcHble annepronaHenu

MaHenb pasHble annepreHbl 2 2024

MaHenb neanatpuyeckas, IgE (Pediatric Panel, IgE) 4037

MaHenb pa3Hble anneprexbl 1 2024

MaHenb pecnupatopHble anneprensl, IgE (Respiratory Panel, IgE) 4037

MaHenb pa3Hble anneprensl, IgE (Panel Different Allergens, IgE) 4037

Anneproumn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030

allergic components)

Anneproumn ALEX2, 300 anneprokomnoHeHToB 1 o6wuii IgE 29689
HapyweHuns obmeHa BeLecT

O6meH dponnesolt knucnotel (reHbl MTHFR, MTRR, MTR) (6e3 onucaHus pesyibTaTtoB 5203

Bpayom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

Octeonopos: peuentop ButamunHa D (reH VDR) (6e3 onvcaHus pe3ynbTaToB BPauyOM-reHeTUKOM) 1386

(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

NakTasHas HegocTatouHOCTb (reH MCMB6) (Adult Lactase Deficiency (Gene MCM6) 1441

HacneactBeHHbI remoxpomatos, | tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE)) 2860

Ocreonopo3: peuenTtop BuTamuHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene 1529

VDR))

CuHgpom Xunbbepa (reH UGT1AT) (Gilbert's Syndrome (Gene UGT1A1)) 4994

Octeonopo3: cokpalyeHHas naHenb (reHbl CALCR, COL1A1) (6e3 onucaHms pesynbTaTos 3993

BpayoM-reHeTnkoMm) (Osteoporosis: Abridged Panel (Genes CALCR, COL1AT) (without Description))



O6meH ponneBoi kucnoTbl (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR))

Octeonopos3: cokpatueHHas naHenb (reHbl CALCR, COL1AT) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1AT))

Octeonopo3: nosHas naHesb (reHbl CALCR, COL1A1, VDR) (6€3 onvcaHus pesyabTaToB 5203
BpayoM-reHeTnkoMm) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))

HacneactBeHHas npeapacnonioXeHHOCTb K caxapHoMy AnabeTy 1-ro Tmna no Tpem JIoKycam reHoB

cuctembl HLA Il knacca (reHbl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 6864
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))

Octeonopo3: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR,

5808

4455

COL1A1, VDR)) 5808
Ycnyrv Bpada-reHeTuka

OnucaHwne pe3ynbTaToB reHeTnyeckoro Tecta 2 kateropmm cnoxkHocty (N@Ne 1181T1/63, 1211T1/B3,

1231M/B3, 131IM/B3, 1411M/B63, 115IT1/B3, 1241T1/B3, 154IT1/B3) (Genetic Test Results: Description 1155

of the 2-nd Category Complexity)

OnwncaHve pe3ynbTaToB reHeTuyeckoro Tecta 1 kateropum cnoxHoctn (NeN2 720163, 761163, 583

7014B3, 125IT1/B3, 720763) (Genetic Test Results: Description of the 1-st Category Complexity)

OnucaHune pe3ynbTaToB reHeTnyeckoro Tecta 3 kateropum cnoxkHocty (N@NQ 1221T1/63, 1291T1/B3,
120rn/B3, 1371M/63, 138IM/b3, 153IM/b3, 110IT/B3, 114IM/B3, 140IM/b3, 766163, 725863, 2310
1341T1/B3, 135IT1/B3, 136[T1/b3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnwucaHune pe3ynbTaToB reHeTuyeckoro Tecta 4 kateropum cnoxHoctn (NeNQ 1441T1/63, 1431T1/63,

139rM/B3, 145IT1/B3, 108IT/B3, 19IT1/B3) (Genetic Test Results: Description of the 4-th Category 5203
Complexity)
NHTepdepoHoBbLIN cTaTyc (4 nokasaTens) C onpeaeneHnemM YyBCTBUTENbHOCTU K UMMYHOMOZAYAATOPaM
M3onpuHo3swuH (Isoprinosine) 539
VIMmmyHoMmake (Immunomax) 539
VmmyHan (Immunal) 539
TumoreH (Thymogen) 539
MaHaBump (Panavir) 539
TaktmeuH (Tactivinum) 539
NmyHodaH (Imunofan) 539
Monnokcnaormin (Polyoxidonium) 539
lanasut (Galavit) 539
VimyHopwkc (Imunorix) 539
JNvkonug (Licopid) 539
Tokconna3mo3s (Tokcorn/ia3ama)

AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) 396
AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) 539
Tokconnasma, onpegenerve AHK B cbiBopoTke kpoBwu (Toxoplasma gondii, DNA, Serum)* 418
TOKconnagma, onpeaenexue [HK B cnmHHoMo3roBo xumakocty (Toxoplasma gondii, DNA, 275
Cerebrospinal Fluid)*

ABuaHocTb Anti-Toxopl gondii IgG 1045
Tokconnasma, onpegenenve AHK B Beinote (Toxoplasma gondii, DNA, Exudate)* 275

Cockob 3nuTennabHbIX KNeTOK POTOrI0TKM

MHeBMOKOKK, onpegeneHve [HK B cockobe anutennanbHbIx KNeTok potoraoTku (Streptococcus 495
pneumoniae)

MapakoktoLu

MoceB oTaensieMoro potornoTkn Ha bopaetennsl (Bordetella pertussis/parapertussis,
koktow/napakokatoww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria 1584
Identification)

SCTpOreHbl N NPOrecTuHbI
Sctpaguon (32) (Estradiol, E2) 385
MporectepoH (Progesterone) 385
OueHKa OYHKLMN KOpbl HaAMOYEUYHMKOB

A09.05.135 KopTumzon (TmgpokopTnsoH) (Cortisol, Hydrocortisone) 385



A09.28.035 CBO6OAHbIN KOPTU30., CyTOUHas Moua (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbaocTepoH (Aldosterone)
A09.05.121 PeHunH (PeHnH nnasmbl kposu, Npamoe onpegeneHue) (Direct Renin, Plasma)
Koptuson, catoHa (Cortisol, Saliva)
OueHka PyHKLUMM noYek
A09.05.230 UucratnH C (Cystatin C)
A09.05.017 NccnepoBaHmne YpOBHS MOYEBMHbBI B KPOBU
A09.05.018 MoueBas kucnorta (Uric Acid)
A09.05.020 NccnepoBaHme ypoBHA KpeaTUHWHA B KPOBU
Apyrve
NLUX-nccnegosarme p16INK4a v Ki-67
MnaueHTapHbIl dakTop pocta (PLGF)
HectepoungHble perynsatopHble pakTopbl MOAOBbIX XKene3

VHrnéuH B (Inhibin B)

AHTUMIOANEpOB ropmoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnueckunin 6eta-1-rankonpotenH (TBIN) (Trophoblastic beta-1-Globulin, TBG)
AHTNPOCHONNMNAHBIA CUHAPOM
AHTUTena knacca IgG k aHHekcnHy V (Annexin V Antibodies, aAnV, IgG)

AHTUTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTuTENna knaccos IgG, IgA, IgM k b6eta-2-ravkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTuTena knaccos IgM 1 IgG k docpoamnugam (Anti-Phospholipid Antibodies, APA, IgM, 1gG)

AHTUTena k 6eTa2ravkonpoTenHy IgA

AHTuTeNa knaccoB IgG u IgM k dochatnanaceprH-npoTpoMEMHOBOMY KOMMAEKCY, CYMMapHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, I1gG, IgM, Total)

AHTuTena knaccos IgA, IgM, I1gG k kapgunonununy, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, IgG,
aCL, Screening)

AHTuTena knaccos IgG v IgM k dpochatuauncepuny (Anti-Phosphatidylserine, 1gG, IgM)

AHTUTENA K BeTa2ravkonpoterHy IgM

MaHenb aHTUdochoNMNUAHbIX aHTUTeN, IgG, IgM MeToAOM AOT-MMMYHOaHaNU3, KaUeCTBEHHbIV TecT
B cbiBOpOTKe KpoBu (Anti-Phospholipid Antibodies Panel)

AHTuTena knacca IgA k kapgaunoannury (Anticardiolipin IgA, aCL IgA)

AHTuTENa Kk beta2ravkonpotenny IgG

AHTuTena knacca IgG k kapguoaununy (Anticardiolipin 1gG, aCL IgG)

AHTuTena knacca IgM k kapguonvnuny (Anticardiolipin IgM, aCL IgM)
Jvinuapl, "MnonpoTenHbl, anoANNONPOTENHbI

XKenuHble kncnotsl (Bile Acids)

AnoavnonpotenH A1 (AnonpotenH A1, ano A1) (Apolipoprotein A1, Apo A1)

XonectepuH-JINOHI (XonecteprH AMNONPOTENHOB O4YeHb HU3KOM naoTHocTy, JIMTOHMM, VLDL
Cholesterol)

AnoavnonpoTteunH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpurauuepwuasl (TT) (Triglycerides)

A09.05.004 ViccnepoBaHmne ypOBHS XONECTEPUHA IMMOMNPOTENHOB BbICOKOW MAOTHOCTU B KPOBU
JNlvunonpoteuH (a), /1M (a) (Lipoprotein (a), Lp (a))

A09.05.028 NccnepoBaHve YPOBHS XOECTEPUHA IMOMNPOTENHOB HN3KOM MAOTHOCTU B KPOBU
A09.05.026 XonectepuH obwmii (XonectepuH) (Cholesterol Total)

XonectepuH JIMHM (npamow metog) Cholesterol LDL (direct)

NHTepdepoHoBbIN cTaTyc (4 nokasaTtens) C onpeAeseHNeM YyBCTBUTENbHOCTY K MHAYKTOPaM MHTephepoHa

759

858
913
616

748
165
165
165

6050
3960

1232
1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199
902
1188

2651
572

407

429
209
220
869
165
209
253



Heosup (Neovir) 539

AMUKCUH (Amixin) 539
LunknodpepoH (Cycloferonum) 539
Karouen (Kagocel) 539
MOHUTOPUHTI BepeMEHHOCTY, BUOXMMUYECKME MapKepbl COCTOAHWSA NAoAa

AccoummpoBaHHbIl ¢ bepeMeHHOCTbIO NpoTenH-A naasmbl (Pregnancy-Associated Plasma 693
Protein-A, PAPP-A)
A09.05.090 XoproHNYeCcKknii roHagoTponuH Yenoseka (XY, beta-XIY, ?-Xr4) (Human Chorionic

. 385
Gonadotropin, HCG)
CB060OAHbIN ?-XI'Y (cBOGOAHAA ?-CyObeanHMLIa XOPUOHMYECKOTO FOHaZ0TPONMHa Yenoseka) (Free 539
Human Chorionic Gonadotropin, Free HCG)
PRISCA2 pacuet 99
PactBopumas fms-nogobHas TnposnHkmHaza-1 (sFlt-1) 3377
CBobogHbIN 3cTpuon (Estriol Free, E3) 484
PRISCA1 pacuet 132
MnaueHTapHbIV NakToreH (XoproHndyeckunii comatomammotponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic 693
Somatomammotropin, hCS)

ObLLekNNHMYeCKMEe UCCIEA0BaHWS KPOBU

CO3 (ckopocTb ocegaHus aputpoumToB) (Erythrocyte Sedimentation Rate, ESR) 143

JNevikoumnTapHas dopmMyna (AnddepeHLMpPoBaHHbIN NOACUYET NENKOLMTOB, NENKOLUTOrpamma) ¢

06s3aTeNlbHOW «PYUYHON» MUKPOCKOMMe Maska Kposw (Leucocyte Formula (Differential White 330
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NevikounTapHas popmyna (audpdepeHLMpPOoBaHHbIN NOACUET NENKOLMTOB, erKoLUTOrpamma) ¢

MWKPOCKOMMWEN Maska KpOoBW MPU Haanuum natonornyeckmx cAuros (Leucocyte Formula 209
(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of

Pathologic Changes)*

TpombouunTbl, MMKPOCKOMMSA (MOACHET B OKpalleHHOM Maske no metogy ®oHno) (Platelets, 275
Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wwmii aHanns kposu (OAK) (6e3 nelikounTtapHoi dopmynbl 1 COI) (General Blood Analysis, 209
without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynoumthbl (Reticulocytes) 264
OcmoTrYeckas pe3ncTeHTHOCTb 3PUTPOLMTOB 1980

NHTepdepoHOBIN cTaTyc (4 MokasaTens) ¢ onpegeneHVeM YyBCTBUTENBHOCTY K Mpenapatam MHTepdepoHa

WMHrapoH (Ingaron) 539
PeadepoH (Reaferonum) 539
Kokntow

AndodepeHumpopaHHoe BbisneHne HK Bordetella species: Bordetella pertussis (Bo3byautens

kokstowa) v Bordetella bronchiseptica (8o3byautens 6poHxocenTkosa) B cOCkobe snuTenmanbHbIX

KNETOK CAM3NCTON poTOrnoTkm u/uam Hocornotku (Differentiated detection of DNA Bordetella spp.: 924
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis

pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) 891

AnTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) 891

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) 891
BENOXMINA

Owmera-3 nHgekc (Omega-3 Index) 4774

MpokanbumToHWH (Procalcitonin) 3003

XKupHble kncnoTbl, npodunb: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) 9174
VImmyHoremaronorus

ANNOVMMYHHbIe aHTUTeNa, BKAtoYas aHTuTena Kk Rh-anTtureHy (Anti Rh) 517

A12.05.005 I'pynna kposu (Blood Group, ABO) 253

Rh (C, E, ¢, e) Kell-deHoTtunmposaHwue (Rh C (E, ¢, e) Kell-Phenotyping) 660

A12.05.006 Pe3yc-npuHaanexHocTb (pesyc-daktop) (Rh-factor, Rh) 253



BbICOKOTEXHONIOTNYHbIE nccneaoBaHmAa BoAbl

Boga: nosHas 1 komnaekcHas oueHka kadectea (Water: Complete and Comprehensive Quality

Assessment)* 19398
Bopa: nogo3peHmne Ha 3arps3HeHne NpomblluieHHbIMK oTxogamu (Water: Suspicion Industrial Waste 14190
Contamination)*
Boga: noso3peHne Ha 3arpssHeHre NPoAyKTaMmn CropaHns 1 BbibpocaMu oT aBToMarvcrpanei 10483
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*
Boga: nogo3peHne Ha 3arpsasHeHne bbiToBbiMM oTxogamu (Water: Suspicion Household Waste 8943
Contamination)*
Boga: cokpalyeHHas oueHka kavectsa (Water: Abridged Quality Assessment)* 9669
Bopa: noso3peHne Ha N3bbITOUHOE NPUMEHEHNE peareHToB A1 Bogoounctku (Water: Suspicion 5159
Excessive Use of Chemicals for Water Treatment)*
TpuxuHennes (TpuxmHenna, Trichinella spiralis)
AHTUTena knacca IgG k aHTUreHam TpuxmHenn (Anti-Trichinella 1gG) 517
CKPUHVHTOBbIE UCCNef0BaHUSA BOAbI
Boga: oueHka kauectsa no 20 napametpam (Water: Quality Assessment 20 Parameters)* 4103
OnpegeneHune KoOHUEHTpauUul ans 6 pagmoHykangos (Determination of Concentration 6
. . 24673
Radionuclides)*
Pagnonornyeckme nccnegoBaHuns npob NuTbeBoOW Boabl — 6a30BbIA TECT Ha 06LLyHO ?- U 6787
?-aktmBHoCTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*
Bopa: oueHka kavectsa no 30 napametpam (Water: Quality Assessment 30 Parameters)* 7766
OnpegeneHne KoHUEeHTpauui ansa 4 pagmoHykangos (Determination of Concentration 4
: j 16434
Radionuclides)*
bonesHun cepgua u cocyso
ApTepuanbHas rmnepTeHsus, noaHas naHenb (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full 4554
Panel (Genes ACE, AGT, NOS3))
ApTepuvanbHas runepTeHsuns, noaHas naHesb (reHbl ACE, AGT, NOS3) (6e3 onuncaHus pe3ynbTaToB
BpayoM-reHeTnkoMm) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without 4081
Description))
ApTepuranbHas runepTeH3suns, cBf3aHHas C HapyLWeHUAMN B PEHUHAHTMOTEH3UHOBOW cucTeme (reHbl 3036

ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepwuanbHas rmnepTeH3ns, CBsA3aHHas C HapyLUEHUAMM B PEHVHAHTMOTEH3MHOBOW cucTeMe (FeHbl
ACE, AGT) (6e3 onuncaHus pe3yibTaTtoB Bpavom-reHeTnkoM) (Arterial Hypertension, 2717
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuranbHas runepTeHsuns, cBs3aHHas ¢ HapyweHusamu B pabote aHgoTenvansHo NO-cuHTasbI

(ren NOS3) (6e3 onuncaHus pesynbTaTtoB BpadoM-reHeTnkom) (Arterial Hypertension, Endothelial 1386
NO-Synthase Disturbance (Gene NOS3) (without Description))

VicchepoBaHve MOYEYHOro KamHs

AHaNM3 XMMMYECKOro coCTaBa MOYEBbLIX (MOYEUHbIX) KaMHeWn MEeToAOM VIHq)paKpaCHOI\/’I

cnexktpometpum (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry) 3872

AHanmM3 XMMUYECKOro COCTaBa MOYEBbIX (MOYEYUHbIX) KAMHEN METOAOM PEHTIEHOCTPYKTYPHOTO

aHanm3sa (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction 3872

analysis)
BonesHu LEeHTpanbHOW HEPBHOW CUCTEMBI

MpeapacnonoXeHHOCTb K aTepockneposy u 6onesHn Anbureimepa (Alzheimer's Disease) 2860
OueHKa COCTOAHUSA UHKPETOPHOW U CEKPETOPHOMN QYHKLIMMN SKENYAOUYHO-KNLIEYHOrO TpakTa

CtymMmynsumoHHas npoba — MactpuH-17 (ctTuMynnpoBaHHsbIi) (Gastrin-17 Stimulation Test,

2 1210

Gastrin-17, G-17)

MencuHoreH | (Pepsinogen I) 968

A09.05.057 lactpuH (Gastrin) 682

lactponaHens (GastroPanel) 4576

MencuHoreH Il (Pepsinogen 1) 968
lenatut G BUpycHas uHdekums (Bupyc renatuta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegeneHune PHK B ceiBopoTke kpoeu (HGV RNA, Serum)* 660
HeunHBasunsHas oueHka ¢nbposa neveHn

®ubpoTecr (FibroTest) 11946

®nbpoMakc (FibroMax) 15268

®unbpoTecr (FibroTest) 13420



CreatoCkpwH (SteatoScreen)
®dnbpoMakc (FibroMax)
NASH-FibroTest
NASH-FibroTest (pacueTHbIl)

LLVITOFEHGTVI‘-IGCKI/IE nccnegoBaHmAa

WccnepgoBaHme kapunotmna (KonnyectBeHHble 1 CTPYKTYPHbIE aHOMaaNM XPOMOCOM) €
0bs3aTeNbHOW Bbljayer kKapuorpammbl

VccnepoBaHve kapuoTuna (KOMYecTBEHHbIE U CTPYKTYPHble aHOManum xpomocom) (Karyotype)
KapvoTtun nnoga (abopTHbI MaTepuan)

Octpble KuileyHble nHeKLnn

OcTpble kuweuHble nHoekumn, MLUP-ckpUHUHF BOCbMY BakTepuanbHbIX Y BUPYCHbIX BO36yAnTeNen
OCTpbIX KMLeYHbIX MHdekuuin B kane (Acute Intestinal Infections, PCR, Fecal)

SHTepoBupycol, onpeaeneHne PHK B kane (Enterovirus, RNA, Fecal)

OcTpble kuweyHble nHdekunn, MLP-ckprHUHT TpéX BMpPYCHbIX BO3byanTenein, kan (Acute Intestinal
Infections, PCR, Fecal)

®apmMakoreHeTnka
Beta-agpeHobaokatopsl. len CYP2D6. ®apmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6)

NHrubutopsl AM®, daysactatuH, 6aokatopsl peuentopo ATIl. MporHo3nposaHue
HepponpPoTeKTUBHOIO 3ddekTa MHIMbUTopoB AP npun HegnabeTnyeckmx 3aboneBaHmsAX.
leHeTnyeckne Mapkepbl 3GGEKTUBHOCTY aTeHON01a NPY apTepuasbHON rMNepTeH3nN C
runepTpoduelt NEBOro XeayAouka uiav Tepanum GpayBactaTHOM MpU ULLEMNYECKON 60N1e3HM
cepaua. OnpegeneHne Hannuma NOoAMMOPPU3MOB reHa aHrMoTeH3NH-NpeBpalLLaroLero pepmMmeHTa
(ren ACE) (ACE Inhibitors, Fluvastatin, ATIlI Receptor Blockers.

MeToTpekcaT. _[eHeTUYeckme Mapkepbl NMOBBILLEHHOTO PYCKa Pa3BUTKSA MOBOUYHBIX peakLmii Mpu
npueme MeToTpeKkcaTta Ha GOHe NleyeHns peBMaTOMAHOrO apTpuTa. MeToTpekcaT: HapyLleHne
mMeTabonunsma GonmeBol KUcaoTbl. OnpeaeneHne Haamums NOANMOPOU3MOB reHOB HePMEHTOB
peakunii donatHoro umkna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTnT anngeMmyeckmin

AHTuTena knacca IgG k Bupycy anungemmyeckoro napotuta (Anti-Mumps 1gG)

AHTuTENa knacca IgM k Bupycy annaemumyeckoro napotuta (Anti-Mumps IgM)
Mna3ma kposu (SA4TA)

MHeBMoKoOKK, onpegenerHve AHK B nnasme kposu (Streptococcus pneumoniae, DNA)
Kanbuuii-peryanpytolime ropMoHbl

KanbuutoHuH (Calcitonin)

A09.05.058 MapatupeounaHbii ropmoH (Mapatropmon, napatupwH, MTI) (Parathyroid Hormone,
PTH)

IXMHOKOKKO3 (3xMHOKOKKMW, Echinococcus spp.)
AHTUTeNna knacca IgG k aHTUreHam axmHokokka (Anti-Echinococcus IgG)
[Awn3eHTepusa amebHas, amebunas
AHTuTena knacca IgG k aHTUreHam guseHTepuitHon amebsl (Anti-Entamoeba histolytica 19G)
lenatut D BupycHas nHdekums (Bupyc renatuta D, Hepatitis D Virus, HDV)
AHTUTena knaccos IgM n IgG k Bupycy renatuta D, cymmapHo (Anti-HDV Total (IgG + IgM))
Bupyc renatuta D, onpegeneHve PHK B ceiBopoTke kposu (HDV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

Acnepruanes

MneceHb Aspergillus fumigatus (M3), annepreH-cneundunueckue IgG (Aspergillus fumigatus, 1gG,
M3)

bakTepounaHaa ¢paopa

Baktepougbl, onpegenenve AHK B cockobe anntennanbHbix KNETOK YPOreHUTasibHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

lenatut A BUpycHaa nHdekuma (Bupyc renatuta A, Hepatitis A Virus, HAV)

AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG)
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Bupyc renatuta A, onpegenerne PHK B ceiBopoTtke kposu (HAV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatnta A (Anti-HAV IgM)

lapaHepennes (rapgHepenna)

FapaHepenna, onpeaeneHne JHK B cockobe anuTenmanbHbIX KIETOK YPOreHUTanbHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

FapaHepenna, onpeaenerve JHK B cekpeTe npocraTbl, 3skynaTe (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

FapgHepenna, onpegenerHve JHK B moue (Gardnerella vaginalis, DNA, Urine)*

AyTOUMMYHHble 3ab0IEBaHNSA NIETKMX 1 cepala

AKTVMBHOCTb aHIMOTeH3MH-NpeBpatiatoLlero dpepmenTa (AMP) ceiBopoTkM KpoBM (Angiotensin
Converting Enzyme, ACE, Serum)

HeonTtepuH (HIM) B cbiBOpoTke Kposwm (Neopterin, Serum)

AHTuTeNna knacca IgG k cepaeyHon MyckynaTtype (MMoKapay), aHTUMWOKapAnanbHble aHTUTeNa
(Anti-Heart Antibodies, 1gG)

OueHKa 3HAOKPUHHOM GYHKLMM NOAXKENYA0YHOW Xenesbl
HOMA-G pacueT nHzgekca (Mpv BbIMOJAHEHWM T/IFOKO3bl U3 CEPO MPOBUPKN)
HOMA-IR pacuet nHgekca
A09.05.056.001 MpouHcyauH (Proinsulin)
C-nentug (C-Peptide)
A09.05.056 VHcyanH (Insulin)

Kamnunobaktepunos, kamnuiobakrep

Moces kana Ha kamnunobakTep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial
Identification)

PotaBupycHas nHdekuma (potaBupyc)

PotaBupyc (Rotavirus), AvaperHbli CMHAPOM, aHTUreHHBbI TecT (Rotavirus Direct Detection by Latex
Agglutination)

lemaTonornyeckne nccnegosaHuna
dnekTpodopes remornobuHa. FemornobmHonatmm

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegeneHne JHK B cockobe anutenmanbHbix kaetok koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwko3bl (napasunTapHble rpubbl — fepMaToPUThI)

Mapa3utapHble rpnbbl, MMKPOCKONMYeCcKoe uccneaoBarme npob Horten (Fungal Infections of Nails)

Mapa3sutapHble rpnbbl, MUKPOCKONMYecKoe nccnegoBaHne npob koxu (Fungal Infections of Skin)
VIMMyHHble TpoMbBoLMTOMNEHMI

AHTUTeNa knacca k IgG Tpombouutam, Henpsmow Tect (Platelet Antibodies 1gG, Indirect)
CanbmoHennbl (Tnd bprowHow, napatnd, canbmoHennes, Salmonella spp.)

PMrA c Salmonella gr.A (Salmonella gr.A, IHA)

PMrA c Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTena k Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA)

AxTuTena k Salmonella typhi, PITA (Salmonella typhi Antibodies, IHA)

PMrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)

PIMTA c Salmonella gr.D (Salmonella gr.D, IHA)

PMTA c Salmonella gr.C (Salmonella gr.C, IHA)
CrpoHrunongo3s

AHTuTena knacca IgG k aHTUreHam ctpoHrunoungosa (Anti-Strongyloides stercoralis 1gG)
PykkeTcnos, TMd cbinHOM (PUKKeTCUN)

PMTA ¢ cbINHOTUPO3HBIM AMarHoCcTMkymMoM pukketcuin Mposayeka (Rickettsia prowazekii, IHA)
MnrmeHToI

A09.05.021 NccnepoBaHme ypoBHA obLero buavpybuHa B Kposu
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A09.05.022 NccnepoBaHme ypOBHS CBOBOAHOIO 1 CBA3aHHOMO buvpybuHa B KpoBHM
AHM3aKMA03

AHTUTENA K aHTUreHaMm Hematog poga Anisakis 1gG
AndTepus (aAndptepuinHas nanouxa)

AHTUTena knacca IgG k gndrepuintHomy aHaTokcmHy (Anti-Diphtheria Toxoid 1gG)

Moces Ha audTeputo (Corynebacterium diphtheriae Culture)
NMMyHHble dpakTopbl becnnoans

AHTUTENa aHTUCNEepMabHble B cnepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTWTeNa aHTMCNepMasibHble B CbIBOPOTKE KpoBy (Anti-Spermatozoa Antibodies, ASA, Serum)
F'enatut E BUpycHas nHdekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
OnpegeneHue cneunduryecknx IgG: annepreHbl XXUBOTHbIX

Cobaka, anutennii (E2), annepreH-cneundudeckue IgG (Dog Epithelium, I1gG, E2)

Kowka, anutenni (E1), annepreH-cneundudeckme IgG (Cat Dander-Epithelium, 1gG, E1)
MokpoTa, CMbIBbI, laBaXKHas XXNAKOCTb

MHeBMoKOKK, onpeaenerHve AHK B MokpoTe (Streptococcus pneumoniae, DNA)
AzeHoBuUpycHasa HpeKLma

AHTuTena knacca IgG k ageHosmpycy (Anti-Adenovirus 1gG)

AHTUTena knacca IgA k ageHosupycy (Anti-Adenovirus IgA)
CntoHa

MHeBmokokk, onpegenerve AHK B citoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3 (Tokcokapa, Toxocara canis)

AHTuTena knacca IgG k aHTMreHam Tokcokap (Anti-Toxocara I1gG)

AHAPODOP

AHapodnop, nccnegoBaHne MUKPoOdAOpbl YPOreHNTasbHOro Tpakta My>UnH B cockobe
3NMTeNMnaNbHbIX KNeTok yporeHutanbHoro Tpakta (Androflor ® REAL-TIME PCR Detection Kit, the
study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)
Angpodnop CkpuH, nccrepgoBaHme MUKPOGAOPbI YPOreHUTaabHOro TpakTa My>XUMH B cockobe
3NWTEeNNanbHbIX KNEToK yporeHuTanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,
the study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

bonesHn KenyaoyHO-KMLWEeYHOro TpakTa

BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,
OCTN2))

AyTOVIMMyHHbIe SHAOKPUHONaTUN: Nopa>keHne HaaAno4Ye4YHUKOB, ayTOMMMYHHaA Natosorna roHas

AHTuTena knaccos IgA, IgM, 1gG k TkaHu AMYHKKa (@HTVOBapManbHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)

AHTuTena knaccos IgA, IgM, 1gG k ctepomanpoayumpyrownm knetkam Hagnoueuynuka (ACIK),
cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,
Total)

AHTtutena knaccos IgA, IgM, 1gG k cTeponanpoayLmMpyoLWwnMm KaeTkam anydka, CyMMapHO
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

Cucrema feTokcmKkaLmm KCeHOBMOTMKOB M KaHLLepOreHoB
Lutoxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHWHINT, MEHUHTOKOKK

MoceB Ha MEHUHTOKOKKW, OMpeAeeHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM NpenapaTtam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTUOKCUAAHTHbIV CTaTyC
AHTMOKCUAAHTHBIN cTaTyc (O6Wwmnin aHToKcaaHTHbI cTaTyc) (Total Antioxidant Status, TAS)

Onpegenenve cneunduyeckmx IgE: npopeccnoHanbHble annepreHsbl
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Narekc, IgE (Latex, 1gG, K82)
Ackapngo3

AHTuTena knacca IgG k aHTMreHam ackapua (Anti-Ascaris lumbricoides 1gG)
Hemogekos (knew, aemoaekc, Demodex folliculorum, Demodex brevis)

ViccnepoBaHve Ha Hanmume knewa gemogekc (Demodex folliculorum, Demodex brevis)

KOHcyﬂ bTaluA rOTOBbIX NpenapaTtoB

KoHcybTaLms rotoBbIX LUTONOrMYeCcKUX npenapaTos (ogHo cteko) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTUTENa K aHTUreHam Kutarickon asyyctkin Clonorchis sinensis IgG
lepnec-Bupyc yenoseka 8 Tmna

AHTuTena knacca IgG k repnecsupycy Yenoseka 8 tmna (Anti-HHV-8 1gG)

yCJ'IyFVI Nno NoJiy4eHuo pesyabtaTa O6CI'Ie,qOBaHVIﬂ

Bblgaua pe3ynbTaToB Ha aHMIMINCKOM A3biKe (NepeBos, pe3y/ibTaToB Ha aHMNCKUIA
A3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynauns sputponossa
SpwutponoatuH (Erythropoetin)

FOpPMOHbI XXMPOBOW TKaHW
JNlentuH (Leptin)

Kpvntocnopuanos, BoasHWCTas avapes (KpUNTOCMOPUANW NapByM)

Kpuntocnopuamn napeym (Cryptosporidium parvum), AnapeiHbiii CUHAPOM, aHTUTeHHbIN TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-1MMdOTPONHBIV BUPYC

AHTuTena knacca IgG k T-numdpoTponHomy Bupycy venoseka Tvna 1 n 2 Tunos (Anti-HTLV-1, 2 IgG

)

NHTepdepoHOoBbIN cTaTyc
WNccnegoBaHue nHTepdepoHoBoro ctatyca (Study of Interferon Status)
KomMnaekcHble nccnesoBaHus

OueHka aHgporeHHoro ctatyca (Assessment of Androgen Status)

JKeHckuii ropMoHanbHbIN NPodub: ANCOYHKLMA SUUHNKOB, HapyLIEHUS MEHCTPYaIbHOIO LiMkna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

KeHckuii ropMoHanbHbI NPodUb: ANCHYHKLMA AUUHUKOB, HapyLLEHUS MEHCTPYabHOrO LiMKAa
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

ButamuH D n MnHepanbHbii obMeH (MepekpecTok)
BeretapuaHLbl

MogroToBka Kk 6epeMeHHOCTM: OLeHKa BUTaMWHHOTO cTaTyca
XvpopacTsopumble BUTaMUHbI

Mpodunb BeraHbl «MuUHUMaNbHBIR»

Mpodunb BeraHbl «ba3oBbIi»

Mpodunb BeraHbl «PacluMpeHHbIA»

Xupo- 1 BogopacTBopUMbIe BUTaMUHbI

OP3, OPBW (Hacmopk, Kaluenb, 6oab B ropae) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

AHTuTena knaccos IgA 1 IgG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

WNccneposaHne komnaekcHoe «Cekc B 601bLLOM ropoge: 6 MHdekLmnin (aHanams Kposu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

WNccnegoBaHne komnaekcHoe «Ceke B 601bLIOM ropoge: 6 MHOEKLWIA (@aHann3 KpoBu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

Bosan B cyctaBax: pacumpeHHoe obcnegosaHue (Joint Pain: Extended Survey)

Ecam B nnaHax pebeHok

Xouy cTaTb MamMo: KOMMNNEKCHOe obcnesoBaHKe Npu NaaHMpoBaHun 6epemerHHoctn (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)
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VIP-o6cnegoBaHue ans myxcunH (VIP-Survey for Men)

VIP-o6cnepoBanmve ans xeHwwmH (VIP-Survey for Women)

OueHKa MMMYHHOTO OTBeTa K AeTCknM MHdekumam (Pediatric Infections: Immune Response)
AxTuTena knaccos IgM 1 1gG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, 1gG)
TORCH-unHbekummn (ToORCH-Infections)

BepemeHHocTb: | TpuMecTp (1-13 Heaenwn) (Pregnancy: First Trimester (1-13 Weeks) )

B4, cudumnmnc, renatnutel B n C (HIV, Syphilis, Hepatitis B, C)

NcenepoBaHme komnnekcHoe «Cekc B 60/1bLIOM ropoge: 8 nHdekuuii + Ma3ok Ha MUKpodaopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemeHnHocTb: Il Tpumectp (o1 29-30 Hepenb) (Pregnancy: Third Trimester (29-30 Weeks) )

WNccnepgoBaHne komnnekcHoe «Cekc B 601bLIOM ropoge: 14 MHPeKUuin + Ma3ok Ha MUKpodopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MogrotoBka Kk 6epeMeHHOCTU: 6a30BbIN

l'emocTasnorpamma (koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
Ob6cnesoBaHme neyeHu: paclmpeHHoe (Survey of Liver: Extended )

locnutanvsauus B TepaneBTUYeckumii ctaumoHap (Hospitalization in Therapeutic Hospital)

Focnutanusaums B xvpyprudeckumii ctaumoHap (Hospitalization in Surgical Hospital)

FocnuTtanvsaLms B XMpyprdeckunii ctaumoHap: paclumperHoe obcnegoanve (Hospitalization in
Surgical Hospital: Extended Survey)

«Mos 3g0poBas HaHsA» (My Healthy Nurse)

OueHka pucka paka amyHukoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
a/IropuUTM pacyeTta pucka 3nuTesnanbHOro paka AMYHMKOB) (AN5 XKEHLWMH A0 MeHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHka pucka paka amyHukoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
a/ropuTM pacyeTa pUcka 3M1TeIMasbHOrO paka AMYHMKOB) (A1 XXEHLLMH nocne MeHonays3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MO0OYHOM Xenesbl — KOMMAEKCHbI UMMYHOTUCTOXUMUYECKUI Npodunb (briomatepuan,
dukcmpoBaHHbIN B popmanmHosoM bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MONOYHOW enesbl — KOMMIEKCHbIA MMYHOTUCTOXMMMYECKNA Npoduab (bromaTepuran,
durKcnpoBaHHbIA B napadpuHoBoM 610ke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

NMMYHOrMCTOXMMMUYECKNIA CKPUHUHT paka WeNKN MaTKu — UCCeA0BaHVE JBYX MapKepOB ANs
paHHen AMarHoCTUKM ANCNIa3nm C BbICOKOWN CTemneHbro pucka o3nokadectBieHus: p16INK4a +
Ki-67 (buomatepman, dpukcmpoaHHbIi B napaduHosom 6aoke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

NMMYHOrMCTOXMMUYECKNIA CKPUHUHT paka WeNKN MaTKu — UCCIeA0BaHVE JBYX MapKepoB ANs
paHHen AMarHoCTUKM ANCNIa3nm C BbICOKOWN CTemneHbto pucka o3nokadectBieHms: p16INK4a +
Ki-67 (buomatepuan, dukcmpoaHHbIn B dopmanmHoBoMm bydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka meTabonn3mMa KOCTHOW TKaHM 1 prcka OCTeONOpO3a: paclumpeHHoe obcaesoBaHe
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbI CKPUHWHT Tpucommin: | pumectp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbIN CKPUHUHT Tprucomuid: |l Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 MemocTa3unorpamma (koarynorpamma), ckpuHumHr (Coagulation, Gemostaziogram,
Screening)

MpobaeMbl HeBbIHALLMBAHWA: ayTOUMMYHHBbIV npodunb (Miscarriage: Autoimmune Profile)
MimMmyHonornyeckoe obcnesoBaHme paclumpeHHoe (Immunological Survey Extended)
Ob6cnepoBaHue neyeHn: ckpuHUHT (Survey of Liver: Screening)

B03.016.004 broxnmms kposu: 6a3oBbIli Npodunb

Supersport ba3oBbii

Broxmmua KpoBn: MUHUMabHBIN Npoduab (Serum Biochemistry: Minimum)

Supersport OnTYManbHbIM

Broxmmus KpoBu: paclumpeHHbI npoduab (Serum Biochemistry: Extended Profile)
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3480pOB Thl — 340POBa CTpaHa: exerogHoe npodunakTuyeckoe obcnegosaxme (go 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxcerogHoe npodunaktnyeckoe obcnegosaHue (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepes aveTon: gonoaHuTenbHoe obcnegoBarme (Survey Before Diet: Additional )
Supersport MpoABUHYTbIN

benkosas gneta

Ob6cnepoBaHume nouvek: paclumpeHHoe (Survey of Kidneys: Extended )

KoHTponb anaberta: pacwmpeHHsbiin (Diabetes Control: Extended)

TokcmuHble MUKpO3neMeHTbl B Bosiocax (Toxic Trace Elements, Hair)

TOKCMUHBIE 1 3CCEHUMAbHBbIE MUKPO3/IEMeHThI B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

Bo/IbLION CKPUHWHT 3n1emeHTHOro coctaBa Bosoc (Elemental Composition of Hair: Screening )

ScceHumanbHble (KN3HEHHO HEOHXOAUMBIE) N TOKCUYHbIE MUKPO3eMeHTbl B Moye (Essential Vital
Elements, Toxic Trace Elements, Urine)

TokcnuHble MUKpo3neMeHTbl B HOrTsAx (Toxic Trace Elements, Nails)

TOKCUYHbIE 1 3CCEHLMANbHBIE MUKPO3IEMeHTbI B HOrTAX (Toxic Trace Elements, Essential Vital
Elements, Nails)

BonbLUION CKPUHWHT 3n1emMeHTHOro cocTaBa HorTel (Elemental Composition of Nails: Screening )
MaHenb KpynHoknetouHas aumdpoma

MaHenb JIMPoMa 13 KNETOK MaHTUIAHOWM 30HbI

MaHenb Jlumdoma bepkumta

MNaHenb ®onnnkynapHas aumdoma

MNaHenb AnddysHasa B-kpynHokneTouHas aMMmdpoma

MaHens MAJIT-numboma

AHanusbl anq geTckoro caga v wkoabl (Testing for Kindergarten and School)

3p0poBbiv pebeHok: ans aeten ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
Ob6cnenoBaHme novek: CKpUHUHT (Survey of Kidneys: Screening)

Moparpa

MaHenb NcTHHasa noanuyutemms

MaHenb MepBUYHbIA M1enodnbpo3

MaHenb ScceHumanbHas TpombouuTemMns

MaHenb XpoHnueckuii munenoneinkos (Panel Chronic myelogenous leukemia, CML)

MaHenb MMNep303MHOPUIBHbLIN CUHAPOM

MaHenb OcTpble AMMbOBAACTHBIE NENKO3bI

JNlabopaTopHas AnarHocTuKa runepaHgporeHeMmm

OueHka ropmMoHanbHOro cratyca Npu HapyLLUEHWW MEHCTPYalbHOToO LiMkia

CKpVHUWHT BonesHel coeanHuTenbHon Tkanu (AT k SHA, aHTuHyKneapHbIn dakTop (AHD))
AnddepeHumanbHas guarHoctnka CKB u gpyrux peBmatuueckux 3aboneeaHuni (AT k
HYK/1e0COMaM, aHTUHYyKNeapHbIl dakTop (AH®D))

JmarHocTuka rpaHynemMaTo3HbIX BaCKyaUTOB (@HTUHYKAeapHblin dakTop (AH®), AT K untonnasme
HeiTpodunos (AHLLA/pANCA, cANCA), IgG)

[JwvarHoctuka BTOpuYHOro aHtupocdoannmaHoro cnHgpoma (AH®, AT k kapanoaunuHy, 1gG, IgM)

JmarHoctka ayToMMMYHHOTO NopaxkeHWs noyek (aHTUHykneapHbI dpaktop (AH®), AT k
6a3anbHon MembpaHe knyboukos noyek, AT k Lutonnasme Hetpodunos (AHLLA/pANCA, cANCA),
I9G)

CuctemHas KpacHas BosYaHKa, obcnegoBaHue (AT k Hykneocomam, AT K kapauonununy, IgG; AT k
Kapavonnnuny, IgM; aHTuHykneapHbiin daktop (AHD))

AHTNOOCHONMMUAHBIA CUHAPOM, Pa3BEPHYTOE Ceposiormyeckoe nccaegosatme (AH®O; AT k
Kapguoaunnury, IgG, IgM; AT k beTa-2-ravkonpoTenHy 1)

Bonu B cyctaBax: ckpuHUHT (Arthralgia: screening test)
CKPWUHWHT ayTOMMMYHHOTO nopaxeHus neveHn (Autoimmune Liver Disease: Screening)

ApTpuTbl Npu peBMaTnyeckux 3abonesanHusax (Rheumatic arthritises)
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AHnTuTena k kopoHasupycy SARS-CoV-2, IgM (kauectBeHHOe onpegenenune) un lgG
(konnyectBeHHOe onpeaenerue) (Anti-SARS-CoV-2, IgM/IgG)

Mpodunb «[narHoctvka bynnesHbix gepmaTto3os (AT k gecMocomam snmaepmuca, AT k 6azanbHoOM
membpaHe koxn)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM 1 IgG (Abbott)

AHTuTena k kopoHasumpycy SARS-CoV-2, IgM (kauectBeHHOe onpegeneHue) un IgG
(konnuectBeHHOe onpeaeneHue) (Anti-SARS-CoV-2, IgM/IgG)

LLinToBnaHas xenesa: paclumpeHHoe obcnegoBarme (Thyroid Gland: Extended Survey)
LLinToBnaHas xenesa: paclumpeHHoe obcnegosarme (Thyroid Gland: Extended Survey)
LLnToBnaHas xenesa: ckpuHuHr (Thyroid Gland: Screening)

[Awnabet: aytouMMyHHble Mapkepsbl (Diabetes: Autoimmune Markers)

PeBmaToungHbin apTpuT (Rheumatoid arthritis).

AHTuTena knaccos IgM u IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG)

[JunarHocTuka 6bicTponporpeccupytoLero rnomepynoHedputa (AT k 6asanbHON MeMbpaHe
knyboukoB noyek, AT k umTtonnasme Hentpodunos (AHLLA/pANCA, cANCA), IgG)

CepopmarHocTika ayToMMMYHHOFO racTpuTa U NEPHULIMO3HON aHeMun (AT K napmneTanbHbIM
Knetkam xxenyaka; AT K BHyTpeHHeMy dakTopy Kactna)

Mpodunb «CnctemHasn kpacHas BonyaHka (CKB), MoHuTopumHr aktuBHocTh (aHTU-ac-AHK 1gG, C3,
C4 KOMMOHEeHTbI KoMMneMeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Lenvakus, ceponornyeckunii CKpUHUHT (AT K aHgOMU3MIO, IgA; AT K AeaMnanpoBaHHbIM NenTuaamM
rnvaavHa, IgG; IgA obuw,)

JmarHocTuka Lennakmmn: HenepeHocMMocTb beska 3nakos (rtoTeHa) (Coeliac Disease: Gluten
Intolerance )

AT k kapavoaununy, IgG, IgM

AHTndochonmnuaHbin cuHapom (APC), nabopaTtopHble kputepun (Antiphospholipid Syndrome,
APS)

CepoguarHocTtrka 6onesnmn KpoHa n Hecneuudunueckoro asseHHoro koamta (HAK) (AHLLA/pANCA,
cANCA, 1gG; AHLIA/ANCA, 1gA; ASCA, IgG, IgA)

BocnanntenbHble Muokapauonatum (AT k MuToxoHapuam (AMA), AT K cepAeyHon MyckynaType)

Lennakus, ceponornyeckas gnarHoctvka (AT K aHAOMM3MIO, IgA; AT K TKaHEBOW TpaHCrayTamuHase,
IgA, IgG; IgA obuw.)

AHTUTENA K CTEPOVAMNPOAYLMUPYIOLLMM KIEeTKaM PenpoaykTUBHbIX TkaHel (Reproductive tissue
steroid-producing cells Antibodies)

Anneprus Ha nvwesble NpoaykTel (Food Allergy)

JvinuaHbii npoduab: pacluimpeHHbIi He HaTowak (Lipid Profile: Extended )
JivnnaHbii npodunb: pacwmpenHsbii (Lipid Profile: Extended )

MNaHenb "Actma/puHunt getn” IgE, ImmunoCAP

MaHenb "Sk3ema" IgE, ImmunoCAP

ApTepvanbHas rmnepTeH3uns, CBA3aHHas ¢ HapyweHnaMu B pabote aHgoTennansHori NO-cuHTa3bl
(ren NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHunT B3pocabie” IgE, ImmunoCAP

WNccnepoBaHue komnaekcHoe «Cekc B 60bLiomM ropoge: 12 nHdekumin + KBM (yporeHuTanbHbIn
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKPUWHVMHT paka LUenku MaTku

Mporpamma CKpyHUWHra paka wenku matku — onpegenenve AHK BMY n untonornueckoe
nccnepoBaHme cockoba Lenkn MaTku U LiepBMKasbHOrO KaHana METOA0M XWAKOCTHOM
umtonornm*

HelipoTponHble BUTaMWHbI
BosopactBopuMble BUTaMUHBI

MutaHuWe, NckNtOYatoLLLEe KPacHOEe MsCO
[AwvarHoctuka aHemuin (Diagnosis of Anemia)

[AwvarHoctuka aHemuin (Diagnosis of Anemia)

MpodunakTrka 3aboneBaHnli cepaLia U COCYAOB U Ux 0cioXHeHUR (Preventing Heart and Blood
Vessel Diseases )

MnaHvpoBaHWe 6epeMEHHOCTM: AnarHoCTUKa yporeHuTanbHbix nHbekumii (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))
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KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepes aAveTon: MUHUManbHoe obcnesoBaHue (Survey Before Diet: Minimum )

Mpobaembl Beca (nepBrUHOE 06Ce0BaHNE 300POBbA NALMEHTOB C HapyLLueHUamMu Beca) (Weight
Problems: Primary Survey)

Kpacota 3g0poBoii koxu (Healthy skin beauty)

ExcerogHas npodunaktka: MUHUMabHbIA CKPUHWHT

OueHKa MHCYNMHOPE3UCTEHTHOCTU: F1H0KO3a (HaToLak), MHCYANH (HaToLuak), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc nccnegoanmnin "Mpobaembl Beca: MeTaboMUecknin CUHAPOM (CKPUHMHTOBOE
nepBMYHOE BbIfBAEHME)"BKItoUaeT nabopaTopHble UCCAEL0BaHUSA: TPUMINLLEPUSbI, XONECTEPUH
o6wm, xonectepuH JIMNBM, xonectepuH JIMHI, ratoko3a; ycnyrn no GyHKLMOHaNbHON AMarHocTnke
W aHTPOMOMETPUN: U3MEPEHVE apTEPUANbHOIO AaBJIeHWs, U3MEPEHNe OKpY>XKHOCTK Taaun (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[AwnarHoctuka octeonoposa (Diagnosis of Osteoporosis)

OHKOPUCK XXEHCKMIA: Weika MaTkm (Women's Oncorisk: Cervix )
ANneprus Ha >XMBOTHBIX, Nblb, NaeceHb (Allergy to Animals, Dust, Mold)
MoarotoBka K 6epeMeHHOCTU: CKPbITbIA AedULMT Xene3a

CwunbHble BOIOChI, Kpernkue Horth, 6apxaTtHas koxa (Strong hair and nails, velvet skin)

MuKpO3IeMeHTbI B CbIBOPOTKE KPOBW 1 BEHO3HOM KPOBU: CKpUHUHT (Trace Elements, Serum,
Venous Blood: Screening)

Anneprus Ha naeceHb (Mold Allergy)
Anneprua Ha pacteHus (Plant Allergy )

NmmyHonornyeckoe obcnegoBaHme ckpuHuHrosoe (Immunological Survey, Screening)

Myxkckoe 6ecnnogme (reHbl AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XKeHckoe becnnoane n ocnoxHeHne bepemeHHocTy (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapuoTnn) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA IlI; Karyotype))

TOKCMYHbBIE MUKPO3NIEMEHTBI (TSXKENblE MeTaIbl) B BEHO3HOM kKpoBwu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka kamHeobpa3oBaHUA - IMTOTeHHble CyBCTaHLMM MOUK, CYyTOYHAsA MoyYa (KanbLni,
MarHuin, dochop, okcanaTbl, MOYEBAA KMNCAOTA, KPEATUHUH CYyTOYHOM MOYM C PacHETOM CyTOUHOM
aKcKpeuunn)

OueHKa pucka kaMHeobpa3oBaHWsA - IUTOTEHHbIe CyOCTaHLMM MOYK, pa3oBas MOpLUS MOUK
(kanbunii, MmarHui, docdop, okcanatsl, MOUEBas KMCNOTa, KPEATUHMH Pa3OBOA MOPLUN MOUM, C
pac4yeToM HOPMaaN30BaHHbIX MO KPeaTUHWHY NnokasaTtesein)

OueHKa cKopocTh K1ybouKoBOM GuabTpaLmmn y aeteli no popmyne LLBapua, kKpeaTrHWH

Knyboukosas dunbtpauus, pacyet no dopmyne CKD-EPI — kpeatuHuH (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6LWwMin (KAMHNYECKMI) aHaN3 KPOBW Pa3BEPHYTbIN

BepemeHHocTb: Il TpumecTtp (14-28 Hepenn) (Pregnancy: Second Trimester (14-28 Weeks))

KnnHunyecknin aHanns kposwu: obLwmnin aHanuns, neikodopmyna, CO3 (c obA3aTeNbHOW «PyYHOW»
Mukpockonuveit maska kposwu) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Manual Microscopic Examination of Blood Smear))

OCHOBHble 3cceHLMaNbHble (KU3HEHHO HeOBXOAUMbIE) MUKPO31IEMEHTbI B CbIBOPOTKE KPOBU
(Essential Vital Elements, Essential Trace Elements, Serum)

Hapywenua cnepmatoreHesa, 6 mapképos (MukpogeneLunn nokyca AZF) (Spermatogenesis
disorders (6 AZF))

HapywweHus cnepmatoreHesa: paclumperHas naHenb (AZF-pervoH) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))

KomnnekcHoe nccnegoBaHmne Ansa NCnosib3oBaHWA B AVArHOCTUKE PacCesHHOro ckaeposa:
onpegeneHne oAnrokaoHanbHoro IgG (MMKBOp, CbIBOPOTKA) M CBOBOAHbIX NErkux Lienei
UMMYHOTN06yANMHOB (1MKBOP)

HacneactBeHHaa npeApacnonoXeHHOCTb K Lieanakum no nokycam reHos cuctembl HLA |l knacca
(DQA1, DQB1)

OnpegeneHue reHotuna pesyc-daktopa (RH factor Genotype)

Mwukpockonus 1 NoceB Ha NapasuTapHble rpubbl (koxa) (Parasitic Fungi, Microscopy and Culture
(skin))
Mwukpockonus 1 noceB Ha NapasuTapHble rpmbsbl (Hortn) (Parasitic Fungi, Microscopy and Culture
(nails))
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MencuHorensbl | 1 1l c pacyetom cooTHowweHus (MencuHoreH I/MencuHoren Il) (Pepsinogen
I/Pepsinogen Il, PG1/PG2)

Mapkepbl pucka npeakaamncumu: sFlt-1, PIGF, cooTHoweHme sFit-1/PIGF 6468

2002

MoceB Ha MVKOM/Ia3My M ypearnnasmsbl, OnpegeneHme YyBCTBUTENBHOCTU K @aHTUMUKPOBHBIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOpPWCK MY>KCKO: npeacTaTesibHas xene3a (Male oncologic risk: prostate) 957
A09.05.120.001 AnbsrocTepoH-peHHOBOE cooTHoLeHue (Aldosterone-Renin Ratio, ARR) 1408
KomnoHeHTbl cuctembl komniemenTa C3, C4 (Complement components C3, C4) 792
MaHenb "Crapunnokokkosblie 3HTEPOTOKCUHBIY, IgE, ImmunoCAP 2332
B03.016.005 JinnugHein npodub: ckpuHuHr (Lipid Profile: Screening) 770
TpombouwnTapHbli peuentop ¢mnbpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
JivunuaHbii npoduab: CKPUHUHT He HaTowak (Lipid Profile: Screening) 770

Knyboukosas ¢punbtpauus, pacyet no ¢opmyne CKD-EPI — uncratun C (Estimated Glomerular

Filtration Rate, eGFR, CKD-EPI Cystatin C Equation) 792
[AvarHoctuka nepBrYHbIX UMMYyHOAEPULINTOB
WNccneposanme TREC n KREC ana gnarHoctmkm MMMyHozepuumToB 5313
MpodocmoTtpbl
Boponasebl
Mepuoanyecknii MegNUMHCKUA OCMOTP paboTHMKOB No npukasy M3 PO N2 291 ot 28.01.2021 r. . 10500
19.1
Meproanyecknini MeANLMHCKUA OCMOTP Bogoa3a no npukasy M3 P® NQ 29H ot 28.01.2021 . 15000
(nepBmuHbIN) N. 5.1; n.5.2; n. 19.1
MepuoanYecknii MeaULMHCKUA OCMOTP Bogo1a3a no npukasy M3 PO NQ 29+ ot 28.01.2021 . 12070
(noBTOpHBbIN, Bo3pacT oT 40neT) n. 5.1; n.5.2; n. 19.1
Meproanyecknin MeanLIMHCKUA OCMOTP BOAOa3a no npukasy M3 PO N2 29+ ot 28.01.2021 1. 11570
(noBTOpHLIN, Bo3pacT go 40 net) n. 5.1; n.5.2; n. 19.1
[Mpoune
Mepuroanyecknin/npesBapuTebHbI MEAULNHCKMI OCMOTP 2000
MeproanYecknin MeAnLIMHCKUA OCMOTP 4800

MeproanYecknin MeaLIMHCKUA OCMOTP 6800



