VYTBEPXIAIO
HEKIOP OO0 BAPC"

MpeiickypaHT ot 17.07.2024r.

HanmeHoBaHue LieHa

Ycnyrn HaHomepuka

J'Iyquaﬂ ANarHoCTunKa

Bbigaua aybavikata 3aknroueHus (mpotokon nccnegoBanns KT/MPT ¢ 3aknr0UeHNEM Y CHUMKWN) 400
A06.30.002.001 OnucaHue n nHTepnpetauma KT 1000
ApxvBupoBaHue gaHHbix Ha aguck (MPT, KT, peHTreH, mammorpadwms) 200
PeHtreHonnexka (MPT, KT, mammorpadus) 500
A06.30.002.002 OnucaHune n nHtepnpetauma MPT 1000
A06.30.002 OnuvcaHre 1 HTeprpeTaLmsa peHTreHorpaduueckmx N3o06paxkeHunin 500
B01.039.001 Mpuém (0CMOTpP, KOHCYIbTaL M) Bpaya-peHTreHo10ra NepBuYHbIi 1300
B01.039.002 Mpwuém (0CMOTpP, KOHCYNbTaLMA) Bpaya-peHTreHo10ra MOBTOPHBIV 1100

KomnbtoTepHas Tomorpadus

Fonosa
A06.23.004 KomnbroTepHasa Tomorpadumsa yepena/ronoBHOro Mo3ra HaTUBHOE UCCef0BaHVe 2600
A06.23.005.006 KomnbtoTepHasa Tomorpadpua Yepena/roloBHOIO Mo3ra C BHYTPUBEHHBIM 8700
KOHTPacTUpOBaHMeEM
A06.08.007 KomnbtoTepHas Tomorpadumsa NpuaaToYvHbIX Nasyx Hoca, ropTaHn 2600
A06.08.007.004 KomnbroTepHasa ToMorpadua NnpuaaToUHbIX Nasyx HOCa € BHYTPUBEHHbIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.25.003 KomnbtoTepHas TomMmorpadums BUCOUHOM KOCTH 2600
A06.25.003.002 KomnbtoTepHas ToMorpadusi BUCOUHOW KOCTW C BHYTPVMBEHHbIM HO/IHOCHBIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006 KomnbtoTepHas Tomorpadusa raasHuLb 2600
A06.26.006.001 KomnbroTepHas ToMorpadus rnasHuLbl C BHYyTPUBEHHBIM GOMHOCHBIM 8700
KOHTpacTUpoBaHuem
A06.23.004.007 KomnbroTepHasa ToMmorpadus cocyA0B rol0BHOrO MO3ra C BHYTPMBEHHbIM 8700
60t0CHBIM KOHPaCTUPOBaHNEM
A06.08.007.002 KomnbroTepHas ToMorpadpus ropTaHn ¢ BHyTPYBEHHbIM 601H0CHbIM 8700
KOHTPacTUpOBaHWMEM
A06.26.006.001 KomnbrotepHasa Tomorpadumsa rnasHuupbl (C KOHTpacTupoBaHem) 4000
LWes
KomnbtoTepHas Tomorpadums aHrmorpadus sKCTpakpaHanbHbIX apTepUii ¢ 8700
KOHpacTVpoBaHuem
A06.08.009.002 KomnbtoTepHas ToMorpadpus Len ¢ BHyTPMBEHHbIM 60H0CHbBIM 8700
KOHTpacTupoBaHuem
lpyaHas knetka
A06.09.005 KomnbtoTepHas Tomorpadus opraHoB rpyAHOM NOA0CTY 2600
A06.09.005.002 KomnbtoTepHas Tomorpadus opraHoB rpyAHON Noa0CTU C BHYTPUBEHHbIM 8700
60NtOCHBIM KOHTPACTUPOBAHUEM
A06.11.004 KomnbtoTepHas Tomorpadus cpefocTeHms 2600
A06.11.004.001 KomnbroTepHas ToMorpadus cpesocTeHns C BHYTPMBEHHbLIM 60AFOCHBIM 8700

KOHTpacTUpOBaHWEM

BptowHas nonoctb, konoHorpadus v Tas

A06.30.005 KomnbtoTepHas Tomorpaduvs opraHoB HprOLLHON MO0CTY 3500



A06.30.005.003 KomnbtoTepHas Tomorpadus opraHoB 6pHOLLHON MNONOCTU C BHYTPUBEHHbIM

8700
60NHOCHBIM KOHTPACTUPOBAHUEM
3abproLLIMHHOE MPOCTPaHCTBO
A06.28.009 KomnbtoTepHaa Tomorpadus noyek n Hagno4e4yHnKos 3500
A06.28.009.001 KomnbroTepHas ToMorpadus noyek 1 BEPXHUX MOUYEBBLIBOASALLMUX NyTEN C 8700
BHYTPMBEHHbIM BOIFOCHBIM KOHTPaCTMPOBaHWEM
A06.30.007 KomnbtoTepHas TomMmorpadms 3abprollIMHHOIO NPOCTPaHCTBa 8700
A06.30.007.002 KomnbroTepHas ToMorpadus 3abprolIMHHOIO NPOCTPAHCTBA C BHYTPUBEHHbIM 8700
60/10CHBbIM KOHTPaCTUPOBaHNEM
A06.30.005.001 KomnbtoTepHas Tomorpadus 6proLHON NOAOCTY 1 3aBPHOLWLMHHOIO 8700
npocTpaHCcTBa
KocTHo-MblIlweyHas cnctema (MO3BOHOUHMK)
A06.03.021.001 KomnbtoTepHas Tomorpadus BepxHeil KOHEUHOCTU 2600
A06.03.021.002 KomnbtoTepHas ToMorpapusa BepxHeit KOHEUYHOCTU C BHYTPUBEHHBIM 8700
60Nt0CHbIM KOHTPaCTVpPOBaHNEM
A06.03.021.001 KomnbtoTepHas ToMorpapus KOCTHO-MbILLIEYHON CUCTEMBI 2 CEFMEHTOB (2 3600
CyCTaBOB, 2 OTAE/0B KOHEYHOCTW, 2 OTAE/IOB MO3BOHOYHMKA) HaTUBHOE NCCefOBaHNe
A06.03.021.002 KomnbtoTepHas ToMorpadus KOCTHO-MbILLIEYHON CUCTEMBI 2 CETMEHTOB (2 9700
CyCTaBOB, 2 OTAeNa KOHEYHOCTeN, 2 OTAEeN0B NMO3BOHOYHMKA) C KOHTPACTMPOBaHMEM
A06.03.036.001 KomnbtoTepHas ToMOrpadust HUXKHen KOHeUHOCTH 2600
A06.03.036.002 KomnbroTepHas ToMorpadus HUKHENKOHEYHOCTU C BHYTPVBEHHbIM 8700
60Nt0CHbIM KOHTPaCTUpPOBaHNEM
A06.03.058 KomnbtoTepHasa Tomorpadmsa No3BOHOYHMKA (OAWH OTAeN) 2600
A06.03.058.003 KomnbroTepHas ToMorpadpus No3BOHOUHNKA € BHYTPUBEHHbLIM 60HOCHBIM 8700
KOHTpacTUpOBaHMeM (OAMH OTAeN)
A06.03.062 KomnbrotepHasa Tomorpadumsa Koctu 2600
A06.04.020 KomnbtoTepHas Tomorpadumsa BUCOUHO-HUXKHEYUETIOCTHbIX CYyCTaBOB 2600
A06.04.017 KomnbtoTepHas Tomorpadusa cyctaBa 2600
Manbii Ta3
KomnbroTepHas ToMmorpadus opraHoB Masoro Tasa HaTUBHOe 1ccaegoBaHme 2600
KomnbroTepHas ToMorpadus opraHoB Masioro Tasa ¢ KOHTPAcTPOBaHWEM 8700
Cocygpbl
A06.12.052 KomnbrotepHo-Tomorpaduyeckas aHrnorpadumsa aopTbl 8700
A06.12.053 KomnbtoTepHO-TOMOrpaduueckas aHrmorpapus CocysoB HUXHMUX KOHEUHOCTeN 8700
A06.12.050 KomnbtoTepHo-ToMOrpaduueckas aHrmorpadus oAHOW aHaTOMUYeckon obnactu 8700
A06.12.054 KomnbtoTepHO-TOMOrpadpuyeckas aHrmorpadus cocysoB BEPXHUX KOHEUHOCTEN 8700
A06.12.055 KomnbroTepHo-TOMOrpaduyeckas aHrnorpaduma cocyoB Tasa 8700
A06.12.057 KomnbtoTepHo-TOMOrpadmyeckas aHrmorpadumsa NEro4HbIX COCyA0B 8700
A06.12.058 KomnbtoTepHo-TOMOrpaduryeckas aHrnorpadus bpaxmouedasnbHbix apTepuin 8700
A06.12.001.001 KomnbroTepHO-TOMOrpadunyeckas aHrmorpadus rpysHon aopTsl 8700
A06.12.001.002 KomnbroTepHO-TOMOrpaduyeckas aHrmorpadus 6prowHOM aopThbl 8700
A06.23.004.007 KomnbtoTepHasa Tomorpadumsa coCyA0B roJOBHOr0O MO3ra C BHYTPUBEHHbBIM 8700
60NtOCHBIM KOHTPACTUPOBaHNEM
Cepaue
A06.10.009 KomnbtoTepHasa Tomorpadusa cepaua (C onpeseseHneM KOPOHapHOTro KanbLus) 3500
A06.10.006.001 KomnbtoTepHO-TOMOrpaduryeckas KopoHaporpadpus 12900
A06.10.006.001 KomnbtoTepHasa Tomorpadumsa neBoro npeacepAns n NErovHbIX BeH 12900
MarHuTHO-pe3oHaHCHas ToMorpadus
Fonosa
A05.23.009 MPT ronosHoro mosra 3100
A05.23.009.001 MPT ronoBHOro Mo3ra € KOHTPacTUpOBaHWEM 7100

A05.12.004 MP aptepuorpadpus (ogHa obnactb) 3100



A05.12.005 MP BeHorpadus (ogHa obnactb) 3100

MP aHrnorpadwva aptepuu 1 BeHbl FONOBHOIO MO3ra € KOHTPacTUpPOBaHMEM 7100
MP aHrnorpadua aptepum ronoBHOro MO3ra ¢ KOHTPacTMpOBaHVEM 7100
A05.22.002.001 MPT rnnodusa ¢ KOHTpacTMpoBaHNeM 6500
A05.26.008.001 MPT rnasHuL, C KOHTPaCTMPOBaHMEM 7100
A05.08.001 MPT 0KONOHOCOBbIX Nasyx 3100
A05.26.008 MPT rna3sHuubl 3100
A05.22.002 MPT runodwusa 3100
A05.04.001 MPT BMCOYHO-HMXXHEYENHOCTHbIX CYyCTaBOB 5000
A05.30.008 MPT kpaHuoBepTebpanbHOro nepexosa 3100
A05.23.009.004 MarH1THO-pe3oHaHcHaa AMPPYy3na roNoBHOIO Mo3ra 3100
A05.23.009.008 MarH1THO-pe30oHaHCHasa aHrnorpadus MHTpakapHWanbHbIX COCY0B 3100

CnvHa
A05.04.001 MPT kpecTLOBO-MOAB3A0LHOIO COUYNEHEHNA 3100
A05.30.008 MPT wem 3100
A05.03.002 MPT rpyaHoro oTtgena 3100
A05.03.002 MPT nosicHM4HOro otaena 3100
A05.03.002 MPT konumkoBoOro otgena 3100
A05.03.002.001 MPT rpyaHoro otgena ¢ KOHTPacTMpPOBaHWeEM 7100
A05.30.008.001 MPT wwewn c KOHTpacTUpOBaHNEM 7100
A05.03.002.001 MPT nosicHU4YHOro oTAesa C KOHTPacTUpoOBaHNEM 7100
A05.03.002.001 MPT konunKoBOro oTaena C KOHTPacTMpPOBaHNEM 7100
A05.23.009.010 MPT cnnHHOro mo3ra (oaunH oTtaen) 3100
A05.23.009.011 MPT cnnHHOro Mo3ra ¢ KOHTpacTupoBaHWeM (OANH OTAeN) 7100
A05.23.009.013 MarHuTHO-pe3oHaHcHaa anddysma CNMHHOro Mo3sra (OANH OTAenN) 3100
A05.23.009.016 MarHuUTHO-pe3oHaHcHas ToMorpadus CMMHHOro Mo3ra Ga3oBOKOTpPaCTHas 7100
(oanH otaen)

BHyTpeHHWe opraHbl
MPT neyeHwn 1 XeNyHbIX MPOTOKOB C KOHTpacTupoBaHueM (MprmoBucT) 14000
A05.30.005 MPT opraHoB 6ptoLLHON NONOCTH 4000
A05.30.007 MPT 3abptoLIMHHOro NpocTpaHcTBa 4000
A05.30.005.001 MPT opraHoB 6pHOLLIHOM NOAOCTU C BHYTPUBEHHBIM KOHTPACTUPOBaHUEM 7100
A05.30.007.001 MPT 3a6ptOLUMHHHOIO NPOCTPAHCTBA C BHYTPUBEHHBIM KOHTPaCTMpPOBaHMEM 7100
A05.22.001 MarHnTHO-pe3oHaHCcHas ToMorpadua HagnoYeYHNKOB 4000
A05.22.001.001 MarH1THO-pe3oHaHCcHaa ToMorpadua HaANoOYeYHNKOB C KOHTPACTMpPOBaHMEM 7100
A05.14.002 MP xonaHrvnorpadus 7100
A05.15.001 MPT nogyenyaouHoM xenesbl 3500
A05.15.002 MP xonaHrnonaHkpeatorpadums 4000
A05.28.002 MP nouek 3100
A05.28.002.001 MarHuUTHO-pe3oHaHcHaa ToMorpadua noyek ¢ KOTPacTMpOBaHMEM 7100

Manblin Ta3 My>XCKOW
A05.30.004.001 MPT opraHoB Manoro Tasa C BHyTPUBEHHbIM KOHTPaCTUPOBaHNEM 7100
A05.30.004 MPT opraHOB Manoro Tasa 4000
A05.21.001 MPT MOLLOHKHM 4000
MPT Masnoro Ta3a (My>CKOW)+MOLUOHKa HaTUBHOE UCCNeAoBaHne 7000

A05.21.001.001 MPT MOLIOHKM C KOHTPaCTMPOBaHMEM 7100



Manbli Ta3 XXeHCKUin
A05.30.004.001 MPT opraHoB Masioro Tasa C BHYTPUBEHHbIM KOHTPacTUpOBaHNEM 7100
A05.30.004 MPT opraHoB mManoro Tasa 4000

MPT aHopekTasbHOM 06aacTy

A05.30.004 MPT AHOPEKTAJ/IbHOWI (MEPUAHAIBHOW) OBIACTVI (aHanbHbIN kaHan,
HapY>XHbIN 1 BHYTPEHHWI aHabHbIN COUHKTEP, 1IeBaTOp aHyca, Me3opeKkTabHas KaeTyaTka, 4000
NMGOy3bl, Nepuprpuveckme Markme TkaHm)

Cycrasbl
A05.04.001 MPI ofHOro cyVCTaBa (nnequof/'l,vnOKTeBoM, KUCTb, ly4e3ansicTHbIN, 3500
Ta306eapeHHbIN, KONEHHbI, TONEHOCTOMHbINM, CTONa) HaTUBHOE NCcCaefoBaHNe
A05.30.011.002 MPT kuctn 3500
A05.30.012.002 MPT cTonbl 3500
Msarkue TkaHu
A05.30.010 MPT MArkux TkaHein ronosbl 4000
A05.01.002 MPT MArkux TkaHew 4000
A05.01.001 MPT MArkux TkaHei ¢ KOHTPacTUpPOBaHNEM 7100
A05.30.010.001 MPT MArkux TkaHei ronosbl C BHyTPEHHUM KOHTpPacTUpOBaHUEM 7100
A05.08.002 MarH1UTHO-pe3oHaHcHasa ToMorpadpua ropTaHornoTKu 4000
A05.08.004 MarHuTHO-pe3oHaHCcHas ToMorpadus HOCOPOTOTOTKM 4000
KOMTIJIEKCbl MCCNEAOBAHNM
A05.03.002 MPT ronoBHOro Mo3ra+apTepun rol0BHOIO MO3ra+ BeHbl FONIOBHOrO MO3ra 7000
HaTVBHOE UCCNeA0BaHME
MPT ronoBHOro Mo3ra+apTepuin roJOBHOIO MO3ra HaTUBHOE NCCIef0BaHMeE 5000
MPT ronoBHOro Mmo3sra+BeH roOJIOBHOro MO3ra HaTUBHOE NUCCaef0BaHme 5000
MPT ronoBHOro Mo3ra+ LUeNHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE UCCNef0BaHNe 5000
MPT komnnekc: WerHOro otaena NO3BOHOYHMKA + FPYAHOrO OTAeNa MO3BOHOYHMKA + 7000
NOACHWYHOrO OTAe/1a NO3BOHOYHMKA
MPT ronoBHOro Mo3ra+ apTepuu roJOBHOrO MO3ra+LWenHbIN OTAeN NO3BOHOYHMKA HAaTUBHOE 7000
nccnepoBaHne
MPT ronoBHoOro Mo3ra + nasyxu HaTMBHOE UccaefoBaHue 4500
MPT ronoBHoOro mo3sra + opbuTbl HaTUBHOE MCCeL0BaHNE 4500
MPT NOACHWYHBIA OTAEN NO3BOHOYHUKA + Ta306eApeHHOro cycTaBa 5000
A05.03.002 MPT nosicHM4HOro oTAeia NO3BOHOUHMKA + KOMYMKOBOIO OTAe/1a MO3BOHOYHMKA 4500
MPT apTtepuu ronoBHOro Mosra + apTepuu Len HaTMBHOE nccaejoBaHme 4500
MPT 6ptolHOM NOMOCTN + 3aBPHOLLIMHHOMO NPOCTPAHCTBA 7000
MPT ronoBHoro mo3sra + runodus HaTUBHOe nccaegoBaHve 4500
MPT wenHoOro oTaena NO3BOHOYHMKA + apTEPUU LIENHOTO OTAE/Ia MO3BOHOYHMWKA 4500
MP arvorpadus aptepuii ronosHoro mo3ra + MP aHrnorpadus BeH roJoBHOro Mo3ra 5000
PeHTtreH
A06.30.008 ®uctynorpadus 1500
lonosa
A06.08.003 PeHTreHorpadua npmaaToyHbIX Nasyx Hoca 1000
PeHTreHorpadua Hocornotku 1000
PeHTtreHorpadus koctelt Hoca B 2 Npoekumsx 1000
A06.08.003.002 PeHTreHorpadus n106HOM nasyxwu 1000
A06.08.003.002 PeHTreHorpadus raiMopoBbIX Nasyx 1000
A06.03.005 PeHTreHorpadus Bcero uepena, B 04HON nan 6onee Npoekumsx 1000
A06.03.056 PeHTreHorpadus koctei AMLeBOro ckeneta 1000

A06.04.001 PeHTreHorpadusa BUCOYHO-HUXKHEYENFOCTHOrO CycTaBa 1000



A06.26.001 PeHTreHorpaduma rnasHuLbl
A06.07.008 PeHTreHorpadus BepxHein 4entoctn B KOCOM NpoekLmun
A06.07.009 PeHTreHorpadus HMXHeN Yentoct B HG0KOBOW NpoeKLmm
A06.25.002 PeHTreHorpaus BUCOUHOM KOCTU
A06.25.002.001 PeHTreHorpadumsa cocLeBUAHbBIX OTPOCTKOB

Les

A06.03.010 PeHTreHorpadus wenHoro otaena No3BOHOYHMKA

PeHTreHorpacdus weHoOro otaena NO3BOHOUHMKA B 3 MPOeKUMAX GYHKLMOHAIbHBIMU
npobamu (npsmMas 1 6okosas)

lpysHOW oTAen
A06.03.013 PeHTtreHorpaduma rpyaHOro otgena No3BOHOYHMKA
A06.03.019 PeHTreHorpadus no3BOHOUHMKa C PYHKLIMOHANBHBIMW Npobamu
A06.03.014 PeHTreHorpadus rpygHoOro 1 noacHMYHOro oTAesia MO3BOHOYHMKA
MoscHULA 1 KPeCTLLOBO-KOMUYNKOBbIN OTAeN

A06.03.015 PeHTtreHorpadus NoSACHNYHOrO OTZAeNa MO3BOHOYHMKA B 2 MPOEKLMAX

PeHTreHorpadus NOSCHUYHOrO OTAeNa NO3BOHOUYHMKA B 3 NPOeKUmsX ¢ GYHKLMOHANbHLIMY
npobamu

A06.03.017 PeHtreHorpaduma kpecTLa 1 Konymka
A06.03.016 PeHTreHorpadms NosCHUYHOIO 1 KPECTLLOBOro OTAes1a NO3BOHOUHMKa
A06.03.017.001 PeHTreHorpaduma kpecTua
A06.03.017.002 PeHTreHorpadumsa konymka
Pykun
A06.04.013 PeHTtreHorpadus akpoMmanbHO-KJOUYNYHOTO COUEHEHNS
PeHTtreHorpadums koctelt npeaneybs B 2 NPoeKkLmax
A06.04.010 PeHTreHorpaduma nneveBoro cycrasa
A06.03.028 PeHTreHorpadus naeyeBor Koctu
A06.04.003 PeHTtreHorpadua NOKTeBOro cycraea
A06.03.029 PeHTreHorpadms JOKTEBON M SlyU4eBOW KOCTM
A06.04.004 PeHTtreHorpadumsa nyyesansacTHOro cycraBa
A06.03.026 PeHTtreHorpadumsa nonatku
A06.03.032 PeHTtreHorpadumsa kuctu
PeHTreHorpadusa 2 kuctein B npamon NnpoekLmm
A06.03.035 PeHtreHorpaduma 1 nanbua Knctm
A06.03.021 PeHTreHorpa¢us BepxHei KOHEUHOCTM
A06.03.030 PeHTreHorpadpusa 3anacrba
A06.03.027 PeHTreHorpadus rooBky NaeyeBoin KOCTu
A06.03.031 PeHTtreHorpadumsa nactu
A06.03.033 PeHTtreHorpadua danaHr nanbLeB KNCTH
Horn
A06.04.005 PeHTtreHorpadua KoseHHOro cycraBsa
PeHTreHorpadumsa 2 KoneHHbIX CycTaBoOB B NPAMOM npoekuun (Ha 1 cHUMKe)
PeHTreHorpadus 2 Tazo6espeHHbIX CYCTaBOB B MOJIOXeHMM JlaysHLITelHa
A06.03.042 PeHTreHorpadus roioBkM U ek 6espeHHON KOCTH
PeHTreHorpadus KocTei roneHn B 2 NpoekLuax
A06.04.012 PeHTreHorpadus roneHoCTONHOro cycraBa
A06.03.053 PeHTtreHorpadumsa ctonbl B 2 NpoeKLAx

PeHTreHorpadua NATOYHON KOCTU B MPAMOW NPOEKLIMM

1000
1000
1000
1000
1000

1000

2000

1000
2000
2000

1000

2000

1000
2000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000
1000
1000
1000
1000



A06.03.050 PeHTreHorpaduns naTouHom Koctu

PeHTreHorpadumsa nATOUYHbIX KOCTEN B 6OKOBOM NpoeKuun

PeHTreHorpadwus cTon Ha NPOAO/bHOE NAOCKOCTONUE € GU3NYECKON Harpy3Kow B 2
NpPoeKLMsX

A06.03.036 PeHTreHorpadus HUXHEN KOHEYHOCTM
A06.03.048 PeHTreHorpadua NoAbIKKM
A06.03.054 PeHTtreHorpaduma GanaHr nanbLieB HOTU
A06.03.055 PeHTreHorpadus 1 nasbLia CTonbl B OAHOW NPOEKLUn
A06.04.011 PeHTreHorpadus TazobespeHHOro cycraBa
A06.03.043 PeHTreHorpadus 6eapeHHON KOCTH
A06.03.045 PeHTtreHorpadua HagKoNeHHMKa
A06.03.046 PeHTreHorpadus 60/bLIoN 6epLOBON 1 Manon 6epLOBOMA KOCTeH
A06.03.049 PeHTreHorpadpua npesnitocHbl
A06.03.051 PeHTtreHorpadus natocHbl 1 GanaHr nanbLeB CTOMbI
A06.03.052 PeHTtreHorpadwmsa ctonbl B 1 npoekuumn
A06.03.053.001 PeHTreHorpadus ctonbl ¢ GyHKLMOHANBHON Harpy3Kom
BprowHaa nonoctb
A06.30.004.001 O630pHas peHTreHorpadusa opraHoB HPIOLLHON NONOCTY
PeHTren nuwesopa c 6aprem
3abpHolMHHOE MPOCTPAHCTBO U HOTU
A06.28.001 PeHTreHorpadus noyek n MOYEBbIBOAALLMX MyTeEN
PeHTreHorpadwusa 2 cton B NpsAMon NpoekLmm
A06.28.002 BHyTpmBeHHas yporpadus
lpyaHasa knetka
PeHTreHorpadusa opraHoB rpyaHon knetkv B 1 npoekunm (063opHas)
PeHTreHorpadua opraHoB rpysHON KNETKM B 2 MPOEKLUM
A06.03.023 PeHTreHorpadpus pebpa(ep)
A06.03.024 PeHTreHorpadusa rpyaunHsl
A06.04.014 PeHTtreHorpadumsa rpyaAvHHO-KAOUYMYHOTO COUNEHEHUS
A06.03.022 PeHTreHorpaduma kaoumLb
A06.09.007 PeHTtreHorpadumsa nérkmnx
Ta3
PeHTreHorpadunsa KpecTuo0BO-NoOAB30LWHOrO COUYNEHEHNA
PeHTreHorpa¢us kocTteit Tasa ¢ Ta306epeHHbIMU CycTaBamu
PeHTreHorpadus TazobegpeHHoro cyctaea B 1 npoekuum
PeHTreHorpadus TazobespeHHOro cyctaBa B 2 Npoekumsx
Mammorpadus
A06.20.004 Mammorpadus
A06.20.004 Mammorpadumsa 2 MONOYHbIX >Kenes
Mammorpadumsa ¢ TOMOCMHTE30M MOJIOUHbIX Xenés (1 MoNouYHas xenesa B 2-X NPOeKLMAX)
Mammorpapumsa ¢ TOMOCMHTE30OM MOJIOYHbIX Xené3 (2 MONOYHBIX XKene3 B 2-X MPoeKLmaAX)
A06.20.004.002 MpuLenbHbIA peHTreHorpadus MOSOUHON Xenesbl
A06.20.008 TOMOCKHTE3 MONOYHBIX XXeNe3
HeBposorus
Mprémbl

B01.023.001 Mpwuem (0CcMOTpP, KOHCYNbTaLMA) Bpaya-HeBPOAOra NePBMNYHbIN

1000
1000

2000

1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000
1000

1000
3000

1000
1000
3100

1000
1000
1000
1000
1000
1000
1000

1000
1000
1000
1000

1100
1900
1500
2500
1500
1000

1400



B01.023.002 Mprem (0cMOTp, KOHCYbTaLMs) Bpaya-HEBPOAOra MOBTOPHbINA 1200

MaHunynauun
A22.30.015 YpapHosonHoBas Tepanus (1 ceaHc) 1000
Tepanusa
Mpuémel
B01.047.001 Mpwrem (0OCMOTp, KOHCYbTaLMs) Bpaya-TepanesTa NePBUYHbIN 1400
B01.047.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-TepanesTa NOBTOPHbIN 1200
Megwatpus
Mpunémbi
B01.031.001 MeamnaTp (NneperYHaa KOHCyAbTaLMA) 1400
B01.031.002 lMegunaTp (NOBTOpHasa KOHCYAbTaLMA) 1200
B01.031.001 Meanatp (ABOVHM NepBUYHAsA KOHCYAbTaLMs) 2000
B01.031.002 MeanaTp (4BOMHM NOBTOPHAsA KOHCYAbTaLMsA) 2200

B01.031.001 Mpwem negmatpa ANs NOAYYEHUs CNPaBKX LIKOAA/AETCKUIA caj (MpesocTaBaseTcs B

AETCKUM caa/wkony nocae 60ne3HW, AAUTENBHOTO OTCYTCTBUS) 700
B01.031.001 CnpaBka B 6acceliH (Npv HaAMuMK aHaNU30B: COCKOb Ha 3HTepobMo3, Kana Ha AliLa 800
reIbMUHTOB)

B01.031.001 CnpaBka 0 BpEMEHHOW HeTPYA0CNOCOBHOCTH yyalmxca Ao 18 net (Popma 095/y)

-[lokyMeHT noatBepxaaeT GpakT 60Ne3HN CTYAEHTa, yYallerocs TexHMkyma uim wkonbl. Cnpasky 800
no popme 095/y BblgaeT nevalmin Bpay.

B01.031.001 CnpaBka 06 oTCyTCTBMN MHDEKLMOHHbIX 3a601eBaHU 800
B01.031.001 CaHaTopHO-KypopTHas KapTa getam (bopma 076/y ans petein) 2000

B01.031.001 CnipaBka ans getckux narepenn n cekuui (Popma 079/y) ??0T1paxaeT ¢pusnyeckoe
coctosHue pebeHka. YTobbI ee MONYUUTb, 3aNULLMTECH Ha NMPUEM K NeamnaTpy 1 He 3abyabTe 800
B3ATb cepTndUKaT O NPMBMBKAX, COCKOH Ha 3HTepobMO3, aHann3 Kana Ha AnLa relbMUHTOB

Odranbmonorus
Mpuémbl
B01.029.001 Mpwrem (0cMOTp, KOHCYbTaLMs) Bpava-ohTanbMoiora nepBruUHbIN 1400
B01.029.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-ohTasbmMonora noBTOPHBINA 1200

Manwunynsuun/obcnesoBaHns

A02.26.015 OdpTanbmoTOHOMETPUA - I3MepeHne BHYTPUINa3HOro AassieHns (LieHa 3a Kaxgjoe

n3mepeHwue) 200
A12.26.016 ABTOpedpakToMeTpus C y3KMM 3paykom 250
A03.26.010 Onpep,eneljme napameTpOB KOHTaKTHOM KoppeKLmm (Mog6op O4KOB C 500
aBTOpedpakTomeTpren)

A02.26.015 ToHoMeTpusA no MaknakoBy 250
A02.26.015 MepumeTpus (onpeseneHune nonen 3peHns) 400
A02.26.015 MHeBMOTOHOMETPMA (LeHa 3a KaXA0e n3MepeHwe) 250
A03.26.003 OcMOTp nepudepum rnasHoro AHa C MCNoib30BaHMEM Tpex3epKaabHOM ANH3bI 800
[onbgMaHa

A03.26.002 lNoHmockonusa 600
A19.26.002 YnpaxHeHWs Aas TPEHUPOBKM LUAMAPHON MblwwLbl rna3a (1 ceaHc) 350
A02.26.009 NccnepoBaHue LBETOOLLYLLLEHWS 250
A19.26.002 YnpaxxHeHWs 4as TPEHMPOBKM LuamapHon Mblwupl rnasa KYPC (10 ceaHcoB) 3200
A16.26.051 YpaneHne nHOpOAHOro Tena poroBuLbl 1400
A16.26.034 YpaneHne MHOPOAHOrO Tena KOHbIOHKTMBBI 900
A16.26.008 CkoTomeTpusa (TecT AMcaepa-MapuHyesa) 300
A11.26.011 Mapa- n peTpobynbbapHble nHbekuun (6e3 cToMMocTy Npenapata) 500

Xnpyprus
Mpuémbl

B01.057.001 Mpurem (0cMOTp, KOHCYAbTaLMsA) Bpaya-Xupypra nepBUYHbIN 1400



B01.057.002 Mprem (0cMOTp, KOHCYAbTaLMs) Bpaya-Xmupypra NoBTOPHbIN 1200

B01.057.001 Mpwuem (0OCMOTP, KOHCYNbTaLMsA) Bpava-xvpypra neperyUHbIn (Nepes

3HAOCKOMNYECKUM UCCAEA0BaHNEM) 800
B01.057.002 Mpuem (0CMOTp,KOHCYNbTaLIMSA) Bpaya XMpypra NOBTOPHbIN (MOcae ornepaLum) 800
MaHnunynayum
A16.01.002 BckpbiThe naHapuums (B TOM YMCIE NAPOHUXMIA) 1500
A16.01.012 BckpbiThe u gpeHnpoBaHue daermoHsbl (abcuecca) (ruapaseHnTta B TOM ymcie)-2 1900
KaTeropms CNOXHOCTL)
A16.01.011 BckpbiTne dypyHkyna (kapbyHkyna) 1000
A16.01.027 YaaneHue HOrTeBbIX NAACTUHOK 2600
A16.30.060 VicceueHmne rnyboKoro mraTypHOro csuila 1800
A16.01.009 YwwmBaHWe OTKPbITOM paHbl (6e3 KOXHOW nepecasku) 1500
A16.30.069 CHATVe nocneonepaLoHHbIX WBOB (AuraTtyp) 500
A16.01.001 YpaneHne NnOBEPXHOCTHO PaCNOA0XKEHHOTO MHOPOAHOrO Tena 1000
A11.04.005 MyHKLMSA CUHOBMANBHOWM CyMKM CycTaBa 1000
A11.30.024 TyHKLMSA MATKUX TKaHen 1100
A16.01.012 BckpbiThe 1 gpeHnpoBaHue dierMoHsbl (abcuecca) (rMapageHvTa B TOM yuncie)-1 1300
KaTeropms CNOXHOCTL)
A16.01.008.001 HanoxeHne BTOPUYHbIX LLIBOB 2100
A16.01.004 Xvpyprudyeckast 06paboTtka paHbl Uan NHGULMPOBAHHON TKaHM (6e3 ylumBaHms 700
paHbl)
A16.01.004 Xupyprudyeckas 06paboTka paHbl UM UHOULMPOBAHHOM TKaHW (C YLLUMBAHMEM pPaHbl) 2000
A15.01.001 HanoxxeHne NoBA3KM Mpu HapyLEeHWN LIeNOCTHOCTM KOXHbIX MOKPOBOB 400
A15.01.002 HanoxeHue NoBA3KN MPU FHOWHbIX 3aboNeBaHNAX KOXM U MOAKOXHOM KaeTyaTkm 1000
A11.01.001 buoncus koxwn (3abop matepuana) 400
A16.30.076 BckpbiTue remaTtoMbl MATKUX TKaHew 1400
A16.01.028 YganeHne M0o30au (CTEPXKHEBOM) 2600
A16.01.016 YaaneHune atepomsl (0,5-1 cm, 1 anemeHT) 1300
A16.01.016 YpaneHue atepomsl (1-3 cm, 1 anemeHT) 1500
A16.01.016 YpaneHuve atepomsl (3-5 cm, 1 anemeHT) 1900
A16.01.017 YpaneHve gobpokayecTBeHHbIX HOBOO6pa3zoBaHuii koxu (0,5- 1cm, 1 anemeHT) 1700
A16.01.017 YpaneHne pobpokavecTBeHHbIX HOBOO6pa3oBaHuMii koxu (1-3 cm, 1 anemeHT) 1900
A16.01.017 YaaneHne aobpokayecTBeHHbIX HOBOO6pa3oBaHMi KOXH (3-5 cm, 1 anemeHT) 2400
A16.01.017 YaaneHve f06poKayvecTBEHHbIX HOBOOBPA3oBaHMI KOXMW (cBbiwe 5 cM,1 anemeHT) 2900
MepeBsA3ka UMCTbIX paH 500
A16.01.018 YpaneHve gobpokayecTBeHHbIX HOBOOHPA30BaHMI NMOAKOXHO-XXUPOBOWN KaeT4aTKu 1800
(nvnoma, dpnbpoma, rurpoma 0,5-1 cM-1 anemeHT)
A16.01.018 YaaneHne gobpokayecTBeHHbIX HOBOOH6pa3oBaHM NOAKOXHO-XXMPOBOW KaeTyaTKu 2100
(nmnoma, dpnbpoma, rurpoma OT 1-3 cM-1 3nemeHT )
A11.01.001 buoncus koxw (3abop maTepunana) 400
A16.01.003 HekpakTomusa 2000
A16.30.032 VicceueHne HOBOObPa3oBaHUA MArkMx TkaHel oT 1 cM-3cM 1 anemeHT 1300
A16.30.032 VicceueHne HOBOOGPa3oBaHUA MATKUX TKaHel oT 3¢M -5 cm 1 anemeHT 1900
A16.01.018 YpaneHve gobpokayecTBeHHbIX HOBOOHPA30BaHMI NMOAKOXHO-XXUPOBOWN KaeTHaTKu 2500
(nvnoma, dpnbpoma, rurpoma ot 3 cM -5 cm 1 anemeHT)
A16.01.003 HekpakTomus (2 KaTeropmm CNOXHOCTH) 2600
A16.01.023 NcceueHme pybuoB koxu (01 0,5 -1cm 1 3nemeHT) 1500
A16.01.023 VicceueHne pybLoB koxu (0T 1 cM-3 cm 1 1 anemeHT) 1900
A16.01.023 Vicceuerme pybLos koxu (0T 3 cM -5 cm 1 anemeHT) 2400

A16.01.030 NcceueHme rpaHynaumm (1 KaTeropmm cnodXKHOCTH) 2400



A16.01.030 NcceueHwne rpaHynaumm (2 kaTeropmm CI0XHOCTH) 3100

A16.30.069 CHsATVe NocneonepaLmoHHbIX LWBOB (A1ratyp), MeTaaanyeckmx ckobok 1000

A16.30.014 SkcTMpnaums CPeArHHbIX KACT U CBULLLEN Lwen 29900
AboMMHaNbHasA XMPYyprus

A16.30.007.001 peHnpoBaHue HPHOLLHOM MNONOCTN NOJ KOHTPOIEM Y/IbTPa3BYKOBOrO 19000

nccnefoBaHUA

A16.30.043.002 TpaHckaTeTepHOe neyeHne abcLeccoB 6PHOLLIHON NOAOCTU NOA KOHTPOEM 14800

Y/IbTPa3ByKOBOrO NCCAEA0BaHMA

A16.30.043.003 [peHnpoBaHune BPIOLLIHOW NOAOCTU U 3abPHOLLIMHHOIO NPOCTPaHCTBa NoJ, 26000

KOHTPOJ/IEM Y/IbTPA3BYKOBOTO MUCCeA0BaHNA

A16.15.015.001 lpeHnpoBaHue KUCT NOAXKENYAOUHOW Xese3bl NOJ KOHTPOJIEM YbTPa3ByKOBOIO 26000

nccaesoBaHuA

A16.30.004.003 Onepaums Npu Manow N cpesHelr NocaeonepaLoHHON rpbixe (nerkas dopma) 42300

A16.30.004.016 OnepaTnBHOE NleyeHVe NoCAeonepaLMoOHHOW IPbIXKN C UCMONb30BaHNEM 55000

ceTyaTbIX UMMAAHTOB

A16.30.001.002 OnepaTuBHOE NeyeHne NaxoBO-6eAPEHHON rPbIXK C UCMOJIb30BaHNEM CeTUaTbIX 50000

WUMMIaHTOB

A16.30.002.002 OnepaTtvBHOE NieyeHre NYNOYHOM FPbIXW C UCMOJIb30BaHNEM CeTYaTbIX 35000

WMMIaHTOB

A16.30.001 OnepaTBHOE NeyeHme NaxoBon (beapeHHON) FPbixXM (OTKPbITbI METOZ) 35000

A16.30.002 OnepaTMBHOE NeyeHme NYNOYHOMN FPbIXM (OTKPbITHIA METOA) 25000

A16.14.009.002 XoneuncrakToMmsa nanapockonmyeckas 39000

A16.19.018 YaaneHne MHOPOAHOrO Tesla NPSIMON KWLWKK 6e3 pa3pe3a (aHOHVMHO) 25000

A16.30.004.004 OnepaLua Npu Manom 1 cpejHeit nocaeonepaLoHHOW rpbixe (C10XHas 46000

dopma)

A16.01.018 YganeHuve 2ob6pokavecTBeHHbIX HOBOOOPa30BaHWU MOAKOXHO-XXMPOBOW KIEeTUaTKM 9500

(nvnoma, dpnbpoma, rurpoma ot 5 cM 1 6onee 1 3nemMeHT )

A16.01.018 YpaneHuve gobpokayecTBeHHbIX HOBOOOPa30BaHWU MOAKOXHO-XXMPOBOW K1EeTUaTKM 12000
(nvnoma, dpnbpoma, rurpoma ot 10 cm 1 6onee -1 anemeHT )

A16.30.032 NcceueHre HOBOObpa3oBaHUsS MArKMUX TKaHel (0T 5 cm 1 6onee- 1 anemMeHT ) 9800
A16.30.032 NcceueHre HOBOOGpa3oBaHUs Markmnx TkaHel (o1 10 cm 1 6onee - 1 3neMeHT ) 12800
A16.30.006 NlanapoTomusa 34200
A16.30.006 JlanapoTtomus 65000
A16.18.022 Pa3zobLeHve cpalleHnid Npu cnaeyHon HeMmpPOXOANMOCTH 28000
A16.18.022.001 Pa3obLyeHme cpalleHmii Npu CnagyHoOn HEMPOXOAMMOCTU C UCMOJIb30BaHNEM 30000
BUAEO3HAOCKOMUYECKNX TEXHONOTUIA
A16.22.002 TupeownaskTomums 120000
A16.22.001 F'emMnTMpEONA3IKTOMUSA 90000
A16.01.006 NcceueHre nopaxeHns NOAKOXHO-XXUPOBOW KAeTYaTKu 143000
A16.16.017.016 MNpogonbHasa pesekuus xenyjka anapockonuyeckas 230000
A16.14.035.003 TpaHckaTeTepHOe sieyeHne HenapasuTapHbIX KUCT MeYeHU Nog KOHTPOEM 41900
Y/IbTPa3ByKOBOrO MCCNeA0BaHMA

lepHyonnacTvka
A16.30.004.010 /lanapockonuyeckas naactvka nepesHel 6proLLHON CTeHKM Npu rpbixax (1 90000
KaTeropus C0XHOCTH)
A16.30.004.010 Jlanapockonunyeckas naactvka nepegHeit 6PrOLLHON CTEHKN MPU rpbixax (2 97000
KaTeropus CNOXHOCTH)
A16.30.004.010 Jlanapockonuyeckas naactvka nepegHen 6proLLHON CTEHKM NpW rpbixax (3 105000
KaTeropus CNoXHOCTH)
A16.30.004.001 Ipbi>xkeceueHWe Npu rpbike 6eno AnHKKM XnBoTa (nerkas dopma) 1 kateropus 27000
40 4x cm
A16.30.004.001 Ipbi>keceueHre Npu rpbi>ke 6enoi AnMHKUKM XnBoTa (nerkas dopma) 2 kateropums 35000
6onee 4x cm
A16.30.004.011 OnepaTrBHOE NleYeHVe rPbiKN NepesHei 6PIOLHON CTEHKN C UCMONb30BaHNEM 42000
ceTuaTbix UMnnaHToB (1 kaTeropua fo 4x cm)
A16.30.004.011 OnepaTvBHOE NleYeHMe TPbIKN NepesHeit GPHOLWHON CTEHKN C MCNONb30BaHUEM 47000
ceTyaTbIX UMMNAAHTOB (2 KaTeropuun bonee 4x cm)
A16.30.004.002 Mnactnka npu gracrase NPAMbIX MbILLL, XUBOTa (40 5 cM) 25000

A16.30.004.002 MnacTrka Npu gnactase NpAMbIX MbILL, X1BoTa (6osee 5 cm) 31000



A16.30.005.002 Onepauus npu rpbixke NULWEBOAHOrO OTBEPCTUA AnadparmMbl 36000

A16.30.002.001 OnepaTBHOE NeyeHre NYMOYHOM FPbIXK C UCMO/Ib30BaHMEM

< 90000

BUAEOIHAOCKOMUYECKNX TEXHONOTUI (1 KaTeropms CNoXKHOCTH)
A16.30.002.001 Onepat1BHOE NIeYEHME NMYNMOYHON FPbIXXM C UCMOb30BaHNEM 97000
BUAEO3HAOCKOMUYECKNX TEXHOIOTUI (2 KaTErpus CNOXKHOCTN)
A16.30.002.001 OnepaTt1BHOE NIeYeHME NYNMOYHOMN FPbIXM C UCMONb30BaHNEM 105000
BUAEO3HAOCKOMUYECKNX TEXHONOTUI (3 KaTEropus CNOXKHOCTN)
A16.30.001.001 OnepaTnBHOE NeyeHVe NaxoBO-6eAPeHHOW rPbIKMN C NCMOb30BaHNEM 68000
BWZAEO03HAOCKOMUYECKMX TEXHONOTMI (1 KaTeropus CIOXHOCTH)
A16.30.001.001 OnepaTtnBHOE feveHe NaxoBO-H6eAPEHHON TPbIXN C UCMOJIb30BAHNEM 74000
BWZAEO03HAOCKOMUYECKMX TEXHONOTWIA (2 KaTeropus CIOXHOCTH)
A16.30.001.001 OnepaTt1BHOE fieYeHME NaxoBO-beAPEHHON TPbIXN C UCMOJIb30BAHNEM 85000
BUAEO3HA0CKOMUUYECKNX TEXHOIOTUI (3 KaTEropuns CNOXKHOCTN)
A16.30.005.003 YcTpaHeHue rpbiXu N1LLLEBOAHOrO OTBEPCTUA Anadparmbl C MCMOAb30OBAHNEM 80000
BUAEO3HAOCKOMUYECKNX TEXHONOTUIA

AHanusbl
F'McTonormyeckoe nccnepoBaHve BUONCMINHOrO MaTeprana U MatTepuana, NoayYeHHOro npu
XUPYPruvecknx BMeLLaTenbCTax (3HAOCKONMYECKOro MaTepuana; TKaHel XeHCKOW NoNoBOW 2420
CUCTEMBI; KOXW, MATKMX TKaHel; KPOBETBOPHOW U IMMbOUAHON TKaHEN; KOCTHO-XPSLLEBOM
TKaHW)
A08.30.046 MaTonoro-aHaToMMYeCckoe nccaegoBaHme bUoONCMnHoOro (onepaLMoHHOro) 2420
mMaTepwvana

¥Y3W B3pocabim

¥Y3W cocyaos
A04.12.005.003 Y3 skcTpakpaHuanbHbix bpaxmouedanbHbix apTepuii (apTepum Len) 1500
Y3WN-komnnekc nepeg creHtnpoBannem (Y34l BLIA + sonneporpadus apTepuii BEpXHUX 2400
KOHeyHocTen)
Y3W-komnnekc nepea cteHTuposanunem (Y3l BLIA + gonneporpadusa apTepuii HUXKHMX 2800
KOHeuHocTel)
[ynnekcHoe ckaHmpoBaHue HIMB 1 NogB340LWHbIX BEH 1500
A04.12.001.004 TpunaekcHoe CKaHVPOBaHWe apTePUin MOAB3AO0LWHO-6ePEHHOr0O CermeHTa 800
A04.12.001.004 TpunaekcHoe ckaHMPOBaHWeE apTepuUii NOAKIOUNYHOrO CerMeHTa 800
A04.12.001.001 Y3W apTepunin HUKHUX KOHEUHOCTEMN 1400
A04.12.002.002 Y3 BeH HWXHMX KOHEUYHOCTEN 1400
A04.12.002.001 Y3 apTepwii U BEH HUXKHNX KOHEYHOCTEN 2000
A04.12.002 Y3 apTepunii n BEH BEPXHUX KOHEUYHOCTEN 1900
A04.12.002.003 Y3 BeH BepXHWX KOHEUHOCTEN 1000
A04.12.001 Y3 apTepuin BepXHWX KOHEUYHOCTEMN 1000
Y3 6paxvouedanbHbix apTepuii (apTepum Len)+KOHCyAbTalms HeBpoora 2000
A04.12.014 Y3 cocysoB nopTanbHON CUCTEMbI 900
A04.12.001.006 Y3 cocyaoB ronoBHOro Mo3sra 6e3 cocyAoB Luen(TpaHckpaHWabHbI fonaep) 1800
Y3 cocyzoB ronoBHOro Mo3ra (TpaHcKpaHWabHbIA 4OMaep)+3KCTpakpaHuanbHbIX 2800
6paxvouedanbHbIx apTepuii
A04.12.022 Y3 BeH Ta3a 1400
A04.12.001.002 ¥Y3W noyeuHbIx apTepuii 700
A04.12.003 Y3/ 6prolHon aopTbl 1100
A04.12.003.001 ynnekcHoe ckaHMpOBaHWe HPIOLLHOWN aopThbl K ee BUCLLepaibHbIX BETBEW 1400
A04.12.003 [lynnekcHoe cKaHMpOBaHWe aopTbl 1100
A04.12.014 JynnekcHOe ckaHMpOBaHMWE COCY0B renaTtobmnannmapHoONn 30HbI 900
A04.12.005.003 AynnekcHoe ckaHMpoBaHWe HbpaxuoLiedanbHbix apTepuin € LBETHbIM 2000
JONMNAePOBCKMM KapTMPOBaHMEM KPOBOTOKA

Y3 wntoBraHOM Xenesbl
A04.22.001 YnbTpa3ByKOBOE NCCNE[0BAHNE LLMTOBUAHOW XeNe3bl U NapaliMTOBUAHbIX Xenes 600
Y3W WmMTOBMAHOW Xene3bl C perMoHapHbiMU ANMGOy31aMm 800

A04.22.001.001 SnacTorpadms WUTOBUAHOM Xenesbl 1100



Y3 cntoHHbIX Xenés

Y3 opraHoB 6ptoLHOM NONoCTH

A04.16.001 Y3/ 6ptolHOM NONOCTH (NeYeHb, XeaUHbIl Ny3blpb, MOAXeNyA0UHasA XKenesa,
ceneseHka)

Y3 6prolHOM NONIOCTU(NEUYEHD, XXENUHBIN My3bIPb, MOAXKENYAOYHAsA Xese3a, Cese3eHKa, MOUKY,
HaZMOYEYHNKN, MOYEBOW My3bIPb)

A04.06.001 Y3 ceneseHkn
A04.15.001 Y3 nogykenyAo4HOM >xenesbl
A04.28.002.005 Y3 MoueBOro nysbips C onpeseneHneM oCcTaTouHOM MOUn
A04.14.001 ¥Y3U neueHn
A04.14.002 Y3W xxenyHoro nysbips
A04.14.002.001 Y3W xenyHoro ny3sblps ¢ GyHKLMEN
A04.18.001 ¥3M anneHamnkca (Cnenon KMLwKm)
¥Y3W opraHoB 3abpHoLLMHHOIO NPOCTPaHCTBa
A04.28.002.001 Y3 noyek n MOYEBOro ny3bips
A04.22.002 Y3 HagnoyeyHnKoB
A04.28.001 Y3/ noyek 1 HaagNOYEYHNKOB
A04.28.002.001 ¥Y3U nouek
A04.28.002.003 Y31 moueBoro nysbipa
Y3 moLwoHkun
A04.28.003 Y31 opraHoB MOLLOHKM
Y3WU cepgua
A04.10.002 3xokapaunorpadusa ¢ AONNAEPOBCKMM aHann30M (y3u cepaLia+aonnep)
Y3WU obwme
A04.01.001 Y31 msarknx TkaHer (0AHOW 30HbI)
A04.09.001 Y31 nneBpanbHbIx NoaA0CTEN
A04.28.002.003 Y31 opraHoB Manoro Tasa (My>ckoe nccnegoBaHue)
A04.18.001 YnbTpa3ByKkoBOe NCCAeL0BaHNE TONCTON KMLLKK
¥Y3U nanmbatnyeckux y3nos
A04.06.002 Y3 numbaTtuecknx y3108 3abproLnHHBIX
A04.06.002 Y3 nnmbatnyeckmx y3aoB HagmnouyeuHbix
A04.06.002 Y3 numdaTmyeckmnx y3n10B naxosbix
A04.06.002 Y3 anmdatnyeckmx y3nos NOAKAOUNYHBIX/HAAKNOUMYHbIE
A04.06.002 Y3/ ammepaTnuecknx y3108 NoAMbILLEYHbIX

A04.06.002 Y3 numdaTmnueckux y3nos Liem

A04.06.002 Y3 numboysnbl wen, Hag/MOAKNOUNYHBIE, MOAMbILLIEYHbIE, 3a0PHOLLIMHHBIE,
naxoBble

Y3W npeacratenbHON >kenesbl
A04.21.001 Y3U npeacTaTeNbHOW Xene3bl TpaHcabAoMrHaNbHOE

Y3W npeacratenbHowm xenesbl TpaHcpekTanbHoe (TPY3U)

Y3W npeactatensHom xenesbl TpaHcpekTansHoe (TPY3U)+Y3 moueBoro nysbipsi+ octatouHas
Mouva

A04.21.001.001 ¥Y3W npepcratensHOM xenesbl TpaHCcaboMMHaIbHOE + OLeHKa OCTaTOUHOM
MO4un

Y3W npeacraTenbHOM xenesbl TpaHCPeKTaabHOEe+0LEeHKa OCTaTOYHOM MOYM
Y3 MonoYHBbIX Xenés

A04.20.002 YnbTpa3ByKkOBOE NCCIEf0BaHNE MOJIOYHBIX Xenes3

Y3 MonoyHble kenesbl C OCMOTPOM PernoHapHbIX 30H C 3nacTorpaduen

Y3 6epeMeHHbIX 1 TMHEKOAOTUA

800

1100

2000

500
600
600
800
500
700
800

1100
500
1100
700
500

800

1800

750
600
1100
800

800
800
800
800
800
800

2000

1000
1200

1400

1100

1300

1200
1200



A04.30.010 YnbTpa3BykoBOe NCCAeAOBaHME OPraHOB Masioro Tasa KOMIJIeKCHoe

A04.30.001 YnbTpa3BykoBOe ncciefoBaHVe NioAa (4MarHocTnka Ha paHHUX CpoKax
6epemMeHHOCTH)

A04.30.001.001 YnbTpa3BykoBOE MCCAEAOBaHME Ma0ja NpU cpoke bEPEMEHHOCTM L0
TPUHaALATW Heaenb (BHe CKPUHWHTA)

A04.30.001.007 YnbTpa3BykoBoe uccnepoBaHue naoga B lll Tpumectpe 6epeMeHHOCTH

A04.12.024.003 YnbTpassykosas gonnaeporpadua nnogoBoro Kposotoka (JonniepomeTtpus

6epemeHHbIx lI-11l TpymecTp)

A04.04.001 YnbTpa3BykoBOe NccaeAoBaHMe CyCTaBa (TOHHOMO COYNeHEeHNA)
A04.20.003 YnbTpa3BykoBOe nccneaoBaHve GoannkynoreHesa (nepBmyHoe)
A04.20.003 YnbTpaseykoBoe nccaepoaHe GoaankynoreHesa (MOBTOPHOE)

A04.20.001.004 YnbTpa3BykoBOe UCCaef0BaHUNe ek MaTku (¥Y3-LepBrKkomeTpus)

A04.30.001.002 YnbTpa3BykoBOe nccaegoBaHme naoaa B pexxvme 4D (go 26 Hepenb,
onpegeneHve nNona, 3anucb Ha Anck, 1dotorpadma)

A04.30.001 YnbTpa3ByKoBOe ncciesoBaHue nioga Bo |l Tpumectpe 6epeMeHHOCTH

A04.30.001.002 YnbTpa3BykoBOe nccaefoBaHve naoaa B pexxvme 3D

A04.30.001.001 ¥nbTpa3BykoBOe MCCAefOBaHWe Naoja Npu cpoke 6epeMeHHOCTU A0
TpUHaALAaTW Hegenb (MHoronnogHas 6epeMeHHOCTb BHe CKMPpUHUTa)

A04.12.024.003 YnbTpa3BykoBas gonniaeporpadus n1ogoBOro KpoBoToka (MHOron/104Has
6epemeHHOCTb) (Jonnaepometpusa 6epemenHbIx |-l Tpumectp)

A04.30.001.006 YnbTpa3BykoBOEe CKPUHWHTOBOE UCCAeL0BaHNe Npu cpoke bepeMeHHOCTM
JeBATHaALaTas - ABajLaTb NepBas HeAean Mo OLleHKe aHTeHaTalbHOro pa3BMTUA MAOAOB C
LieNbio BbISBJIEHUS XPOMOCOMHbIX aHOManui, MOPOKOB Pa3BUTUSA, PUCKOB 3aJePXKK pocTa
nnaoja, NpexsaeBpemMeHHbIX POAOB, MPE3KAaMNCcMK NPU MHOTOMAOAHON bepeMeHHOCTH
(ckpuyHUHT 1)

A04.30.001.008 YnbTpasBykoBoe nccnepoBaHne naogos B |l Tpumectpe MHoronnogHow
6epemMeHHOCTH

A04.30.001.002 YnbTpa3BykoBOe UccieAoBaHMe naoga B pexxume 4D npu MHOTOMA04HON
6epemMeHHOCTM (f0 26 Heaenb, onpeaesneHve Nona, 3anucb Ha anck, 1 otorpadus)
A04.30.001.002 YnbTpa3BykoBOe UCCAeAOBaHME Naoga B pexxume 3D npu MHOTOMIO4AHOM
6epeMeHHOCTH

MyHKuma nog koHTponem Y3U

A11.06.001.001 MyHKLMA AMMbATUUECKOTO y3aa NOJ KOHTPOJIEM Y/IbTPa3BYKOBOIO
nccneAoBaHUA

A11.20.010.003 MyHkuus HoBOOBPa3oBaHMA MOJIOYHOW Xene3bl NpULebHas MyHKLMOHHAA Mo

KOHTPOJIEM Y/IbTPA3BYKOBOro nccaesoBaHnA

A11.22.002.001 MyHKUMSA LLUTOBUAHOW UAN NaPaLLUTOBUAHOW XeNesbl Nog KOHTPOAEM
Y/IbTPa3ByKOBOrO MCCNeA0BaHMA

A11.30.024.001 MyHKUMA MATKWX TKaHEel Noj KOHTPOJIEM YAbTPa3ByKOBOro UCCaeA0BaHMNA
¥3W cycrasoB

A04.04.001 YnbTpa3ByKkoBOe ncciefoBaHue cycTaBa (naeveBoro) 1 cycras

A04.04.001 YnbTpa3ByKkoBOe ncciefoBaHne cycTaBa (lokteBoro) 1 cycras

A04.04.001 YnbTpa3BykoBOe nccaegoBaHue cyctaBa (knctm) 1 knuctb

A04.04.001 YnbTpa3BykoBOe NccaefoBaHMe CycTaBa (nyyesansactHoro) 1 cycrtaB

A04.04.001 YnbTpa3BykoBOe nccaefoBaHme cycTaBa (koneHHoro) 1cycras

A04.04.001 YnbTpa3BykoBOe nccneaoBaHue cyctasa (roneHoctonHoro) 1 cycras

A04.04.001 YnbTpa3BykoBOe nccnefoBaHue cyctasa (ManbLieB KUCTW uam Tonel) 1 naney,

A04.04.002 YnbTpasByKOBOE UCCAe0BaHNE CYXOXUANIA (aXMAN0Ba CyXOXMNA)

A04.12.022 flynnekcHoe CKaHMPOBaHMe COCyA0B Manoro Tasa

¥Y3WU HepBoB

A04.24.001 YnbTpaseykoBoe nccnegosaHve nepmbepmnyeckmx HepBoB (OAHa aHaTOMMUYecKas
obnacTb)

A04.24.001 YnbTpa3BykoBOe nccieoBaHne nepnpeprnyecknx HepBoB (04Ha aHaToMuyeckas
obnacTb)

®yHKLMOHaNbHaA AnarHocTMKa

B03.037.001 ®yHKLMOHaNbHOE TEeCTUPOBaHWE NErnx

A05.10.006 Perncrpaumsa anekTpokapanorpaMmmel. PaciumdpoBka, onvcaHme n nHTepnpetaums
3NeKTpoKapanorpadpuyeckmx aHHbIx

1100

1200

1300

1800

1300

700
700
400
700

2500

1500
1700

2000

2400

2500

2500

3500

2400

900

900

900

900

900
700
800
800
800
800
600
600
1400

1100

3200

500

500



A02.12.002.001 CytouHoe MoHuUTOpUpOBaHue All
A05.10.008 XonTepoBCcKOe MOHUTOPMPOBaHME CEPAEYHOro pUTMa (B TeueHne 24 yacos)
SKI + Xonteposckoe MmoHuTopuposaHue 3Kl B TeueHne 24 yacos
B03.037.001 ®yHKLMOHaNbHOE TeCTUPOBaHWe Nerkux ( ¢ BPOHXONNTUKOM)
A05.23.001 2nekTpoaHuedpanorpapus (33)
A12.10.001 SnekTpokapanorpadus c pusn4eckon HarpysKom
A05.30.001 Kapanotokorpaduma nnoaa (KTT)
SHAOKPUHONOTNA
Mpunémbi
B01.058.001 Mpwrem (ocMOTp, KOHCYNbTaLMSA) Bpaya-3HAOKPUHOIOra NEPBUYHBIN
B01.058.002 Mpuem (0cMOTp, KOHCYAbTaLMA) Bpaya-3HAOKPMHOI0ra NOBTOPHbIN
Manumynaumm
[MHekonoruna
Mpuémsl
B01.001.001 Mprem (0cMOTp, KOHCYbTaLMs) Bpaya-rMHEKO10ra NepBUYHbIN
B01.001.002 Mpwrem (0cMOTp, KOHCYNbTaLMS) Bpaya-rmHeKo0ra NOBTOPHbIN

B01.001.002 Mpwuem (nocne onepauun) Bpaya-ruHeKoN0ra NOBTOPHbIN

B01.001.001 Mpwuem (0CMOTpP, KOHCYNbTaLMsA) Bpaya-akyLlepa-ruHekoaora nepBuYHbIi (Mo
BOnpocam becrioaus)

MaHnunynauyum
A11.20.011 Buoncusa wenkn MaTkm

A11.20.014 BeeaeHne BMC

A11.20.008 Pa3zgenbHoe gmarHoctnuyeckoe BbickabanBaHWe NoaoCcTy MaTku U LepBUKaabHOroO
KaHana

A11.20.008.001 PazgenbHOe AMarHOCTMYeCKOe BbiCKabanBaHMe NOAOCTM MaTKM
A11.20.002 Mony4yeHne LepBUKaIbHOro Maska

A11.20.003 buoncus TkaHen MaTkm

A03.20.001 Konbnockonwusa

A11.20.015 YaaneHne BHyTpUMaATOYHOW Cnupanu

A16.20.036 Xnpyprudeckoe neyeHve 3a60seBaHNIN LLENKN MaTKM C UCMOIb30BaHWEM Pa3/INyHbIX
3Heprun

A08.20.004 AcnpuaumoHHas broncms sHAOMETPUA 30HA0M [Malinens (6e3 cToMmMocTn
TMCTONOTMYECKOTO UM OHKOLMTONOMMYECKOrO NCCAEeA0BaHNSA)

A11.20.015 YaaneHve BHYTpUMaTOUHOM Cnvpanu

A14.20.002 BegeHure, n3BneUeHne akyLwepCcKoro pasrpy>atoLero nojAepXXnBaroLLero KobLa
(neccapwn)

A16.20.036.001 SnekTposmaTepMOKOHM3aLMSA WENKN MaTKK

A11.20.005 MNonyyeHne BaaraamHOro Maska

A16.20.020 ApeHnpoBaHme abcLecca XXEHCKUX NOJIOBLIX OpraHoB (bapTosvHOBas Xenesa)
OnepaTnBHOe neyeHvie/bonblune ruHekonornyeckme onepawmm

A16.20.038 Onepauumn no nosogy becnnoams Ha npuaatkax MaTku

A16.20.017.001 YganeHvne napaoBapuasbHOM KUCTbI C UCMO/Ib30BaHMEM BUAEOIHAOCKOMNYECKMX
TEXHOIOTUN

A16.20.004.001 CanbnNMHI3KTOMMSA C UCNONb30BaHNEM BUAEOIHAOCKOMMUECKMX TEXHONOTNI

A16.20.003.001 CanbnnHro-oopopaKTOMMUA C UCMOAb30BaHNEM BUAEOIHAOCKOMNYECKNX
TEXHOJI0T W

A16.20.041.001 Crepmanzauma MaToOUHbIX TPYO C MCNONb30BaHNEM BUAEOIHAOCKOMMYECKUNX
TEXHOJIOT W

A16.20.001.001 YpaneHune KACTbI ANYHKKA C MCMO/Ib30BAHNEM BUAEOIHAOCKOMUYECKMX
TEXHOOrnI (OAHOCTOPOHHEE)

A16.20.001.001 YaaneHne KNCTbl AUUYHMKA C UCMONb30BaHMEM BUAEOIHAOCKOMUYECKNX
TEXHONOrMI (4BYCTOPOHHEe)

1200
2000
2200
750
1100
750
1200

1400
1200

1500
1300
800

1500

1500
1500

5400

2900
450
800
1000
500

2100

1400

500

900

7500
450
3900

39000

34900

30900

36900

29900

34900

37900



A16.20.003.001 Oodop3KTOMUSA C UCMOIb30OBAHNEM BUAEO3IHAOCKOMUNYECKUX TEXHONOT NI

A16.20.010.001 Cyb6ToTanbHasa ructepaktoMus (amnyTtaLmsa MaTkm) C UCNONb30BaHNEM
BUAE03HA0CKOMNYECKMX TEXHONOT NI

A16.20.010.001 Cy6TOTanbHas rucTepakToMus (amnyTtaLms MaTkm) C UCMONb30BaHNEM
BUAEO3HAOCKOMUYECKNX TEXHONOTNIN 2 KaTeropms CI0XHOCTH

A16.20.010.003 Cy6TOTanbHas ructepakToMms (aMnyTaLms MaTku) € npuaatkamu C
NCMOAb30BaHMEM BUAEOIHAOCKOMNYECKMX TEXHONOTMIA T KaTeropms COXHOCTY

A16.20.010.003 Cy6TOTanbHas ructepaktoMms (aMmnyTaLms MaTky) ¢ npyuaaTkamu ¢
NCMO/Ib30BaHMEM BUAEO0IHAOCKOMUYECKMX TEXHOIOMMIA 2 KaTeropms CIOXHOCTY
A16.20.010 CybTOoTanbHas ructepakToMms (@aMmnyTaumsa MaTkm) nanapotommyeckas
A16.20.011.001 ToTanbHas ructepakTomMus (TMpnaumsa MaTku) € UICNONb30BaHMEM
BUAE03HA0CKOMNYECKMX TEXHONOTUIA

A16.20.011.001 ToTanbHasa rucTtepakToMmsa (3KCTUpNaLUsa MaTku) C NCMOAb30BaHMEM
BUAE03HAOCKOMNYECKMX TEXHOIOTUI

A16.20.011.002 ToTanbHasa rucTepaKToMma (3KCTMpPNaLma MaTkm) ¢ npuaatkamm
NanapoTomuyeckas

A16.20.011.002 ToTanbHaa rucTepakToMma (3KCTMpNaLmMsa MaTkm) € npuaaTkamm
NanapoTomMuyeckas 2 KaTeropua C0XHOCTU

A16.20.063 SkcTrpnauma KyabTh Wenku MaTku

A16.20.033 BeHTpodukcaLma maTkm

A16.20.012 BnaranuiHas 3kcTMpnaums MaTku ¢ NAacTMKOW CTEHOK Biaranuiia
A11.20.003 buoncmsa ANYHNKOB

A03.20.003 flanapockonus AnarHoctTmyeckas

A16.20.061.001 Pe3ekuus AMYHMKA C MCMOJIb3OBaHNEM BUAEOIHAOCKOMNUECKUX TexHoNormniA (1

Kateropumsa CNOXHOCTWN)

A16.20.061.001 Pe3ekums AMUYHMKA C UCMONb30BaHNEM BUAEOIHAOCKOMMUYECKMX TEXHONOTUNN (2

Kateropumsa CNOXKHOCTWN)

A16.20.026.001 PacceuveHne n ncceuyeHme cnaek >KEHCKMX NOAOBbIX OPraHOB C UCMO/b30BaHNEM

BUAEO3HA0CKOMNYUYECKUX TEXHONOTUN
KoHcepBaTuBHO - naactuyeckue onepawumm

A16.20.035 MuomakToMuma (3Hykneaumns MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM
BWAEO03HAOCKOMNYECKUX TEXHONOTUIA (1anapoTomMms)

A16.20.035.001 MnomakToMua (3HyKN€aLma MMOMaTO3HbIX Y3/10B) C UCMOJIb30BaHNEM
BUAEO3HA0CKOMNYECKMX TEXHONOTMIN1-0li KaTeropmmn CNOXHOCTM (-NanapocKonus)

A16.20.035.001 MuomakToMuma (3HYKNeaLus MMOMAaTO3HbIX Y3/10B) C UCMONb30BaHNEM
BUAEO3HA0CKOMMUYECKUX TEXHOIOTNI 2-01 KaTEropun CIOXHOCTY (- lanapoCcKonms)

A16.20.028.002 Onepaummn Npu ONyLWeHNW 3aHel CTEHKW BaaraamLLia

A16.20.028.003 OnepaLmmn Npu OnNyLweHny NepesHern CTEHKN BAaraauwa

A16.20.083 KonbnonepuHeoppadwma n neBatoponnacrmka

A16.20.023 MNnactnka NPOMEXHOCTM MOcae 3MM3MOTOMUN

A16.20.065 PacceyeHne neperopoaku Baaraaviia

A16.20.063.018 Bbicokas amnyTaLms LWeNnkn MaTku

A03.20.003 M'ucrepockonusa

A03.20.003.001 T'ncTepopesekTockonus 1 KaTeropmm CNoXKHOCTU

A03.20.003.001 I'cTepope3eKTocKonus 2 KaTeEropun CI0XKHOCTU

A03.20.003.001 M'mcTepope3ekTockonus 3 KaTeropun CA0XKHOCTH

A16.20.006 Pe3ekumsa LWenkn MaTkm

A16.20.007 Mnactuka Wenkn mMmaTtkm

A16.20.024 PekoHCTpyKLMA BAaraamiia

A16.20.028.005 MaHuecTepckas onepaums (1 kaTeropmm CnoXXHOCTH)

A16.20.028.005 MaHuyecTepckas onepauua (2 KaTeropumn CA0XHOCTH)
Manble rMHeKoNOrnyeckme ornepaLmm

A16.20.066 PacceueHve cMHexuin Mabix MNOJIOBbIX Iy6

A11.20.018 MyHKuMA 3agHero ceoga Bnaraaviua (6e3 cToMMoCTU LUTONOrMYECKOro
nccnesoBaHmA)

A16.20.059 YpganeHve nHopogHoro Tena u3 Baaraavia

30900

73900

75900

74900

84900

58900

83900

94900

76900

87900

92900
35900
77900
1100
19000

35000

40500

23000

58900

39900

61900

20900
20900
38900
31900
21900
21900
17000
26900
33900
39900
42000
28900
63000
49000
60000

4100

2900

1300



A16.20.059.001 YganeHne HoBoobpa3oBaHuWs BaaraauviLa 3900

A16.20.036 Xupypruueckoe neyeHve 3a601eBaHNI LLIEVKN MaTKW C MCMO/b30BaHNEM Pa3NYHbIX

< 5900
3Heprum
A16.20.091.001 Mapcynvanunzaums abcuecca nam KUcTol 60bLION Xenesbl NpeasBepus 2800
BNaranuviia
A11.20.008.001 BbickabaneaHue LepBUKaNLHOTO KaHana 1 Noa0CTU MaTku ¢ buoncuei 2000
A11.20.008.002 Pa3genbHOE AnarHOCTMYECKOE BbiCKabivBaHWe LiepBUKaIbHOTO KaHana 2700
A11.20.008 Pa3zgenbHoe gmarHocTuyeckoe BbickabanBaHMe NoaoCcTy MaTku U LepBUKanbHOro 5400
KaHana
A11.20.008.001 PazgenbHOe AMarHOCTMYeCKOe BbiCKabanBaHMe NOAOCTM MaTKM 2900

ScTeTnyeckas rmHeKoaorns
A16.20.098 Pezekuma Manbix NoaoBbIx ry6 (1 kaTeropms caoXHOCTH) 27770
A16.20.098 Pe3ekums Masblx NoA0BbIX ry6 (2 KaTeropus CI0XKHOCTM MaJl.NoJoBbIe 41000
rybbl+KpaHas NAoTb KAUTOPa)
A16.20.029 Onepauum Ha KanTope 27770
A11.01.013 BBegeHve UCKYCCTBEHHbIX HaMoOJHUTENeR B MArkue TKaHu C LieNbio KoppekLum 10200
dopmbl
A11.01.013 BBeAeHME UCKYCCTBEHHbIX HaMOJHWUTENE B MATKME TKaHW C Lieiblo KOppeKLn 14900
dopmbl
A11.01.013 BBeseHMe UCKYCCTBEHHBIX HAMOJJHUTENEN B MATKUE TKaHW C LLebio KOppeKLuun 26900
dopmbl
AHanuzbl

BeisaBnerne Bo3byantenert UMMM (7 + KBM), cockob anutenvanbHbIX KNETOK YPOreHUTanbHOro

TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

BuiseneHve Bo3byantenen UMMM (4 + KBM): onpegenenune AHK Chlamydia trachomatis,

Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, JHK yenoseka

(Identification of Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, 1023
Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human

DNA)

Bupyc nanmanomMbl Yenoseka BbICOKOTO OHKOreHHOro pucka, onpegeneHne AHK 16 n 18 Tunos

+ KBM B cockobe anuTennanbHbix kKnetok yporeHutanabHoro Tpakta (HPV DNA, Scrape of 385
Urogenital Epithelial Cells, 2 Types (16, 18))

Brpyc nanmanombl YesioBeka BbICOKOrO OHKOTE€HHOrO pucka, reHotunuposarue [HK 14 Tunos:
16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe 3nuTennanbHbIX KAeToK
yporeHuTansHoro TpakTta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

OnddepeHumpoBaHHoe onpeaenenne JHK BMY (Bupyc nanvanomel yenoseka) 14 tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTenmanbHbIX KNeTok
yporenuTanbHoro TpakTa (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31,
33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

FoHokokk, onpegenermne JHK B cockobe annTenunanbHbix KNETOK YpOreHUTasbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpeseneHne YyBCTBUTENIbLHOCTU K
aHTUMUKpPOBHbIM Npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and 990
Antibiotic Susceptibility Testing)

385

990

275

BakTepnanbHbii BarnHo3 (Bacterial Vaginosis, BV) 1694
Xnamuams (Chlamydia trachomatis), onpegenerve HK B cockobe anutennanbHbIx KNETOK
yporeHutansHoro TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*

A08.20.017.002 XKungkocTtHas untonorus. Lintonornyeckoe ncciegosaHve bruomareprana wemnkm 1320
MaTku (okpalumBaHue no MNanaHukonay, TexHonorus ThinPrep ®)

275

A08.20.004 LiuTonornyeckoe nccnegoBaHve acnmparta M3 noaocTu MaTku 660

MMcTonornyeckoe nccnepoBaHve HONCMNHOrO MaTeprana u Matepuana, Nnoay4YeHHOro npu
XUPYPruyeckmx BMeLLaTeNbCcTBax (3HA0CKONUYECKOro MaTepmrana; TKaHel XeHCKON NoaoBoin

CUCTEMBI; KOXW, MATKMX TKaHel; KPOBETBOPHOMN M IMMPOUNAHON TKaHEN; KOCTHO-XPSALLEBOM 2420
TKaHW)*

MHBMO@HOP—KOMI‘IHEKCHOQ nccneposatme MMKpoq)nopn?l.yporeHMTanbﬂoro TpakTa 3058
(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

AHTndocdonmnuaHeii cnnapom (ADC), nabopatopHble kputepum (Antiphospholipid Syndrome, 3927

APS)

MoceB Ha MMKPOGNOPY OTAENSEMOrO NOJIOBLIX OPraHOB, ONpeseneHne YyBCTBUTENbHOCTM K

aHTMMUKKpPOB6HBLIM NpenapaTtam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic 1276
Susceptibility Testing)*



WNccnepoBaHve Ha 6roLeHO3 BaaranvLLa, onpeaeneHune YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM 1
aHTVMUKOTUYECKMM MpenapaTtam (C MUKPOCKOMMWEN HAaTUBHOTO Npenaparta, OKpaLlleHHOro no
l'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

Liutonornyeckoe ncciregoBarme annTenms WenKn MaTku ¢ onmcaHmemM no TepMUHOIOTUYECKOW
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium

with Description on The Bethesda System, TBS)

WNccnepoBaHme buoLueHo3a yporeHutanbHoro Tpakta. Pemodnop 16. (UROGENITAL TRACT
MICROBIOCENOSIS (PCR Panel Femoflor 16))

MI/IKpOCKOI'II/ILIECKOE nccaegoBaHme BaaraavlHbIX Ma3koB

Lutonornueckoe nccnepoBarme briomatepuana Wwenku Matku (okpalumsaHve no ManaHukonay,

Pap-Tecr) (Cytological Examination: Cervix, Pap-test)
Kananaos, ckpyvHuHr n TunuposaHue (Candidiasis, Screening and Typing)

CKpUHUHT MuKpodaopbl yporeHmtansHoro Tpakta. Pemopnop CkpuH. (UROGENITAL TRACT
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

WNccnepoBaHme buoleHo3a yporeHuTanbHoro Tpakta. Pemodnop 8. (UROGENITAL TRACT
MICROBIOCENOSIS (PCR Panel Femoflor 8))

JleyeHwne CTPeccoBOro HegepskaHus MOYM
A16.20.042.001 CavHroBble onepaummy Npu Hegep>kaHUn Moun
Yponorus
Mpvémel
B01.053.001 Mpwuem (0cMOTp, KOHCYyNbTaLMA) Bpaya-yposora nepBuYHbIi
B01.053.002 Mpwuem (0CcMOTpP, KOHCYyNbTaLMA) Bpaya-ypoJiora NoBTOPHbIN
B01.053.002 Mpurem (0cMOTp,KOHCYNbTaLIMA) Bpaya yposiora NoBTOPHbIN (Nocae onepauunm)
Manunynauyum
A16.28.040 by>xnpoBaHwe ypeTpsbl (1 ceaHc)
A16.28.058 BnpaBneHune napadrmosa
A16.28.052.001 3ameHa HedpoCTOMMUECKOTO ApeHaxa (6e3 HedppocToMmbl)
A16.28.072.001 3amMeHa LMCTOCTOMUYECKOTO JpeHaxa
A11.28.008 NHCcTMANALMA MOYEBOrO My3blps
A11.28.006.001 MonyyeHne cockoba u3 ypeTpbl
A21.21.001 Maccax npocraTbl

A12.21.003 Mukpockonuyeckoe nccaefoBaHne ypeTpasbHOro OTAeNfeMoro 1 coka npocTarsl

A15.21.001 HanoxxeHvie MOBA3KM NpW onepaLmax Ha Hapy>HbIX MY>CKMX MONOBbIX OpraHax
A03.28.001 Lincrockonus

A16.28.077 YpaneHve katetepa U3 BEPXHMX MOYEBbLIBOAALLMX MyTen
A11.28.012 YctaHOBKa, 3aMeHa, yaaneHve ypeTpanbHOro Katerepa
A16.21.015 [peHnpoBaHue abcLecca My>CKMX NONOBbIX OPraHoB
A16.28.013.001 TpaHcypeTpanbHOe yaaneHne NHOPOAHOrO Tena ypeTphl
A06.28.007 Linctorpadusa

A06.28.011 YpeTporpadus Bocxogaias

A16.21.013 Obpe3aHue KpaliHel NJIOTW NOAOBOrO YleHa

A11.28.012 YcTaHOBKa CTeHTa B MOY€EBbIBOASALLNE NYTK

A11.28.007 KateTepu3aumsa moyeBoro ny3bipsa (HenatoH)

A16.01.016 YaaneHune atepombl

A11.28.009 NHcTnAnALmMa ypeTpbl

A22.28.001 lnctaHLMOHHas ypeTepoanToTpuncus

A22.28.002 AuncTaHunoHHaa HeGpoanToTpUNCUA

A16.21.038 Mnactuka y3geuky kpaHer naotm

A16.28.052.001 3ameHa HeppOCTOMMUECKOTO ApeHaxa (C HedhpOoCTOMOW)

A12.28.006 Ypodnoymetpusa
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A11.28.015 YpaneHuve cTeHTa N3 MOYEBbLIBOAALLMNX MyTeEl 6000

Kapgunonorua
Mpunémbi
B01.015.001 Mpurem (0cMOTp, KOHCYAbTaLMA) Bpada-KapAnoaora nepBryUHbIin 1400
B01.015.002 Mpwuem (0OCMOTP, KOHCYyNbTaLMs) Bpaya-Kapamoaora NOBTOPHbIN 1200
Kocmetonorusa
Mpuémsl
B01.008.003 KocmeTtonor (npuem nepBuUHbIi) 1400
B01.008.004 KocmeTonor (npyem noBTOPHbIA) 1200

VIHbeKLMOHHaA KOCMETON0rNA

A11.02.002 botyanHoTepanus. Penatokc (1 eanHuLa) 260
A11.02.002 botynnHoTepanua. KceomuH (1 egnHmua) 290
A11.01.003 Mna3monndtuHr. 1 npobupka 2999
A11.01.003 Mna3mMonndTuHr. 2 Npobupkm 4999
A11.01.003 PRP-tepanus 1 npoueaypa (1 npobupka) 5000
A11.01.003 Me3oTtepanusa mesoline (415 cMaHns Koxu) 2,5 ma. 2500
A11.01.003 Me3oTtepanus mesoline (415 ocBeTAeHUA KOXM) 2,5 MA. 2500

Manunynauun
A16.01.024 AepmaTtonormnyeckmin nuamHr (PRX-t33) 3750
A16.01.024 MuHAANbHBIA NUANHT 2000
A16.01.024 CannuunnoBbii MUANHT 2500
A14.01.008 Fnybokas unctka amua 3000
ATpaBMaTtuyeckas 4mcTka amua 2000

OtopuHonapuHronorusa

Mpunémbi
B01.028.001 Mpurem (0cMOTp, KOHCYNbTaLMA) Bpada-0TOPUHONAPUHIONIOra NePBUYHbIN 1500
B01.028.002 Mpwuem (0CMOTP, KOHCYNbTaLMs) Bpava-OTOPUHONAPUHIONOra NOBTOPHbIN 1300
B01.028.002 Mpurem (nocne onepawmm) Bpava-oTOPUHONAPUHIONOTa MOBTOPHbINA 800

MaHunynaumn
A11.01.014 HakoXHOe nprMeHeHWe NekapCTBEHHbIX NpenapaTos 200
A12.25.001 ToHanbHas aygmomeTpusa 1300
A11.07.004 buoncmsa rnoTku, AeCHbl U A3bluka 2000
A11.08.001 broncmsa cAnsmncTon o60a04UKM ropTaHn 5000
A11.08.002 brorcus cam3ncTon 060104KM NONOCTU HOCa 3500
A11.25.006 brioncms HOBOO6Pa3oBaHUsA HaPY>KHOTO yxa 3000
B3aTne matepnana Ha daopy 200
A11.08.019 SHaonapuHreanbHoOe BBeAEHWE NEKapPCTBEHHbIX MpenapaTos 600
A16.01.012 BckpbiTne u gpeHmpoBaHue diermoHbl (abcuecca) 4000
A16.08.054 YpaneHne HoBOOb6pa3oBaHMA F10TKN 3000
A11.08.007 3aywwHas HoBoKanHoBas 610kaga 1000
A03.25.003 NccnepoBaHmne opraHa cayxa € MOMOLLbHO KaMepToHa 300
A22.30.033 Koarynsauua kposoToyalllero cocysa 2500
A21.25.002 Maccax 6apabaHHbIX NepenoHoK 250
A11.07.022 Annankaums nekapCcTBEHHOrO npenaparta Ha CAn3MCTyro 060104Ky NoAoCTY pTa 300
A16.01.004 Xvpyprudyeckast 06paboTtka paHbl AN NMHOULMPOBAHHOMN TKaHU 1000

A15.01.002 HanoxeHue NoBA3KN MNPU rHOWHbIX 3aboNeBaHNAX KOXM N MOAKOXHOM KaeTyaTkm 1000



A16.08.006.001 MNepeaHAa TamMnoHaja Hoca

A11.08.021.001 MNMpombiBaHME OKONOHOCOBbIX MA3yX M HOCa METOAOM BaKyyMHOrO nepemMeLleHmns
A16.08.016 MNMpombiBaHMe nakyH HeBHbIX MUHAANINH

A16.25.007 YaaneHue ywHon cepebl (1 yxo)

A11.08.004 MyHKLMA OKONOHOCOBBIX Masyx

A11.25.003.001 TyaneT yxa Nnpu BOCMaanTebHbIX NpoLeccax

A16.01.017.001 YganeHne f06pokayecTBEHHbIX HOBOODOPa3oBaHWI KOXM METOA0M
anekTpokoaryaauum ot 1 4o 3 cm.

A16.25.008 YpaneHne MHOPOAHOrO TeNa U3 CIyXoBOro OTBEPCTUA
A02.25.001 SHAOCKOMMA CAYXOBOro Npoxoga (0Tockonus)
A03.08.004 PuHockonus

A03.08.001 NNapuHrockonus (npamas)

B01.003.004.004 AHecTe3unsa annanKalMOHHas

B01.003.004.005 AHecTe3na nHduabTpaLmoHHas ( | kateropus)
B01.003.004.005 AHecTe3na nHdunbtpaumoHHas ( Il kateropus)
B01.003.004.005 ArecTe3na nHdunbtpaymoHHas ( Il kateropwms)
3abop matepuana (noces)

3abop matepwuana (Ma3ok)

3abop matepwuana (MLLP)

A11.08.020 AHeMM3aLMs CAU3UCTON HOCa (TyaneT Hoca)
A03.25.001 Bectnbynometpus

A16.08.012 BckpbiThe napaToH3manspHoro abcuecca

A16.08.009.001 YpaneHne noANNOB HOCOBBIX XOA0B C UCMONb30BaHNEM BUAEOIHAOCKOMMUECKMX
TexHonorui -1 ctopoHa: 1 kateropus

A16.08.009.001 YaaneHne noamMnoB HOCOBbIX XOA40B C NCMNOb30BaHMEM BUAEO3IHAOCKOMNYECKNX
TexHosnorui -1 cTopoHa: 2 kateropus

A16.08.009.001 YaaneHne noannoB HOCOBbLIX XOA0B C UCMOJ/Ib30BaHNEM BMAEOIHAOCKOMMNYECKUX
TexHonorui -1 ctopoHa: 3 kateropus

A16.08.010.001 MoacansmcTas Ba30TOMMUA HUXKHUX HOCOBBIX PakoBUWH: 1 kaTeropus
A16.08.010.001 MoacansmcTtas Ba30TOMMUA HUKHUX HOCOBBIX PaKOBUWH: 2 KaTeropus
A16.08.010.001 Moacansmcras Ba30TOMMUA HUKHUX HOCOBBIX PaKOBUWH: 3 KaTeropus
A16.07.087 YBynonnactuka: 1 kateropus

A16.07.087 YBynonnacTvka: 2 kateropus

A16.07.087 YBynonnactuka: 3 kateropus

Mukpockonusa JIOP oprHaHos

A16.08.013 CenTtonnactuka: 1 kateropum

A16.08.013 CenTtonnacTuka: 2 kateropums

A16.08.013 CenTonnactuka: 3 kateropus

A16.08.001 ToH3nAN3KTOMUSA 1 KaTErOPUK CAOXKHOCTU

A16.08.014 Peno3wnums kocTelt Hoca 1 kaTeropus

A15.03.003 HanoxkeHwve runcoBom NOBA3KW NpW nepenomax Kocten (runc)

A16.08.017.001 lanmMopoTOMHUSA C UCMOJIb30OBAHVEM BUAEO3HAOCKOMUYECKMX TEXHOAOTMI 1
KaTeropus
A16.08.017.001 NanMOpPOTOMMA C UCMOIb30BAHVEM BUAEO0IHAOCKOMUYECKNX TEXHOAOTNI 2
KaTeropus
A16.08.017.001 FaMOpPOTOMMS C MCMOJIb30BAHWEM BUAEOIHAOCKONMUYECKUX TEXHONOTUI 3
KaTeropus

A16.08.035 YpaneHne HoBoob6pa3oBaHMiA NOIOCTM HOCa (3 KaTeropws)
A16.08.002 AgeHomgaskTomua 1 kateropums
A16.08.002 AzeHomasKTOMUA 2 KaTeropusa
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A16.08.002 AgeHomaskToMuKA 3 KaTeropums 42500

A16.08.001 TOH3MANIKTOMUA 2 KaTeropum COXHOCTM 37500
A16.08.001 ToH31ANIKTOMMSA 3 KaTErOPUM CNOXKHOCTH 42500
YpaneHvie obpasoBaHuWs YLLIHON PakoBKHbI 5000
A16.08.064 ToH3uanoToMuaA 1 KaTeropmm CIOXHOCTU 18500
A16.08.064 ToH3nANOTOMUA 2 KaTEFOPUN CIOXHOCTU 23500
A16.08.064 ToH3nnnotToMusA 3 KaTeropmm CAOXHOCTU 28500
A16.08.014 Peno3swmums KocTer Hoca 2 KaTeropus 15000
A16.08.014 Peno3numsa kocTelt Hoca 3 kateropus 25000
A11.25.006 Brioncms HoBoobpa3oBaHUA HaPY>KHOTO yxa 3000
A17.30.021 SnekTpokoarynaums 6000
A11.08.022 KaTteTepusauuma npmaaToyHbIX nasyx Hoca 2500
A11.07.022 Annavkauus nekapCTBEHHOrO Npenapata Ha CAn3nCTyo 060104Ky NONOCTM pTa 300
A15.01.002 HanoxxeHve NOBA3KM NPW THOMHbIX 3a60NEBAHMSAX KOXM 1N MOAKOXHOW KJETYATKN 1000
A16.08.006.001 MNepeaHAa TaMnoHaja Hoca 2500
A12.25.006 ViccnepoBaHmne GyHKLMIA CNyxOBOM TPyHbl 300
A11.25.003.001 MpombiBaHme HagbapabaHHOrO NPOCTPaHCTBa CPEAHErO yXa 800
A16.01.017.001 YganeHne fobpokayecTBEHHbIX HOBOOHPA30BaHMWIA KOXM METOA0M 3300
3neKTpoKoaryaaLum Ao 1 cm
A16.08.007 YaaneHne NHOPOAHOrO Tena roTKW UAN ropTaHu 2500
A16.08.011 YpaneHve nHopoaHoro Tesna Hoca 2100
A16.25.011 MupuHrotommsa 2000
A16.08.035 YpaneHne HoBoOb6pa3oBaHWMiA No0CTK Hoca (1 kaTeropws) 15000
A16.08.035 YpaneHne HoBOO6pa3oBaHMA NOIOCTN HOCa (2 KaTeropws) 25000
A16.08.008.004 Mnactnka KoHUMKa Hoca (1 kaTeropwms) 15000
A15.03.003 HanoxkeHvie runcoBom NOBA3KM NPW Nepenomax KoCcTen (CramnHT) 5000
A16.27.003.001 CdeHOMAOTOMMSA C NCMOb30BAHNEM BUAEOIHAOCKOMMYECKUX TEXHOAOTN (1 38000
Kateropum)
A16.27.003.001 CheHOMAOTOMUA C UCMONb30BAHNEM BUAEOIHAOCKOMUYECKMNX TEXHOOTMI (2 45000
Kateropum)
A16.27.003.001 CdeHOna0TOMMUSA C MCMO/b30BAaHMEM BUAEOIHAOCKOMUYECKMX TEXHONOTWI (3 50000
Kateropum)
A16.25.042 YpaneHvne HoBOO6pa3oBaHMA Hapy>XHOro CiyxoBoro npoxoga (1 kateropws) 3000
A16.25.042 YpaneHne HOBOObpa3oBaHMA HapYXXHOTO CIlyXOBOTo MNpoxoja (2 kaTeropwus) 5000
A16.25.042 YpaneHne HOBOObpa3oBaHMIA HapYyXXHOTO CIyXOBOro Npoxoja (3 kateropwus) 7000
A16.08.008.004 MNnacTtrka KOHUMKa HOCa (2 KaTeropwms) 35000
A11.08.003.001 Brioncus camsmncton 060104KN HOCOTNOTKN MO KOHTPONEM SHAOCKOMMYECKOTO 5000
nccneAoBaHus
A16.08.023 MpomMbiBaHWE BEPXHEYENHOCTHOM Masyxu Hoca 800
A16.03.034.002 Peno3unuus kocTei Hoca 3akpbiTas 10000
A16.25.020 LLyHTupoBaHme 1 gpeHnpoBaHune bapabaHHON NosoCTH 1000
A16.08.017.001 FaMMOpPOTOMMS C UCMO/Ib30BAHNEM BUAEOIHAOCKOMUYECKUX TEXHONOTUN (AETAM) 20000
A16.08.035 YganeHne HoBoObpa3oBaHWMiA NOAOCTM HOCa (4 kaTeropus) 50000
AHanuzbl
PvHouwntorpamma 781
FMcTonormyeckoe nccnesoBaHme GUONCUINHOIO MaTeprana 1 Matepuana, Nosy4YeHHOro npu
XUPYPruvecknx BMeLLaTenbCTax (3HAOCKONMYECKOro MaTepuana; TKaHel XeHCKOW NoNoBow 2420

CUCTEMBI; KOXW, MAFKMX TKaHeN; KPOBETBOPHOW M IMMbOUAHONM TKaHEN; KOCTHO-XPSLLEBOM
TKaHW)

Y3 petam



¥Y3WU cocyapos
A04.12.014 Y3 cocysoB nopTanbHON CUCTEMbI AETAM
Y3W akcTpakpaHuanbHbix bpaxvoLedanbHbix apTepuii (aptepun Lwen) geTam
A04.12.003.001 (¥Y34I Y3 6ptoluHOM aopThl U ee BETBEW AETAM
A04.12.002.002 Y3 BeEH HUXHUX KOHEUHOCTEN AeTAM
A04.12.002.001 Y31 apTepuin 1 BEH HUXHUX KOHEUYHOCTEN AETAM
A04.12.002 Y3 apTepunii n BEH BEPXHUX KOHEUYHOCTEW AETAM
A04.12.002.003 Y3/ BeH BepXHMX KOHEUYHOCTEN AETAM
A04.12.001 Y3 apTepuii BepXHUX KOHEYHOCTEN AeTAM
A04.12.001.001 Y3U apTepunin HUXKHUX KOHEYUHOCTEN AeTAM
A04.12.001.002 Y3/ noueyHbIx apTepuin AeTam
Y3 cocyaoB ronoBHOrO Mo3ra (TpaHCKapHMWaibHbIA 4onaep) AeTAM
A04.12.014 lynnekcHoe ckaHMpOBaHWe COCY0B renaTobnannmapHoOMn 30HbI
Y3W wutoBmnaHom xenesbl
A04.22.001 Y3V wmTOoBUAHON Xenesbl 4eTaMm
Y3W WMTOBMAHOW Xene3bl C perMoHapHbiMU AMMGOYy31aMu feTaM
Y3W wmToBMAHOM Xenesbl ¢ anactorpaduen getam

Y3 opraHoB 6ptoLLHOM NONOCTH

A04.16.001 Y3 6prollHOM NONOCTL (MEeUeHb, XXeNUHBIV My3bipb, MOAXKENYAOYHas Xenesa,
ceneseHka) AeTam

Y3 6prolHOM NONIOCTN KOMMAEKCHOE (MeYeHb, XXEeNUHbIV Ny3blpb, MOAXENYA0UHasn Xenesa,
ceneseHka, NoYKM, HafNoYEUYHMKN, MOYEBOM My3bIpb) AETAM

A04.14.001 Y3/ neueHun getam

A04.14.002 Y3 >xenyHoro nysbipsa AeTam

A04.14.002.001 Y3U xenyHoro nysbips ¢ GyHKLMERN JeTam

A04.06.001 Y3 ceneseHkn aetam

A04.15.001 Y3W nogyenys0uHON xenesbl JeTaMm

A04.18.001 Y3/ anneHankca getam
Y3/ opraHoB 3abpHoLLUMHHOIO NPOCTPaHCTBa

A04.28.002.001 Y31 noyek n MOYEBOro My3bIpa AeTAM

A04.22.002 Y3 HagnoyYeyHNKOB AeTaMm

A04.28.001 Y3/ noyek 1 HagNoOYE€UYHNKOB AEeTAM

A04.28.002.001 ¥3M nouek aetam

A04.28.002.005 Y31 MoueBOro ny3blps C ornpeAeneHnemM oCTaToO4HOW MOUM AETAM

A04.28.002.003 Y31 MmoueBOro ny3bips 6e3 onpeseneHns 0CTaTOUHOM MOYMN AEeTAM
Y3 moLwwoHkn

A04.28.003 Y31 opraHOB MOLUOHKW AETAM
Y3WU cepgua

A04.10.002 xokapanorpadusa ¢ gonnaepoBckum aHanmsom (Y3 cepgua+aonnep) Aetam
Y3U obwme

A04.01.001 ¥3U msarkux TkaHen (OAHOM 30HbI) AeTAM

A04.09.001 Y3 nneBpasibHbIX NONOCTEN AETAM

A04.06.003 Y3/ BMAOYKOBOM Xenesbl AeTaM

A04.18.001 YnbTpa3ByKOBOE NCCE[0BAHWE TONCTOM KULLKK
¥Y3U nnmbatnyeckux y3nos

A04.06.002 Y3 numbaTtmnyeckux y3noB 3abpoWNHHBIX AETAM

A04.06.002 Y3 nnmdatnyeckmx y3noB HagnoyeuHblx AeTaM
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A04.06.002 Y3 nnmdaTtnyeckmx y3a0B NaxoBbiX 4eTAM
A04.06.002 Y3 anmbatnyecknx y3noB NOAKAOUNYHBIX/HAAKNHOUNYHbIE 4eTAM
A04.06.002 ¥Y3U anmbatnyecknx y3nos NOAMbILLIEYHbIX 4eTAM

A04.06.002 Y3 numbpaTnuecKux y3n0B Len geTam

A04.06.002 Y3 numboy3nbl wen, HaL/MOAKNOUNYHBIE, MOAMbILLIEYHbIE, 3a0PHOLLIMHHBIE,
fnaxoBble A4eTaM

¥3W opraHoB Manoro Tasa
A04.21.001 Y3 npeacTatenbHON >enesbl TpaHCabAOMUHANBHOE AETAM
A04.20.001 Y3 opraHoB manoro Tasa (reHuTanen) y jeBoyek

¥Y3W MonoUHbIX Xenés

A04.20.002 Y3 MONIOYUHBIX Xeie3 ¢ OCMOTPOM PermoHapHbIX IMMEGOY310B (AEBOUKN)

A04.20.002.001 Y31 MONOYHbIX XXene3 C OCMOTPOM PerroHapHbIX MMMOY3/108B ¢ anactorpadpuen
(aeBoukn)

A04.20.002 Y3W rpygHbix >xenes (Manbumnku)

Y3 ronosbl

A04.23.001 HelipocoHorpadwus (Y3W1 ronoBHOro Mo3ra) ¢ OLLeHKON KpOBOTOKa
(HCT +TpaHcKkpaHuanbHbIv gonep) AeTAM

A04.23.001 HeipocoHorpadusa (Y3 ronoBHoro mo3sra) 6e3 oueHkn kposoToka (HCI) getam
A04.03.001 Y3 kocTeWt Yepena getam o 1 roga Aetam
A04.07.002 Y3 cntoHHbIX Xenes AeTam
A04.08.001 Y3 na3syx Hoca (aetam go 4-5 ner)
Y3W kocTen n cyctaBoB
A04.04.001.001 Y3 Ta306eapeHHbIX CycTaBoB (TObKO AeTu 40 1 roaa)
A04.03.001 Y3 kntouny, getam

A04.04.001 Y3U opHOro couneHeHmns (rpyamHO-KAOUNYHOTO/KNHOUYMYHOTO-aKpOMUanbHOro)
AeTAM

JHAO0CKONUA
B01.059.001 Mpwuem (0CMOTpP, KOHCYNbTaLMs) BpaYva-3HAOCKOMNMUCTa NEPBUYHBIV
B01.059.002 Mpwrem (0cMOTp, KOHCYIbTaLMs) Bpaya-3HAOCKOMNUCTA NOBTOPHbIN
A03.08.004.002 3HAOCKONMYeCKas 3HAOHa3aNbHas PeBM3MA OKONOHOCOBBIX Ma3yX
A16.30.074 KnunupoBaHue KpoBOTOUALLEro 3HAOCKONMYECcKoe cocyaa
B01.059.001 Mpwrem (ocMOTp, KOHCYbTaLMA) Bpaya-3HAOCKOMNMUCTa NEPBUYHbIN (Nepes onepauuen)
®unbporacrtpoayoaeHockonus (PracC)
A03.16.001 330daroractpogyosaeHockonusa (Prac)
A11.16.002 Xennun-tect npun ®racC (PubporactposyoseHockonms)
TecT Ha XunokobakTtepn aHTMTena Knacca IgA k Helicobacter pylori)

A26.19.098 AHTUreHHbI TecT Ha Helicobacter pylori (kan)

A11.16.002 OnpegeneHune JHK Xnnokobaktepu nunopmn B briontate CAU3NCTON xeayaka n/vam
ABEHaALaTUNepPCTHON KULIKM

Antutena k Helicobacter pylori 1gG (BectepH-6510T)

A11.16.002 buoncus xenyAka C NOMOLLbIO 3HAOCKONUK (3abop MaTepwana)

A03.16.001.005 ®1C (330daroracTpoayoseHOCKoNMsA TpaHCHa3abHas)

3abop maTtepuana ans NnaToMopdoaornyeckoro NcceoBaHms

A11.16.001 broncusa nuweBosa c NOMOLLbIO 3HAOCKONUK (3abop MaTepunana)

A11.16.003 buoncus ABEHAALATUNEPCTHOW KMLLKM C MOMOLLbIO 3HAOCKONUN (3abop MaTepurarna)
A03.16.001.001 330¢daroracTposyoseHOCKONMS C 3/1eKTPOKOaryasLmeri KpoBoToYalllero cocya
A03.16.001.004 330¢aroracTpoAyoeHOCKONMUA C BBEAEHNEM JIeKapCTBEHHbIX MPenapaTos

A11.16.010 YcTaHoBKa Ha3oracTpasbHOro 30HAa

A16.12.020.002 OcTtaHOBKa KpOBOTEUEHMNS 3HAOCKONUYECKas C UCMONb30BaHMEM
TepMOoKoaryasLmmn
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A16.16.041.001 SHAOCKONMYECKOe yAaNeHNe NONMOB 13 NULLLEBOAA
A16.16.041.003 SHaOCKOMMYeCcKoe yaaneHne NHOPOAHBIX Ten NULEBOAA
A16.16.048 SHp0CKOMMUECKOE yaaneHne NHOPOAHBIX TeN 13 Xenyjaka

A03.08.003 330¢arockonus

A16.16.052 SHAOCKOMMYECKOE SNEKTPOXNPYPIMYECKOE YaaneHne HoBOObpa3oBaHMWs Xenyaka
(yaaneHwe noavna fo 1 cm)

A16.16.052 SHAOCKOMMYECKOE INEKTPOXMPYPrMYecKoe yaaneHne HoBoobpasoBaHWs Xenyaka
(ymaneHwe noauna ot 1 fo 2 cm)

A16.16.052 SHAOCKOMMYECKOE INEKTPOXMPYPrMyeckoe yaaneHne HoBoobpasoBaHWA Xenyaka
(yaaneHue noavna (ot 2 go 5 cm)

A11.16.002 buoncus xenyaka C MOMOLLb 3HAOCKOMNUM (C OLLEHKOM MO Knaccuburkalmm
OLGA/OLGIM)

KonoHockonus

A03.18.001.001 BngeokonoHockonus
A03.19.002 PekTopomMaHockonus

A11.18.001 buoncmsa 060404HON KULLIKM 3HAOCKOMNMYEecKas (3abop MaTepuana LWMMLOBbIN)

A11.19.001 Broncmsa CMrMOBUAHOW KULLKW C MOMOLLbIO BUAEO3HAOCKOMNYECKUX TEXHOIOTUIA
(3abop MaTepuana WMNLOBbIN)

A11.19.002 buoncms NpPsSMORN KALWKK C MOMOLLbH BUAEO3HAOCKOMUYECKUX TEXHOIOTUI (3abop
MaTepvana WnnuoBbIiA)

A16.18.019.001 YaaneHre noamna TOACTON KULLKM 3HAOCKONMYeckoe (4o 1 cm)
A16.18.019.001 YaaneHve noamna TOACTON KULLKM SHAOCKONMYecKoe (0T 1 cM Ao 2-X cMm)
A16.18.019.001 YaaneHne noavna TOACTOM KULLIKW 3HAOCKOMNMUeckoe (bosee 2-x cMm)
A03.18.002 SHAOCKOMMYECKas pe3ekuus CAN3UCTON TOACTOM KULLKK

A03.19.004 PekTocmrmongockonms

A11.18.001 buoncmsa 060404HOM KMLLIKM SHJOCKONMYecKas (3abop maTepuana nNeTieBown)
A11.19.001 Buoncma CUrMOBUAHOM KULLIKM C MOMOLLbI BUAEO3HAOCKOMUYECKMUX TEXHONOT I
(3abop maTepwuana netaeBon)

A11.19.002 buoncms NPsAMORN KALWKK C MOMOLLbH BUAEO3HAOCKOMUYECKUX TEXHONOTUI (3abop
MaTepwvana netieBown)

bponxockonusa

A03.09.001 bpoHxockonusa
A03.08.001.001 BugeonapuHrockonus (PJ1C)

A11.07.016.001 Brioncus poTornoTkM NoA KOHTPOJAEM 3HAOCKOMMUYECKOrO UCCNeAoBaHNs (3abop

mMaTepvana)

A11.08.003.001 Brioncus camn3mnctot 060104YKN HOCOTNOTKM MO KOHTPOJEM SHAOCKOMMYECKOTO
nccnesoBaHusA(3abop matepurana)

A11.08.008.001 Brioncus can3ncTon ropTaHOrIOTKM MO KOHTPOEM 3HAOCKOMNNYECKOro
nccnesoBaHuA(3abop matepurana)

A11.08.012.001 buoncus TKaHen Tpaxen Noj KOHTPOIEM TPaxeoCcKonu4eckoro
nccnesoBaHus(3abop matepurana)

A03.09.002 Tpaxeockonus
A03.09.003 TpaxeobpoHxockonus

A03.16.002 YcTaHOBKa Ha30MHTECTUHANLHOIO 30HAa

A03.30.006.001 Y3kocnekTpasbHOE 3HAOCKOMNNYECKOe NccaefoBaHne ropTaHu, Tpaxem 1
6poHxoB

A11.09.008 buoncus Tpaxeun, 6POHXOB NpU BPOHXOCKOMUN

A11.09.006 SHAOTpaxeanbHOEe BBeAEHWE NeKapCTBEHHbIX MpenapaTos

[JeTckaa aHpoKpuHOAOTMA

Mpunémbi

[Jetcknin aHgOoKpUHONOT (MPUEM MEPBUYUHBIN)

[leTcknin 3HAOKPUHOOT (NPYEM NMOBTOPHbIN)

OHkonorus

Mpuémsl

6500
5000
5000
1100

6700

7900

9900

7000

2600
1800
400

400

400

6900
8100
10900
11900
3100
800

800

800

2900
2600

400

400

400

400

2900
3300
500
2900

400
3000

1400
1200



B01.027.001 Mpwrem (0cMOTp, KOHCYNbTaLMs) Bpaya-OHKOIOra NePBUYHBINA 1400

B01.027.002 Mpwuem (0CcMOTpP, KOHCY/1bTaLMA) Bpava-oOHKO/0ra NOBTOPHbIN 1200
Mcnxotepanusa
Mpunémbi
McnxotepanesT (60 MUHYT ceaHc) 2100

KomnnekcHble nporpamMmmbl

Mporpamma Check-Up ans My>xuunH go 45 net 12300
Mporpamma Check-Up ans sxeHwmH go 40 net 14500
Mporpamma Check-Up ans my>xuumH crapiue 45 net 17100
Mporpamma Check-Up ans xeHwmH crapwe 40 net 18700
Mporpamma Check-Up (Hek-An) "340POBOE CEPALIE" nauneHTsbl go 40 net 8600
Mporpamma Check-Up (Yek-An) "34OPOBOE CEPALIE" nauueHTbl nocne 40 net 10700

Komnekc vccnegosaHuii "340POBbIV XENYAOK" (Factpockonus; TecT Ha xennkobaktep Nuiopu;

N 2990
Mpurém npoduabHOro cneumnanmncra)
Komnnekc "Yponorus ana my>xunt” (MepBuyHbIA npném yponora+Y3W npeacratenbHom xenesbl 1600
TpaHcabAoMVHaNbHOE)
MPT ronoeHoro mo3sra + MPT apTepuii ronoBHoro mosra + MPT LweliHOro oTAena No3BOHOUHWMKaA + 7500
KOHCy/bTaLna HeBpoJiora
lacTposHTeponorua
Mpuémel
B01.004.001 Mpuem (0OCMOTpP, KOHCY/IbTaLMsA) Bpaya-racTpo3HTepOsIora NepBUYHBbIN 1400
B01.004.002 Mprem (0CMOTp, KOHCYbTaLMs) Bpaya-racTpo3HTepoiora NoBTOPHbIN 1200
MpoueaypHbI KabUHET
Yenyrn
A11.12.003.001 HenpepblBHOE BHYTPUBEHHOE BBEAEHWE NEKaPCTBEHHbIX NMpernapaTos 200
(kanenbHoOE)
A11.12.003 BHyTpuBEHHOE BBEZEHWE NEKAPCTBEHHBIX NMpenapaTos (cTpyinHoe) (1 go3a 6e3 250
CTOMMOCTW Npenaparta)
A11.01.002 NoakoxXHOe BBeAEHME NeKapCTBEHHbIX MpenapaTos 170
A11.02.002 BHyTpuMbILLEeYHOe BBeAEHME lekapCTBeHHbIX NpenapaTtos (1 fo3a 6e3 ctoMmocTn 200
npenapara)
A11.16.010 YcTaHOBKa Ha3oracTpasbHOro 30HAa 1100
Ycnyru ¢ npenapatamu
HenpepbiBHOe BBEAEHME NeKapCTBEHHbIX Npenapatos (kaneabHoe) LedpTtprakcoH 2 rp. (1 go3a) 200
HenpenpepbiBHOE BBeAeHME 1eKapCTBEHHbIX NpenapaToB (kanenbHoe) [ekcametasoH 4wmr (1 100
403a)
HenpenpepbiBHOE BBeAeHNe eKapCTBEHHbIX NpenapaTos (kanenbHoe) Cyabdat marHma 5ma (1 100
403a)
HenpepbiBHOEe BBeAeHWE IeKapCTBEHHBIX NpenapaToB (kanesbHoe) npeaHn3onoH 30mr/1 ma (1 50
403a)
HenpepbiBHOEe BBeAeHWe leKapCTBEHHBIX MpenapaToB (KanesbHoe) neBopaoKcaLmH 5 mr/ma 450
100 mn (1 po3a)
HenpepbiBHOE BBEAEHME NekapCTBEHHbIX NpenapaTos MeTtoknonpamug 5mr/ma (1 go3a) 50
HenpepbiBHOe BBeaeHWe lekapcTBeHHbIX NpenapaTtoB KetonpodeH 50mr/mn (1 fo3a) 50
HenpepbiBHOE BBEAEHME NeKapCTBEHHbIX Npenapatos (kanenabHoe) uutodaasmH 10Ma (1 go3a) 230
HenpepbiBHOE BBEAEHME IeKapCTBEHHbIX NpenapaTos (kanesibHoe) LepebponnsmHd 5 ma (1 gosa) 300
HenpepbiBHOe BBeAEHME NeKapCTBEHHbIX NpenapaTtos LedTprakcoH 2 rp. (1 go3a) 200
HenpepbiBHOe BBeAeHWe leKapCTBEHHBIX MpenapaToB (KanesbHoe) NeHTOKCUPUANH Sma (1 120
[03a)
HenpepbiBHOe BBeaeHWe lekapCcTBEHHbIX cpeacTs gpoTaBepuH 2.0 (1 fo3a) 30
HenpepbiBHOEe BBeAeHWe IeKapCTBEHHbIX CPeACTB HMKOTMHOBasA kncaoTa 1.0 (1 go3a) 15
HenpepbiBHOE BBEAEHWE IEKAPCTBEHHBIX NpenapaToB peambepuH 1,5% 200 ma (1 po3a) 200

HenpepbiBHOE BBeAEHWE NIEKAPCTBEHHBIX NMPenapaToB BUHMOLETVMH 2 M (1 403a) 25



HenpepbiBHOE BBEAEHWE IeKapCTBEHHbIX NpenapaTtoB Mekcnaon 5 ma (1 go3sa) 150

HenpepbiBHOe BBEAEHME NeKapCTBEHHbIX Npenapatos (kaneabHoe) TMokTosas kucaoTta (1 go3a) 100
HenpepbiBHOE BBEAeHMe NekapcTBeHHbIX NpenapaTtos PepuHkekT 50mr/ma 2 ma (1 go3a) 1115
HenpepbiBHOE BBEAEHMe NekapcTBeHHbIX NpenapaTtos [entpan 400 mr (1 go3a) 450
HenpepbiBHOe BBeaeHWe lekapcTBeHHbIX NpenapaTtoB TuamuH 50 mr (1 gosa) 5
HenpepbiBHOE BBEAEHME NekapCTBEHHbIX Npenapatos MNupuaokcuH 50 mr (1 go3a) 5
HenpepbiBHOE BHYTPYBEHHOE NIEKAPCTBEHHBIX NpenapaToB AckopbuHoBsas kucnota 5% (1 go3a) 5
HenpepbiBHOE BBeAeHMEe ekapCcTBEHHbIX npenapatos AkToBervH 40 mr/ma 5 ma (1 go3a) 160
HenpepbiBHOe BBeAeHMe iekapcTBeHHbIx npenapaTtos Liepakcon 1000 mr/4 ma (1 fo3a) 130
HenpepbiBHOe BBEAEHME lIeKapcTBEHHbIX NpenapaTtos Mekcngon 2 ma (1 go3a) 65
HenpepbiBHOE BBEAEHME NekapcTBeHHbIX NpenapaTtos Kcedokam 8 mr (1 go3a) 390
HenpepbiBHOE BHYTPUMbILLEYHOE BBEAEHWE IeKapCTBEHHbIX Npenapatos pymanoH 1 ma (1 go3a) 260

AETC Kaa 4ePMOTON0/10TUA

Mpnémsl
[Jetckuin sepmatonor (MepBUYHbIA NpUem) 1400
[Jetcknin sepmatonor (MOBTOPHbLIN Nprem) 1200
JepmoTtoseHeponorusa
Mpunémbi
B01.008.001 Mpwuem (0CMOTpP, KOHCYyNbTaLMs) Bpaya-AepPMaTOBEHEPOIOra NEPBUYHDIN 1400
B01.008.002 Mpwuem (0OCMOTpP, KOHCYyNbTaLMs) Bpaya-AepMaToOBEHEPOIOra MOBTOPHbIV 1200

[JHeBHOW cTaLvoHap

B01.023.003 ExxeHeBHbIVi OCMOTP BPa4OM-HEBPOIOrOM C HabAIOAEHNEM U YXOL0M CPEAHErO U

MAaALEero MeAMLMHCKOrO NepcoHana B OTAEEHUN CTaumMoHapa (MpebbiBaHue B CTaLMoHape Ao 1200
3-x Yacos)

B01.058.006 ExkeiHEBHbI OCMOTP BPa4yOM-3HAOKPUHOJIOrOM C HabIHOAEHVEM U YXO40M CPefHEro

N MAaALWero MeAuLIMHCKOro NepcoHana B OTAeNeHUM CTaloHapa (npebbiBaHme B CTaLMoHape 40 1200
3-Xx yacos)

B01.047.009 ExxeHeBHbIVi OCMOTpP BpayoM-TepaneBTOM C HabAtoAeHMEM U YXO40M CPEAHErO U1

MAaALEero MeAMLMHCKOrO NepcoHana B OTAE/EHUN CTaumMoHapa (MpebbiBaHue B CTaLMoHape Ao 1200
3-X yacos)

B01.001.007 ExkeiHEBHbI OCMOTP BpavoOM-aKyLLepPOM-IMHEKONOrOM, C HabIOAEHNEM N YXOA0M

CpeAHero 1 MaajLero MeaULMHCKOro NnepcoHana B oTaeneHun ctaumoHapa(npebbiBaHue B 1200
AHEBHOM CTaLMOHape A0 3X YacoB)

B01.057.005 ExxeHEBHbIVi OCMOTP BPaYOM-XMPYProM C HabtoAeHUEM U YXOAOM CPesHero u

MAaALEero MeANLMHCKOrO NepcoHana B OTAeNeHMN CcTaumoHapa(npebbiBaHve B AHEBHOM 1200
cTaumoHape A0 3x Yacos)

AHecTe3unonorus

OcmoTpbl
B01.003.001 OcMmOTp (KOHCY/IbTaLMsA) BPa4YOM-aHeCTe3M0N0rOM-PeaHMaToI0roM NePBUYHbIN 1300
B01.003.002 OcmoTp (KOHCYNbTaLWA) BPa4OM-aHeCTe3MO0I0rOM-PEAHMMATONOTOM MOBTOPHbIN 950

MaHunynaymm
B01.003.004.009 ToTtanbHasa BHyTpuBeHHasa aHecte3nsa (40 30 MUHYT) 5500
B01.003.004.009 ToTanbHasa BHyTpMBEHHasa aHecTe3nsa (Aol vaca) 10000
B01.003.004.007 CnuHanbHas aHecTe3uns (o 1 yaca) 12000
B01.003.004.007 CnuHanbHas aHecTe3ns (40 2x YacoB) 13000
B01.003.004.008 CnunHanbHO-3nMAaypanbHasa aHectesna (o1 vaca) 12000
B01.003.004.008 CnuHanbHO-3NMAypasbHas aHecTe3uns (40 2-X YacoB) 13000
B01.003.004.010 KombuHMpOBaHHbIV 3HAOTPaxeasbHbI Hapko3 (8o 1 yaca) 13000
B01.003.004.010 KoMBMHMpPOBaHHBIV 3HAOTPaxea bHblil HAPKO3 (J0 2X YacoB) 15000
B01.003.004.009 ToTanbHasa BHyTPMBEHHasA aHecTe3ns (A02-X YacoB) 13500

B01.003.004.006 SnuaypanbHas aHecte3nsa (40 30MUHYT) 8000



B01.003.004.006 3nuaypanbHas aHecTe3na (o 1 yaca) 12000

B01.003.004.006 SnuaypanbHas aHecTe3ns (40 2X 4acoB) 13000
B01.003.004.008 CnuHanbHO-3nMnaypanbHas aHectesns (80 30 MUHYT) 7000
B01.003.004.010 KOMBUHMPOBaHHbIM 3HAOTPaxeanbHbI HapKo3 (40 30 MUHYT) 7000
B01.003.004.012 KOMBUHUPOBaHHBIA MHFaAALMOHHBIV HapKo3 (40 30 MUHYT) 6000
B01.003.004.012 KoMBUMHMpPOBaHHbIV UHFaNsALMOHHBIA Hapko3 (fo 1 yaca) 12000
B01.003.004.012 KoMOUHMpPOBaHHbIV UHFAASLMOHHBIA HApPKO3 (40 2X 4YacoB) 13000
B01.003.004.011 CoueTaHHas aHecTte3na (80 30 MUHYT) 6000
B01.003.004.011 CoueTaHHas aHecTe3ua (40 1 yaca) 11000
B01.003.004.011 CoueTaHHasa aHecTe3ua (40 2X YacoB) 15000
B01.003.004.009.001 BHyTpuBeHHas aHanresuna (40 30 MUHYT) 4500
B01.003.004.009.001 BHyTpuBeHHas aHanre3us (4o 1 yaca) 7000
B01.003.004.009.001 BHyTpuBeHHasa aHanresuns (40 2-X 4acoB) 8000
B01.003.004.009.001 BHyTpunBEHHas aHanresus (CBbiwe 2-X 4acoB) 10000
B01.003.004.009.001 BHyTpuBeHHasn aHanre3unsa (npu OraC) 3700
B01.003.004.009.001 BHyTpuBEeHHas aHanre3unsa (Npu KOJOHOCKOMUM) 4900
B01.003.004.009.001 BHyTpuBeHHaa aHanresunsa (npu ®rAC+konoHockonmm) 7100
B01.003.004.007 CnuHanbHas aHecte3na (40 30 MUHYT) 5500
A16.09.011 NckycctBeHHas BeHTUAALMA nerkmx (1 yac) 1000
A16.09.011 NckyccTBeHHas BeHTUAALMA ferkmx (o 12 yacos) 7000
B01.003.004.001 MecTtHas aHecTe3ns 1000
B01.003.004.009 ToTanbHaa BHyTpUBEHHasA aHecTe3uns (40 3-X YacoB) 15000
B01.003.004.009 ToTanbHasa BHyTpMBEHHasA aHecTe3ns (CBbiwe 3-X 4acoB) 20000
B01.003.004.007 CnnHanbHasa aHecTe3us (40 3-X 4YacoB) 15000
B01.003.004.007 CnnHanbHas aHecTe3ns (CBbile 3-X YacoB) 20000
B01.003.004.006 SnuaypanbHaa aHecTesna (40 3-X 4acos) 15000
B01.003.004.006 3nunaypanbHasa aHecTe3uns (CBbILE 3-X YacoB) 20000
B01.003.004.008 CnunHanbHO-3nMAypanbHas aHecTesna (40 3-x 4acoB) 15000
B01.003.004.008 CnuHanbHO-3NMAypanbHas aHecTe3uns (CBbilLe 3-X YacoB) 20000
B01.003.004.010 KomMbMHMpPOBaHHbIV 3HAOTPaxeabHbI HapKo3 (40 3-X 4acoB) 17000
B01.003.004.010 KoMBMHMPOBaHHBI 3HAOTPaxea bHbI HAPKO3 (CBbILe 3-X YacoB) 22000
B01.003.004.012 KoM6MHMpPOBaHHbIV UHFaNsALMOHHBIA HapKo3 (40 3-X YacoB) 16000
B01.003.004.012 KOMBMHMPOBaHHbIA MHrAAALMOHHbBIA HAapKO3 (CBbILLE 3-X YacoB) 21000
B01.003.004.011 CoueTtaHHasa aHecTe3una (40 3-x YacoB.) 16000
B01.003.004.011 CoueTaHHas aHecTe3ua (CBbllle 3-X YacoB) 21000

CraumoHap KpyraoCyTOYHbIN
B01.003.003 CytouHOEe HabtoaeHUE BpaYyOM-aHECTE3NONOTOM-PEAHUMATOIOrOM 5000

CyTouHOEe npebbiBaHME CONMPOBOXAAMOLLENO B KPYr/I0CYTOYHOM CTaLMoHape 3000

B01.001.007 ExxeHeBHBbIN OCMOTP BPauOM-aKyLIEPOM-TMHEKONOrOM, C HabatoAeHNEM U YXOAOM
CpefHero 1 MaajLero MeAVLIMHCKOro nepcoHana B OTAeNeHun cTaumoHapa(npebbiBaHue B 1500
[HEBHOM CTaLMOHape)

B01.001.007 ExkxeiHEBHbI OCMOTP BpavOM-aKyLLepOM-TMHEKONOrOM, C HabIOAEHNEM N YXOAO0M

CpejHero 1 MAajLLIero MejnLMHCKOro nepcoHana B OTAeNeHnn cTaumoHapa 2000
B01.057.005 ExxesHeBHbI OCMOTP BPa4OM-X1PYProM ¢ HabarogeHnem 1 yXoA4oM CpesHero 1 5000
MAagLLero MeguLIMHCKOro nepcoHana B oTAeNeHnm cTaLoHapa

B01.028.003 ExxeiHEeBHbI OCMOTP BPauOM-OTOPUHONAPUHIONOTOM C HabHOAEHWEM U YXO40M 5000
CpefHero 1 MaajLwero MeAvLIMHCKOro nepcoHana B OTAeNeHnn cTaLmoHapa

B01.047.009 ExkeiHEBHbIV OCMOTP Bpa4yoM-TepaneBToM C HabNHOAEHNEM U YXOLOM CPEAHEO U 5000

Maaguwero MeaAnLnHCKOro nepcoHana B otgeneHnn ctaumoHapa



B02.001.001 Mpoueaypbl CECTPUHCKOTO yX0A4a NPy NOAFOTOBKE MaLMEHTKN K TMHEKOOrMYeCcKon

1100
onepaummu
B02.003.001 lMpoLeaypbl CECTPUHCKOTO yXoAa 3a NaLneHTOM, HaXOAALMMCA B OTAENEHNN 2500
WHTEHCUBHOM Tepanuu 1 peaHnMaumm
B02.003.002 MpoLeaypbl CECTPUHCKOTO YXOAa 3a NaLUeHTOM, HaXOAALLMMCS Ha UCKYCCTBEHHOW 2500
BEHTUNALMNN NETKUX
B02.003.004 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM B KPUTUUYECKOM COCTOAHUM 3000
B02.003.005 Mpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM B KOMAaTO3HOM COCTOSIHUM 3000
B02.004.001 Mpoueaypbl CECTPUHCKOTO YX0A4a Npu UCCAeL0BaHUN CEKPETOPHON QYHKLMM Xenyaka 1900
W ABEHAALATUNEPCTHON KULLKN
B02.007.001 MNpoueaypbl CECTPUHCKOrO yX0Aa 3a naLMeHTOM CTap4yeckoro Bo3pacrta 3000
B02.008.001 MNpoueaypbl CECTPUHCKOTO yXOAa 3a NaLMeHTOM, CTPajatoLLnm 3000
AEPMATOBEHEPOIOTMYECKNMN 3ab0NEBAHNAMN
B02.015.002 Mpoueaypbl CECTPUHCKOTO yX04a 3a NaLMeHTOM C CepAEUYHO-COCYANCTbIM 3000
3aboneBaHvem
B02.018.001 MpoLeaypbl CECTPUHCKOrO yxoAa Npu NoArotoBke naumeHTa K 1200
KONOMPOKTONOMMYECKON onepauum
B02.018.001 MpoLeaypbl CECTPUHCKOTO YX0Aa 3a NaLneHTOM C OTOPUHONAPUHIONOTNYECKMMU 1200
3aboneBaHMAMU
B02.029.001 MNpoueaypbl CECTPUHCKOTO yX0Aa 3a NaLMeHTOM C OpTanbMOAOTNUYECKUMMI 1200
3aboneBaHMAMU
B02.057.001 MpoLeaypbl CECTPUHCKOTO yXoAa Mpu NOAroTOBKe MaLMeHTa K onepaumm 1200
B02.070.001 MNpoueaypbl CECTPUHCKOTO yXOAa 3a NaLMeHTOM, CTPajaroLLMM XPOHUYECKUM 3000
60/1€BbIM CUHAPOMOM
B03.003.006 MOHUTOPUHI OCHOBHbIX MapamMeTPOB XU3HeAeATeIbHOCTM NaumneHTa BO Bpems 1200
npoBeAeHNa aHecTe3nu
Kononpokronorus
Mpuémel
B01.018.001 Mpwuem (0CMOTP, KOHCYNbTaLMs) Bpaya-KoNONPOKTONOra NEPBNYHbIN 1400
B01.018.002 Mpurem (0cMOTp, KOHCYAbTaLMs) Bpaya-KoJA0MPOKTO/I0ra NOBTOPHbIN 1200
MaHunyaaumn
A16.19.003.001 VicceueHue aHaibHOM TpeLLMHbI (PaAnOBOSHOBLIM MeToz0M, 1 es.) 6500
A16.19.013.002 J/lurnposaHne reMOppoVAanbHbI3X Y310B (BHYTpeHHMe y3ibl) 1 y3en 3100
A11.30.005 30HaMpOBaHME CBULLEBOTO Xoza (MpuY CBULLAX MPAMON KULIKN 1 NepuaHaibHOM 1500
obnactn) 1 kateropmm
A11.30.005 30HaMpOBaHME CBULLEBOTO Xoza (MpuY CBULLAX MPAMOM KULLKN 1 NepraHaibHOM 2100
obnactun) 2 kateropum
A16.19.018 YganeHne NHOPOAHOTO Tesla NPAMON KULWKK 6e3 paspesa 25000
A16.19.033 NcceueHne HOBOObpa3oBaHMiA NepraHanbHOM 061acTh 1 aHanbHOroO KaHana 2100
(pagvoBonHoOBbLIM MeTogoM 1 ea.)
A16.19.024 BckpbiThe abcuecca anutenranbHOro KONYMKOBOrO Xoza 5900
A16.19.034 BckpbiTie napanpokTuta 15000
A03.19.002 PekTopomaHockonus 1800
A03.19.001 AHockonus 1100
A16.19.040 by>xvnpoBaHve aHanbHOro OTBEPCTUA 1500
Maccax aHa/ibHOro kaHana 600
MepeBsizka paHbl NepuaHanbHOM 0baacT/aHanbHOro KaHana 700
A16.19.017 YpaneHne noanna aHaabHOro KaHana 6100
A16.19.017 YpaneHve noavna NnpaMon KuLLKu 10000
A16.01.017 YaaneHve KOHAMAOM NepriaHaibHOW 30HbI 1 KaTeropumn CI0XHOCTH 8600
A16.01.017 YpaneHne KOHANNOM repuaHaibHOM 30HbI 2 KaTeropumn CN0XHOCTM 11600
A16.01.017 YaaneHve KOHAWAOM MepraHaibHOW 30HbI 3 KaTEropuUn CI0XKHOCTH 15100
A16.19.044 Tpomb3KTOMMS NPU TPOMBO3€E HaPY>KHOTO FreMoppouaanbHoro y3na (1 ysen) 7000
A14.19.002 MNMocTaHOBKa OYNCTUTENBHOM KAN3MbI 700

A16.19.034 BckpbITWE OCTPOro rTHOMHOIO NapanpokTuTa - 1 KaTeropus CIOXHOCTH 15000



A16.19.034 BckpbIThE OCTPOro rTHOMHOIO NapanpoKTUTa - 2 KaTEropus CIOXHOCTA 20000
A16.19.034 BckpbITUE OCTPOro rTHOMHOIO NapanpoKTUTa - 3 KaTEropus CIOXHOCTH 29900
A15.19.001 HanoxeHne NoBa3KM Npu onepaumax Ha NPAMON KULLKe 700

OnepaTMBHoe JiedyeHne

A16.19.003.001 NcceueHmre XPOHNYECKOW aHaNbHOM TPeLLMHBbI (1 KaTeropun CNOXKHOCTK) 25000
A16.19.003.001 VicceueHune XpoHMYECKOW aHaNbHOW TPELLMHBI (2 KaTEFOPUU CIOXKHOCTH) 30000
A16.19.041 NcceueHre remoppounanbHbix 6axpomMok 1 KaTeropmm CnoXXHOCTU 13900
A16.19.041 NcceueHre reMmoppounsanbHbix 6axpoMok 2 KaTeropum CNOXKHOCTU 17900

A16.19.033 VicceyeHne HOBOOGpa3oBaHWUI NepraHasbHOM 061acT U aHabHOTO KaHana

(pasMOBONHOBLIM METOAOM) 1 KaTEropmm CNOXHOCTU 6300
A16.19.033 NcceueHre HOBOObpa3oBaHWU NepraHaabHOM 061acTh 1 aHaNbHOTO KaHana 9300
(pafOBONHOBLIM METOAOM) 2 KaTeropumn CI0XHOCTU

A16.19.024 NcceueHme IKX (anutennanbHOro KONUYMKOBOro xoAa) 1 kaTeropmm CI0XHOCTU 21000
A16.19.024 NcceueHme IKX (anutennanbHOro KOMUYMKOBOFO X0Aa) 2 KaTeropumn CI0XKHOCTH 25000
A16.19.024 NcceueHne IKX (anutenmanbHOro KOMUYMKOBOrO X0Aa) 3 KaTeropmm CI0XKHOCTU 29000
A16.19.013 YganeHve remoppounaanbHbixX y310B 1 KaTeropmm CNoXHOCTA 28500
A16.19.013 YpaneHne reMoppounganbHbiX Y3108 2 KaTeropum CIOXHOCTY 33900
A16.19.013 YpaneHune reMoppounganbHbiX Y3108 3 KaTeropum COXHOCTU 52100
A16.19.010 VcceyeHme cBuLLa NPAMOI KULLIKU 1 KaTEropun CIOXHOCTU 27100
A16.19.010 VicceueHue cBuLLL NPAMON KULLKM 2 KaTEropUmn CIOXKHOCTU 31100
A16.19.010 NcceueHre cBMLLA NPAMOM KMLLKN 3 KaTEFOPUM CIOXHOCTA 46100
A16.19.013 YganeHve remoppounganbHbix y3108B (Mo JIoHro) 65000
A16.19.013 YaaneHune reMoppouganbHbix Y3108 (Mo JIOHro ¢ nepuHaHaibHOW NAaCTUKOWN) 81000
A16.19.003.001 VicceyeHne aHanbHOM TpeLLMHbI (3 KaTeropum CNOXHOCTN) 35000

MegunumHcKme cnpaBkm

CnpaBKu BOAUTENAM TPAHCMOPTHbIX CPEACTB

MegaunumnHCKoe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTVBONOKa3aHUM K
ynpaBAeHNIO TPAaHCMOPTHBIM CpeaCcTBOM KaTeropum "A" nan "M", nogkateropum "A1" namn "B1" ¢ 1300
MOTOLMKIETHOW MOCaAKON MW pyNemM MOTOLIMKAETHOrO TUna

MezanLMHCKOe OCBMAETENIbCTBOBAHUE Ha HaUYMe MeAVLIMHCKMX NPOTUBOMOKa3aHWi K
yrnpaBAeHWIO TPAHCMOPTHBLIM CPeACcTBOM KaTeropun "A" nan "M", nogkateropun "A1" nam "B1" ¢
MOTOLIMK/IETHON MNOCaAKOW UAN PySieM MOTOLIMKIETHOTO TNa (4OMNOJHUTENBHO OCMOTP
BPa4oOM-HEBPOJIOrOM MO Hanpas/eHWIO Bpaya-TepanesTa)

MegaunumnHCKOe 0CBUAETENbCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHUn K
yrpaBAeHNIO TPaHCMOPTHBLIM CpeAcTBOM KaTeropun "B" uaun "BE", nogkateropum "B1" (kpome 1300
TPaHCMOPTHOrO CPeACTBa C MOTOLMKAETHOW NOCaAKOM UAW pyNeM MOTOLMKAETHOrO TMMa)
MeaununHCKoe 0CBUAETENBCTBOBAHME Ha Hanume MeAULIMHCKMX NPOTMBONOKa3aHU K
yNpaBAeHNIO TPaHCMOPTHBIM CPeaCcTBOM kaTteropum "B" nau "BE", nogkateropum "B1" (kpome

1700

TPaHCMOPTHOro CpeAcTBa C MOTOLMKAETHOW NOCaAKON UK pyaemM MOTOLMKAETHOro TMna) 1700
(AONONHWTENBHO OCMOTP BPa4OM-HEBPOJIOrOM MO Hanpas/eHWIo Bpaya-TepanesTa)
MeaununHCKOe 0CBUAETENBCTBOBAHME Ha Halume MeAULIMHCKMX NPOTUBOMOKA3aHUM K
yNpaB/IEHNIO TPAHCMOPTHBIM CPeACTBOM KaTteropuu “C", "D", "DE". "Tm", "Tb", uan "CE", 3600
noakateropun "C1", "D1", "C1E", "D1E" (4ONOAHUTENBHO OCMOTP BPayYOM-HEBPOJIOrOM MO
HarnpaB/JIeHUIO Bpaya-TepanesTa)
TpaBmaTosnoruns

Mpuémsl
B01.050.001 Mpwrem (0ocMOTp, KOHCYNbTaLMs) Bpaya-TpaBMaTo/iora-opTonesa nepBuUHbIi 1400
B01.050.002 Mpurem (ocMOTp, KOHCYAbTaLMs) Bpaya-TpaBMaToiora-opTonea noBTOPHbINA 1200

Manunynauun
A11.04.003 AunarHocTnueckas acnupawma cyctasa 1000
A11.04.004 BHyTpucycTaBHOe BBeAeHMWe leKapCTBEHHbIX MpenapaToB 1300
A15.02.001 HanoxeHwne noBA3ky npu 3aboseBaHmAX MblLLL, 500

A15.03.001 HanoxeHvie NOBA3KM Npu Nepenomax KocTewn 500



A15.03.003 HanoxkeHwve runcoBoi NOBA3KM Npu Nepenomax Koctemn 700

A15.03.003.002 HanoxeHune LnpKyAspHON rMNCOBOM MNOBA3KM 600
A15.03.007 HanoxeHue LWNHbI NpW NepesiomMax KocTew 600
A15.03.009 HanoxxeHne NoBa3Ku Npu onepaumax Ha KOCTAX 700
A15.03.010 CHaTMe rMncoBoii NoBa3KK (TOHreTbl) 500
A15.03.010.001 CHATWE LMPKYASPHON FTMMNCOBOM MOBA3KM 600
A15.04.001 HanoxxeHne noBA3KW Npu BbiBMXax (MOABbIBMXaX) CyCTaBOB 700
A16.02.007 OcBobOXAEHWNE MbILLLbI M3 PYOLOB 1 CpaLLeHNA (MUOAN3) 29900
A16.02.008 OcBObHOXAEHNE CYXOXMANA U3 PYOLIOB M CpaLLeHNn (TEHON3) 29900
A16.02.009 BocctaHOBAEHWE MbILLLIbI M CYXOXWUANA 26000
A16.03.034 Peno3unums OTIOMKOB KOCTeR Npu nepesiomax 2600
A16.04.003 YpaneHve cBo60AHOIO AN MHOPOAHOIO Teaa cycTaBa 23000
A16.04.018 BnpaBneHue BbiBMXa CycTaBa 3100
A16.30.032 NcceueHre HOBOOOPa30BaHMUsA MATKUX TKAHEN 1300
A16.30.032 NcceueHre HOBOOOpPa3OBaHMUs MATKUX TKaHEN 1500
A16.30.032 VicceuyeHne HOBOObPa30BaHNA MATKUX TKaHeW 1900
A16.30.032 VicceueHne HOBOOBPa3OBaHNA MATKUX TKaHeW 2400
A16.01.001 YpaneHne noBepXHOCTHO PaCcnOA0XKEHHOIO MHOPOAHOrO Tena 600
A11.04.005 MyHKUMA CMHOBMaNbHON CYyMKU CycTaBa 1000
A11.04.006 OkonocycTaBHOe BBeZeHVe IeKapCTBEHHbIX NpenapaTos 1200
JveTtonorua
Mpuémsl
B01.013.001 Mpwrem (0cMOTp, KOHCYAbTaLMs) Bpaya-AneTosiora neperyHbin (0 60 MUHYT) 2000
B01.013.002 Mprem (0cMOTp, KOHCYbTaLMS) Bpaya-AneTosiora NoBTOPHbIN (40 60 MUHYT) 1900

B01.013.002 Mpwuem (0CMOTpP, KOHCYyNbTaLMsA) Bpaya-AMeToNI0ra NePBUYHBIV (C onpeseneHve
NPOLEHTHOrO COOTHOLLEHWS BOZbI, MbILLEYHON M XXMPOBOW TKaHWN C MOMOLLbIO 2500
6ronmnesaHcmeTpa (80 60 MUHYT)

MaHunynaumm

A05.30.014 OnpeaeneHne NPOLEHTHOTO COOTHOLLEHWUSA BOZAbI, MbILLEYHOW U XXMPOBOW TKaHW C

900
NMOMOLLbIO BroMMnesaHcMeTpa

BeseHne HopmanbHoNM 6epemMeHHOCTM
MpeaBapuTenbHoe obcies0BaHMeE Ha PaHHUX CPOKax 6epeMeHHOCTU 18411
BeseHne HopmanbHol BepeMeHHOCTY A0 24 Hepenb 13092
BeseHne HopmanbHol BepeMeHHOCTM ¢ 25 Heaenu 40 POAOB 33715
BeseHve HopManbHol 6epemeHHocTu |-l aTan 61957
Mprém (0CMOTP, KOHCYAbTaLMA) apya-rTMHeTUKa NepBUYHbIN (TObKO B COCT. Nporpammsl "Begerne 1400
HOpMaJsibHOWN 6epeMeHHOoCT")
CBobogHas betta/cybbeanHmLa XopmoHmyeckoro roHagoTponuHa (betra XI) (Tonbko B cocT. 1400
nporpammel "BeseHre HopmanbHoM 6epeMeHHOCT")
Mna3meHHbIn npoTenH (PAPP-A) (ToNbKO B COCT. Nporpammel "BeseHne HopMansHOM 1400

6epemeHHoCTM")
3abop kposu 13 BeHbl B BKAL, (Tosibko B cocT. nporpammbl "BeseHne HOpMasibHOM 200
6epemeHHoCTM")

CKpWHUHT | (TONbKO B COCT. NporpamMmsl "BeseHne HopmanbHoU 6epeMeHHOCT") 2200
CkpuvHUHT |l (Tonbko B COCT. MporpamMmbl "BegeHune HopmanbHon 6epemeHHoCTH") 1500
JynnekcHoe ckaHMpoBaHMe cepdLia 1 CocyAoB naoga (ToNbKO B COCT. Nporpammel “"BeseHne 1000

HOpMasibHOM HepeMeHHOCTN")

CkpuHuHr lll (Tonbko B cocT. nporpammebl "BegeHne HopmanbHon bepeMeHHOCT") 2000
ToBapbl HaHomepauka
MepuaTtkn natekcHble 150

JNa6opartopHble nccneposanusa (AHanu3bl)



AyTOUMMYHHbIE MOPaXXeHUs XeNyaoUHO-KMLLIEYHOro TpakTa. Liesnakus.

,ﬂ,VIaFHOCTVIKa dyTOUMMYHHOTO NaHKpeaTuTa U 4pyrmnx |gG4-aCCOLI,VIVIpOBaHHbIX 3aboneBaHN

(Diagnosis of Autoimmune Pancreatitis and other IgG4-Related Diseases) 1837
AHT.VITeJ'I.a knacca IgA K 3HZOMM3UIO (AHTUIHAOMU3UIHBIE aHTUTENa, ADMA) (Anti-Endomysial 1430
Antibodies, Anti-EMA, IgA)

AHTI/IT.e{la Knacca IgG K caxapomuueTam (guarHoctrka 6onesnmn Kpowa) (Anti-Saccharomyces 1232
Cerevisiae Antibodies, ASCA, 1gG )

AHTuTeENa Knaccos IgA 1 1gG k 6okanoBMAHBLIM KieTkaM KullevHuka, cymmapHo (Anti-Intestinal 1199
Goblet Cells Antibodies, GAB, IgA, 1gG, Total)

AHTUTeNa knacca IgA Kk caxapomuueTaMm (guarHoctuka 6onesnm KpoHa) (Anti-Saccharomyces 1232

Cerevisiae Antibodies, ASCA, IgA )

AHTWTENa K aLMHapHbIM KAeTkam noaxenyAouHom xenesbl, IgG n IgA cymmapHo (aHTUTena kK
3K30KPMHHOW YacTh nogxenyaouHon xenesbl, Autoantibodies against Exocrine Pancreas, 1199
Pancreatic Antibodies, PAB)

AHTUTeNa knacca IgG k geamMmanpoBaHHbIM nentugam ravagnHa (Anti-Deaminated Gliadin Peptide,

Anti-DGP, IgG) 781
AHTUTENa K 3HTEepoumTam, knacca IgG 2189
AHTUTena knacca IgA Kk TkaHeBOW TpaHcritoTaMmHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgA)
AHTuTena knacca IgG k TkaHeBoM TpaHcraroTaMuHase (Anti-Tissue Transglutaminase Antibodies, 1122
Anti-tTG, tTGA, IgG)
AHTuTena knaccos IgA 1 IgG k peTukyanHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, 19G, 1276
Total)
AHTuTena knacca IgA k umtonnasme Helitpopunos (AHLLA) (Anti-Neutrophil Cytoplasmic 1232
Antibodies, ANCA, IgA)
AHTUTena knacca IgG k BHyTpeHHeMy dpakTopy Kactaa (Anti-Intrinsic Factor, IFAb, Intrinsic Factor

Lo 1650
Antibodies, 1gG)
AHTuTENa knaccos IgA 1 IgG K 3HAOMU3MIO (QHTUIHAOMM3NAHBIE aHTUTeNa, ASMA), cymmapHoO 1276
(Anti-Endomysial Antibodies, Anti-EMA, IgA, 1gG, Total)
AHTuTena knaccos IgA, 1gG, IgM k napueTansHbiM KaeTkaMm xenygka (AMKOK), cymmapHo (Gastric 1518
Parietal Cell Antibodies, GPA, Anti-Parietal cell antibodies, APCA, I1gA, 1gG, IgM, Total)
AHTuTena knaccos IgG u IgA k GP2 aHTUreHy LieHTpOoaLMHapHbIX KNETOK MOAXENYAO0UYHON Xene3bl

: 1980
(Anti-GP2)
AHTUTeNa knacca IgA K seaMUAMpoBaHHbIM NenTuaam ravagunHa (Anti-Deaminated Gliadin Peptide,

. 781
Anti-DGP, IgA)

HacnepctBeHHble MOHOreHHble 3a60neBaHNA U COCTOAHMA

CvHapowm bepta-Xora-Abtoba (BXA). Monck myTaumin B reHe FLCN, m. (Birt-Hogg-Dube Syndrome, 51348
BHD, Gene FLCN, Mut.)
HacnepcrBeHHas MOTOpHO-CeHcOopHas Heponatusa (6onesHb LLapko-Mapu-TyTta) Tun II. Mouck
YacTbix MyTaumin B reHe MFN2, u. M. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. 5148
Mut.)
leHTMHITOHONOA06HOE 3aboneBaHue, Tn 4 TBP, u.m. 3410
CviHapom APTNA, ATNT, u.m. 3410
ApTporpunos anctanbHelin (cuHapom Ppumena-LLengoHa). Monck vactbix MyTauuii B reHe MYH3, u. 9999

M. (Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)

HacneactBeHHas MOTOPHO-CeHCOpHas HelponaTus (6onesHb LLlapko-Mapu-Tyta) Tun I. Mownck

MyTaLWi LplraHckoro npouncxoxaenms B reHax NDRG1 n SH3TC2, u. m. (Charcot-Marie-Tooth 5148
Disease Type 1B, Genes NDRG1, SH3TC2, Mut.)

CnvHouepebennspHas atakcus. Mounck yacTbix MyTaumii B reHe ATXNS, u. M. (Spinocerebellar

Ataxia, Gene ATXNS, Freg. Mut.) >148

CvHAPOM HekoMMaKTHOro seBoro xenyaouka (HMJDK, cuHapom HM JDK, ry6uaTtbivi Muokapa). 25707
Mownck myTaumin B reHe TAZ, m. (Left Ventricular Non-Compaction, LVNC, Gene TAZ, Mut.)

MeBanoHoBas auunaypvs. Mownck mytauuin B reHe MVK, m. (Mevalonic Aciduria, Gene MVK, Mut.) 42801
MaHanbynoakpanbHas Ancnnasms ¢ amnoguctpodueit. Mouck mytaumii B ak3oHax 8, 9 reHa LMNA, 7161

M. (Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)

CnvHanbHas amuoTtpodms Tunel |, I, 11, IV (c onpegeneHmem uncna konui SMN2) (Spinal Muscular 16577
Atrophy, SMA, Type |, I, lll, IV (copy Number Variation SMN2))

CuHgpom dckobapa. Mouck myTtauunii B reHe CHRNG, M. (Escobar Syndrome, Gene CHRNG, Mut.) 34254
CuHgpom Cunbepa. Mownck MyTauuii B reHe BSCL2, m. (Silver Syndrome, Gene BSCL2, Mut.) 29975
CemeliHbIN remodaroumTapHblil AMMporncTnoumtos. Mouck mytauumii B reHe STX11, m. (Familial 14267
Hemophagocytic Lymphobhistiocytosis, Gene STX11, Mut.)

Jednunt anvda-1-aHtutpuncuna, SERPINAT, u.m. 2035

CnunHanbHas ammotpodus tvnel |, 11, 11, IV. Mownck myTaumnin B reHe SMN1, M. (TONbKO NpW Haanuum

oaHol konuw reHa) (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV, Gene SMN1, Mut. (Only 34254

Presence One Gene Copy) )



CuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous Articular, Gene NLRP3,
Mut.)

CuHgpowm Manauctepa. Mouck mytaumii B reHe TBX3, m. (Pallister W Syndrome, Gene TBX3, Mut.)
OkynodapuHreanbHas MbieyHas auctpodus. Mowmck yacTbix MyTaumii B reHe RABPN1, u. m.
(Oculopharyngeal Muscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)

BonesHb MepctmaHHa-LUTpeyccnepa-LUenHkepa. Mownck myTtaunii B reHe PRNP, m.
(Gerstmann-Straussler Disease, Gene PRNP, Mut.)

CvHapowm bnoxa-Cynbubeprepa (cemeriHas dopma Hegep>KkaHMs NUrMeHTa). NMonck YacTbix
MmyTauwuii B reHe IKBKG, u. M. (Bloch-Sulzberger Syndrome, Familial Incontinentia Pigmenti, Gene
IKBKG, Freq. Mut.)

HelpoceHcopHasi HeCMHAPOMasibHas TYroyxoCTb, MOJIHbIN aHanu3 reHa GJB2

MyTauuu nekapcrtseHHol pesncteHTHocTM NS3, NS5A n NS5B pervioHoB reHoma Bupyca renatuta
C (gns reHotmna 3)

CuHapowm Mpucuennn. Monck myTaumii B reHe RAB27A, m. (Griscelli Syndrome, Gene RAB27A, Mut.)
HacneactBeHHbIN aHrnoHeBpoTuyeckmii otek. Mownck mytaumin B reHe C1NH, M. (Hereditary
Angioedema Type |, Gene C1NH, Mut.)

HacneactBeHHast MOTOPHO-CeHcOpHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun |. Mowmck
myTaumii B reHe PMP22, M. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)
CuHgpom Koctenno. Mownck myTaumin B reHe HRAS, m. (Costello Syndrome, Gene HRAS, Mut.)
XoHapoguncnnasmsa metapusapHas, Tvn Mak-Ketocuka. Mownck mytaumin B reHe RMRP, m.
(Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP, Mut.)

Mepuroanyeckas 6one3Hb. Monck mytaumii B rene MEFV, M. (Familial Mediterranean Fever, FMF,
Gene MEFV, Mut.)

CuHgpowm LBaxmaHa-JanmoHga. Mounck YacTbix MyTaumi B reHe SBDS1, u. m.
(Shwachman-Diamond Syndrome, Gene SBDS1, Freg. Mut.)

XopvopeTtnHonatua bupglora, Tunuposanve HLA-A29

®ubpogucnaasma occnduumpytoLlas nporpeccmpyrowasn. NMonck MyTaumin 6e3 «ropsaumx» yyactkos
reHa ACVR1, 6e3 «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, without
Hot-Point Mut.)

CuHapom BaapgaeHbypra-Llaxa. Mowvck myTtaumii B reHe EDNRB, m. (Waardenburg-Shah Syndrome,
Gene EDNRB, Mut.)
CuHgpom KokkeiHa. Mounck myTtauuii B reHe ERCC6, m. (Cockayne Syndrome, Gene ERCC6, Mut.)

Avactpodurueckas gucnnasus. Monck myTaumii B reHe SLC26A2, M. (Diastrophic Dysplasia, Gene
SLC26A2, Mut.)

Bpaxugaktuana Tvn B1. Mounck mytaunii B reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.)

CuHgpowm lpeiira (cemenHbIv runepTenopmusm). Mouck mytaumii B reHe GLI3, m. (Greig Syndrome,
Gene GLI3, Mut.)

FeHTUHITOHONOAO6HbIe 3ab01eBaHNA, KOMMNEKCHasA ANarHOCTMKa, Y.M.
HacneactBeHHast MOTOPHO-CeHCcOpHas Heponatus (6onesHb LLapko-Mapu-TyTa) Tun |. Mowmck
MmyTaumii B reHe EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)

CvHapowm Kpy3oHa. Mownck myTaumii B 3k3oHax 7 1 9 reHa FGFR2, m. (Crouzon Syndrome, Exons 7, 9
Gene FGFR2, Mut.)

CuHapom Ocnepa-PaHato-Bebepa (HacneacTBeHHas remopparunyeckas TeneaHrmakrasms). Mowck
myTaumi B reHe ENG, M. (Rendu-Osler-Weber Disease, Gene ENG, Mut.)

JKccyaaTvBHas BUTpeoxopeopeThHanbHas anctpodus. Movck mytauuin B reHe NDP, m. (Familial
Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)

Nvnoanctpodus cemenHas yactmuHas. Monck mytaumii reHa LMNA, M. (Familial Partial
Lipodystrophy 2, Gene LMNA, Mut.)

CVHAPOM HOTTEN-HaAKONEHHMKa (OCTEOHUXOANCMa3ms). Monck MyTauuii B reHe LMX1B, m.
(Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene LMX1B, Mut.)

MwuoknoHnueckas anctoHms. Mouvck mytauuin B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE,
Mut.)

BonesHb BunbcoHa-KoHoBanoBsa. Mownck yactbix MyTaumii B reHe ATP7B, u. m. (Wilson Disease, Gene
ATP7B, Freq. Mut.)

CeHcopHas nonvHenponatus, NGF m. (Hereditary Sensory and Autonomic Polyneuropathy, Gene
NGF, Mut.)

CvHapom AnbcTpoma. Morck MyTaumuin B «ropaumx» yyactkax reHa ALMS1, «ropsau.» yu. m. (Alstrom
syndrome, Gene ALMST1, Hot-Point Mut.)

CvHapom Tpuuepa-KonnmHza-PpaHueckeTtn (MaHaMbYn0-baLmanbHbii An30cTo3). Monck MyTaumi
B reHe TCOF1, m. (Treacher-Collins Syndrome, Franceschetti-Klein Syndrome, Mandibulofacial
Dysostosis without Limb Anomalies, Gene TCOF1, Mut.)

SpwuTpokepatogepmus. Monck myTaumii B reHe GJB3, m. (Erythrokeratodermia, Gene GJB3, Mut.)

BonesHb ®abpw, GLA, m.
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JucTanbHas cnvHanbHasi aMMoTpodus BPOXAEHHas Hemporpeccupytowwas. Mowck MyTaumii B
«ropAYmnx» yyactkax reHa TRPV4, «ropsu.» yu. M. (Distal Spinal Muscular Atrophy Congenital
Non-Progressive, Gene TRPV4, Hot-Point Mut.)

Jednunt KapHUTVHA CUCTEMHBIN NepBUYHbIN. Monck MyTaumin B reHe SLC22A5, m. (Systemic
Primary Carnitine Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5,
Mut.)

Atakcums Opugpeinxa. Mouck yactbix MyTauuin B reHe FXN, u. m. (Friedrich Ataxia, Gene FXN, Freg.
Mut.)

CuHgpom boysHa-KoHpaau (BKC, LepebporenatopeHanbHbli CUHAPOM). Monck MyTaumnin B reHe
EMGT1, m. (Bowen Conradi Syndrome, BCS, Gene EMG1, Mut.)

Atpodus 3puTenbHoro Hepsa Jlebepa. MNonck YacTbix MyTauui B MuToxoHapuansHon AHK, 3 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freqg. Mut.)

CuHgpom bbepHcTaga (CMHAPOM Kyp4aBblx BooC). [Mounck myTtaumii B reHe BCS1L, m. (Bjornstad
Syndrome, Gene BCS1L, Mut.)

CuHgpom Cetpe-YoTseHa. Mouck myTtauumii B reHe TWIST1, m. (Saethre-Chotzen Syndrome, Gene
TWIST1, Mut.)

HacneactBeHHas MOTOPHO-CeHcOpHas Heponatus (6onesvb LLapko-Mapu-Tyta) Tun II. Mounck
myTaumii B reHe GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)

MceBgoaxoHaponnasms. Mownck yacTbix MyTaumi B reHe COMP, u. m. (Pseudoachondroplasia, Gene
COMP, Freq. Mut.)

HedppoTnueckunin cungpom. Mounck mytauumii B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHST,
Gene NPHS1, Mut.)

AxoHgponnasus. MNMownck vactbix MyTauuii B reHe FGFR3, u. M. (Achondroplasia, Gene FGFR3, Freq.
Mut.)

CeMeWiHbIN Xx0N1040B0ON ayToBOCNanuTenbHbli cuHapom NLRP3 m. (Familial Cold Autoinflamatory
Syndrome, FCAS, Gene NLRP3, Mut.)

HacneactBeHHas MOTOpHO-ceHCcOpHas HelponaTtus (bonesHb Lapko-Mapu-Tyta) Tvn I. Mownck
myTaumii B reHe PO, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)

CnoHannokocTanbHbIN An3ocTos. MNMounck myTtaumii B reHe DLL3, M. (Spondylocostal Dysostosis, Gene
DLL3, Mut.)

HedbpoHodtns. Mounck mytaumin B reHe NPHP1, M. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.)
MblweyHasn guctpodus IMepun-Lpendyca. Monck MyTauuii B reHe FHL1, m. (Emery-Dreifuss
Muscular Dystrophy, Gene FHL1, Mut.)

XoHapokanbLmHo3s. Mownck mytauuin B reHe ANKH, m. (Chondrocalcinosis, Calcium Pyrophosphate
Dihydrate, CPPD, Gene ANKH, Mut.)

HaHuam MULIBRAY. Mownck myTaumii B reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37,
Mut.)

ATpodus 3puTenbHoro Hepsa Jlebepa. MNMonck YacTbix MyTauuii B MuToxoHapuanbHon AHK, 12 u. m.
(Leber Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)

CnunHouepebennspHas atakcus. MNMonck yactbix MyTauuii B reHe ATXN7, u. m. (Spinocerebellar
Ataxia, Gene ATXN7 Freq. Mut.)

[AuncTtanbHaa cnuHanabHasa aMmoTpodua BpOXAEHHas C napaamyom avadparmel. Monck MyTauuii B
reHe IGHMBP2, m. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)

MurmeHTHas gereHepauwnsa cetyatku. Monck myTtaumii B reHe RP2, m. (Retinitis Pigmentosa, Gene
RP2, Mut.)

CuHgpowm dnepca-fanno, Tnn VI. Mownck YacTbix MyTaumi B reHe PLOD, u. m. (Ehlers-Danlos
Syndrome, Type VI, Gene PLOD, Freq. Mut.)

CuHgpom Aapckora-CkoTTa (baumoreHmTanbHas gucnaasus). Mouck mytauuii B reHe FGD1, m.
(Aarskog-Scott Syndrome, Faciodigitogenital Syndrome, Faciogenital Dysplasia, Gene FGD1, Mut.)
CnvHanbHo-bynbbapHas amnoTpodus KeHHeaw. Mownck yacTbix MyTaumii B reHe AR, u. M. (Kennedy
Spinal and Bulbar Muscular Atrophy, Gene AR, Freg. Mut.)

CemeliHas runepxonectepuHemus, reH PCSK9
CvHapom MapTuHa-benn (cuHgpom nomMkoin X XxpoMoCOoMbl)

CvHAPOM NIOMKOW X-XPOMOCOMBI C TpeMopoM/aTtakcmels, FMR1, u.m.
CuHgpom Mannuctepa-Xonna. Mouck mytauwmii B reHe GLI3, M. (Pallister-Hall Syndrome, Gene GLI3,
Mut.)

CvHapom AHTan-bukcnepa. Mownck myTaumnin B 3k3oHe 9 reHa FGFR2, m. (Antley-Bixler Syndrome,
ABS, Exon 9 Gene FGFR2, Mut.)

CvHapowm Mdanddepa. Mounck myTtaunii B sk3oHax 7, 9 reHa FGFR2 n 3k30He 7A reHa FGFR1, m.
(Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MonekynapHbIA CKPUHUHT Ha MUKpoAeneLnn/ MUKPOAYyNanKaLm XxpoOMOCOM

CeMelHbIN remodaroLmTapHbIn aMmdornctnounTos. Mownck Yactbix MyTtaumnii B reHe UNC13D, u. m.
(Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D, Freq. Mut.)

AyTOMMMYHHbIV inmdonponndepaTMBHbIN CMHAPOM. [Monck MyTauuii B reHe TNFRSF6, m.
(Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)

CeMeliHbIN MeAyNSPHbIV pak WIMTOBUAHOW Xene3bl. [Tonck MyTaumnin B 3k3oHax 5, 8 reHa RET, m.
(Familial Meddulary Thyroid Cancer, Exons 5, 8 Gene RET, Mut.)
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CuHgpowm LBaxmaHa-AanimoHga. Mowvck myTaumin B reHe SBDS, m. (Shwachman-Diamond
Syndrome, Gene SBDS, Mut.)

CuHgpom AHgepceHa. Mouck myTtauwmii B reHe KCNJ2, M. (Andersen-Tawil Syndrome, Gene KCNJ2,
Mut.)

AbuoTtpodus cetuatky, Tvn OpaHueckeTtn (bosnesnb LTaprapata 1-ro Tvna). Mownck yacTbix
myTauwuii B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene
ABCA4, Freq. Mut.)

Xopouvagepemus. Mownck mytaumin B reHe CHM, m. (Choroideremia, CHM, Gene CHM, Mut.)

CnuHouepebennsipHble aTakcum, pegkne Gopmsl, Y.Mm.

CuHgpom Yokepa-Bapbypr (CYB). Mouck mytauuii B reHe FKRP, M. (Walker-Warburg Syndrome,
WWS, Gene FKRP, Mut.)

CvHapom Kpy3oHa ¢ yepHbIM akaHTo30M. [Mounck myTauuin B ak3oHe 10 reHa FGFR3, m. (Crouzon
Syndrome with Acanthosis Nigrican, CAN, Exon 10 Gene FGFR3, Mut.)

X-cuenneHHas arammarnobynmHemus. Mowvck mytauuin B reHe BTK, m. (X-Linked
Agammaglobulinemia, XLA, Gene BTK, Mut.)

rmnogpocdpatemmuecknin BUTaMnH D-pe3ncTeHTHbIN paxuT (ModeuHbli pocdaTHbIl gruabeT). Mowmck
MmyTauwmii B reHe PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )

Adazuns nepemyHas nporpeccupytowas. Mowvck mytauuii B reHe GRN, M. (Aphasia Primary
Progressive, Gene GRN, Mut.)

CuHgpom Makneoga. Mownck myTaumin B reHe XK, M. (McLeod Syndrome, Gene XK, Mut.)
CuHgpom TecTukynapHon demuHusanmum (CTP, cuHapom Moppwuca). Mownck MyTaumin B reHe AR, M.
(Testicular Feminization Syndrome, Gene AR, Mut.)

JKTOAEpPManbHas aHrnapoTMyeckas agmcnnasmsa. Movck mytaumin B reHe EDA, M. (Anhidrotic
Ectodermal Dysplasia, Gene EDA, Mut.)

MoueyHas aguncnnasms. Mowuck myTtaumin B reHe UPK3A, m. (Renal Hypodysplasia, Aplasia 1, Gene
UPK3A, Mut.)

®eHnnkeToHypus. Mouck yactbix MyTauuii B reHe PAH, u. m. (Phenylketonuria, PKU, Gene PAH, Freq.

Mut.)

ATpodus 3pUTeNIbHOrO HepBa C rAyxoTow. [Tonck MyTauuii B «<ropaumnx» yvactkax reHa OPAT,
«ropsy.» yd. M. (Optic Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And
Neuropathy, Gene OPA1, Hot-Point Mut.)

HentponeHnus. Mownck mytauuii B reHe ELA2, M. (Neutropenia Severe Congenital 1 Autosomal
Dominant, SCN1, Gene ELA2, Mut.)

CemelHas runepxonectepnHemus, reH APOB100

BpoxxzaeHHas HeUyBCTBUTENILHOCTb K 60K ¢ aHrnapo3oM. Mownck myTtaumin B reHe NTRK1, m.
(Congenital Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)

SnudmzapHasa gncnnasua, MHoxecTBeHHas. MNMownck vacTtbix myTauuii B reHe COMP, u. m. (Multiple
Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)

CVHAPOM BPOXAEHHOM LeHTpanbHoM runoseHTuAsumum (CBLI). Mounck YacTbix MyTaumii B reHe
PHOX2B, u. m. (Congenital Central Hypoventilation Syndrome, CCHS, Gene PHOX2B, Freq. Mut.)
OcHOBHble HacneACTBeHHble 3aboneBaHus (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases
(Genes CFTR, GJB2, PAH, SMN))

MwuoToHnueckas auctpodus. Mounck yactbix MyTauuin B reHe DMPK, u. m. (Myotonic Dystrophy 1,
Gene DMPK, Freq. Mut.)

HacneactBeHHas MOTOpHO-CceHCcOpHas HelponaTtua (bonesHb Lapko-Mapu-Tyta) Tvn I. Mownck
MmyTauwuii B reHe GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)

NxTrno3 namennsipHbiv. MonCK BCex M3BeCTHbIX MyTaLuii B reHe TGM1, M. (Autosomal Recessive
Congenital Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)

[AvcTanbHas MoTopHas Heponatus Tvun V. Mouck myTtaunii B reHe BSCL2, m. (Distal Hereditary
Motor Neuropathy, DHMN, Gene BSCL2, Mut.)

CvHapom Moyat-BunbcoH. Mounck mytauuin B reHe ZEB2, m. (Mowat-Wilson Syndrome, Gene ZEB2,
Mut.)

CynepaktnHocTb dochopunbosunnnupodocdar cuHTeTasbl. NMonck mytaumii B reHe PRPST, m.
(Phosphoribosylpyrophosphate Synthetase Superactivity, PRS Superactivity, Gene PRPS1, Mut.)
CuHapom FepmaHcku-Tyanaka (AnbOVMHU3M F1a30-KOXHbIV C reMopparMyeckmm A1MaTtesoM u
NUrMeHTaLmen peTmkyno-sHAOTeNaNbHbIX KNeTOK). [MoncK YacTblix MyTaumin B reHe HPST, u. m.
(Albinism Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.)

MblweyHasn guctpodus AroweHHa/bekkepa. MNMonck geneumin n gynavkauui B reHe AnNCcTpodumHa
CuHgpom Knmnnena-®einns (CMHAPOM KOPOTKOM Lwewn). Monck MyTauuii B reHe GDF6, m.
(Klippel-Feil Syndrome, Gene GDF6, Mut.)

KpaHrometadusapHas gucnnasus. NMonck MytaLmnin B «<ropsaumnx» yyactkax reHa ANKH, «ropsu.» yu.
M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)

dpUTpoaEPMUA BPOXKAEHHAA UXTUO3Has (HebyanesHas). Monck MyTauuii B reHe TGM1, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene TGM1, Mut.)

BonesHb KperTudenbara-Akoba. Mounck mytaumii B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene
PRNP, Mut.)
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MukpodTanbm ¢ katapakTol. Monck myTtaumin B reHe CRYBA4, m. (Microphthalmia with Cataract,
Gene CRYBA4, Mut.)

MuTtoxoHapvanbHble 3aboneBaHWs, KOMMAEKCHas AnarHoCcTuKa: MUToxoHapuanbHaa AHK, u.m.

CemeliHas nepuoguyeckas amxopagka. Mowvck mytaumin B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA, Mut.)

CuHgpom Xybepa (CK). AHanuns umcna konuii reHa NPHP1 (Joubert Syndrome,
Cerebelloparenchymal Disorder IV, CPD 1V, Classic Joubert Syndrome, Joubert Syndrome type A,
Joubert-Boltshauser Syndrome, Pure Joubert Syndrome, Gene NPHP1, Mut.)

MetremornobuHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freg. Mut.)

Xopes F'eHTUHrTOHa. Monck YacTbix MyTauuii B reHe IT15, u. M. (Chorea Huntington, Gene IT15, Freq.

Mut.)

CvHapom CumncoHa-lonabun-bemens. Mouck mytauwmii B reHe GPC3, M. (Simpson-Golabi-Behmel
Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

MetuarnytakoHoBas aungypus. MNMonck mytaumin B reHe OPA3, M. (3-Methylglutaconic Aciduria Type

Ill, Gene OPA3, Mut.)

X-cuenneHHbIn aMmdponponndepaTuBHbIi CUHAPOM (6one3Hb [lyHkaHa, cuHapoM MypTunso), XIAP
M. (X-Linked Lymphoproliferative Syndrome, XLP, Gene XIAP, Mut.)

Mepuoanyeckas 6onesHb. Monck YacTbix MyTauuii B reHe MEFV, u. m. (Familial Mediterranean Fever,

FMF, Gene MEFV, Freq. Mut.)

HapyweHus getepmuHauum nona. Monck mytaumii reHa SRY, m. (Disorders Sex Determination,
Gene SRY, Mut.)

JKTOAEpPManbHas ruapoTuyeckas aumcnnasms. Mowck mytauunin B reHe GJB6, M. (Hidrotic Ectodermal
Dysplasia, Gene GJB6, Mut.)

X-cuenneHHbIi MOTOPHbIN HUcTarM. Mouck myTaumii B reHe FRMD7, m. (X-Linked Nystagmus
congenital 1, NYS1 X-Linked, Gene FRMD7, Mut.)

HezapalueHune pogHuukoB. Mounck MyTauuii B reHe ALX4, m. (Parietal Foramina, PFM, Gene ALX4,
Mut.)

CvHapowm Buckotra-Ongpuya (CBO). Mouck myTtaumii B reHe WAS, m. (Wiskott-Aldrich Syndrome,
WAS, Gene WAS, Mut.)

MblweyHas guctpodpus IMepu-pendyca. Monck MyTaumii B reHe amepuHa Npu X-cLienaeHHon
dopme, M. (Emery-Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)

AkpogepmaTtuT 3HTeponaTuyecknin. Mounck Mytauuii B reHe SLC39A4, m. (Acrodermatitis
Enteropathica, Gene SLC39A4, Mut.)

HacneactBeHHas HelMponaTtvs ¢ NOABEPXKEHHOCTLIO NMapannyy oT caaBaeHus. MNouck myTauuii B
reHe PMP22, m. (Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)

OcTeoneTpos peLieccuBHbIV (MpaMopHas 60s1e3Hb kocTel). Monck yacteix MyTaumii B reHe TCIRG1,
uy. M. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)

M'Mnokannemnyeckmin nepmogmyecknin napaauny. Monck mytauuii B ak3oHax 12, 18 n 19 rena
SCN4A, M. (Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)

WxTro3 ByabrapHbIi. Mounck yacTbix MyTaumii B reHe FLG, u. m (Ichthyosis Vulgaris, Gene FLG, Freq.
Mut.)

CewmeliHas runepxonectepuHemus, red LDLR

l'vnep-lgD cuHapom. Mouck myTaumii B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG,
Mut.)

AnbBVHN3M rna3okoxHbI TMn TA. Monck myTaumii B reHe TYR, m. (Albinism Oculocutaneous Type
IA, Gene TYR, Mut.)

MblweyHas guctpodusa BpoxaeHHas. Mounck yacTbix MyTaumin B rede FKRP, u. m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Freq. Mut.)

BonesHb LTtaprapara. Mownck yacTbix MyTaumin B reHe ABCA4, u. m. (Stargardt Disease 1, STGD1,
Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)

CnoHannoanuounsapHas aucnnasms (C3/). Mowuck myTaumin B reHe TRAPPC2, M.
(Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2, Mut.)

MHeBMOTOpPaKC NePBUYHbIN CMOHTaHHbIN. Monck myTaumnin B reHe FLCN, m. (Primary Spontaneous
Pneumothorax, PSP, Gene FLCN, Mut.)

CvHapom HuiimereH, NBN u.m. (Nijmegen Breakage Syndrome, NBS, Gene NBN, Freq. Mut.)

CuHapom BaapaeHbypra. Mouck myTtauuii B reHe PAX3, M. (Waardenburg Syndrome, WS, Gene
PAX3, Mut.)

MellweyHas AUCTpodus NoscCHOKOHeUYHOCTHas. Mownck myTaumnin B reHe FKRP, M. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene FKRP, Mut.)

MukHoam3ocTo3. Mownck MyTaumin B reHe CTSK, m. (Pyknodysostosis, PKND, Gene CTSK, Mut.)

®eHunnkeToHypms. Monck myTtaumii B reHe PAH, m. (Phenylketonuria, PKU, Gene PAH, Mut.)

CuHgpom Cmuta-Jleman-Onuua (C/10C). Momck myTaumnin B reHe DHCRY, m. (Smith-Lemli-Opitz
Syndrome, Gene DHCR7, Mut.)

MykoBucumaos. Mownck yacTtbix MyTaumi B reHe CFTR, u. M. (Cystic Fibrosis, Gene CFTR, Freq. Mut.)

bonesHb napKVIHCOHa, KOMMIeKCHaa ANarHoCTnka, 4Y.m.
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CuHgpom UAJACU, reH NOTCH3

MblweyHasn guctpodus roeHHa-bekkepa. JlanoHuzaums X-xpoMocoMmbl y aeBoyek (Duchenne
Muscular Dystrophy, X-Lyonization, Girls)

MukpodTansMm n3oanpoBaHHbIn. Monck myTaumii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene
GDF6, Mut.)

CnuHouepebennspHble atakcmu, Yactble GOpMbl, Y.M.

CkanynonepoHeasbHas Mvuonatus. NMounck myTtaumii B reHe FHL1, m. (Scapuloperoneal Myopathy,
SPM, Gene FHL1, Mut.)

CeMeWiHbIN remodaroumTapHbln AMMborncTnoumTos. Mouck mytauuii B reHe PRF1, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)

®atanbHas cemenHas MHCOMHUMA. Mounck myTauwmii B reHe PRNP, m. (Fatal Familial Insomnia, FFI,
Gene PRNP, Mut.)

JK30CTO3bl MHOXECTBEHHbIe. [Monck MyTauuii B reHe EXT1, m. (Multiple Exostoses, Gene EXT1, Mut.)
BonesHb YHdeppuxTa-JSlyHabopra. Mownck yacTbix myTaumii B reHe CSTB, u. m. (Progressive
Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB, Freq. Mut.)

dubpogucnnasmsa occndurumpytoLlas nporpeccupyrowas. NMovck MyTaLmnin B «ropsadmx» yuyactkax
reHa ACVR1, «ropsu.» yu. m. (Fibrodysplasia Ossificans Progressiva, FOP, Gene ACVR1, Hot-Point
Mut.)

leHTUHITOHONOA0OHOE 3aboneBanune, Tun 2, JPH3, u.m.

X-CLienneHHbIN TAXeNbI KOMOUHMPOBaHHbIM UMMYHOAedMLMT. Monck MyTaumin B reHe IL2RG, m.
(X-Linked Severe Combined Immunodeficiency, Gene IL2RG, Mut.)

CuHapom Makna-Yananca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene NLRP3, Mut.)

MNceBaokcaHTOMa 3nacTuyeckasn. MNMonck Yactbix MyTauuii B reHe ABCC6, u. M. (Pseudoxanthoma
Elasticum, Gene ABCC6, Freq. Mut.)

MetremornobuHemus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.)

MepBuYHas feroyHas runepteHsms. Mowck mytaumnin B reHe BMPR2, M. (Primary Pulmonary
Hypertension 1, PPH1, Gene BMPR2, Mut.)

Atakcums Ppugpeinxa. Mouck mytauumii B reHe FXN, M. (Friedrich Ataxia, Gene FXN, Mut.)

BonesHb Hoppw. Mounck mytauuii B reHe NDP, M. (Norrie Disease, Gene NDP, Mut.)
dpUTPOAEPMUS BPOXKAEHHAA UXTUO3HaA (HebynnesHas). Monck myTauuin B reHe LOX12B, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene LOX12B, Mut.)

M'vneptpoduryeckas kapguomumonatus. Mounck mytauuii B reHe TNNT2, m. (Familial Hypertrophic
Cardiomyopathy, Gene TNNT2, Mut.)

lnaykoma toBeHW/IbHas OTKPbITOYrofibHas (cMHApoMm Purepa). Mowvck mytauunin B reHe CYP1B1, m.
(Primary Open Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)

Numdeaema. Mouck myTtauwmii B reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.)
TpombouwnTtoneHus BpoxaeHHas. MNMonck mytaumii B reHe MPL, m. (Congenital Amegakaryocytic
Thrombocytopenia, CAMT, Gene MPL, Mut.)

MblleyHas ANCTPOdUsA NOSCHOKOHeYHOCTHas. Mownck myTaumia B reHe SGCB, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCB, Mut.)

MoueyHas aguncnnasms. Monck MyTaumm B ak3oHax 10, 11, 13, 14, 15 reHa RET, m. (Renal
Hypodysplasia, Aplasia 1, Exons 10, 11, 13, 14, 15 Gene RET, Mut.)

KocTHas reteponnasms nporpeccupytowas. MNMonck mytaumii B reHe GNAS, M. (Progressive Osseous
Heteroplasia, POH, Gene GNAS, Mut.)

BokoBoi ammotpoduueckmnin cknepos (BAC), SOD1, m.

TopcunoHHas anctonus, Tun 1, TORTA (DYTT), u.m.

CuHAPOM nogkoeHHoro ntepuriyma. Mouck mytauuii B reHe IRF6, M. (Popliteal Pterygium
Syndrome, PPS, Gene IRF6, Mut.)

BonesHb Jlepmutt-Ayknoc. Mownck myTauuii B reHe PTEN, M. (Lhermitte-Duclos Syndrome, Gene
PTEN, Mut.)

MblweyHas auctpodus BpoxkaeHHas. MNMounck myTtaunii B reHe FKRP, m. (Muscular
Dystrophy-Dystroglycanopathy, Gene FKRP, Mut.)

CuHgpom baHasH-Painan-Pysanbbaka. MNMonck myTtaumin B reHe PTEN, m. (Bannayan-Ruvalcaba-Riley
Syndrome, Gene PTEN, Mut.)

SpUTPOLIUTO3 peLieCcCUBHbIN (ceMelHas HacneCcTBeHHas noavumutemus). Mouck Mytauui B reHe
VHL, m. (Autosomal Recessive Erythrocytosis, Gene VHL, Mut.)

Helponatus ¢ napaavyamu ot caasnenuns, PMP22, peneuun n gynavkaumm (Charcot-Marie-Tooth
disease type 1A (CMT1A))

KpanvometadusapHas gncnnasms. NMouck mytaumii reHa ANKH, m. (Craniometaphyseal Dysplasia,
Gene ANKH, Mut.)

XpoHwnueckas rpaHynematosHas 6onesHb. MNounck mytaumii B reHe CYBB, m. (Chronic Granulomatous
Disease, CGD, Gene CYBB, Mut.)

Mporepus XatumHcoHa-Tnndopaa. Monck mytaumin B reHe LMNA, M. (Hutchinson-Gilford Progeria
Syndrome, Gene LMNA, Mut.)
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CuHapom Kpurnepa-Hawspa (CKH, cemelinas xentyxa). MNonck myTauuin B reHe UGT1, m.
(Crigler-Najjer Syndrome, Gene UGT1, Mut.)

CvHapowm Petta. Mouck myTaumii B reHe MECP2, m. (Retts Syndrome, Gene MECP2, Mut.)

BonesHb bexyera, TnuposarHmne HLA B51

HapyweHus getepmuHauum nona. AHanms Haanums reHa SRY, m. (Disorders Sex Determination,
Analysis Gene SRY, Mut.)

MblweyHas AUCTpodus NOACHOKOHeUYHOCTHaA. Monck myTauuii B reHe SGCA, m. (Muscular
Dystrophy Limb-Girdle Type 2A, Gene SGCA, Mut.)

HacneactBeHHast MOTOPHO-CeHCcOpHas Heponatus (6onesxb LLapko-Mapu-TyTa) Tun II. Mounck
myTauwmii B reHe NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)

AyTOMMMYHHbIV AumdonponndepaTMBHbIN CUHAPOM. [TONCK MyTaLWii B «<rOpsUmMX» ydacTKax reHa
TNFRSF6, «ropsu.» yu. M. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6,
Hot-Point Mut.)

M'vnep-IgD cnHgpom. Mounck MyTaLmin B «ropavmx» yyactkax reHa MVK, «ropau.» yu. m. (Hyper-IgD
Syndrome, Gene MVK, Hot-Point Mut.)

MblweuHasn guctpodus, Tmn Pykysma. Monck myTtaumin B reHe FKTN, m. (Muscular Dystrophy
Fukuyama-Type, Gene FKTN, Mut.)

CuHgpom ESC (cuHapom MonbgmaHa-®Paspa). Mownck myTtaumin B reHe NR2E3, m. (Enhanced S-Cone
Syndrome, Goldmann-Favre Syndrome, Gene NR2E3, Mut.)

CviHapowm BaH gep Byaa. Mounck myTtaunii B reHe IRF6, m. (Van der Woude Syndrome, Gene IRF6,
Mut.)
PetuHowwmanc. Mownck myTtaumin B reHe RS1, m. (Retinoschisis 1 X-Linked Juvenile, RS1, Gene RS1,
Mut.)

CeMeWiHbIN remodaroumTapHblin AnMborncTnoumTos. Mounck mytauuii B reHe UNC13D, m. (Familial
Hemophagocytic Lymphobhistiocytosis, Gene UNC13D, Mut.)

OcTeoneTpo3 peLeccuBHbIi (MpamopHas 6oae3Hb kocTein). Mownck MyTauunin B reHe TCIRG1, m.
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Mut.)

BonesHb YHdeppuxta-SlyHabopra. Mowck mytaumi B reHe CSTB, m. (Progressive Myoclonic Epilepsy
1A Unverricht and Lundborg, Gene CSTB, Mut.)

X-cuenneHHbIl aumdonpoandepaTMBHbIN CMHAPOM (6onesHb [lyHkaHa, cHAPOM [TypTuabo).
Mownck myTaumin B reHe SH2D1A, m. (X-Linked Lymphoproliferative Syndrome, XLP, Gene SH2D1A,
Mut.)

BonesHb becta. Mounck Bcex M3BECTHbIX MyTauuii B reHe BEST1, m. (Best Vitelliform Macular
Dystrophy, All Known Mutations, Gene BEST1, Mut.)

KpaHuocuHocto3s. Mownck myTtaumii B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.)

KpaHuocuHocTo3s. Mownck MyTaumin B reHe MSX2, M. (Craniosynostosis Type 2, Gene MSX2, Mut.)
CnoHrnodpopMHas 3HUedpanonaTms ¢ HEMPONCUXUUECKUMU NPOABAEHUAMU. MOUCK MyTaLMI B reHe
PRNP, m. (Spongiform Encephalopathy with Neuropsychiatric Features, Gene PRNP, Mut.)

Nxtrno3s bynnesnbivi. Mouck mytaumii B reHe KRT2, M. (Ichthyosis Bullosa Of Siemens, Gene KRT2,
Mut.)

CvHapom KapnieHTepa (akpouedanononmcuHaakTuans BToporo Tuna). Movck mytauunin B reHe
RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.)

CvHapom [xekcoHa-Beicca. Mownck myTaumin B 3k3oHe 9 reHa FGFR2 u ak3oHe 7A reHa FGFR1, m.
(Jackson-Weiss Syndrome, JWS, Exon 9 Gene FGFR2, Exon 7A Gene FGFR1, Mut.)

MNceBaokcaHTOMa 3nacTnyeckas. Mounck mytaumin B reHe ABCC6, M. (Pseudoxanthoma Elasticum,
Gene ABCC6, Mut.)

Cnactuyeckas napanserusa LWrpromnens, Tun 4, SPAST (SPG4), u.m.

CuHapom Xunnens-/ivHaay (Lepebpo-peTuHo-BUCLEPaIbHbIN aHrMOMaTo3). MNMonck MyTaLuii B reHe
VHL, M. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene
VHL, Mut.)

Mcopwas, TunupoBaHne HLA-Cw6

MOI’IeKy!’IﬂpHO-I’eHETVI‘-IECKaﬂ ANarHOCTMKa paka npe,u,CTaTeanoM Xenesbl

CuHgpom Anepa (akpouedanocmngaktuams). Monck yactbix MyTaumin B reHe FGFR2, u. m. (Apert
Syndrome, AS, Gene FGFR2, Freg. Mut.)

CemeliHas runepxonecteprHemmns (KOMnaekcHas gmarHoctmka - reHbl LDLR, APOB, PCSK9)
SnudursapHas aucnnasms, MHOXecTBeHHas. [onck myTauuin B reHe SLC26A2, m. (Multiple
Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)

CuHgpowm AprTa. Mounck MyTauuii B reHe PRPST, m. (Art's Syndrome, Gene PRPS1, Mut.)
dpuTpoaepmuna BpoxaeHHas UxTMosHas (HebyanesHas). Mownck mytaumnin B reHe ALOXE3, m.
(Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE, Gene ALOXE3, Mut.)

CVHApPOM KpaHuodaLmanbHOW AMCMOPOUN-TYTOYXOCTU-YIbHAPHOM AeBMaLMmn KUCTeR. Mounck
myTauwmii B reHe PAX3, M. (Craniofacial-Deafness-Hand Syndrome, CDHS, Gene PAX3, Mut.)

MblweyHasn guctpodus Imepun-Apendyca. Monck mytauuii B reHe LMNA, M. (Emery-Dreifuss
Muscular Dystrophy, Gene LMNA, Mut.)
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JpUTPOLIMTO3 PELLECCUBHBIN (CeMeliHas HacNeACTBEHHan NoaMumuTemums). MoncK YacTbix MyTaL Wi B
reHe VHL, u. M. (Autosomal Recessive Erythrocytosis, Gene VHL, Freq. Mut.)

CuHgpoM KepaTuTa-uxtnosa-tyroyxoctm (KNA-cvHapom). Mowmck myTaumnin B reHe GJB2, m.
(Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome, Gene GJB2, Mut.)

JNvnoanctpodus cemeinHas yactmuHas. Monck MyTauuin B «ropsymx yyactkax» reHa LMNA,
«ropay.» y4. M. (Familial Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
CvHapowm BapTa. Mownck MyTaumii B reHe TAZ, M. (Barth Syndrome, Gene TAZ, Mut.)
LilepebpookynodaLmockeneTHoln cuHapom. Mounck mytaumii B reHe ERCC6, m.
(Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCC6, Mut.)

Cunapom Xunnens-/uHaay (Lepebpo-peTuHo-BrUcLepabHbIA aHrMoMaTos). OnpegeneHve ymcna
konwui reHa VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von Hippel-Lindau Hereditary Cancer
Syndrome, Gene VHL, Copy Number Variation Gene VHL, Mut.)

JK30CTO3bl MHOXECTBEHHbIe. [Monck MyTauuii B reHe EXT2, M. (Multiple Exostoses, Gene EXT2, Mut.)
MblweyHas AMCTpoPua NOACHOKOHEUYHOCTHaA. Monck yacTbix MyTaumin B reHax CAPN3, FKRP,
ANOS5, SGCA

Inaykoma BpoxaeHHas. Mownck myTaumn B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG
3A, Gene CYP1B1, Mut.)

HopMokannemuyeckuii nepnoanyeckunii napanny. NMounck mytaumin B ak3oHe 13 reHa SCN4A, m.
(Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)

MopaxeHwnsa neueHn, reHbl ATP7B, PNPLA3, SERPINAT, u.m.

Monungaktnansa. Mounck mytauuii B reHe GLI3, m. (Polydactyly, Gene GLI3, Mut.)
l'vnep-IgM cuHapom. Mouck myTaumii B reHe CD40LG, m. (Hyper-IgM Syndrome, Gene CD40LG,
Mut.)

MepBryUHas runepTpoduUeckas octeoapTponaTus (naxugepmonepmoctos). Mouck MyTaLuii B reHe
HPGD, m. (Hypertrophic Osteoarthropathy, Primary, Autosomal Recessive, 1, Gene HPGD, Mut.)

MwuoToHusa ToMmceHa-bekkepa. Mounck vactbix MyTauuin B reHe CLCN1, u. m. (Myotonia Congenita,
Gene CLCNT1, Freg. Mut.)

BokoBoi ammotpodurueckmnin cknepos, C9orf72, u.m.

lnoMepyounTOo3 noyek runonaactnuyeckoro tmna. Mouck mytauwnii B reHe HNF1B, m. (Renal Cysts
And Diabetes Syndrome, Gene HNF1B, Mut.)

HacneactBeHHas MOTOPHO-CeHCOpHas HelponaTus (6onesHb LLlapko-Mapu-Tyta) Tun I. Mownck
YacTbix MyTaLmin B reHax SH3TC2, FIG4, FGD4 n GDAP1, u. m. (Charcot-Marie-Tooth Disease Type
1B, Gene GDAP1, Freq. Mut.)

CuHapom KoddurHa-Soypwm (CKN). Mounck mytaumin B reHe RPS6KA3, m. (Coffin-Lowry Syndrome,
Gene RPS6KA3, Mut.)

Monungaktnansa. Mounck mytauuii B reHe SHH, m. (Polydactyly, Gene SHH, Mut.)

HeankoronbHbIi Xunposoi renatos, reH. PNPLA3, u.m.

CuHgpom TAR. Mownck myTaumin B reHe RBM8A, m. (Thrombocytopenia-Absent Radius Syndrome,
TAR-Syndrome, Gene RBM8A, Mut.)

BonesHb KoygeHa. Mownck mytaumnin B rede PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.)

MwuotoHnueckas gnctpoous, Tun 2, CNBP (ZNF9), u.m.

XoHapoguncnnasmsa ToueyHas KoHpaau-XtoHepmaHa. Movck mytauuin B reHe EBP, m.
(Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome, Gene EBP, Mut.)

CeMeWiHbIN remodaroumTapHblin AMMorncTnoLmMTos. Mouck mytauuii B reHe STXBP2, m. (Familial
Hemophagocytic Lymphohistiocytosis, Gene STXBP2, Mut.)

Pabgommonns (MuornobuHypums). Mownck myTtaumit B reHe LPINT, m. (Myoglobinuria Acute Recurrent
Autosomal Recessive, Gene LPIN1, Mut.)

Freneodumsnyeckas ancnnasms. MNMonck MyTtaumin B rene ADAMTSL2, m. (Geleophysic Dysplasia 1,
Gene ADAMTSL2, Mut.)

BonesHb MannepBopaeHa-LUnatua. Mounck yactbix MyTauunin B reHe PANK2, u. m.
(Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq. Mut.)
dputpokepaTtogepmus. Mounck myTtauwmii B reHe GJB4, m. (Erythrokeratodermia, Gene GJB4, Mut.)
ATtenocteoreHes (aucnnasus ge na lWanens). Mouck mytaumii B reHe SLC26A2, M. (Atelosteogenesis
I, De la Chapelle Dysplasia, Gene SLC26A2, Mut.)

AHemus JanmoHaa-baekdeHa. Monck myTtaumin B reHe RPS19, M. (Diamond-Blackfan Anemia 1,
DBAT1, Gene RPS19, Mut.)

HedbpoTtnuecknii cungpom. Mounck mytaumin B reHe NPHS2, m. (Nephrotic Syndrome Type 1,
NPHS1, Gene NPHS2, Mut.)

Femopunusa. Mounck MyTauuii B reHe dpakrtopa IX npu remoduanm B, m. (Hemophilia B, Gene Factor
IX, Mut.)

TpuxoprHodanaHreanbHbln cMHApoM. Mounck myTauuii B reHe TRPS1, M. (Trichorhinophalangeal
Syndrome, TRPS, Gene TRPS1, Mut.)

CnunHanbHas ammoTtpodus ¢ napaavyom anadparmel. MNovck myTaumnin B reHe IGHMBP2, m. (Spinal
Muscular Atrophy (SMA) with Diaphragmatic Paralysis, Gene IGHMBP2, Mut.)
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FMnoxongponnasus. Mounck Yactbix MyTaumin B reHe FGFR3, u. m. (Hypochondroplasia, Gene FGFR3,
Freg. Mut.)

MyTaummn nekapcreeHHon pe3ncteHTHocT NS3, NS5A 1 NS5B pernoHoB reHoma BMpyca renatuTa
C (ansa reHotunos 1a, 1b)

M'vnepkannemMunyecknii nepuoanyecknin napanuu. Mowck mytaumin B 3k3oHax 13 1 24 reHa SCN4A, 15697
M. (Hyperkalemic Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)

HelpoceHcopHas HeCMHAPOMabHas TYroyXxoCTb, MOWCK YacTbiX MyTauuin B reHe GJB2 1 KpynHbIX
aeneumin B nokyce DFNB1

12056

12837

6820

OHkonornyeckmne 3aboseBaHus

MyTauun B reHe MET 12331

HacneactBeHHble ciyyan paka MOJIOUHOM Xene3bl U/uan anuHnkos (reHsl BRCA1, BRCA2)

(Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCAT, BRCA2)) 4785
Mytauun B reHe POLE 8327
OnpegeneHne TpaHcnokauum 1p/19q 11165
WNccnepoBaHmne XxpoMocoM B abOPTUBHOM MaTepuane, CKPUHUHT 10010
CUHAPOM MHOXECTBEHHOM 3HAOKPUHHON Heonnasum 2B Tuna (reH RET) (Multiple Endocrine 5148

Neoplasia Type 2B (Gene RET))
HacneactBeHHble cnyyan BRCA-accoummpoBaHHOrO paka y My>UMH: paK rpyaHOMN,
NozXXeNyA0YHOM, NPeACTaTe/IbHOM Xenes, pak andek (reHbl BRCAT, BRCA2) (6e3 onvcaHus

. ) . 4290
pe3ynbTaToB BpauoM-reHeTkom) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
Prostate, Testicular Cancer (Genes BRCA1, BRCA2) (without Description))
CeMeWHbIN MefyANfpHBIA pak WUTOBUAHOM Xene3bl (3k3oHbl 10, 11, 13, 14, 15 reHa RET) (Familial

Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET)) 21406
CMH,qp(_)M MHO)KeCTBeHHOﬁ 3HAOKPVHHOW Heonaasumm 2A tvna (3k3oHbl 10, 11 reHa RET) (Multiple 9999
Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))

Mytauun B reHe IDH2 11682
VccnepoBaHue XpoMocoM B abOpPTUBHOM MaTepumae, paclumpeHHoe 23199
KonnuectBeHHOe onpeseneHne COOTHOLLEHWA HOPMabHOrO U MyTaHTHOro ananenein 617V/617F B 8800

14 3k30He reHa JAK2 (Quantification of wild-type and mutant allelic ratio of gene JAK2 617V/617F)

HacneactBeHHble cnyyan BRCA-accoummpoBaHHOrO paka y My>UWH: paK rpyaHoMN,

NnoaXKenyAoYHOW, NpescTaTeIbHOM Xenes, pak andek (reHsl BRCA1, BRCA2) (Hereditary Breast 4785
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))

Onpegenexve metnanposaHus reHa MGMT 11682
MyTtauma PIK3CA 11682
Onpegenexune abepaumii C228T n C250T B reHe TERT 8327
HacneactBeHHble cyyan paka MONOYHOM Xenesbl n/man anuHmnkos (reHbl BRCA1, BRCA2) (6e3
onwucaHus pesyabTaTtoB Bpavom-reHetnkom) (Hereditary Breast and/or Ovarian Cancer, HBOC 4290
(Genes BRCA1, BRCA2) (without Description))
MyTtauun B reHe IDH1 11682
®epmeHTbI

A09.05.039 Nakrtataerngporenasa (J14r, L-nakrat, HAL+Okcngopeaykrasa) (Lactate

165
Dehydrogenase, LDH)
G6PD 3pnTpOLMTOB, aKTMBHOCTb 3278
A09.05.042 AnannHamunHoTpaHcdepasa (AnAT, AT, ryTaMnHO-NMPOBMHOrpaHas TpaHcaMmHasa, 165
IMT) (Alanine Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )
A09.05.045 Anbda-amunasa (?-amunasa, gnactaza) (Alpha-Amilase, ?-Amylase) 231
A09.05.180 Anbda-amunasa naHkpeatnyeckas (P-nsodepmeHT amunassbl) (Pancreatic ?-Amylase) 275
XonuvHactepasa (S-lMceBagoxonnHactepasa, xonnHactepasa ll, S-X3, aunnxonnHrugponasa) 253
(Cholinesterase, Pseudocholinesterase, PCHE)
A09.05.046 ®ocdartaza wenouHas (LLL®) (Alkaline Phosphatase, ALP) 165
A09.05.173 Nunasa (Tpraunaranueponaunarngponasa) (Lipase) 319
®ocdartaza kucnas (KO) (Acid Phosphatase, ACP) 220
Famma-raytamuntpaHcnentugasa (T, rayTamuatpaHcnentugasa) (Gamma-Glutamyl Transferase, 165

GGT)
A09.05.043 KpeatnHkmHasa (KpeatuHdpocdokmHaza, KK, KOK) (Creatine Kinase, CK, Creatine

. 264
Phosphokinase, CPK)
A09.05.041 AcnapTtatamunHoTpaHcdepasa (AcAT, ACT, rnyTammnHO-LLLaBENEBOYKCYCHas
TpaHcamuHasa, M'LUT) (Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, 165
SGOT)



KpeatnHknHaza-MB (KpeatnHpocdokmHaza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB,

Creatine Phosphokinase-MB, CPK-MB.) 341
HLA-TMnnpoBaHune n pesyc-dakTop
TunuposaHwue reHos cuctembl HLA |l knacca (reHbl DRB1, DQA1, DQB1) (System Human Leukocyte 5841
Antigen (HLA) Class Il, Typing (Genes DRB1, DQA1, DQB1))
OnpegzeneHune reHotuna pesyc-dakropa (6e3 onvcaHns pesybTaToB BPa4yoOM-reHETUKOM) 9768
(Genotype of RH factor Definition (without Description))
OnpegeneHue nona niaoga. BeiseneHve Y-xpomMocomsl nioga B Kposu matepu (Y-chromosome of
. ) 4510
the fetus in the mother's blood)
Onpegenenue pesyc-daktopa (Rh factor Definition) 6820
OueHka cBepTbIBatoLLLe CUCTEMbI KPOBU
Mna3muHoreH (Plasminogen) 660
®akTop VIII (@HTUremodmabHbIn r1obyanH A) (Antihemophilic Globulin A, FVIII) 1133
A09.05.051.001 D-anmep (D-Dimer) 1133
A09.05.050 ®nbpurHoreH (Fibrinogen, FG) 231
A12.05.039 AkTBMpOBaHHOE YacTMyHOe (NapLmanbHoe) TpoMbonaacTHosoe Bpems (AYTB 165
(AMTB), kedannH-kaoamHoBoe Bpems) (Activated Partial Thromboplastin Time, APTT)
®akTop IX, akTuBHOCTb, % (pakTop Kpnctmaca, aHTuremodunbHbl daktTop «B») Factor IX, Activity,%
. . o Lo 484
(Christmas Factor, anti-hemophilic globulin “B")
A12.05.027 MpoTtpombuH (npotpombuHoBoe Bpems, MB), MHO (MexayHapoaHoe
HOpMasiM3oBaHHoOe oTHowweHwue) (Prothrombin, Prothrombin Time, PT, International Normalized 253
Ratio, INR)
A12.05.028 TpomburHoBoe Bpems (TB) (Thrombin Time, TT) 253
A09.05.029.001 BonuaHouHbIl aHTUKOaryasHT (BA) (Lupus Anticoagulant, LA) 803
MpoteunH C, % akTneHocTK (Protein C, % Activity) 1969
AHTK-Xa akTuBHOCTb, ME/Mn (TenapuH, KoHUeHTpaums, ME/mn), Anti-Xa activity, I[U/ml (Heparin 1837
concentration, 1U/ml)
®akTop Bunnebpanaa, aHtureH, % (Willebrand Factor, Antigen, %) 2233
A09.05.047 AHTUTpOMOWH lII, % aktneHOCTM (AT I, Antithrombin Ill, % Activity) 363
MpoteunH S cBob6oaHbIN (Protein S, Free) 2442
Benkn 1 aMMHOKNCIOTI
CBOb6OAHbIE NEeTkMNe Leny MMMYHOrN00yIMHOB Kanna v asmbaa B mode (Urine immunoglobulin free 1474
light chains (FLC) kappa and lambda)
M-rpagueHT, CKPUHWHT. DnekTpodopes CbIBOPOTKM KPOBU, UMMYHODUKCALNS C MOANBANEHTHOW
aHTMCbIBOPOTKOM, KOIMYECTBEHHas oLeHka M-6enka (6e3 TunuposaHus) (M-Gradient, Screening. 2376
Serum Protein Electrophoresis (SPEP), Immunofixation with Polyvalent Antiserum, Quantification of
M-Protein (without Typing))
Benok beHc-[l)xoHca B Moye: MMMyHObUKCaLMS, KONNMYECTBEHHOE ONpejeneHne, TUNpoBaHue
kanna, n1ambaa (Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda 3300
Typing, Quantification )
A09.05.014 beskoBble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* 275
M-rpagueHT, TMnMpoBaHue. dneKTpodopes CbIBOPOTKMN KPOBY, MMMYHODUKCALMA C NaHENbIO
aHTMCbIBOPOTOK (pa3genbHo Kk 1gG, IgA, IgM, kanna, nambaa), konnyecteeHHas oueHka M-b6enka 4389
(M-Gradient, Typing. Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA,
IgM, Kappa, Lambda), Quantification of M-Protein)
CBobOHbIE Nerkue Lenu MMMYHOr106yIMHOB Kanna u aambaa B ankesope (Cerebrospinal Fluid
; . . . 1738
Concentration of Immunoglobulin Free Light Chains)
CBobogHblE Nerkue Lenm MMMYHOr1I06yIMHOB Kanna v nambaa CbiIBOPOTKM C pacyeToM MHAeKca 2156
Kanna/nambaa
Benok beHc-[lxxoHCa B MOYe, CKPUHUHF C MPUMEHEHNEM MMMYHOdUKCALMM 1 KOMYECTBEHHOE
. . . e 2068
onpegenerue (Bence-Jones Protein, Urine, Immunofixation, Quantification )
A09.05.011 AnbbymuH (Albumin) 231
A09.05.010 Obwui 6enok (Protein Total) 165
A09.05.214 TomoumctenH (Homocysteine) 1419
dnekTpodopes Henkos Moun, onpeseneHvie Tuna npotenHypun (Urine Protein Electrophoresis) 1650
AnneprokomnoHeHTbl ImmunoCAP
Kanycra 6enokouaHHas (f216) IgE, ImmunoCAP 693

AnenbcuH (f33) IgE, ImmunoCAP 693



MonbiHb 06bIKHOBEHHAS, nArtv1 (w231) IgE, ImmunoCAP

Puc (f9) IgE, ImmunoCAP

Bpokkonn (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP)
CuHuHa (f26) IgE, ImmunoCAP

TapakaH pbixunia (npycak) (i6) IgE, ImmunoCAP

ManwuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP)
Kaptodesns (f35) IgE, ImmunoCAP

KoHanbbymuH srina, nGal d3 (f323) IgE, ImmunoCAP

Cmecb annepreHoB gomaluHer noiv (Hollister-Stier) (hx2) IgE, ImmunoCAP
Candida albicans (m5) IgE, ImmunoCAP

Aa nuenbl MegoHocHol (i1) IgE, ImmunoCAP

Aa ocbl 06bIKHOBEHHOW (i3) IgE, ImmunoCAP
XnoprekcnanH (c8) IgE, ImmunoCAP

Mepcwuk (f95) IgE, ImmunoCAP

flumens (f6) IgE, ImmunoCAP

Apoxokn nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP
Oomykoug, nGal d1 (f233) IgE, ImmunoCAP

Apaxuc, rAra h 2 (f423) IgE, ImmunoCAP

OsBuga, anutenni (€81) IgE, ImmunoCAP

Knew, gomatuHeli nbiav / D. pteronyssinus (d1) IgE, ImmunoCAP
Bepesa 6opogasuatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP
Kpab (f23) IgE, ImmunoCAP

OBanbbymuH, anbbymunH snuHbin, nGal d2 (f232) IgE, ImmunoCAP
Beta-naktornobynuH, (nBos d5) (f77) IgE, ImmunoCAP
Anbda-naktanbbymuH (nBos d4) (f76) IgE, ImmunoCAP

BaHaH (f92) IgE, ImmunoCAP

Matro (f91) IgE, ImmunoCAP

Mopckas cBuHKa, anuTtenni (e6) Ige, ImmunoCAP

TpunTtaza, ImmunoCAP

Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP

Monyrai, nepo (e213) IgE, ImmunoCAP

Anynbin xentok (f75) IgE, ImmunoCAP

Kowika, nepxotsb (e1) IgE, ImmunoCAP

Apaxuc, rAra h 1 (f422) IgE, ImmunoCAP

JomaluHas nbiib (Hollister —Stier) (h2) IgE, ImmunoCAP

Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP

Cobaka, rCan f 1 (€101) IgE, ImmunoCAP

Msico kypuupi (f83) IgE, ImmunoCAP

MonbiHb ropbkas (w5) IgE, ImmunoCAP

Malassezia spp. (m227) IgE, ImmunoCAP

Cobaka, rCan f 2 (102) IgE, ImmunoCAP

®opmanbaerng / dpopmanmn (k80) IgE, ImmunoCAP
Mopkosb (f31) IgE, ImmunoCAP

Coesble 6066 (f14) IgE, ImmunoCAP

[JomatHss nbinb (Greer Labs.) (h1) IgE, ImmunoCAP

Natekc (k82) IgE, ImmunoCAP
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Cladosporium herbarum (m2) IgE, ImmunoCAP

OgayBaHuMK 06bIKHOBEHHbIN (W8) IgE, ImmunoCAP

Cmeck annepreros nneceHn (mx2) IgE, ImmunoCAP

KpeseTka (f24) IgE, ImmunoCAP
TponomwnoswuH kpeseTok, rPen a1(f351) IgE, ImmunoCAP
MperindpyT (f209) IgE, ImmunoCAP

Komap (i71) IgE, ImmunoCAP

Monoko koposebe (f2) IgE, ImmunoCAP

Mpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP

AHaHac (f210) IgE, ImmunoCAP

Apaxwc (f13) IgE, ImmunoCAP

MonbiHb 06bIKHOBEHHASA, nArtv3 (w233) IgE, ImmenoCAP

Owmera-5 MraavH nweHunupl, rTria 19 (f416) IgE, ImmunoCAP
Cmecb nuieBbix annepreHos (fx15) IgE, ImmunoCAP

Cobaka, nepxotb (e5) IgE, ImmunoCAP

Cwmecb annepreHoB mMaca (fx73) IgE, ImmunoCAP

Cmech aeTckux nuwebix annepreHos (fx5) IgE, ImmunoCAP
MoaconHeunmk (w204) IgE, ImmunoCAP

Abnoko (f49) IgE, ImmunoCAP

Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP
Momuaop (f25) IgE, ImmunoCAP

Kapn, napeanbbymuH, rCyp c 1 (f355) IgE, ImmunoCAP

Al wepuwhsa (i75) IgE, ImmunoCAP

Cmecb MblabLpbl paHHeuBeTywmx ayrosbix Tpas (gx1) IgE, ImmunoCAP
Bepesa 6bopogaBuartas, rBet v2, rBet v4 (t221) IgE, ImmunoCAP
Mpeunxa (f11), IgE, ImmunoCAP

CradnnoKOKKOBbIV 3HTepOTOKCMH A (M80) IgE, ImmunoCAP
Phadiatop ImmunoCAP, IgE

Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP
MaHgapwH (f302) IgE, ImmunoCAP

KazewnH, monoko (nBos d8) (f78) IgE, ImmunoCAP

Cmecb annepreHoB niecHebix rpnbkos (mx1) IgE, ImmunoCAP
MNenvunnnnH V (c2) IgE, ImmunoCAP

CaxapHas csekna (f227) IgE, ImmunoCAP

Cmecb annepreHoB nblabLpl gepesbes (1x9) IgE, ImmunoCAP

Fopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP)
Munganb (f20) IgE, ImmunoCAP

MprbbI (wamnuHboHsbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImmunoCAP)
Knew, gomawuHen noiam / D. farina (d2) IgE, ImmunoCAP

BapaHuHa (f88) IgE, ImmunoCAP

Mpywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
®yHayx (f17) IgE, ImmunoCAP

Mwenwua (f4) IgE, ImmunoCAP

JNiumon (f208) IgE, ImmunoCAP

Bblumii cbiBOpOTOUHBIV anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP

BaknaxaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP)
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Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) 792

Yaii auctooli (f222) IgE, ImmunoCAP 792
Cmecb aniepreHoB MblabLbl COpHbIX Tpas (wx1) IgE, ImmunoCAP 1375
CmopoguHa kpacHas (f322) IgE, ImmunoCAP 792
Kakao (f93) IgE, ImmunoCAP 693
Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP 2013
Kowka, rFel d1 (e94) IgE, ImmunoCAP 2013
FoBsamHa (f27) IgE, ImmunoCAP 693
Kvew (f84) IgE, ImmunoCAP 693
JNlvzounm sanua, nGal d4 (k208) IgE, ImmunoCAP 913
Ambpo3msa Bbicokas, noabiHoAncTHas, nAmb a1 (w230) IgE, ImmunoCAP 2013
MonbiHb 06bIKHOBEHHAA (W6) IgE, ImmunoCAP 693
Nyk (f48), IgE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) 792
NennvumnnvH G (c1) IgE, ImmunoCAP 693
Tumodeeska nyrosas (g6) Ige, ImmunoCAP 693
bepesa (t3) IgE, ImmunoCAP 693
Koluka, celBopoTOUHbIN anbbymuH, rFel d2 (e220) IgE, ImmunoCAP 2013
C1adnN0OKOKKOBBIM 3HTEPOTOKCMH B (M81) IgE, ImmunoCAP 693
Abpwuikoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) 792
BuwwHsa (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) 792
O6wwii Ig E ImmunoCAP 759
CTadpnnoKoKKOBbIV 3HTEPOTOKCMH TSST (M226) IgE, ImmunoCAP 693
Alternaria alternata (m6) IgE, ImmunoCAP 693
Aspergillus fumigatus (m3) IgE, ImmunoCAP 693
YecHok (f47) IgE, ImmunoCAP 792
Phadiatop Infant ImmunoCAP, IgE 2189
Apaxuc, rAra h 3 (f424) IgE, ImmunoCAP 2013
AnyHbin 6enok (f1) IgE, ImmunoCAP 693
Ogec (f7) IgE, ImmunoCAP 693
Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP 2013
Cenbpepeti (f85) IgE, ImmunoCAP 693
3emnsHuka, KnybHuka (f44) IgE, ImmunoCAP 693
ToikBa (f225) IgE, ImmunoCAP 693
Aa ocbl natHKUcTom (i2) IgE, ImmunoCAP 693
Monoko ko3be (f300) IgE, ImmunoCAP 792
Tpecka atnaHtuueckas (f3) IgE, ImmunoCAP 693
Kypwuua, nepo (e85) IgE, ImmunoCAP 693
Cobaka, cbIBOpOTOUHbIV anbbymuH, nCan f3 (e221) IgE, ImmunoCAP 2013
Pomaluka (w206) IgE, ImmunoCAP 792
Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP 2013

PeBMaTOMAHbII‘/II apTpuT, NopaxeHna cyctaBoB

MonekynsapHo-reHeTuuyeckoe nccnegosanune HLA-B27 (Molecular Genetic Testing HLA-B27) 1705
AHTUTENA K LMKANYecKoMy LnTpyannHmposaHHomy nentugy (ALLLIM) (Anti-Cyclic Citrullinated 1452
Peptide, anti-CCP)

AHTuTena knacca IgG k kepatuHy (AHTUKepaTMHOBbIe aHTUTena, AKA, AHTUdUAarrpnHoBble 2244

aHTutena, A®A) (Anti-Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, 1gG)
PeematomaHbili dakTtop, IgA (PO IgA; Rheumatoid Factor, RF, IgA) 1232



Kpuctannbl B Maske CMHOBMaNbHOMN XWUAKOCTM (MOHOypaT HaTpus, nupodocdat kanbLms) (Synovial
Fluid Smear, Crystals)

AHTUTena knacca IlgG kK MOANLNPUPOBAHHOMY LIUTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MLIB)
(Anti-Mutated Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin 1518
Antibodies, Anti-Sa Antibodies, IgG)

LintomeranosupycHas nHdekumsa (untomeranosupyc, LIMB)

1705

Liutomeranoeupyc, onpegenenne JHK B cockobe anutennanbHbix KNeTok camsncton Hoca (CMV

DNA, Scrape of Nasal Epithelial Cells)* 275
LI,MTomeranosv!pyc, onpeseneHne [HK B cockobe anuTennanbHbix knetok potornoTtkm (CMV DNA, 275
Scrape of Faucial Epithelial Cells)*
Lintomeranosumpyc, onpegeneHve [IHK B BeHo3Holi kposu (CMV DNA, Blood)* 418
Uutomeranosupyc, onpesenenve AHK B Beinote (CMV DNA, Exudate)* 275
LinTomeranosupyc,kauectBeHHoe onpegeneHmne AHK B ceiBopoTtke kposu (CMV DNA, Serum)* 418
AHTuTena knacca IgM k umtomeranosumpycy (Anti-CMV IgM) 539
Lntomeranosupyc, onpegeneHve HK B cekpete npoctartsl, 3akynate (CMV DNA, Prostatic Fluid, 275
Semen)*
LLVITO‘Mera_ﬂOBV.IpyC, onpegeneHve JHK B cockobe anutenmanbHbix knetok koxu (CMV DNA, Scrape 275
of Skin Epithelial Cells)*
Luntomeranosupyc, onpegenerve HK B moue (CMV DNA, Urine)* 275
Lintomeranosumpyc, onpeaeneHve ,D,HK B cockobe anuTenranbHbIX KIETOK YPOreHUTanbHOro TpakTa 275
(CMV DNA, Scrape of Urogenital Epithelial Cells)*
Lntomeranosupyc, onpegenenne AHK B catoHe (CMV DNA, Saliva)* 275
LinTomeranoBupyc, konndectseHHoe onpegeneHne JHK (Cytomegalovirus, DNA) B cbiBOpOTKE 407
KpoBw
AsungHocTb Anti-CMV IgG 1144
AHTuTena knacca IgG k yutomeranosupycy (Anti-CMV IgG) 396
Lintomeranosupyc, onpeaenexne L!,HK B COCKOBE 3nuTeNabHbIX KNeTOK KOHBIOHKTMBbLI (CMV 275
DNA, Scrape of Conjunctiva Epithelial Cells )*
Ilgll,lljichja)llneranosmpyc, onpegenerve [IHK B cnmHHoMo3rosown xungroctn (CMV DNA, Cerebrospinal 275
MwuKpo3anemeHTbl B MOYe
Megab, Moua, pasosas nopuus (Copper, random urine; Cu) 1298
Kagmuin (Cd) B moue (Cadmium (Cd), Urine) 1298
KobanbT (Co) B Moue (Cobalt (Co), Urine) 1298
Tanann (Tl) B moue (Thallium (TI), Urine) 1298
Wog, () B Mmoue (lodine (1), Urine) 1298
MapraHey, (Mn) B moue (Manganese (Mn), Urine) 1298
Xeneso (Fe) B moue (Iron (Fe), Urine) 1298
Ptytb (Hg) B MOUe (Mercury (Hg), Urine) 1298
AntomumHmi (Al) B moue (Aluminum (Al), Urine) 1298
Mpobonogrotoska (cyTouHas Moya) 748
LInHK (Zn) B Moue (Zinc (Zn), Urine) 1298
Megb (Cu) B cytouHol moue (Copper (Cu), 24-Hours Urine) 1298
Hukenb (Ni) B moue (Nickel (Ni), Urine) 1298
CeneH ( Se) B moue (Selenium ( Se), Urine) 1298
Mpobonoarotoska (Moya) 748
CeuHel, (Pb) B moue (Lead (Pb), Urine) 1298
Mblwbsk (As) B Moue (Arsenic (As), Urine) 1298
CronbHak
AHTUTena knacca IgG Kk ctonbHauHOMY aHaTokcuHy (Anti-Tetanus toxoid 1gG) 990
MWKpO31eMeHTbI B KPOBU (CbIBOPOTKA KPOBMW, LieNbHas KPOBb)
Hukenb (Ni) B cbiBopoTke kposu (Nickel (Ni), Serum) 275

Ptytb (Hg) B BEHO3HOM kpoBu (Mercury (Hg), Blood) 1298



Mpobonoarotoska (CbIBOPOTKa KPOBM) 748

Mbiwwbsik (As) B cbiBopoTke kpoBK (Arsenic (As), Serum) 275
Kagmuii (Cd) B cbiBopoTke kposu (Cadmium (Cd), Serum ) 275
KobanbT (Co) B cbiBOpoTKe KpoBu (Cobalt (Co), Serum) 275
Hukenb (Ni) B BeHo3HOW kposw (Nickel (Ni), Blood) 1298
LLMHK (Zn) B BeHO3HOW KpoBw (Zinc (Zn), Blood) 1298
Woga B coiBopoTke (lodine, serum) 275
3on0T0 (Au) B cbiBOpOTKE KpoBu (Gold (Au), Serum) 275
Megpb (Cu) B ceiBOpoTKe KpoBu (Copper (Cu), Serum) 275
Mpobonoarotoska (KPOBb LieNbHas) 748
Megb (Cu) B BeHo3HOWM Kposu (Copper (Cu), Blood) 1298
CsuHel, (Pb) B BeHO3HOW kposw (Lead (Pb), Blood) 1298
MapraHel, (Mn) B BeHO3HOW kpoBwu (Manganese (Mn), Blood) 1298
LimHK (Zn) B cbiBOpOTKE KpOBWM (Zinc (Zn), Serum) 275
JNuTni (Li) B coiBOopoTke KpoBsm (Lithium (Li), serum) 275
Kagmuii (Cd) B BeHo3HOW kposwm (Cadmium (Cd), Blood) 1298
CeneH (Se) B cbiBopoTKe kpoBu (Selenium (Se), Serum) 275
CeneH (Se) B BeHo3HOM kpoBWu (Selenium (Se), Blood) 1298
MapraHey, (Mn) B cbiBOpoTKe KpoBu (Manganese (Mn), Serum) 275
Kob6anbT (Co) B BeHO3HOM kposu (Cobalt (Co), Blood) 1298
TpuioaTMPOHWH peBepcuBHBbIN (T3 peBepcuBHbIR, Reverse Triiodthyronine). 6567
Tanaui (Tl) B cbiBopoTKe Kposm (Thallium (TI), Serum) 275
Mpobonoarotoska (nia3ma KPoBU (renapwuiH)) 748
MonnbaeH (Mo) B cbiBopoTke Kposu (Molybdenum (Mo), Serum) 275
OHKOTEMATO10I N4
AHanuz nepectpoek ATM reHa (FISH, koany.) (Analysis of ATM gene rearrangements (FISH, 10835
quantitative))
AHanu3 myTtaumii B reHe MPL, TNLLIP, kauecTtBeHHbI (Analysis of MPL gene mutations, PCR, 4829
qualitative)
AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napaduHoBbix cpe3ax (MTMcToFISH, konny.)
(Analysis of BCL- 6 gene rearrangements (der(3)(q27)) on paraffin slides (FISH Histology, 14927
quantitative))
AHanus xumepHoro reHa MLL/AF4 -t(4;11) (MLUP, kau.) (Analysis of chimeric gene MLL/AF4 -t(4;11) 2486
(PCR, qualitative))
AHanu3 nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, koanu.) (Analysis of BCL- 6 gene 10835
rearrangements (der(3)(q27) (FISH, quantitative))
AHanunz moHocoMuu, aeneumn 13 xpomocomsl — (del(13), -13) (FISH, konunu.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHanuz geneumm TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanu3 TpaHcnokaumm t(2;5)(p23;935) Ha napadurHoBbix cpe3ax (rncToFISH, koany.) (Analysis of 14927
translocation t(2;5)(p23;935) on paraffin slides (FISH Histology, quantitative))
AHanu3s Bcex cneumndunueckmx abeppaumin Ha napadrHoBbIx cpesax (rmcToFISH, konanu.) (Analysis of 14927
all specific aberrations on paraffin slides (FISH Histology, quantitative))
AHanus TpaHcnokaumm t(11;14)(q13;932) Ha napadurHoBbIX cpe3ax (rncToFISH, konny.) (Analysis of 14927
translocation t(11;14)(q13;932) on paraffin slides (FISH Histology, quantitative))
AHanuz TpaHcnokaumm t(11;14)(q13;932) (FISH, koanu.) (Analysis of translocation t(11;14)(q13;932) 10835
(FISH,quantitative))
AHanun3 xumepHoro reHa PML/RAR? -t(15;17) (MUP, kau.) (Analysis of chimeric gene PML/RAR? 2486
-t(15;17) (PCR, qualitative))
AHanunz xmmepHoro reHa CBF?/MYH1- inv(16),t(16;16) (MLUP, kau) (Analysis of chimeric gene 2486
CBF?/MYH1- inv(16),t(16;16) (PCR, qualitative))
AHanuz Tpucomum 12 xpomocombl (+12) (FISH, koanu.) (Analysis of chromosome 12 trisomy (FISH, 10835
quantitative))
KauectBeHHas oueHKa Haamumns comatmyeckon mytaumm V617F B 14 ak3oHe reHa JAK2 (Qualitative 1947

assessment of presence of gene JAK2 617F somatic mutation)



AHanuz TpaHcnokaumm t(11;18)(q21;921) (FISH, koanu.) (Analysis of translocation t(11;18)(g21;921)

(FISH, quantitative)) 10835
KapvoTtun oHkoremaTonormnyeckuin (Karyotype, Hematologic Disorders, Peripheral Blood) 7722
AHanuz geneumm TP53 reHa (FISH, koany.) (Analysis of TP53 gene deletion (FISH, quantitative)) 10835
AHanum3s TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, koauu.) (Analysis of translocation t(14;16) 10835

(IGH/MAFB) (FISH,quantitative))

Ananus xmmepHoro reHa BCR/ABL - t(9;22), onpegenenvie Tnna tpaHckpunta BCR/ABL reHa - MUP,
kauyecTB. (Analysis of chimeric gene BCR-ABL - t(9;22), assessment of the BCR-ABL gene transcript 2486
type, PCR, qualitative)

AHanuz geneumm 12p (FISH, konnu.) (Analysis of 12p deletion (FISH, quantitative)) 10835
AHanumz xmmepHoro reHa BCR-ABL (FISH, koanu.) (Analysis of chimeric gene BCR-ABL, FISH,

o 10835
quantitative)
AHanuns nepectpoek BCLZ. reda Ha I'Iapaq)l/.IHOBbIX cpe3ax.(rv|.CToFISH, konuny.) (Analysis of BCL2 gene 14927
rearrangements on paraffin slides (FISH Histology, quantitative))
AHanv.|3 n.epecrpoeK reHa PDGFR?(FISH, konunu.) (Analysis of gene rearrangements PDGFR? (FISH, 10835
quantitative))
AHanv_|3 nepecTpoek rexa FGFR1 (FISH, konnu.) (Analysis of gene rearrangements FGFR1 (FISH, 10835
quantitative))
AHanums xmmepHoro reHa E2A/PBX1 - t(1;19) (MNLLP, kau.) (Analysis of chimeric gene E2A/PBX1 - 2486

t(1;19) (PCR, qualitative))
AHanu3 myTaumin B reHe BRAF (V600E) (MLLP, kau) 8569
AHanunz nepectpoek 5 xpomocomsl (FISH, koanu.) (Analysis of chromosome 5 rearrangements (FISH,

I 10835
quantitative))
AHanu3 TpaHcnokauum t(4;14)(p16;932) (FISH, konnu.) (Analysis of translocation t(4;14)(p16;932) 10835
(FISH, quantitative))
AHanu3s TpaHcnokauuu t(14;16) (IGH/MAFB) (FISH, koauu.) (Analysis of translocation t(14;16) 10835
(IGH/MAFB) (FISH,quantitative))
AHanu3 oTHocuTenbHoM akcnpeccun reHa BCR/ABL -konnuectsenHas RQ MLP (MLLP B peanbHoM 4829
BpemMeHu, konumy.) (Analysis of the BCR/ABL relative expression, RQ-PCR, quantitative)
LinToreHeTMUeCckmin aHaam3 KNeTok KOCcTHoro Mosra (kapwotun) (Cytogenetic analysis of bone 7722
marrow (karyotype))
AHanun3 xumepHoro reHa FIP1L1/PDGFR?(FISH, konuu.) (Analysis of chimeric gene FIP1L1/PDGFR? 10835
(FISH, quantitative))
AHanuz nepectpoek MLL reHa (FISH, konnu.) (Analysis of MLL gene rearrangements (FISH, 10835
quantitative))
AHanu3 nepectpoek 7 xpomocomsl (FISH, konnu) (Analysis of chromosome 7 rearrangements (FISH, 10835
quantitative))
AHanunz moHocoMuu, aeneummn 13 xpomocomsl — (del(13), -13) (FISH, konunu.) (Analysis of 10835
chromosome 13 monosomy, deletion — (del(13), -13) (FISH,quantitative))
AHanu3 myTaumin B 12 ak3oHe JAK2 rena (MLP, kau.) (Analysis of JAK2 Exon 12 mutations (PCR 4829
qualitative))
AHanus nepectpoek BCL2 reHa t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(q21;911) (FISH, xonnu.)
(Analysis of BCL2 gene rearrangements t(14;18)(932;921),t(2;18)(p11;921),t(18;22)(921;911) (FISH, 10835
quantitative))
WNceneposaHune myTtaumoHHoro ctatyca BCR-ABL reHa (MeToz NpAMOro ceKkBeHMpoBaHMA No 9636
CaHrepy) (BCR-ABL1 Mutation Analysis using direct Sanger sequencing, qualitative)
AHanus nepectpoek 1 xpomocomsl (FISH, konny.) 14267
AHanuz nepectpoek 3q (FISH, koany.) (Analysis of 3q rearrangements (FISH, quantitative)) 10835
AHanmz xumepHoro reHa RUNXT/RUNX1T1 -t(8;21) ( MLP, kau.) (Analysis of chimeric gene 2486
RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative))
AHanuz geneumn 20q (FISH, konny.) (Analysis of 20q deletion (FISH, quantitative)) 10835
Ananus nepectpoek MYC reHa ( t(8;14)(924;932)-t(2;8)(p11;924), t(8 ;22)(924;q11)) (FISH, konnu.)
(Analysis of MYC gene rearrangements (t(8;14)(q24;932)-t(2;8)(p11;924), (8 ;22)(q24;,q11) (FISH, 10835
quantitative))
AHanu3 myTaumi, geneumnii, uHcepumii B reHe CALR (MLP, kau.) (Analysis of CALR gene mutations, 4829
deletions, insertions, PCR, qualitative)
AHanums nepectpoek IGH reHa (FISH, konuny.) (Analysis of IGH gene rearrangements (FISH, 10835
quantitative))
Axanuns TpaHcaokaumm t(2;5)(p23;935) (FISH, koany.) (Analysis of translocation t(2;5)(p23;935) (FISH, 10835
quantitative))

OnpezeneHne 6UONOTMYECKOTO POACTBA B CEMbE: OTLLOBCTBA U MaTEPUHCTBA

JoctaBka pe3ynbTaTa UCCNEA0BaHWA MO ONpeAeneHno 6UONOrMUYEeCcKoro PoACTBa B 3aneyaTaHHOM 1320
KOHBEPTE B MEAULIMHCKUA 0dUC
[lonoHWTENbHBIN YYaCTHUK ncciesoBaHns (pebeHok uan matb uam ote) (Additional research 6303

participant (child or mother or father))



CpouHoe ycTaHOB/IEHNE BMONOTNYECKOrO POACTBA ANSl OAHOIO U3 poauTenen npy 6eccnopHom

poactee gpyroro (3 uen.) (Urgent Establishment of Biological Relationship for One Parent at 41833
Indisputable Relationship of Another (3 Persons))

CpouHoe ycTaHOB/IEHWE BUONOTMYECKOTO POACTBA A1S1 OAHOTO V3 POAUTENEN MPU OTCYTCTBUM

apyroro (2 yen.) (Urgent Establishment of Biological Relationship for One Parent in Absence of 41833
Another (2 Persons))

YcTaHoBReHWE BMONIOTNYECKOrO POACTBA A/l OAHOTO U3 POAWTENEN NPU OTCYTCTBMM ApYroro (2
yen.) (Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
YcTaHoBAEeHWe BMONOTMYECcKOro POACTBa AS OAHOIO M3 poauTeneli Npu 6eccrnopHOM poacTBe
apyroro (3 uen.) (Establishment of Biological Relationship for One Parent at Indisputable 19888
Relationship of Another (3 Persons))

17787

MCCHeAOBaHVIﬂ Kana

Konporpamma (Koprogramma, Stool) 374
D03UHOMWBHBIN HEMPOTOKCUH B CTyNe 4059
30HYANH beKanbHbIN 6127
KanbnpotekTuH ¢pekanbHbin (Fecal Calprotectin) 2618
XKenyHble KUCAOTbI B CTYNE 3542
Anbda-T1-aHTuTpKncuH B kane (Alpha-1-Antitrypsin, Feces) 1727
CreaToKpwuT CTyna 1463
WNccnepoBaHume kana Ha cKpbITyHO KpOBb. KauecTBEHHbIN MeTog, 253
AHanu3s Kana Ha anua renbMuHTOB (arua ramcros) (PRO Stool, Helminth Eggs) 308
XVMOTPUNCKUH B CTy/€, aKTUBHOCTb 1980

CKprTaﬂ KPOBb B Kane (KO!'IOpEKTaJ'IbeIe KpOBOTeLIeHVIﬂ), KOJINYECTBEHHbIN VIMMyHOXVIMVI‘-IeCKI/IVI

metog FOB Gold (Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold) 15
Jnactasa 1 (31), naHkpeaTuyeckas 3nactasa 1 (Elastase 1, E1) 2772
CopepxaHue yrneBoZoB B kase (peayLmpytollve BelllecTBa B kase) (Stool Sugars, Reducing 616
Substances, Fecal)

AHanu3 kana Ha npocteriwme (PRO Stool) 308
WNccnepoBaHune Ha aHTepoburos (siiua octpuu), wnatens (Enterobiasis, Spatula) 286
OctaTouHas ocMonspHOCTb cTyna (Stool osmotic gap) 1265

LInTOKMHBI
WHTtepnenkunH-10 (U1-10) (Interleukin 10, IL-10) 2035
NHtepnenkuH-6 (N1-6) (Interleukin 6, I1L-6) 2035
®akTop Hekposa onyxonun-? (PHO-?) (Tumor Necrosis Factor Alpha, TNF-?, Cachectin) 2035
Nutepnenkunn-1? (MN-1?) (Interleukin 1 Beta, IL-1) 2035
WNutepnenkunn-8 (MU1-8) (Interleukin 8, IL-8) 2035
Onpegenenve cneundunyeckmx IgE: nuwiesbie annepreHsl

MaHenb nuwesble anneprensbl, IgE (Food Allergy Panel, IgE) 4037
Cenbpepen, IgE (Celery, IgE, F85) 484
Koposbe monoko, IgE (Milk, IgE, F2) 484
ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) 792
KypuHoe msico, IgE (Chicken Meat, IgE, F83) 484
Orypeuy, (f244) IgE, ImmunoCAP 792
AHaHac, IgE (Pineapple, IgE, F210) 484
Mpennopyr, IgE (Grapefruit, IgE, F209) 484
Beta-naktornobynuH, IgE (Beta Lactoglobulin, IgE, F77) 484
Anuneili xentok, IgE (Egg Yolk, IgE, F75) 484
OscaHuua nyrosas (g4) IgE, ImmunoCAP 792
Kpesetku, IgE (Shrimp, IgE, F24) 484
Puc, IgE (Rice, IgE, F9) 484

Kny6Huka, IgE (Strawberry, IgE, F44) 484



flbnoko, IgE (Apple, IgE, F49) 484

CuHUHa, IgE (Pork, IgE, F26) 484
bapanuHa, IgE (Lamb, IgE, F88) 484
Tomarsl, IgE (Tomato, IgE, F25) 484
Mekapckune gpoxoku, IgE (Baker's Yeast, IgE, F45) 484
Kaptodens, IgE (Potato, IgE, F35) 484
Jlumon, IgE (Lemon, IgE, F208) 484
Mepcuk, IgE (Peach, IgE, F95) 484
CmMecb nuLLeBbIX annepreHos 3: CBMHUHA, KYPUHOE MACO, TOBAAMHA, 6apaHuHa, IgE (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
MaHenb anneprexHos "Muwesble 2" 1919.5
KazewH, IgE (Casein, IgE, F78) 484
Kvew, IgE (Kiwi Fruit, IgE, F84) 484
Kanycta kouaHHas, IgE (Cabbage, IgE, F216) 484
Tpecka, IgE (Codfish, IgE, F3) 484
MweHnyHas myka, IgE (Wheat, IgE, F4) 484
Cmech nuLeBbIX annepreHoB 1: anenbcuH, 6aHaH, abnoko, nepcuk, IgE (FP15 (F33, F49, F92, F95), 1045
Food Panel: Orange, Banana, Apple, Peach, IgE)*
MopkoBs, IgE (Carrot, IgE, F31) 484
Mpoco, IgE (Common Millet, IgE, F55) 484
banaH, IgE (Banana, IgE, F92) 484
Coesble 606bl, IgE (Soybean, IgE, F14) 484
LLlokonag, IgE (Chocolate, IgE, F105) 484
Anynbin 6enok, IgE (Egg White, IgE, F1) 484
CMech MULLEBBIX affiepreHoB 2: KMBW, MaHro, baHaH, aHaHac, IgE (FP50 (F84, F91, F92, F210), Food 1045
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgE)*
ToikBa, IgE (Pumpkin, IgE, F225) 484
®yHayk, IgE (Hazelnut, IgE, F17) 484
AnenbcuH, IgE (Orange, IgE, F33) 484
JNowagap, nepxoTb (e3) IgE, ImmunoCAP 792
Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) 792
Poxb (f5) IgE, ImmunoCAP 792
FrossavHa, IgE (Beef, IgE, F27) 484
OscaHaa myka, IgE (Oat, IgE, F7) 484
MaHenb annepreHos "Muwesble 1" 1919.5
lpeuHeBas Myka, IgE (Buckwheat, IgE, F11) 484
MueHble apoxoky, IgE (Brewer's Yeast, IgE, F403) 572
Kpabsl, IgE (Crab, IgE, F23) 484
Apaxuc, IgE (Peanut, IgE, F13) 484
Maktro, IgE (Mango, IgE, F91) 484
Mwukpo3anemeHTbl B BOJOCaX
Kanbunin (Ca) B Bonocax (Calcium (Ca), Hair) 1298
KobanbT (Co) B Bonocax (Cobalt (Co), Hair) 1298
LimpkoHuia (Zr) B BoNocax (Zirconium (Zr), Hair) 1298
Marnuii (Mg) B Bonocax (Magnesium (Mg), Hair) 1298
Bepuanunin (Be) B Bonocax (Beryllium (Be), Hair) 1298
CeuHel, (Pb) B Bonocax (Lead (Pb), Hair) 1298

MonnbaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) 1298



Antomuumin (Al) B Bonocax (Aluminum (Al), Hair)
Ptytb (Hg) B BOt0Cax (Mercury (Hg), Hair)
MapraHey, (Mn) B Bosiocax (Manganese (Mn), Hair)
CeneH (Se) B Bonocax (Selenium (Se), Hair)
BaHagui (V) B Bonocax (Vanadium (V), Hair)
Kpemnwni (Si) B Bonocax (Silica (Si) , Hair)
Pybuawnii (Rb) B Bonocax (Rubidium 9Rb), Hair)
BucmyT (Bi) B BONocax (Bismuth (Bi), Hair)
®ocdop (P) B Bonocax (Phosphorus (P), Hair)
Mpobonoarotoska (BOaOChI)

Megab (Cu) B Bonocax (Copper (Cu), Hair)
Cypbma (Sb) B Bonocax (Antimony (Sb), Hair)
Wog, (1) B Bonocax (lodine (1), Hair)

Bapwii (Ba) B Boaocax (Barium (Ba), Hair)

Bop (B) B Bonocax (Boron (B), Hair)

JNaHTaH (La) B Bosiocax (Lantanum 9La), Hair)
Xeneso (Fe) B Bosocax (Iron (Fe), Hair)
Cepebpo (Ag) B Bonocax (Silver (Ag), Hair)
Xpom (Cr) B Bonocax (Chromium (Cr), Hair)
CrpoHuwii (Sr) B BOnocax (Strontium (Sr), Hair)
Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair)
Hatpuin (Na) B Bosocax (Sodium (Na), Hair)
MnatuHa (Pt) B BONocax (Platinum (Pt), Hair)
lepmannii (Ge) B Bonocax (Germanium (Ge), Hair)
MbiwbaAk (As) B Bonocax (Arsenic (As), Hair)
Kaamui (Cd) B Bonocax (Cadmium (Cd), Hair)
Kanun (K) B Bosocax (Potassium (K), Hair)
Hukenb (Ni) B Bonocax (Nickel (Ni), Hair)

LInHk (Zn) B BOOCax (Zinc (Zn), Hair)

Onoso (Sn) B Bonocax (Tin (Sn), Hair)

Nntuia (Li) B Bonocax (Lithium (Li), Hair)

3onoto (Au) B Bosiocax (Gold (Au), Hair)
Tanann (Tl) B Bonocax (Thallium (Tl), Hair)
Fannvi (Ga) B Bosocax (Gallium (Ga), Hair)

CucremHble 3aboneBaHus COGAVIHVITGJ'IbHOVI TKaHU

AHTUTENa Knacca IgG k akcTparnpyemomy HykneapHomy aHtureHy (OHA) (Extractable Nuclear
Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-RNP)

MaHenb aHTUHYKAeaPHbIX aHTUTEN NPU CKNEPOAEPMUN (pasgenbHOe OnmncaHne aHTuTen K
aHTureHam Scl-70, CENP-A, CENP-B, RP11, RP155, ¢pubpuansapuH, NOR9O, Th/To, PM-Sc100,
PM-Scl75, Ku, PDGFR, Ro-52), ummyHobnoT (Scleroderma (Systemic Sclerosis) Antibody Panel:

Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, ¢pnbpuanapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku,

PDGFR, Ro-52, Immunoblotting)

AHTUAgepHble aHTuTena (AfIA, aHTUHYKeapHble aHTUTena), ckpuHUHT (Anti-Nuclear Antibodies,
ANA, Screening)

AHTUHYKNeapHbIA dakTop, HEp-2 cybctpat (AH®, TUTPBLI, aHTUHYKIeapHble aHTUTeNa METOA0M
Henpsamon nMmmyHodaropecLeHUUn Ha npenapaTax HEp-2-kneTtok) (Antinuclear Antibodies, ANA,
Hep-2 Substrate, ANA-Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
AHTUHYKNeapHble aHTUTena (pasgenbHo Sm, RNP/Sm, SS-A (60 k[a), SS-A (52 k[a), SS-B, Scl-70,
PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy),
nmmyHobnot (ANA: Anti-Sm, RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)

1298
1298
1298
1298
1298
1298
1298
1298
1298
748

1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298
1298

1232

4411

517

1265

3509



AHTUTena knacca IgG K Hykneocomam (aHTUsAEepPHbIE aHTUTeNa), CKPUHKHT (Anti-Nuclear

Antibodies, ANA, 1gG, Screening) 1232
AT K NPOTPOMBUHY, CKPUHWUHT 1089
AHTuTena knacca lgG k gycnupanbHon HatneHow AHK (aHTn-acAHK 1gG, aHtn-AHK) 627
(Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA IgG)
AHTUTENa K "inmdoumTam, knacca IgG 1727
KnnHnyeckme Tectbl
B03.016.014 NccnepoBaHme moum no metosy HeumnopeHko (Nechiporenko's Urine Test) 253
KanbLmin Mmouw, kauecTBeHHbIW TecT (Mpoba Cysnkosuya) (Sulkowitch Urine Calcium Test) 143
B03.016.006 AHann3 Mouun obwunii (AHanM3 Moumn obLnii ¢ Mukpockonuen ocagka) (Complete 253
Urinalysis, Microscopic Examination)
lenatut C BupycHasa nHdekumsa (Bupyc renatuta C, Hepatitis C Virus, HCV)
Bupyc renatuta C, konnyectseHHoe onpegeneHve PHK Bupyca v reHotnnmposaHme (tunei 1, 2, 3) 4048
(Hepatitis C Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3))
NHtepnenkunH-28B (M1/1-28B), reHotunmpoBaHue (McciefoBaHme reHeTMYeckux MapKepos,
onpeaensaowmnx 3PPeKTMBHOCTL eveHnsa XpoHmnyeckoro renatnta C nHTeppepoHoMm 1 792
pubasupuHom) (Interleukin 28 Beta IL28B, Genotyping (Study of Genetic Markers Determining
Effectiveness of Treatment of Chronic Hepatitis C in Interferon and Ribavirin))
Bupyc renatuta C (CITO), onpeaeneHune PHK B nnasme kposw, konnvectseHHoe (HCV RNA, Plasma,
o 23034
Quantitative)*
Bupyc renatuta C (BI'C), ynbTpauyscteuTensHoe onpegenerne PHK BI'C (Hepatitis C Virus (HCV) 3355
RNA, Ultrasensitive PCR)
AHTuTena knaccos IgM u IgG k Bupycy renatuta C, cymmapHo (Anti-HCV Total (IgG + IgM))* 396
AHTUTena knacca IgG K aHTUreHaMm Bupyca renatuTa C, BbiiBAseMble METOA0M UMMYHOBAOTTUHIa 5621
(Anti-HCV IgG, Immunoblot)
Bupyc renatuta C, onpegeneHve PHK B cbiBopoTke kpoBu, kavectBeHHoe (HCV RNA, Serum, 693
Qualitative)*
Bupyc renatuta C, onpegenerHve PHK B cbiBopoTke kposu metogom lMLIP, konmuectBeHHoe (HCV 3454
RNA, Serum, Quantitative, PCR)*
Bupyc renatuta C, onpegenenve PHK B nnasme, reHotnuposaHue ¢ cybtunamu (tunbl 1 (cy6Tmnbl
1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 924
1b), 2, 3))*
Bupyc renatuta C, onpegenerve PHK B nnasme kposwu, konnyectseHHoe (HCV RNA, Plasma,
TR 11517
Quantitative)
CradunokokkoBas MHdeKLMs (cTadnaoKOKK 3010TUCTBIN, Staphylococcus aureus)
MoceB Ha 30710TUCTbIV CTAPUNOKOKK (METULMANNH-PE3NCTEHTHbIN 30/10TUCTbIN CTadUNOKOKK,
MP3C) (Staphylococcus aureus), onpegeneHne 4yBCTBUTENbHOCTM K aHTUMUKPOBHBIM NpenapaTtam 1078
n 6aktepuodaram (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA)
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
MoceB Ha 3010TUCTBIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 30JI0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpeaeneHve YyBCTBUTENBHOCTA K pacLUMPEHHOMY CNeKTPY 2145

aHTUMMKPOBHBIX MpenapaTtos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus
— MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TUCTbIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 30J0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus 715
aureus — MRSA) Culture. Bacteria Identification)

MoceB Ha 30710TMCTbIN cTaduNoKokk (Staphylococcus aureus, onpesgeneHne YyBCTBUTENBHOCTM K

aHTUMWKPOBHBLIM NpenapaTtam 1 bakTepuodaram (Staphylococcus aureus Culture. Bacteria 1078
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha 30n0TUCTBIN cTadunokokk (Staphylococcus aureus), onpeaeneHne YyBCTBUTENbHOCTU K

paclmMpeHHOMY CnekTpy aHTUMUKPOGHbBIX NpenapatoBs (Staphylococcus aureus Culture. Bacteria 2145
Identification, Antibiotic Susceptibility, Enlarged Testing)

MoceB Ha 3010TMCTbIN cTadunokokk (Staphylococcus aureus) (Staphylococcus aureus Culture.
Bacteria Identification)

MoceB Ha 3010TUCTbIN cTaduNokokK (Staphylococcus aureus), onpeaeneHne YyBCTBUTENbHOCTU K
aHTMMUKKpPOBGHBIM NpenapaTtam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic 880
Susceptibility Testing)

MoceB Ha 3010TUCTBIN CTadUNOKOKK (METULMANNH-PE3NCTEHTHBIN 30JI0TUCTLIN CTaPUNOKOKK,
MP3C) (Staphylococcus aureus), onpeaeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM NpenapatamM

715

(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria 880
Identification and Antibiotic Susceptibility Testing)

l'epnec (repnec-Bupycol Yenoseka 1 n 2 Tunos, Herpes simplex virus, HSV-1, HSV-2)
lepneceupyc 1 1 2 Tvnos, onpeaenexHve AHK B moue (HSV-1, 2 DNA, Urine)* 275
lepnecsupyc 1 1 2 Tvnos, onpegenexve JHK B cbiBOpoTke Kposw, TnmuposaHne (HSV-1, 2 DNA, 660

Serum, Typing)*



Fepneceupyc 1 v 2 Tvnos, onpeaenenvie AHK B cockobe anuTennanbHbIX KIETOK KOHbFOHKTUBI

(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells )* 275
lepnecsupyc 1 v 2 TMnos., onpesenenve JHK B cockobe anutennanbHbIX KAETOK KOHBFOHKTUBSI, 462
TmnuposaHue (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)*

lepnecsupyc 1 n 2 Tunos, onpegenenve HK B Mmoye, Tunuposanme (HSV-1, 2 DNA, Urine, Typing)* 462
AHTuTena knacca IgG k Bupycy npocroro repneca 1 un 2 tunos (Anti-HSV-1, 2 1gG) 484
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B BeHo3HOM kpoBy, TUNposaHue (HSV-1, 2 DNA, 660
Blood, Typing)*

Fepnecsupyc 1 v 2 TMnos., onpegenenvie JHK B CMMHHOMO3roBOM XUAKOCTH, TUNpoBaHue (HSV-1, 462
2 DNA, Cerebrospinal Fluid, Typing)*

lepnecsupyc 1 n 2 Tunos, onpegenenve HK B Boinote (HSV-1, 2 DNA, Exudate)* 275
lepnecsupyc 1 1 2 Tunos, onpegenexHve JHK B cockobe 3nunTenvanbHbIX KIeTOK POTOMIOTKY, 462
TvnuposaHune (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)*

AHTuTena knacca IgM k Bupycy npoctoro repneca 1 n 2 tunos (Anti-HSV-1, 2 IgM) 506
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B cockobe anutenmanbHbIx KAETOK ypOreHnTanbHoro 462
TpakTa, TunuposaHue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)*

Fepnecsupyc 1 v 2 Tunos., onpeaenenvie AHK B citoHe, TunmposaHune (HSV-1, 2 DNA, Saliva, 462
Typing)*

l'epnecsupyc 1 1 2 Tvnos, onpegenexve JHK B BoinoTe, Tunuposanune (HSV-1, 2 DNA, Exudate, 462
Typing)*

lepnecsupyc 1 v 2 Tunos., onpesenenvie AHK B BeHo3HoM kpoBm (HSV-1, 2 DNA, Blood)* 418
lepnecsupyc 1 1 2 Tvnos, onpegenexve AHK B catoHe (HSV-1, 2 DNA, Saliva)* 275
lepnecsupyc 1 n 2 Tunos, onpegenenvie JHK B cockobe anutenmnanbHbix kaetok koxu (HSV-1, 2 275
DNA, Scrape of Skin Epithelial Cells)*

Fepnecsupyc 1 v 2 Tunos., onpegenenve JHK B cockobe anutenmnanbHbIx KAETOK CAU3UCTON HOCa, 462

Tnuposanue (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)*

lepnecsupyc 1 1 2 Tvnos, onpeagenexve JHK B cnnHHoMo3roBow xungkoctn (HSV-1, 2 DNA, 275
Cerebrospinal Fluid)*

lepneceupyc 1 n 2 Tunos, onpegenenve AHK B cekpete npoctathl, 3akynate (HSV-1, 2 DNA,

Prostatic Fluid, Semen)* 275
lepnecsupyc 1 v 2 Tunos, onpegenenvie JHK B cekpeTe npoctathl, 3aKyasaTe, TMNnposaHue (HSV-1, 462
2 DNA, Prostatic Fluid, Semen, Typing)*
AHTuTena knacca IgG k BMpycy npoctoro reprieca 2 tuna (Anti-HSV-2 IgG) 605
lepnecsupyc 1 1 2 Tvnos, onpegenexve [HK B cbiBopoTke kposu (HSV-1, 2 DNA, Serum)* 418
l'epnecsupyc 1 v 2 Tunos, onpegenenve AHK B cockobe anutennanbHbIx KNETOK CIU3NCTON HOCa 275
(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
AsumaHocTb Anti-HSV IgG 770
lepnecsupyc 1 n 2 Tunos, onpegenenve JHK B cockobe anutenmanbHbIx KAETOK ypOreHnTanbHoro 275
TpakTa (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells)*
lepneceupyc 1 1 2 Tvnos, onpeaenexve JHK B cockobe anutennanbHbIX KNETOK KOXMK, 262
TnuposaHue (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells, Typing)*
AHTuTena knacca lgG k Bupycy npocroro reprieca 1 tnuna (Anti-HSV-1 IgG) 748
lepnecsupyc 1 v 2 TMnos., onpeaenenve JHK B cockobe anutenmanbHbIX KAETOK POTOMNOTKM 75
(HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*

COVID-19
AHTUTEeNa Kk kopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) 759
MocTtBakumHanbHble (AnnBakKopoHa, BekTop) aHTuTena k SARS-CoV-2 (N-, S-6enkn),
SARS-CoV-2-1gG-BekTop, kavecTBeHHbI TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 2486
(N-, S-proteins) antibodies, IgG, qualitative)
Koponaeupyc SARS-CoV-2, onpeaeneHne PHK B Ma3ke co ciM3MCTON HOCOMNOTKN 1 POTOTIOTKM 2189
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTUTENA, KONNYECTBEHHbIE, K cnankosomy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, 1419
spike (S) protein (RBD), 1gG, quantitative).
KopoHasupyc SARS-CoV-2, onpegenerne PHK B Ma3ke CO CAM3NCTON HOCOFIOTKN U POTOFIOTKM 1419
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AHTuTena k SARS CoV-2 (S-6enky, Bkatovas RBD), IgG, KonmyecTBEHHbIN 1419

AHTUTENA K cnankoBomy (S) 6enky SARS-CoV-2, IgG, kauectBeHHOe onpegenerue. OLeHka

nmmyHuteta 40 v MOCNE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, 1gG, 979
qualitative. Assessment of immunity before and after vaccination)

AHTuTena k KopoHaBmpycy SARS-CoV-2 (HykneokancmaHomy 6enky), IgG, 36601t (Anti-SARS-CoV-2
(nucleocapsid protein), IgG, Abbott)

ABunaHocTb aHTMTen k SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) 759

759



Mwukonna3smeHHasa nHdekLMs, MMKOMNIa3Mo3

AHTuTENa knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) 550
Mukonnasma (Mycoplasma genitalium), onpeaeneHne AHK B cockobe anuTenmanbHbIX K1eToK 275
yporeHuTanbHoro TpakTta (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)*
Mukonnasma (Mycoplasma hominis), onpegenenune [IHK B cockobe anmTennanbHbIX KIETOK 275
yporeHuTanabHoro Tpakta (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)*
Mukonnasma (Mycoplasma pneumoniae), onpegenerve JHK B nnazme kposu (Mycoplasma 429
pneumoniae, DNA, Plasma)*
AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) 671
Mukonnasma (Mycoplasma pneumoniae), onpegenerve JHK B cockobe annTennanbHbix KNETOK 231
potornotku (Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca IlgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) 550
AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM) 462
Mukonnasma (Mycoplasma pneumoniae), onpegenenve AHK B mokpoTe (Mycoplasma
i * 649
pneumoniae, DNA, Sputum)
Mwukonnasma (Mycoplasma hominis), onpegenenne [IHK B cekpete npocTathl, 3aKynsTe 275
(Mycoplasma hominis, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) 462
Mukonnasma (Mycoplasma genitalium), onpegeneHue 1HK B cekpeTte npocTathl, 3aKyasTe 275
(Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
Mukonnasma (Mycoplasma pneumoniae), onpeaenenve AHK B citoHe (Mycoplasma pneumoniae, 231
DNA, Saliva)*
Mwukonnasma (Mycoplasma hominis), onpegenenune HK B moue (Mycoplasma hominis, DNA, 275
Urine)*
AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) 671
Mukonnasma (Mycoplasma genitalium), onpeaenenne JHK B moue (Mycoplasma genitalium, DNA, 275
Urine)*
HeopraHuueckue BelecTBa
A09.05.127 Marnuii (Mg) B cbiBOopoTKe kpoBu (Magnesium (Mg), Serum) 253
A09.05.032 Kanbuuin obwmii (Ca) (Calcium Total) 209
Kanuin/Hatpuin/Xnop B ceiBopoTke kposu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) 275
KanbLmin noHmsnpoBaHHbIn (Ca2+, cBoboaHbIN Kanbuuii) (lonized Calcium, Free Calcium) 396
A09.05.033 ®ochop HeopraHuueckmnin (P) (Phosphorus (P)) 209
JlaTeHTHasn (HeHacbIWEeHHas) Xene30CBA3bIBatoLLasn CNOCOBHOCTL CbIBOPOTKM KpoBu (JIXKCC, HXCC) 209
(Unsaturated Iron Binding Capacity, UIBC)
A09.05.007 Xenezo (Fe) B cbiBOpoTKe Kposu (Iron (Fe), Serum) 209
lMcTonornyeckne ncciefoBaHUA C OKpallMBaHNEM reMaToOKCUANH-303UHOM

FacTpwT, accounnpoBaHHbii ¢ Helicobacter pylori (ructonornyeckmii npodunb) (Helicobacter pylori

. L 4004
Associated Gastritis)*
Onpegenexne mytaumii reHa PDGFRa 15070
MMmmMyHoructoxmmmyeckoe nccnegosanmve (1 mapkep): ytounstowee UMX-nccnegoBaHme ¢ 1694
ncrnonb3osaHvem 1 aHTuTena (Mapkepa)
OnpegeneHue skcrnpeccun benka PD-L1 B TkaHn onyxonn metogom UIMX ¢ ncnosb3osaHmem
aHTmTen k PD-L1 knoH SP263 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP263 (Ventana) antibodies).
OnpegeneHve MmyTaumii reHa cKIT 12760
KoHcynbTaums rotoBbIx ructonormyeckmx npenapatos (1 ctekno + 1 6;10k) (Consultation of 1430
Finished Histological Preparations (1 Glass + 1 Block))
OnpegeneHune pacnpocTpaHeHHbix MyTauuii reHos BRCA1,BRCA2 npuv pake MOJIOUYHOM XKene3bl U 8140
AVYHNKOB B BUONCUNHOM MaTepuase
MMcTonornyeckoe nccnepoBaHne bruontatos xenyaka (PAS-peakLms) 319
OnpegeneHne nepectpoek reHa ROS1 8800
Onpegenerune mytaumii B 18,19.20, 21 3k30Hax reHa EGFR 10890
Onpegenexne mytaumii Bo 2,3,4 3k3oHe reHa NRAS 7700
Onpegenexne mytaumii B 15 ak3oHe reHa BRAF 5280

OnpegeneHune myTaumin Bo 2,3,4 sk3oHe reHa KRAS 7700



Onpegenenne akcnpeccun 6enka PD-L1 B Tkanu onyxonn metogom UIMX ¢ ncnonb3osaHnem

aHTuten Kk PD-L1 knoH SP142 (Ventana). (PD-L1 expression in tumor tissue by IHC using PD-L1 18150
clone SP142 (Ventana) antibodies).

OnpegeneHne MUKpocaTeNIMTHOM HecTabunbHocT (MSI) 6820
OnpegeneHune runepakcnpeccum reHa HER2 (KonWIAHOCTb reHa) 12760

AnddepeHumnanbHasa gnarHoctnka MenaHoMbl, UMMyHornctoxnmmnyeckoe (UMX) nccnegosanue,
oueHka akcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)*

BuoncuiiHas AVNarHoCTnka AepMaTo30B - MOpq)OﬂOI'I/ILIeCKOG nccnegoBeaHne 61oNTaToB B Lenax

AnarHocTkm 3aboneBaHuii Koxu (kpome HoBoobpasosaHuii) (Pathology of skin biopsyes)* 2233
M'croxnmmnyeckoe nccnegoanme Helicobacter pylori (cnm3b) (Helicobacter pylori, Mucus,

. . 2112
Histochemical Study)*
OnpegeneHve nepectpoek reHa ALK 8800

l'mcTonornyeckoe nccaegoBaHve 6UONCUIHOTO MaTepuana U maTepvana, NoNy4YeHHOro npwm
XUPYPruvecknx BMeLlaTenbCTax (3HAOCKOMMYECKOro MaTepuana; TKaHel XeHCKOW NoNoBOW 2420
CUCTEMBI; KOXM, MATKMX TKaHeN; KPOBETBOPHOMN M IMMPOUAHON TKaHEN; KOCTHO-XPALLEBOM TKaHW)*

OnpegeneHue skcrnpeccun benka PD-L1 B TkaHn onyxonun metogom UIMX ¢ ncnosb3oBaHmem

aHTmTen k PD-L1 knoH 22C3 (Dako). (PD-L1 expression in tumor tissue by IHC using PD-L1 clone 26400
22C3 (Dako) antibodies).
OnpegeneHune skcnpeccum PDL1 8140
AvddepeHunanbHas gnarHocTuka MeaaHoMbl, UMMyHoructoxmmmyeckoe (MNX) nccnegoaxue,
oueHka skcnpeccun S-100, Melan A (MART-1), HMB-45, SOX-10 (IHC verification of malignant 19888
melanoma using assessment of the expression S-100, Melan A (MART-1), HMB-45, SOX-10)
OHkomapkepbl

SCC (AHTWreH NA0CKOKNETOYHOW KapuuHoMbl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAQ) 2486
CA-19-9 (YrneBogHbii aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) 682
XpomorpanuH A (Chromogranin A, CgA) 5247
PakoBO-3MBpUOHabHbIN aHTUreH (P3A, KapuuHO3IMBpuroHanbHbIl aHTureH) (Carcinoembryonic

i 627
Antigen, CEA)
CA-242 (YrneBogHbIV aHTUreH 242, onyxonebii Mmapkep CA-242) (Carbohydrate Antigen CA-242,

924
Tumor Marker CA-242)
ROMA1 Pacuet nHaekca 77
HenpoHcneumndunueckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) 1342
A09.05.130 MCA o6wuin (MpocTtatnueckuii cneumduyecknii aHtureH obumin) (Prostate-Specific 484
Antigen Total, PSA Total)*
UBC (AHTWreH paka MOY€EBOrO My3bIps, UCCef0BaHNe PacTBOPYMbIX GParMeHTOB LIMTOKEPATUHOB 2046
8 1 18 B moue) (Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
OueHka 3g0poBbs npoctatsl (NMCA obul., MNCA cB., -2proPSA, phi) 3190
HE4 (Benok 4 3nmnananmmca yenoseka) (Human Epididymis Protein 4, HE4) 1122
Beta-2-mukpornobyauH (?-2-MukpornobyaunH) B ceiBopoTke kposw (Beta-2-Microglobulin, BMG, 957
Serum)
A09.05.130 MCA ob6wuin (MpocTtatnyeckuii cneumduyecknii aHtureH obumin) (Prostate-Specific 484
Antigen Total, PSA Total)
ROMAZ2 Pacuet nHaekca 77
Anbda-detonpotenH (ADM) (?-Fetoprotein, AFP) 385
CA-15-3 (YrneBoaHbI aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) 682
CA-125 (YrneBoaHbIl aHTureH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) 638
A09.05.130.001 MCA cBob60oaHBbI% (MpocTaTnyeckmin cneunduyeckmini aHTUreH CBO6OAHbIN)* 484
CA-72-4 (YrneBogHbIV aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) 957
LUutokepaTtunHoBbin dparmeHT (Cyfra 21-1, dparmeHT uutokepatnHa 19) (Cytokeratin 19 Fragments, 946
C-terminus of Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1)
Beta-2-mukpornobyavH (?-2-mukpornobynunH) B mouye (Beta-2-Microglobulin, Urine) 957
Benok S100 (S100 Protein) 2739
TpuxoMoHmas (TpuxomoHaza)

TpuxomoHaga, onpegenerve AHK B Mmoue (Trichomonas vaginalis, DNA, Urine)* 275
TpuxomMoHaga, onpegenenne AHK B cekpete npoctathl, 3skyaaTe (Trichomonas vaginalis, DNA, 275

Prostatic Fluid, Semen)*



TpI/IXOMOHaAa, onpeaeneHne ,ﬂ,HK B COCKObE 3nnTenmanbHbIX KNeTok YpPOreHnTanbHOro Tpakta

(Trichomonas vaginalis, DNA, Scrape of Urogenital Epithelial Cells)* 275
AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) 671
MpouenypHbie ycayru (Procedural services)

ﬂonygeHyle CbIBOPOTKM 6e3 nocnegytolero nccnegosaHus (Blood serum derivation without further 320
examinations)**

B3atue matepwuana gna NUP anarHoctukum 350
B3saTne kpoBm 6e3 nocnegytoutero nccnegosanus (Blood sampling without further examinations)** 190
B3saTne cockoba bykkanbHOro anutenuns y Asyx yenosek (Buccal epithelium sampling, 2 persons) 180

B3ATne umToNormyeckoro Matepuana, Matepuana aas MLP anarHoctvkn, MUKpoBUonornyeckmnx
nccnegosanuii (Cytological material sampling, PCR diagnosis material sampling, microbiology test 350
material sampling)

B3atune citoHbl gna MUP auarHoctvkm (Saliva sampling for PCR) 50

A11.12.009 B3sTne kpoBu 13 Nnepupepnyeckon BeHsbl 200

Mpoueaypa B37TMA buomaTepmana Ha 3HTepobuos (Biomaterial sampling for the enterobiasis test) 77

B3saTne cockoba bykkanbHOro anuTenus y Tpex yenosek (Buccal epithelium sampling, 3 persons) 270

B3saTne kanuanspHol KPoBM (MMeroTCA OrpaHMYeHns Mo B3ATUIO KanUANSPHONM KPOBY; YTOYHANTE y 190

agMUHUCTPaTopa MeauumHckoro oduca) (capillary blood sampling)

B3satune cockoba bykkanbHoro anutenuvs (Buccal epithelium sampling) 90
FEMATUT C

Bupyc renatuta C PHK, reHotunnposaHue 6 reHoTtunos (1a,1b,2,3a,4,5a,6) 2618
MuKpobMOLEHO3 YPOreHNTaNbHOro TpaKkTa

YCnoBHO-NaToreHHble MUKOMIa3Mbl, MOHUTOPUHT 3 dekTMBHOCTM NedeHns (Ureaplasma parvum) 396

(Ureaplasma parvum, Effectiveness Monitoring of Treatments)

NHBNO®JIOP ? ycnoBHO-NaTOreHHble MUKOMIa3Mbl YesioBeka (YpOreHUTabHbl CKPUHWHT) 508

(INBIOFLOR ? Mycoplasma, Urogenital Screening)

NHBUNO®JIOP-komniekcHOe nccnesoBaHne MUKpPOdaopbl YpOreHUTaabHOro TpakTta 3058

(INBIOFLOR-Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))

BaktepunanbHbIli BarmHo3 (Bacterial Vaginosis, BV) 1694

WNcecnepoBaHue broueHosa yporeHntanbHoro Tpakta. ®emodnop 8. (UROGENITAL TRACT 1628

MICROBIOCENOSIS (PCR Panel Femoflor 8))

BbisBneHve Bo3byantenen UMMM (4 + KBM): onpegenenne HK Chlamydia trachomatis, Neisseria

gonorrhoeae, Trichomonas vaginalis, Mycoplasma genitalium, IHK uenoseka (ldentification of 1023

Sexually Transmitted Infections (STI) Pathogens, Chlamydia trachomatis DNA, Neisseria

gonorrhoeae DNA, Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )

MobunyHkyc, onpegenerve JHK B cockobe anutennanbHbIX KNETOK ypOreHUTaabHOro TpakTa 231

(Mobiluncus curtisii, DNA, Scrape of Urogenital Epithelial Cells)

YcnoBHO-NaToreHHble MUKOMNAA3Mbl, MOHUTOPUHT 3ddeKTUBHOCTM NedeHns (Mycoplasma hominis) 396

(Mycoplasma hominis, Effectiveness Monitoring of Treatments)

NHbrnodpnop CkpuH. CKPUHUHIOBOE NCCef0BaHNE MUKPOPAOPbI YPOreHnTabHOro TpakTa 1870

YCnoBHO-NaTOreHHblE MUKOMIa3Mbl, MOHUTOPUHT 3G dekTnBHOCTU NeyeHus (Ureaplasma 396

urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring of Treatments)

Bbissnenve Bo3byantenent UMMM (7 + KBM), cockob anutenvanbHbIX KNETOK YPOreHUTanbHOro
TpakTa (Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital 1485
Epithelial Cells)*

WNccnegoBaHne buoLueHo3a yporeHuTanbHoro Tpakta. Pemodnop 16. (UROGENITAL TRACT

MICROBIOCENOSIS (PCR Panel Femoflor 16)) 2310
NHBNO®JTIOP-3KCIEPT. PaclumpeHHoe ncciesoBaHe MUKPOGIOpbl ypOreHNTaibHOro TpakTa. 2200
CKPUHWHT MrKpodaopbI YPOreHUTanbHOro TpakTa. ®emodop CkpuH. (UROGENITAL TRACT 2035
MICROBIOCENOSIS, Screening ( PCR Panel Femoflor Screen))

Brodnop 1364
NHBrnodpaop Makecum 4202

MWKpO3/1eMeHTbI B HOTTAX

Mbliwbsak (As) B HOrtsx (Arsenic (As), Nails) 1298
CsuHew (Pb) B HorTsix (Lead (Pb), Nails) 1298
Cypbma (Sb) B Hortax (Antimony (Sb), Nails) 1298

Xpom (Cr) B Hortax (Chromium (Cr), Nails) 1298



OnoBo (Sn) B HorTax (Tin (Sn), Nails) 1298

Ptytb (Hg) B HOrTsX (Mercury (Hg), Nails) 1298
Xeneso (Fe) B HorTax (Iron (Fe), Nails) 1298
Kaamuin (Cd) B Hortax (Cadmium (Cd), Nails) 1298
Fepmanuii (Ge) B HorTsix (Germanium (Ge), Nails) 1298
MoanbaeH (Mo) B HorTax (Molybdenum (Mo), Nails) 1298
®ocdop (P) B HorTsax (Phosphorus (P), Nails) 1298
Mpobonoarotoska (HOrTH) 748
BaHaaun (V) B Hortax (Vanadium (V), Nails) 1298
Bucmyrt (Bi) B Hortaix (Bismuth (Bi), Nails) 1298
Kanbuuin (Ca) B HorTsix (Calcium (Ca), Nails) 1298
NanTaH (La) B Hortax (Lantanum (La), Nails) 1298
Megab (Cu) B HorTsax (Copper (Cu), Nails) 1298
AntomumHunia (Al) B HorTax (Aluminum (Al), Nails) 1298
300710 (Au) B Hortax (Gold (Au), Nails) 1298
Fannni (Ga) B HorTtax (Gallium (Ga), Nails) 1298
CeneH (Se) B HorTax (Selenium (Se), Nails) 1298
Jntnia (Li) B HorTax (Lithium (Li), Nails) 1298
LIMHK (Zn) B HOrTAX (Zinc (Zn), Nails) 1298
Bop (B) B HorTsx (Boron (B), Nails) 1298
Bapwii (Ba) B Hortax (Barium (Ba), Nails) 1298
Wog (1) B HorTax (lodine (1), Nails) 1298
Bepuanunin (Be) B HorTsax (Beryllium (Be), Nails) 1298
Kanun (K) B HorTax (Potassium (K), Nails) 1298
KobanbT (Co) B Hortax (Cobalt (Co), Nails) 1298
Bosnbdpam (W) B Hortax (Tungsten, Wolframium (W), Nails) 1298
Tanann (Tl) B HorTax (Thallium (TI), Nails) 1298
Kpemnui (Si) B HorTax (Silica (Si), Nails) 1298
Hukenb (Ni) B Hortax (Nickel (Ni), Nails) 1298
Marnuii (Mg) B HorTsax (Magnesium (Mg), Nails) 1298
CrpoHumii (Sr) B HorTax (Strontium (Sr), Nails) 1298
Pybuawnii (Rb) B Hortax (Rubidium (Rb), Nails) 1298
Hatpuin (Na) B HorTsax (Sodium (Na), Nails) 1298
MapraHey, (Mn) B HorTax (Manganese (Mn), Nails) 1298
Cepebpo (Ag) B HorTax (Silver (Ag), Nails) 1298
LmpkoHui (Zr) B HOrTsx (Zirconium (Zr), Nails) 1298
MnaTtnHa (Pt) B HorTax (Platinum (Pt), Nails) 1298

FTOPMOHAJIbHBIE MCCNTEAOBAHNA

MeTaboanTbl 3CTPOreHOB M NporecTepoHa, 24-4 Moua (Estrogens and progesterone metabolites,

24-h urine) 6710

MenatoHuH, naa3ma (Melatonin, plasma) 2640

[ernaposanmaHapoCcTepoH (HEKOHBIOTMPOBaHHbIN) 1474
BMY-nHpekums, nanmanomasmpycHaa nHdekuma (BUpyC NanuaioMbl YesoBeka)

Brpyc nanmanombl YesioBeka BbICOKOTO OHKOT€HHOTrO pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenerve JHK B cockobe anunTenmanbHbIX KNeTok 385

camsmnctor npsamoin kuwkm (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*



Bupyc nanuanomel yenoseka, onpegenexve AHK 4 tunos: 6, 11, 16, 18 + KBM B cockobe
anuTennanbHbIX KNeTok yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 605
Types (6, 11, 16, 18) Screening )

Bupyc nanuanombl YenoBeka BbICOKOrO OHKOTeHHOro pucka, reHotunuposaHue JHK 14 Tunos: 16,
18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTenmanbHbIX KNeTok

yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 385
35, 39, 45, 51, 52, 56, 58, 59, 66, 68))

Brpyc nanmanomel YesioBeKa BbICOKOTO OHKOTEHHOTO pucKa, CKpUHUHT 14 Tvnos: 16, 18, 31, 33, 35,

39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok 385

yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

Brpyc nanmanombl YesioBeka HU3KOro OHKOreHHOro pucka, onpegenexmve JHK 3 tunos: 6, 11, 44 +
KBM B cockobe anutennanbHbix KNeTok cansmcton npamont kuwkmn (HPV DNA, Scrape of Rectal 385
Epithelial Cells, 3 Types (6, 11, 44))

Bupyc nanuanombl YenoBeka BbICOKOrO OHKOreHHOro pucka, onpegenerve HK 16 n 18 tunos +

KBM B cockobe anutenmanbHbIX KAETOK yporeHutansHoro Tpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 2 Types (16, 18))

Brpyc nanmanombl YesioBeka HU3KOro OHKOrEHHOro pucka, onpegenenve [JHK 3 tunos: 6, 11, 44 B

cockobe anuTennanbHbix knetok potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types 385
(6, 11, 44))

AnddepeHumposaHHoe onpegenerve AHK BIMY (Bupyc nanuanomel yenoseka) 14 tunos: 16, 18,
31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anutenvanbHbIX KNeTok
yporenuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)

Brpyc nanmanomel YenoBeka HU3KOrO OHKOreHHOro pucka, onpegenexve JHK 3 tunos: 6, 11, 44 +
KBM B cockobe anutennanbHbix KNeTok yporeHutansHoro tTpakta (HPV DNA, Scrape of Urogenital 385
Epithelial Cells, 3 Types (6, 11, 44))

Brpyc nanmanombl YenoBeka BbICOKOTO OHKOF€HHOTrO pucka, CKpuHuHr 14 Tunos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpeaenerve JHK B cockobe anuntenmanbHbIX KNeTok

990

potornoTkn (HPV DNA, Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 385
56, 58, 59, 66, 68) Screening )*
Bupyc nanuanombl yenoeka, onpegenerdve AHK 21 tvna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe anuTenmanbHbIX KJIeTOK YPOreHUTaabHOro TpakTa 2695
(HPV DNA, Scrape of Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51,
52, 53, 56, 58, 59, 66, 68, 73, 82))
Brpyc nanmanomel YesoBeka BbICOKOTO OHKOTEHHOTO pucKa, CKpHUHT 14 Tvnos: 16, 18, 31, 33, 35,
39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM, onpezenerune JHK B cockobe anuTenmanbHbIX K1eTok 385
yporenuTansHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*

KaHanaos, kaHanaa
Kanaunaa, onpegenenne JHK B Bbinote (Candida albicans, DNA, Exudate)* 275
Kanaunaos, Tunuposanwue (Candidiasis, Typing) 737

Moces Ha gpoxokenofobHele rpubsl (pogos Candida, Cryptococcus) ¢ onpegeneHnem
UYBCTBUTENIBHOCTU K aHTUMUMKOTUYeckUM npenapatam (Yeast Culture. Identification and Antimycotic 759
Susceptibility testing)

Kangunzaos, ckpuHuHr (Candidiasis, Screening ) 396
KaHnanga, onpeaenenve AHK B cekpeTe npoctaThl, 3skynsaTe (Candida albicans, DNA, Prostatic Fluid, 275
Semen)*
Kangunaa, onpegenerne JHK B cockobe anuTennanbHbIX KNETOK CIU3UCTON NPAMONA KULLIKK 275
(Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
Kangunaa, onpegenenne JHK B cockobe anntennanbHbix knetok potornotku (Candida albicans, 275
DNA, Scrape of Faucial Epithelial Cells)*
MneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG) 572
Kananzaos, ckpyHuHr 1 TunuposaHme (Candidiasis, Screening and Typing) 1012
AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans IgG ) 781
Kanaunaa, onpegenenne JHK B moue (Candida albicans, DNA, Urine)* 275
Kangunaa, onpegenenne JHK B cockobe anutennanbHbix knetok koxu (Candida albicans, DNA,

! L " 275
Scrape of Skin Epithelial Cells)
Kangunaa, onpegenenne JHK B cockobe annTennanbHbix KNETOK yporeHuTanbHoro Tpakrta (Candida 275
albicans, DNA, Scrape of Urogenital Epithelial Cells)*
Kangunaa, onpegenenne JHK B caroHe (Candida albicans, DNA, Saliva)* 275

MVIKpO6I/IOJ'IOFVI‘-IeCKVIe nccneaoBaHnA: Hecneu,mcbmuecme BOCMaAnTebHble 3aboneBaHns Pa3NnYHbIX J'IOKaJ'IVI3aLI,VIﬁ

AvcbakTepros knweyHmka (MoanduumnpoBaHHbIi Metog) ¢ Yb®d 1837



MoceB OTAENAEMOro BEPXHUX AbIXaTeNbHbIX NyTei Ha MUKpodaopY, onpeseneHue
UYBCTBUTE/IbHOCTU K pacLUMPeHHOMY CMeKTPY aHTUMKKPOBGHbIX Npenapatos (Upper Respiratory
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB OTAENAEMOrO rna3 Ha MUKpOobIopy, OnpeseieHne YyBCTBUTENBHOCTU K @aHTUMUKPOBHbLIM
npenapaTam u baktepnodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB OTAENSAeMOro r1a3 Ha MUKPObIOPY, OnpeseneHne YyBCTBUTENbHOCTU K PacLUMpPEHHOMY
CrekTpy aHTMMKKPOOBHbIX Npenapatos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB Ha MaTOreHHYH 1 YCIOBHO-MATOrEHHYH MUKPOMIOPY KULLIEYHMKA C ONpeseneHnem
YYBCTBUTENLHOCTW K @aHTUMUKPOOBHbIM npenapatam u 6akteprodaram (Stool Culture with Bacteria
Identification and Antibiotic+Bacteriophage Susceptibility Testing)

MoceB Ha NATOreHHYHO 1 YCIOBHO-MATOrEHHYH MUKPOMIOPY KULLEUYHMKA C OnpeseneHnem
UYBCTBUTENIHOCTW K aHTUMUKPOOHbIM Mpenapatam (Stool Culture, Pathogenic Intestinal and
Conditionally Pathogenic Microflora. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB rpyaHOro Mosioka Ha MUKpPOobIopy, onpejeneHne YyBCTBUTENbHOCTU K aHTVMUKPOBHbIM
npenapaTaM u baktepnodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)*

AvcbakTepros knweyHmka (MoANPULIMPOBaHHBIA MeTOZ)

MoceB OTAENAEMOrO yLleih Ha MUKPOdAOpPY, ONpeaeseHne YyBCTBUTENbHOCTU K PaclUMPEHHOMY
cnekTpy aHTUMUKPOOBHbIX NpenapatoBs (Ear Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Ttesting)*

MoceB oTaensiemMoro rnas Ha MuKpodopy, onpeaesneHme YyBCTBUTENBHOCTA K aHTUMUKPOOHbIM
npenapatam (Eye Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpysHOro MoJjioka Ha MUKPOGIopY, onpejesieHne YyBCTBUTENbHOCTU K PacLUMPEHHOMY
CreKTpy aHTUMKKPOOBHbIX Npenapatos (Breast Milk Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)*

MoceB NyHKLMOHHOTO MaTepmrana Ha MUKpodIopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMKKPOBHBLIM NpenapaTam (Punctate Fluid Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)

MoceB paHeBOro OTAENAEMOro U TKaHel Ha MUKPOGIOpPY, OnpesesieHne YyBCTBUTENbHOCTM K
aHTUMWKPOBHBLIM NpenapaTtam n baktepnodaram (Wound/Pus/Aspirate/Tissue Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

Moces xenun Ha MMkpodAopY, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPODBHBLIM NpenapaTtamM
(Bile Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB Ha aHa3PO6HYtO MUKPODAOPY, OnpeseneHne YyBCTBUTEIbHOCTN K aHTUMUKPOOHbBIM
npenapatam (Anaerobic Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MoceB MOKPOTbI 1 TPaxeobpOHXMabHbIX CMbIBOB Ha MUKPOGIOPY, onpeaeneHve
UYBCTBUTENIBHOCTW K aHTUMUKPOOHbIM Mpenapatam 1 MUKpockonuen maska (Sputum and
Tracheobronchial washings Culture. Bacteria Identification and Antibiotic Susceptibility Testing,
Microscopy)*

MoceB MOUM Ha MUKPODIOPY, ONpeseneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbIM NpenapaTtam u
6akTepuodaram (Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage
Efficiency Testing)*

A12.20.001 Mukpockonuyeckoe nccaefoBaHve BaaraavwHbIX Ma3koB

MoceB Ha ypeannasmbl, onpeaeneHune YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM NpenapaTtam
(Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB rpyaHOro MoJsioka Ha MUKpPOobIopy, onpeseneHne YyBCTBUTENbHOCTU K aHTVMUKPOBHbIM
npenapatam (Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB OTAENAEMOrO MOJIOBbIX OPraHOB Ha MUKPOGDIOPY, ONpeseneHne YyBCTBUTENbHOCTM K
paclIMpeHHOMY CeKTpy aHTUMUKPOBHBbIX Npenapatos (Genitourinary Tract Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB paHeBOro OTAENSEMOro U TKaHel Ha MUKPOhIopy, onpeseneHne YyBCTBUTENbHOCTY K
aHTMMUKKpPO6HbIM npenapatam (Wound/Pus/Aspirate/Tissue Culture. Bacteria |dentification and
Antibiotic Susceptibility Testing)*

MoceB Ha MMKOM/Ia3Mbl, OMpeje/ieHne YyBCTBUTENBHOCTU K aHTUMUKPOBHBIM NpenapaTtam
(Mycoplasma hominis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
MoceB Ha MMKPOGNOPY OTAENSEMOrO MOJIOBLIX OPraHOB, ONpeseneHne YyBCTBUTENbHOCTM K
aHTMMKKpPOB6HBIM Npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)*

MoceB OTAeNsAeMOro yLlel Ha MUKPObIopY, ONpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM
npenapaTam u baktepnodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing)*

MoceB MoOuM Ha MUKPODIOPY, ONpeseneHne YyBCTBUTENbHOCTM K PacLUMPEHHOMY CMEKTPY
aHTUMKKpPOBHBIX NpenapaTtos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)*

MoceB OTAENAEMOrO BEPXHUX AbIXaTeNbHbIX MyTei Ha MUKpodaopy, onpeaeneHne
YYBCTBUTENBHOCTM K aHTUMUKPOBHBLIM Npenapatam v baktepunodaram (Upper Respiratory Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*
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MoceB OTAENAEMOTO YLIEN Ha MUKPODIOPY, ONPEAENEHNE HYBCTBUTENBHOCTU K @HTUMUKPOGHbBIM
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npenapatam (Ear Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
WNccnepoBaHve Ha 6roLeHO3 Baaranvilia, onpeaeneHne YyBCTBUTENbHOCTM K aHTUMUKPOBHbBIM 1
aHTVIMUKOTUYECKMM MpenapaTam (C MUKPOCKOMMWEN HAaTUBHOTO Npenaparta, OKpaLleHHOro no 1650

l'pamy) (Vaginal Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,

Bacterioscopic Examination of Smear))*

MNMoceB paHeBOro OTAENSEMOrO U TKaHel Ha MUKPOodIopY, onpeaeneHne YyBCTBUTENbHOCTY K

pacLuMpeHHOMY CnekTpy aHTUMUKPOBHBIX Npenapatos (Wound/Pus/Aspirate/Tissue Culture. 2145
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)*

Moces xenun Ha MMKpodaopy, onpeaeneHne HyBCTBUTENbHOCTU K PaClUMPEHHOMY CMeKTpyY

aHTUMKKpPOBHBIX NpenapaTtos (Bile Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged 2365
Testing)*
Moces rpysHoro Mmonoka Ha mukpodaopy (Breast Milk Culture. Bacteria Identification) 715

MoceB OTAENAEMOrO MOJIOBbIX OPraHOB Ha MUKPODIOPY, ONpeseneHne YyBCTBUTENbHOCTM K
aHTMMUKKPOBGHbLIM Npenapatam 1 H6aktepuodaram (Genitourinary Tract Culture. Bacteria 1474
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*

AgeHoupyc (Adenovirus), AnapeiHblii CUHAPOM, aHTUreHHbIM TecT (Adenovirus. One Step Rapid

Immunochromotographic Assay) 7
MoceB MOUM Ha MUKpPODAOPY, onpeseneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHBIM NpenapaTtam 880
(Urine Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MOKPOTBI U TPaxeobPOHXMaNbHbIX CMBIBOB Ha MUKPOBAOPY, OnpeseneHmne

YyBCTBUTE/IbHOCTM K PaCLUIMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX MPenapaToB U MUKPOCKOMWew 2387
maszka (Sputum and Tracheobronchial washings Culture. Bacteria Identification, Antibiotic

Susceptibility, Enlarged Testing, Microscopy)*

Xennkobaktep nunopwu (Helicobacter pylori), aHtureHHbi Tect (Helicobacter pylori. One Step Rapid 957

Immunochromotographic Assay)

MoceB OTAENAEMOrO BEPXHUX AbIXaTeslbHbIX MyTel Ha MUKPOhAOpY, onpeaeneHmne
YyBCTBUTE/IbHOCTW K @aHTUMUKPOOGHbIM Npenapatam (oAHa nokanunsaums) (Upper Respiratory 913
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*

MoceB MyHKLMOHHOIO MaTepuana Ha MUKpPodIopy, onpeseneHne YyBCTBUTENbHOCTY K

paclmMpeHHOMY CnekTpy aHTUMUKPOOHbIX Npenapatos (Punctate Fluid Culture. Bacteria 2178
Identification, Antibiotic Susceptibility, Enlarged Testing)*

MoceB Ha NaTOreHHyto 1 YCNOBHO-MATOrEHHYH MUKpodaopy kuwweuHuka (Stool Culture,

Pathogenic Intestinal and Conditionally Pathogenic Microflora, Bacteria Identification) 1309
ButamuiHbl
ButamuH B6 (nupugokcanbdocdar) 2398
ButamuH B1 (TnamuH) 2398
ButamuH B12 (umaHokob6anamuH, kobanamumH) (Cobalamin) 693
ButamuH E B cbiBOopoTKe (anbda-Tokodbepon) (Vitamin E, alpha-Tocopherol, Serum) 2398
ButamunH B5 (naHTOTEHOBAs KMCAOTA) 2398
1,25-pgurngpokeusutammH D3 (1,25-dihydroxivitamin D3) 2090
ButamunH B3 (HUKOTUHamMmA) 2398
Butammn 25(0OH)D2 n 25(0OH)D3, pa3gensHoe onpeaeneHmne (BIXX - MC/MC) 6006
A09.05.080 donmnesas kncnota (Folic Acid) 957
ButamuH A B cbiBopoTke (peTuHon) (Vitamin A, Retinol, Serum) 2398
ButamuH K1 B cbiBopoTke (PuanoxmHoH) (Vitamin K1, Phylloquinone, Serum) 2398
Butamunu B7, H (BrnoTtuH) 2398
AKTVBHbIV BUTamuH B12 (TonotpaHckobanamuH, Active-B12, Holotranscobalamin) 1375
Beta-kapoTuH 2398
ButamuH B2 (pnbodnasuH) 2398
ButamuH C (ackopbuHoBas kuncnorta) 2398
PetnHun nanbmutat 2398
AyTOMMMYHHbIE HEBpPOOrnYeckre 3aboeBaHus

AHTUTENA K LGH " CASRRZ (KOMMOHEHTBI KOMM/IeKCa KannesbIx KaHanoB), lgG, cbiIBOpOTKa KpOBU 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, serum)

AH'I?VIHelt/'IpOHaanbI.e aHTnTeNa, IgG, meTog Henpsmon nmmyHodayopecueHumn (Neuronal 3311
antibodies, IgG, Indirect immunofluorescence (IIF))

AHTUTENa K aLeTUAXONMHOBOMY peLienTopy (AXP, AnarHoctrka MmacteHun), CyMMapHoO 5731

(Acetylcholine Receptor Antibodies, Anti-AChR, Total)



AHTUTeNa K peuentopam HenpoHos Tunos NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca

13607
IgG, pa3genbHo, onpeseneHne B CbiIBOPOTKE
AHTuTena knacca IgG k ckenetHbiM Mbiwuam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 1gG) 1221
AnTntena k NMDA raytamatHoMmy peuenTopy, IgG, onpeaeneHune B nnkeope (aHTn-NMDAR IgG, 3036
N-methyl-D-Aspartate Receptor Antibodies, CSF)
Mwuo3uTt-cneunduyHblie aHTUTeNa knacca IgG (naiH-6n01: Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 4037

EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)

AnTuTena knaccos IgG n IgM k ranranosngam (nanH-6a0t: GM1; GM2-GM3-GM4; GD1a, GD1b,
GD2-GD3, GT1a, GT1b, GQ1b, cynbdatnapl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b 5731
Antibodies, Anti-Gangliosideantibodies, Ganglioside Antibodies Panel, Total)

AHTuTena k AcJHK B cbiBOpPOTKE KPOBK, MOATBEPXKAAMOLLMIA TECT C MCNONb30BaHNEM cybcTpaTa
Crithidia luciliae, IgG, meTogom Henpsmon nmmyHodaroopecueHuun (Crithidia luciliae indirect 1265
fluorescent test (CLIFT))

AHTUTena k MuennHy IgG, MmeToa Henpamol nMMyHodaroopecLeHumn (Anti-myelin antibody, 1gG,

IF) 1474
AHTUTena knaccos IgA, 1gG, IgM Kk akBanopuvHy 4, cyMMapHO (AMarHOCT1Ka HeMPOONTUKOMUENNTA,

NMO) (Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, 1gG, IgM, 2860
Total)

OnyerKnOHaanbu?l IgG B nmksope .(u,epe6pocn|/|Haan0|7| XWUAKOCTWN) 1 CbIBOPOTKE KPOBW 4389
(Oligoclonal IgG, Cerebrospinal Fluid (CSF), Serum)

AHTUTENa K MP!UJGHHQ—CI‘IE!J,VId)VIHECKOVI TUPO3MHKMHa3e (aHTM-MuSK) B cbiBOpOTKE KpOBMY, 5478
(Muscle-specific tyrosine kinase (MuSK) antibody)

AHTUTENa K peuenTtopam HelpoHos Tnnos NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca 13750
IgG, pa3genbHo, onpejeneHune B IMKBOPe

AHTWTENa K L§|1 n CASERZ (KOMMOHEHTBI KOMM/IeKCa KanneBbix kaHanos), IgG, nvkeop 6160
(VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)

AHTuTena k GAD (rnytamatgekapbokcunase), IgG, amksop (Anti-GAD (glutamic acid decarboxylase), 2079

IgG, CSF)

AHTMHeNpOHanbHble aHTUTena knacca IgG (nariH-6101: Hu (ANNA1), Yo-1 (PCAT), CV2, Ma2, Ri
(ANNA2), amdurodusun) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Maz2, 5731
Ri (ANNAZ2), Amphiphysin))

AHnTnTena knacca IgG NMDA (N-meTtun-D-acnaprat) rnytamaTtHOMY peuenTopy B

coiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG) 4389
KomnoHeHTbl kKoMnaemeHTa
Cuctema KOMMIEMEHTa: oLeHKa dyHKLMOHanbHoM akTnBHocT (CH50) (Functionality Test of
1474
Complement (CH50))
Nurnbutop C1-3ctepasbl (C1-Esterase Inhibitor, C1-INH) 2156
C4 KomnoHeHT cuctembl komnaemeHnta (Complement Component C4) 396
C3 KomnoHeHT cuctembl komnaemeHta (Complement Component C3) 396
KpacHyxa
AHTUTena knacca |gG K aHTUreHaM BMpYCa KPacHyxW, BbliBAfeMble METOAOM UMMYHODBNOTTUHTa
. 5621
(Anti-Rubella IgG, Immunoblot )
AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) 539
AsungHocTb Anti-Rubella IgG 1067
Onpegenerune PHK (Rubella virus, RNA) B cbiBOpOTKE KpOBHM 649
AHTuTena knacca IgG k Bupycy kpacHyxu (Anti-Rubella IgG) 396
lenaTtnt B BMpYCHas nHdekuma (Bupyc renatuta B, Hepatitis B Virus, HBV)
AHTuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatuta B, cymmapHo (Anti-HBc IgM, 517
IgG, Antibodies to Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
HBs-aHTureH Brpyca renatuta B (HBs-aHTureH, noBepxHOCTHbIV aHTUreH BMpYca renaTtuTa B,
«@BCTPaNMNCKNA» aHTUTeH), KoMuecTBeHHbIN TecT (HBsAg, Hepatitis B Surface Antigen, 1452
Quantitative)
HBe-aHTureH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) 561
AHTuTENa knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis 693
B Core Antigen; HBV Core Antibodies IgM)
Bupyc renatuta B, onpeaenenune HK B cbiBOpoTKe KpoBw, konnyecteeHHoe (HBV DNA, Serum, 3751
Quantitative)*
Bupyc renatuta B, onpeaenenune JHK B cbiBOpoTKe KpoBw, kavectseHHoe (HBV DNA, Serum, 418
Qualitative)*
AHTuTena k HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) 627

AHTuTena k HBe-aHTureny Bupyca renatuta B (Anti-HBe, HBeAb) 517



HBs-aHTWreH Bupyca renatuta B (HBs-aHTWUreH, NOBEPXHOCTHBIA aHTUreH BMpYca renaTtuTa B,

«@BCTPaSIMNCKNA» aHTUreH), kavecTBeHHbIV TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative) 264

YrneBogpl

[HOKO30-TOIEPAHTHBbIN TECT C ONpeAeneHreM roko3bl U C-NenTuia B BEHO3HON KPOBW HaToLLak
W nocse Harpyskm yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein 1529
Concentration (Fasting and 2 Hours after Load), Venous Blood)

A09.05.023 VNccnepoBaHre YpOBHS M1HOKO3bl B KPOBU 143
NakTtart (Lactate) 572
®pykTo3amMuH (Fructosamine) 891
A09.05.083 MmkumposaHHbIi remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) 506

[NtOKO30TONEPaHTHBIN TecT Npu HepeMeHHOCTH (NepopabHbIl FNFOKO30ToNepaHTHbIN TecT, [T,
OfFTT) Oral Glucose Tolerance Test, Plasma, OGTT, Pregnancy

A12.22.005 [NOKO30-TONIEPAHTHBIN TECT C ONPeAeNeHNEM IIHOKO3bl B BEHO3HOW KPOBW HaTOLLLaK U
nocne Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration 671
(Fasting and 2 Hours after Load), Venous Blood)

990

Cneunduueckmne 6enku

A09.05.009 C-peakTuBHbIv 6enok (CPB) (C-Reactive Protein, CRP) 341
AHTtUcTpenTonnsuH-O (AC/I-O, ACNO) (Antistreptolysin-O, ASO) 374
Anbda-T1-aHtutpuncuH (ATAT), deHoTunmposaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) 2596

HaTpuitypetnyeckoro ropmoHa (B-trna) N-koHuesor nponentug (NT-proBNP, N-Terminal
Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)

A09.05.076 ®epputuH (Ferritin) 506

Kapboruapart -aedpuumntHbl TpaHcheppuH ¢ anekTpodpoperpammoint (Carbohydrate-Deficient

2816

Transferrin with results on an electrophoregram (CDT)) 3322
FencuauH 25 (buoaktueHbIl) (Hepcidin 25, bioactive) 6567
Mapkep cepzeyHomn HegocTaTouHOCTH ST2 pactBopuMbil (ST2, sST2, kapamomapkep) (Soluble ST2
(Heart Failure's biomarker)) 2739
A09.05.008 TpaHcheppurH (Cugepodunnt) (Transferrin) 484
MwuornobuH (Myoglobin) 572
Anbda-2-makpornobynvt (Alpha-2-Macroglobulin, ?2-Macroglobulin, A2M) 495
AHTUTena knacca IgG K rnaBHomy 6esiky Hapy>xHon MembpaHsl MOMP 1 AHTuTena knacca IgG
Pgp3 (MembpaHoaccoLmpoBaHHbIi naasmugHelin 6enok) Chlamydia trachomatis >72
PeBmatomaHbii daktop (P®) (Rheumatoid Factor, RF) 374
TponoHuH-1 (Troponin-I) 627
BbicokouyBCTBUTENbHBIA C-peakTBHbIN 6en0K (Kapauno) 594
A09.05.077 Llepynonnazmun (Ceruloplasmin) 649
FantornobwutH (Haptoglobin) 638
Anbda-T-aHtutpuncuH (ATAT), koHueHTpaumsa (Alpha-1-Antitrypsin, ATAT, AAT, Concentration) 1386
Kap6oruapat-gedununtHoiin TpaHcdeppuH (Carbohydrate-Deficient Trancferrin, CDT) 3091
PactBopuMble peLenTopsl TpaHcdeppuHa (pTOP, Soluble Transferrin Receptor, sTfR) 1870
J03MHOPWIbHbBIN KaTUOHHBIA H6esiok (Eosinophil Cationic Protein, ECP) 869
Ypeanna3zmos (ypeannasmbl)
Ypeanna3ma (Ureaplasma parvum), onpegenenvie IHK B moue (Ureaplasma parvum, DNA, Urine)* 275
Ypeanna3ma (Ureaplasma parvum), onpegenenve IHK B cekpete npocrtartsl, 3akynate (Ureaplasma
parvum, DNA, Prostatic Fluid, Semen)* 275
AHTuTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) 671

Ypeanna3ma (Ureaplasma urealyticum) (6uosap T-960), onpegenerve [HK B cockobe
3NUTENIMaNbHBIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of 275
Urogenital Epithelial Cells)*

AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) 671
Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpeaenerve JHK B cekpete
. . ; . 275

npoctatbl, 3skyaaTe (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)
Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenue JHK B moue

. AN 275
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)
Ypeanna3ma (Ureaplasma parvum), onpegenenve AHK B cockobe anutennanbHbIX KNeTok 275

yporeHuTansHoro Tpakta (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)*



Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpegenenve AHK B cekpeTte npoctartsl,
askynate (Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)*

Ypeanna3ma (Ureaplasma urealyticum + Ureaplasma parvum), onpeaenenune AHK B cockobe
3NuUTeNIMaNbHbIX KNETOK yporeHuTanbHoro Tpakta (Ureaplasma urealyticum + Ureaplasma parvum, 275
DNA, Scrape of Urogenital Epithelial Cells)*

Ypeanna3ma (Ureaplasma urealyticum) (6nosap T-960), onpeaeneHune AHK B moye (Ureaplasma

275

urealyticum (T-960), DNA, Urine)* 275
PecnvpaTtopHo-cvHLUMTManbHas nHdeKLNs (PecnmpaTopHO-CUHLUTMANbHBIN BUPYC)
AHTUTena knacca IgG K pecnvpaTopHO-CMHUMTUaNbHOMY BUpPYCY (Anti-Respiratory Syncytial Virus
781
(RSV) 1gG)
AHTuTENa knacca IgM k pecnvpaTopHo-cnHUmMTUanbHOMY BUpycy (Anti-Respiratory Syncytial Virus
781
(RSV) IgM)
O6pa3 XM3HW 1 reHeTuYeckme dakTopbl
OnacHocTb Npu NpuemMe opanbHbIX KOHTpaLenTnBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs
3003
(Genes F2, F5))
OnacHOCTb Npw NpremMe opasbHbIX KOHTPaLEenTnBoB (reHbl F2, F5) (6e3 onncaHuna pesyabtatoB 2695
BpayvomMm-reHeTrkoM) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))
HapywweHus cnepmatoreHesa, 6 Mmapképos (Mukpogeneumnn nokyca AZF) (6e3 onvcaHus 3916
pe3ynbTaToB reHeTUKOM)
MoaroToBka k onepaumu (reHbl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes 8811

MTHFR, MTRR, MTR, F2, F5))

MoaroToska k onepaumm (redibl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesyibTaTtoB
BpayoM-reHeTukom) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without 7898
Description))

Onpegenenve cneuyndunyeckmx |gG: nuLeBble annepreHsl
Kpesetku (F24), annepren-cneundudyeckme IgG (Shrimp, IgG, F24) 572

Puc (F9), annepreH-cneunduyeckme IgG (Rice, 1gG, F9) 572
Cmech nuLLeBbIx annepreHoB 1: anenbcuH, baHaH, abnoko, nepcuk, IgG (FP15 (F33, F49, F92, F95),

Food Panel: Orange, Banana, Apple, Peach, IgG)* 1045
Kvewu (F84), annepreH-cneumbunyeckme IgG (Kiwi Fruit, IgG, F84) 572

lpeuHeBas myka (F11), annepren-cneunduyeckne IgG (Buckwheat, 1gG, F11) 572

Tpecka (F3), annepreH-cneynduueckme IgG (Codfish, IgG, F3) 572

Cmech nuuieBbIX annepreHoB 3: CBMHUHA, KYPUHO® MACO, TOBAAMHA, 6apaHuHa, IgG (FP73 (F26, F27, 1045
F83, F88), Food Panel: Pork, Beef, Chicken Meat, Lamb, IgG)*

OnpeAengHme cneumounyecknx MmyHornobynnHos knacca G (IgG) k nuwiesbiM annepreHam (Basic 15840
Food Profile, 1gG)

KnybHwuka (F44), annepreH-cneundudeckme IgG (Strawberry, IgG, F44) 572

OscaHasa myka (F7), annepren-cneundunueckue IgG (Oat, IgG, F7) 572

LLokonag, (F105), annepreH-cneumnduyeckme IgG (Chocolate, IgG, F105) 572

Cmech nuwweBbix annepreHos (fx21) IgE, ImmunoCAP 1375
MweHnyHaa myka (F4), annepreH-cneunduyeckme IgG (Wheat, IgG, F4) 572

Beta-naktornobynuH, IgG (Beta Lactoglobulin, I1gG, F77) 572

Koposbe monoko (F2), annepreH-cneumoundeckue IgG (Milk, IgG, F2) 572

Tomartsbl (F25), annepreH-cneuudunueckme IgG (Tomato, IgG, F25) 572

Mpoco (F55), annepreH-cneunduueckme IgG (Common Millet, IgG, F55) 572

AHaHac, IgG (Pineapple, IgG, F210) 572

BapanuHa, IgG (Lamb, 1gG, F88) 572

CeuHuHa (F26), annepreH-cneuunduyeckme IgG (Pork, IgG, F26) 572

JNinmon (F208), annepren-cneyundpuyeckme IgG (Lemon, IgG, F208) 572

baHaH, IgG (Banana, 1gG, F92) 572

AnyHbin xentok (F75), annepreH-cneundunueckue IgG (Egg Yolk, IgG, F75) 572

AnuHbln 6enok (F1), annepreH-cneundudeckme IgG (Egg White, IgG, F1) 572

KypuHoe msico (F83), annepren-cneumounyeckne IgG (Chicken Meat, IgG, F83) 572

Kaptodenb (F35), annepren-cneumduueckme IgG (Potato, IgG, F35) 572

AnenbcuH, IgG (Orange, 1gG, F33) 572



Mpenndpyt (F209), annepreH-cneumounyeckue IgG (Grapefruit, IgG, F209) 572

Manro (F91), annepren-cneuyndunueckme IgG (Mango, I1gG, F91) 572
Apaxuc, 1gG (Peanut, IgG, F13) 572
CmMech NuLLEBbIX afiepreHoB 2: KMBKW, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food

T - 1430
Panel: Kiwi Fruit, Mango, Banana, Pineapple, IgG)*
TeikBa (F225), annepreH-cneunduueckune IgG (Pumpkin, IgG, F225) 572
Coesble 606bl (F14), annepren-cneunduueckue IgG (Soybean, IgG, F14) 572
MopkoBeb (F31), annepreH-cneuundunueckme IgG (Carrot, IgG, F31) 572
FroBaaunHa (F27), anneprex-cneunduueckune IgG (Beef, IgG, F27) 572
Mekapckune apoxoku (F45), annepren-cneundunueckmne IgG (Baker's Yeast, 1gG, F45) 572
Kanycra kouaHHas (F216), annepreH-cneunduueckme IgG (Cabbage, 1gG, F216) 572
MueHble apoxokun (F403), annepren-cneundudeckue IgG (Brewer's Yeast, 1gG, F403) 572
®yHayk (F17), annepreH-cneumounveckne IgG (Hazelnut, IgG, F17) 572
KazewH (F78), annepreH-cneunduueckme IgG (Casein, 1gG, F78)) 572
Mepcuk (F95), annepreH-cneumounueckme IgG (Peach, IgG, FI95) 572
fibnoko (F49), annepreH-cneunduueckme IgG (Apple, IgG, F49) 572

lepnec-Bupyc yenoseka 6 Tmna
AHTuTena knacca lgG k repnecsmpycy yenoseka 6 Trna (Anti-HHV-6 IgG) 671
lepnecsupyc 6 Trna, onpegenexune JHK B caroHe (HHV-6 DNA, Saliva)* 275
l'epnecsupyc 6 Tvna, onpegenexHve HK B cockobe 3nunTesmanbHbIX KIETOK YPOreHUTaabHOro 275
TpakTa (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
lepnecsupyc 6 Tvna, onpegenexune [HK B cekpete npoctartsl, askynate (HHV-6 DNA, Prostatic 275
Fluid, Semen)*
l'epnecsupyc 6 Tvna, onpegenerune AHK B cockobe anmTenmanbHbiX KIeTOK CAM3UCTON Hoca 275
(HHV-6 DNA, Scrape of Nasal Epithelial Cells)*
lepnecsupyc 6 Tvna, onpegenerune JHK B moue (HHV-6 DNA, Urine)* 275
l'epnecsupyc 6 Tvna, onpegenerve AHK B cnnHHomo3srosow xuakoct (HHV-6 DNA, Cerebrospinal 275
Fluid)*
F'epnecsupyc 6 Tvna, onpegenerune AHK B Boinote (HHV-6 DNA, Exudate)* 275
l'epnecsupyc 6 Tvna, onpegenerve JHK B BeHo3Hon kposu (HHV-6 DNA, Blood)* 418
lepnecsupyc 6 Tvna, onpegenexune [JHK B cockobe anuTennansHbix knetok potoraotkm (HHV-6 275
DNA, Scrape of Faucial Epithelial Cells)*
lepneceupyc 6 Tvna, onpeaenenHne JHK B ceiBopoTke Kposu (HHV-6 DNA, Serum)* 418
XnamunaniiHas MHPeKL M, XxnaMuano3s (xnammamm)
Xnamunams (Chlamydia pneumoniae), onpegenenne AHK B catoHe (Chlamydophila pneumoniae,
. 429

DNA, Saliva)*
Xnamunams (Chlamydia trachomatis), onpeaenerve JHK B cekpeTe npoctathbl, 3skynste (Chlamydia 275
trachomatis, DNA, Prostatic Fluid, Semen)*
AHTuTena knacca lgG k 6enky tennosoro woka (bTLU) Chlamydia trachomatis (Anti-cHSP60 IgG) 583
AHTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) 539
Xnamuams (Chlamydia pneumoniae), onpegenenune AHK B nna3me kposwu (Chlamydophila 649
pneumoniae, DNA, Plasma)*
AHTtuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 19G ) 561
AHTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) 561
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anutenvanbHbIX K1eTok 275
cnmsuctont npamon kuwkm (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anutenvanbHbIX KAeTok 275
yporeHuTanbHoro Tpakta (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)*
AnTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgG) 539

Xennkobaktep nunopwu, onpegenerne HK B bronTtate camsncron xenyaka n/man
ABeHaguaTinepcTHon kuwkwm (Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or 2332
Duodenum, PCR)

Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B cockobe anutenvanbHbIX KAeTok

koHboHKTUBBI (Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )* 275

AHTuTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) 671



Xnamuawms (Chlamydia pneumoniae), onpegenenune AHK B mokpote (Chlamydophila pneumoniae,

DNA, Sputum)* 869
AHxTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) 561
Xnamunams (Chlamydia trachomatis), onpeageneruve HK B moue (Chlamydia trachomatis, DNA, 275
Urine)*
Xnamunams (Chlamydia trachomatis), onpeaenerve JHK B cnnHHomosrosow xungkoctu (Chlamydia 275
trachomatis, DNA, Cerebrospinal Fluid)*
Xnamunamsa (Chlamydia trachomatis), onpeaenerve JHK B Beinote (Chlamydia trachomatis, DNA, 275
Exudate)*
Xnamuawms (Chlamydia trachomatis), onpeaenenve AHK B cuHoBranbHom xunakoctn (Chlamydia
. . iy 506
trachomatis, DNA, Synovial Fluid)
Xnamuamsa (Chlamydia pneumoniae), onpegenenne JHK B cockobe anuTennanbHbix KNETOK 429
potornotku (Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)*
Xnamunams (Chlamydia trachomatis), onpeaenerve JHK B cockobe anuntenvanbHbIX KNeTok 275
potornotku (Chlamydia trachomatis, DNA, Scrape of Faucial Epithelial Cells)*
Cnodunnc
BnegHas TpenoHema, onpegeneHne JHK B cekpeTe npoctathl, 3skyaaTe (Treponema pallidum, DNA, 275
Prostatic Fluid, Semen)*
BnegHas TpenoHema, onpeaeneHne AHK B cockobe annTennanbHbIX KNETOK YPOreHUTanbHOro 275
TpakTa (Treponema pallidum, DNA, Scrape of Urogenital Epithelial Cells)*
BnegHas TpenoHema, onpegeneHne AHK B moue (Treponema pallidum, DNA, Urine)* 275
BneaHas TpenoHema, onpegenerune AHK B cnmHHomo3rosol xuakoctu (Treponema pallidum, 275
DNA, Cerebrospinal Fluid)*
BnepHas TpenoHema, onpeaenermne AHK B cbiBopoTke kposu (Treponema pallidum, DNA, Serum)* 407
BneaHas TpenoHema, onpeaenerune AHK B otaensemom (Treponema pallidum, DNA, Secretion)* 275
AHTuTena knaccos IgM 1 IgG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 418
IgG, Total)
BnepHas TpenoHema, onpesenermne AHK B cockobe anuTenvanbHbIx KaeTok koxu (Treponema 275
pallidum, DNA, Scrape of Skin Epithelial Cells)*
BneaHas TpenoHema, onpesenermne AHK B cockobe anuTennanbHbIX KNeTOK POTOFI0TKN 275
(Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
AHTuTena knacca IgG k Treponema pallidum, BbisBAsieMble METOAOM MMMYHOBAOTTUHIa
. . 1969
(Anti-Treponema pallidum IgG, Immunoblot )
BnegHas TpenoHema, onpeaeneHne AHK B cockobe anmTenmanbHbIX KNeTOK KOHBIOHKTUBSI 275
(Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial Cells )*
AHTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM ) 891
Cudunnc RPR — aHTmkapauonununHossblin Tect (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin 231
Test)
AHTuTena knacca IgM k Treponema pallidum, BbisBAsieMble METOL0M MMMYHOBOTTUHra
. . 1969
(Anti-Treponema pallidum IgM, Immunoblot )
OueHka aHAPOreHHOro craTyca
A09.05.078 TectocTtepoH (Testosterone) 385
JernapoanunaHapoctepoH-cyabdat (J3A-S04, Dehydroepiandrosterone sulfate, DHEA-S) 385
17-ketoctepoungbl (17-KC) B moue (17-Ketosteroids, Urine) 2013
FnobynunH, cessbiBatowmii nonosble ropMoHsbl (FCMT) (Sex Hormone-Binding Globulin, SHBG) 396
AHzpocTeHanoH (Androstenedione) 1100
A09.05.139 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) 539
A09.05.078.001 CBoboAHbI TecTocTepoH (Free Testosterone) 957
AHAPOCTEHAMON TAOKYPOHUA (AHAPOCTaHAMON ratokypoHug) (Androstanediol Glucuronide, 1155
3?-Androstanediol Glucuronid, 3?-diol G)
AvrvapotectoctepoH (AIT) (Dihydrotestosterone, DHT) 1430
Broxmnmuna moun (pasosas sKcKpeLms)
Benok, pasoBas nopums Moun (C KpeaTMHMHOM U PacYeTOM HOPMasM30BaHHOIO MO KPeaTMHNHY
! . . L - o . A 286
nokasatens) (Protein, random urine, with creatinine and protein/creatinine ratio calculation)
MarHuiz, pa3oBas nopLmsa MOUM (C KpeaTUHMHOM M PacyeTOM MarHuii/KpeaTuHMH OTHOLLEHNS)
. . . . . L . - 583
(Magnesium, random urine, with creatinine and magnesium/creatinine ratio calculation)
MoueBas KMCa0Ta, pa3oBas NOPLMS MOUK, C KPEaTUHMHOM U PacyeToM HOPMaan30BaHHOIO Mo 308

KpeaTVHVHY NOK-/15
®ocdop, pazoBas NOpLUS MOUM (C KPEATVHUHOM W PacCYETOM HOPMANN30BaHHOTO MO KPeaTUHWUHY

nokasatens) (Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio 319
calculation)



OkcanaTtbl, pa3oBas NopLMs MOUM (C KPeaTUHUHOM 1 PacyeToM HOPMaaN30BaHHOTO Mo
KpeaTuHWHY noka3satens) (Oxalates, random urine, with creatinine and oxalate/creatinine ratio
calculation)

ANnbBYMUVH, pa3oBas NopumUs Mouu (C KPeaTUHMHOM M pacyeToM anbbyMUH/KpeaTUHUH
otHowweHua) (Albumin, random urine, with creatinine and albumin/creatinine ratio calculation,
UACR)

Kanbumii, pasoBas nopLus Moum (C KpeaTUHUHOM U PacyeToM KasbLuiA/KpeaTUHUH OTHOLLEHWS)

(Calcium, random urine, with creatinine and calcium/creatinine ratio calculation)

KoHueHTpauwmsa B moue (Urine Creatinine)
Onpegenenve cneundunyeckmx IgE: annepreHbl XXNBOTHbIX

TapakaH, IgE (Cockroach, IgE, 16)

Cobaka, IgE (Dog Epithelium, IgE, E2)

Osuga, anutenwuii, IgE (Sheep Epithelium, IgE, E81)

BonnwucTbili nonyraw, nepo, IgE (Budgerigar Feathers, IgE, E78)

CMecb annepreHoB JOMALLHMX FPbI3YHOB: ANUTENIA MOPCKOW CBUHKM, SNUTEINIA KPOMKA,
3NUTeNNI XoMsKa, Kpbica, Mbiwwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig
Epithelium, Rabbit Epithelium, Hamster Epithelium, Rat, Mouse, IgE)*

Mopckas cBuHKa, anuTtennii, IgE (Guinea Pig Epithelium, IgE, E6)
Kowwka, IgE (Cat Dander-Epithelium, IgE, E1)
Kypwua, nepo, IgE (Chicken Feathers, IgE, E85)
BUY-nHdekuma (BupyC nmmyHoaeduvLMTa YenoBeka)
AHtutena k BUY 1 n 2 n anturen BUY 1 n 2 (HIV Ag/Ab Combo)
BNY-1, onpepenerne PHK B nnasme kposu (HIV RNA, Plasma)*
JlekapCTBEHHbI MOHUTOPUHT
3Beponumyc (Everolimus)
LUuknocnopwH (Cyclosporine, Cyclosporine A, Sandimmune)
TepudayHomuga, nepayHomug (Mmetabonut) (Teriflunomide, Leflunomide metabolite)
JNleBeTnpaueTtam (Levetiracetam, Keppra®)
KapbamazenwvH (GuHnencun, Terpeton) (Carbamazepine, Tegretol)
MwutoTaH, nnasma kposwu (Mitotane, o, p?-DDD, plasma)

®enntonH (AndennH, Annantun) (Phenytoin)

Takponmmyc (AaBarpad, Mporpad, Mpotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic,
Tacrosel)

NamoTtpuaxmH (Lamotrigine)
BanbnpoeBsas kucnota (JenakvH, KoHBynekc) (Acidum Valproicum, Depakin, Convulexs)
A09.05.035.002 ®eHobapbutan (JltomuHan) (Phenobarbitalum)

[oHopes (rOHOKOKK)
FoHokokk, onpegeneHne JHK B cekpete npoctathl, 3sakynste (Neisseria gonorrhoeae, DNA,
Prostatic Fluid, Semen)*

F'oHokokK, onpegeneHune JHK B cockobe anmTennanbHbIX KNETOK CAN3UCTON MPSAMON KULLKM
(Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)*

FoHokokk, onpeaeneHve AHK B cuHoBmansHom xuakoctn (Neisseria gonorrhoeae, DNA, Synovial

Fluid)*

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpeseneHne YyBCTBUTENBHOCTU K
aHTUMKKpOobHbIM NpenapaTaMm (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)

loHokokk, onpeaeneHve HK B cockobe anutenvanbHbIX KNeTok KOHbIOHKTUBbI (Neisseria
gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial Cells )*

FoHokokk, onpeaeneHve JHK B cockobe anutenvanbHbix knetok potornotku (Neisseria
gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)*

FoHokokk, onpegeneHve JHK B moue (Neisseria gonorrhoeae, DNA, Urine)*

FoHokokK, onpesenerune AHK B cockobe anmTennanbHbiX KNETOK YPOreHWUTanbHOro TpakTa
(Neisseria gonorrhoeae, DNA, Scrape of Urogenital Epithelial Cells)*

JNlakTtobakTepun, naktobaumanb

Naktobaktepun, onpegenenve JHK B cockobe anuTenmanbHbIX KNETOK YPOreHUTa bHOro TpakTa
(Lactobacillus spp., DNA, Scrape of Urogenital Epithelial Cells)*
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Knoctpnamnos, nceB4oOMeM6pPaHO3HbIN KOAUT

PazgenbHoe onpegeneHve TokcuHa A 1 TokcuHa B Clostridium difficile B kane, aHTUreHHbIN Tect

(Toxin A and B Clostridium difficile. One step rapid immunochromotographic assay) 1320
Moces Ha Knoctpuann (FZIqstridium diff.ic.”e,.I'ICGB,D,OM?I\{I@paHOB!:IbIVI konuT) (Clostridium difficile 1375
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

OxkpalunaHwe no ManaHvikonay ? Pap-tect
Lutonornyeckoe nccnegoBaHvie briomatepuana COCKO60B By/ibBbl U BAaranuLia, Kpome Wweriku 1100

MaTku (okpawmsaHue no NanaHnkonay, Pap-tecr)

Liutonornyeckoe ucciegoBarHme briomatepuana Wenku Matku (okpalumsaHue no ManaHukonay, 1100
Pap-Tect) (Cytological Examination: Cervix, Pap-test)

Onpegenenne cneunduyeckmx IgE: GbiToBble annepreHbl

JomawHas neinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) 484
MneceHb Penicillium notatum, IgE (Penicillium notatum, IgE, M1) 484
MneceHb Candida albicans, IgE (Candida albicans, IgE, M5) 484
Knew, Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, Igg, D1) 484
MneceHb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) 484
MneceHb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) 484
Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) 484

Cwmecb annepreHoB naecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,
Candida albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*

Mnecexb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) 484

OnpegeneHve cneundunyeckmx IgG: 6bITOBbIE annepreHsbl

Knew, Dermatophagoides farinae (D2), annepren-cneyuduueckme IgG (Dermatophagoides farinae,

IgG, D2) >72
JdomawHaa neinb/Greer (H1), annepren-cneumeuyeckme 1gG (House Dust — Greer, IgG, H1) 572
Mnecexb Cladosporium herbarum (M2), annepreH-cneuundunueckme IgG (Cladosporium herbarum, 572

I9G, M2)

Cwmecb annepreHoB nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus,

Candida albicans, Alternaria tenuis, IgG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium 1045
notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, 1IgG)*

MneceHb Penicillium notatum (M1), annepreH-cneunduueckme IgG (Penicillium notatum, IgG, M1) 572

Knew, Dermatophagoides microceras (D3), annepreH-cneundudeckme IgG (Dermatophagoides 572
microceras, 1gG, D3)
Knew, Dermatophagoides pteronyssinus (D1), anneprex-cnevumounyeckme IgG (Dermatophagoides

pteronyssinus, IgG, D1) 572
MneceHb Alternaria tenuis (M6), annepreH-cneumndudeckme IgG (Alternaria tenuis, IgG, M6) 572
PenpoaykTnBHOe 350pOBbe

HapyweHus cnepmatoreHesa: paclumpeHHas naHens (AZF-pernoH) (be3 onvcaHuna pesyabtaTos
BpayvoM-reHeTrkoM) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without 10219
Description))
Xouy cTaTb MaMoi1: OCNoXHeHNs HepemeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(6e3 onuncaHua pesynbTaTtoB Bpavom-reHeTnkoMm) (Want to Become a Mother: Pregnancy 17270
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
BpoxaeHHas runepnaasua HagnoyeyHnkos, reH CYP21A2, u.m. (Gene CYP210HSB, Freq. Mut.) 10769
CKNOHHOCTb K TPOMbH03aM NMpu 6epeMeHHOCTU: MUHMManbHas naHenb (reHbl F2, F5) (Thrombotic

. S 3003
Tendency in Pregnancy: Minimum (Genes F2, F5))
leHeTnyeckme dakTopbl My ckoro becnioauns (reHbl AR, CFTR; AZF-pervoH) (Genetic Factors of 18062
Male Infertility (Genes AR, CFTR; AZF-Region))
Bo3HMKHOBEHWE N30/ 1IMPOBaHHbIX MOPOKOB pa3BuTUA Y naoga (reHsl MTHFR, MTRR, MTR) (Isolated 5808
Malformations in Fetus (Genes MTHFR, MTRR, MTR))
Xouy cTaTb MaMoOM: OCNIOXHEHUs BepeMeHHOCTU (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD)
(Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, 19998
RHD))
MpvBbIYHOE HEBbIHALLIMBAHNE BePeMEHHOCTH, B T. Y. CKNOHHOCTb K TPOM603aM npu HepemMeHHOCTH:
pacwmpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onuncaHus pesynbtaToB 7898

BpayoM-reHeTukom) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

TpoMboTnUeckne OCNOXKHEHWSA NPU CTUMYAALMKN OBYAALMK (reHbl F2, F5) (Be3 onucanus
pe3ynbTaToB BpauoM-reHeTnkom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) 2695
(without Description))



Bo3HMKHOBeHME M301MpOBaHHbIX MOPOKOB pa3BuTuA y naoga (reHbl MTHFR, MTRR, MTR) (6e3
onuncaHus pesynbTaTtoB Bpadom-reHeTukoMm) (Isolated Malformations in Fetus (Genes MTHFR, 5203
MTRR, MTR) (without Description))

lecto3bl n peTonnaveHTapHaa HegoctatouHocTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5)
(Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
TpomboTnueckne 0CNOXHEHWA NPU CTUMYAALUMK OBYAALMK (reHbl F2, F5) (Thrombotic
Complications of Ovulation Induction (Genes F2, F5))

CKIOHHOCTb K Tpombo3am npu bepeMeHHOCTU: MUHMMabHaA naHenb (reHbl F2, F5) (6e3 onncaHns
pe3ynbTaTtoB BpayoM-reHeTmkom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) 2695
(without Description))

MpvBbIYHOE HEBbIHALLIMBAHNE BepPeMeHHOCTH, B T. Y. CKNOHHOCTb K TPOM603aM Npu HepemMeHHOCTH:

pacwmpeHHas naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic 8811
Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5))

lecTo3bl u peTonnaveHTapHaa HegoctatouHocTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3

onwucaHusa pesyabTaToB BpavoM-reHeTnkom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, 10384
MTHFR, MTRR, MTR, F2, F5) (without Description))

HacneactBeHHble cyyan paka MOOYHOM xenesbl n/van amyHnkos BRCA1, BRCA2, CHEK2, NBS1

11671

3003

(Hereditary Breast and/or Ovarian Cancer ) 10285
OxpawwmBaHve no PomaHoBckoMy-IMm3e

WNccnepoBaHune mokpoTsl (Examination of Sputum) 825
WNccnepoBaHue TpaHccyaaToB, 3kccyaaToB, cekpetoB (Examination of Transudates, Exudates, 508
Secrets)
WNccnepoBaHus npoMbiBHbIX Bog 6poHxoB (MccnegoBaHue cMbiBOB ¢ 6poHxoB) (Examination of

. 649
Bronchial Washouts)
WNccnegoBaHue nyHkTatoB Koxu (Examination of Punctates: Skin) 649
WNccnepoBaHue aHpockonmyeckoro Matepuana (Examination of Endoscopic Material) 649
A08.20.004 Lutonormyeckoe nccnefoBaHme acnmparta U3 noaocTu MaTku 660
WNccnepoBaHue 3H[0CKONMYECKOrO MaTepuana Ha Haanumne Helicobacter pylori (Examination of 781

Endoscopic Material: Presence of Helicobacter pylori)

Liutonornyeckoe ucciefoBaHme matepuana, noay4yeHHOro npu XMpypruvyecknx BMeLLaTebCTeax u

ApYrunx cpouHbix nccnepoaHmsx (Cytological Examination of Material Obtained during Surgical 990
Procedures and Other Urgent Research)

XugkoctHas umtonorus. Lintonornyeckoe nccnegosarHne bruomatepuana LWenkn MaTku
(okpawmsaHue no MNanarnnkonay, TexHonorusa ThinPrep ®)*

Liutonornyeckoe ncciefoBaHme snNUTeNns WeNKM MaTku ¢ ONMCaHWEM MO TEPMUHOIOTMYECKON
cucteme betecaa (The Bethesda System ? TBS) (Cytological Examination of Cervical Epithelium with 627
Description on The Bethesda System, TBS)

Lintonormnyeckoe uccnegoBaHme cockoba (Maska) CIM3NCTON 06010UKM NOAOCTU HOCa (OAHa

nokanusauus) (Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 781
Localization))

1320

WccnepoBaHue BbigeneHnii 13 Moao4vHom xenesbl (Examination of Breast Discharge) 528
WccnegoBaHme nyHKTaToOB ApPYrux opraHoB 1 TkaHel (Examination of Punctates: Other Organs and 825
Tissues)
WNccnepoBaHue otneyatka ¢ BHyTpuMatouHou cnvpanv (BMC) (Examination of Imprint Intrauterine 561
Device, IUD)
WNccnegoBaHme nyHKTaTOB MOIOYHOM Xene3bl (Examination of Punctates: Breast) 649
WNccnepoBaHme cockoboB 1 0TnevaTkoB OnyxoJeit 1 onyxonenoAobHbix obpasosaHumii (Examination

! ) . . 649
of Scrapings and Prints Tumor and Tumor Like Formations)
ViccneposaHne moum (Examination of Urine) 528

Liutonornyeckoe nccnefoBaHve nNyHKTaTa WUTOBUAHON Xene3bl C ONMcaHUeM Mo
TepMUHonornyeckon knaccndukaumm betecaa (The Bethesda System for Reporting Thyroid 627
Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))

WNccnepoBaHne cockoboB 1 OTNeYaTKoB C MOBEPXHOCTU KOXU U Cim3ncTbix (Examination of

Scrapings and Prints of Skin and Mucous Membranes) 429
WNccnegoBaHne cockoboB LUEiKN MaTKK U LiepBrKaabHOro kKaHana (Examination of Scrapings: Cervix 627
and Cervical Canal )
Kopb
AHTuTeNna knacca IgM k Bupycy kopwu (Anti-Measles IgM) 781
AHTuTena knacca IgG k Bupycy kopm (Anti-Measles 1gG) 880
KneweBoi aHUedbanut, BUPYC KnewweBoro sHuedanunta
AHTuTena knacca IgG k Bupycy knewesoro sHuedanmnta (Anti-Tick-borne Encephalitis Virus (TBEV) 528

1gG)



NabopaTtopHoe nccnegoBaHue knewa ans BoisneHus PHK/AHK Bo3byantenein nibexkunis,

nepeaaroLLnXcs NKCOAOBbIMK Kaelnamu: K/ELLLEBOW SHLLEEDANIAT, BOPPENO3 (BOJIE3Hb

NANMA), AHATINTA3MO3, SP/INXMNO3 (Detection of pathogen DNA/RNA in ticks: Tick-borne 3696
encephalitis Virus (TBEV), Borrelia burgdorferi s. |, Anaplasma Phagocytophillum, Ehrlichia

muris/chaffeensis6 (RNA/DNA), PCR)

AHTUTena knacca IgM k Bupycy kneweBoro 3Huedanunta (Anti-Tick-borne Encephalitis Virus (TBEV)

IgM) 671
HacnepcrBeHHble 60/1e3HM 0OMeHa BeLLeCTB Y HOBOPOXAEHHbIX/CKPUHUHT «[1aTouka»

B3XXX-MC-MC opranunyeckmx kncaoT (cykumnHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) 3949

Yacras mytaums B reHe HADHA (HegocTaTouHOCTb AMHHOLENOYEYHOM

3-ruapokcmaumn-KoA-gerngporenasbl) (HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa 5511

Dehydrogenase (LCHAD) Deficiency))

CKpUHMHT HoBOpOXAeHHbIX «[TATOYKA» (Newborn Screening "HEEL")* 5489

OnpegeneHune akTMBHOCTY BUOTMHUAA3bI (HEAOCTaTOUYHOCTb BUOTMHKUAA3LI) (Biotin-Dependent 5511

Carboxylases Activity (Biotinidase Deficiency))

Yacras myTtauus B reHe GCDH (rnytaposas auuaypus un 1) (GCDH (Glutaryl-CoA Dehydrogenase) 5511

Gene, Freg. Mut. (Glutaric Aciduria, Type 1))

AHann3 crnekTpa opraHMyecknx KUCAOT MOUYM METOAOM ra3oBOI XpoMaTorpadpum ¢
Macc-cnektpometpuein (MX/MC) (Analysis of the spectrum of organic urine acids by gas 9130
chromatography with mass spectrometry (GC / MS))

YactnuHbi aHanms reHa ASS (umtpyanuHemus) (ASS Gene, Freq. Mut. (Citrullinemia)) 10483
MonHbi aHanv3 reHa GCDH (rnytaposas aumaypwvs tin 1) (GCDH (Glutaryl-CoA Dehydrogenase)

Gene (Glutaric Aciduria, Type 1)) 44440
Yacras mytaums B reHe ACADM (HeA0CTaTOUYHOCTb CPesHELLENOYEYHON AernaporeHasbl XUPHbIX

kncnot MCAD) (ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) 5511
Deficiency))

Yactble myTaumm B reHe FAH (Tupo3unHemus tin 1) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) 9174
Yacras myTtaums B reHe BTD (HegocTtaTtouHocTh 6roTMHMAa3bl) (BTD (Biotinidase Deficiency) Gene, 5511
Freq. Mut.)

MonHbIli aHanu3 reHa FAH (TuposuHemus tin 1) (FAH Gene (Tyrosinemia, Type 1)) 54890
MonHbin aHanns reHa OTC (HeAOCTaTOUYHOCTb OPHUTUHTPaHckapbamunasbl) (OTC Gene (Ornithine 41833

Transcarbamylase (OTC) Deficiency))
Swepwuxmos (kMLweyHas nasouka, swepmuxus, Escherichia coli)

MoceB Ha kuwweuHyto nanouky (Escherichia coli O157:H7, swepuxnos), onpeseneHve

YYBCTBUTENIBHOCTM K aHTUMUKPOBHBLIM NpenapaTtam v baktepunodaram (Escherichia coli O157:H7 1210
Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

MoceB Ha kuweyHyto nanouky (Escherichia coli O157:H7, swepwxnos), onpeseneHve

YYBCTBUTENBHOCTW K aHTUMUKPOBHbIM npenapatam (Escherichia coli O157:H7 Culture. Bacteria 1023
Identification and Antibiotic Susceptibility Testing)

WNccnegoBaHue Ha knweuHyto nanouky (Escherichia coli O157:H7, swepwxunos), anapeHbii

CUHAPOM, aHTUreHHbIN TecT (Escherichia coli O157:H7. One Step Rapid Immunochromotographic 1023
Assay)

MLLP

Bupyc nmmyHogedmnumTa yenoseka tmna 1, kauectseHHoe onpegenerne PHK (Human

immunodeficiency virus, quality, RNA) B cbiBOpoTKe KpoBY 2717
MNapsosupyc B19, onpeaenenne HK 363
Pe3yc-dakTop nioga. BeissneHune reHa RHD naoga B kposun matepu (RHD gene of the fetus in the 6105
mother's blood)

MNapsosupyc B19, onpeaenenne HK 363
Mapsosupyc B19, onpesenenne AHK 363

AHTUTEHHBIE TECTbI
JlernoHenna, BbisBNEHWE aHTUIeHa B MoYe, MMMYyHOXpomaTtorpadus (Legionella pneumophila, One 1584

step rapid immunochromotographic assay, antigen, urinae)
PecnnpaTopHO-cMHLMTUaNBHBIA BUPYC (PC-MHdEKLMS), BbISBAEHNE aHTUTEHa,
nmmyHoxpomatorpadus (Respiratory Syncytial Virus, RSV, One step rapid 1023
immunochromotographic assay, antigen)

Xnamuanu, BbiBNEHNE aHTUreHa B Ma3Kax YPOreHnTaabHOro TpakTa, UMMyHoxpomaTtorpadua

(Hexagon Chlamydia, One step rapid immunochromotographic assay, antigen) 1122
loHopes, BbifiBNEHWE aHTUreHa, MMmyHoxpomaTorpadus (Neisseria gonorrhoeae test, One step 946
rapid immunochromotographic assay)

KamnunobakTep, AnaperiHblil CUHAPOM, BbisIBAEHWE aHTUIeHa B Kajle, UMMYyHOXpoMaTorpadms 1144

(Campylobacter spp., One step rapid immunochromotographic assay, antigen, stool)



HOPOBWPYC (Norwalk virus) - gnapenHbiii CMHAPOM, BbisiBieHWe HOpoBMpyca reHorpynn [ n 1l B
kane, ummyHoxpomatorpadms (Norwalk virus Gl , Gll, One step rapid immunochromotographic 1925
assay, antigen, stool)

MHEeBMOKOKK, BbIsIBJIEH/E aHTUIeHa B MO4e, MMMyHOXpomaTorpadus (Streptococcus pneumoniae,

One step rapid immunochromotographic assay, antigen, urinae) 1584
DHTEpPOBUPYC, BbIsIBJIEHNE aHTUreHa B Kane, MMMyHoxpomMatorpadus (Enterovirus, One step rapid 1199
immunochromotographic assay, antigen, stool)
AyTOMMMYHHble 3a601eBaHNA KOXMU
AHTuTena knacca IgG k gecmornenny-3 (Desmoglein 3, DSG3 Antibodies, 19G) 2376
AHTUTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) 2376
Antibodies, Antibodies to BP Antigen 1, IgG)
AHTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) 2376
Antibodies, Antibodies to BP Antigen 2, IgG)
AHTuTena knacca IgG k gecmocomam anungepmmca (Desmoglein Antibodies, Desmoglein 1, DSG1 2376
and Desmoglein 3, DSG3 Antibodies, 1gG)
AHTUTENA K Ba3anbHOM MeMbpaHe koxu, IgG (Basement membrane zone antibodies, I1gG) 2222
AHTuTena knacca IgG k gecmornemny-1 (Desmoglein 1, DSG1 Antibodies, 1gG) 2376
XennkobaktepHas MHPeKLMA (xenmkobakTep)
AHTuTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) 770
AHTuTena knacca IgG k Helicobacter pylori, BbisiBasiemMble METO40M UMMYHOBNOTTUHIA 3377
(Anti-Helicobacter pylori IgG, Immunoblot)
AHTuTena knacca IgA « Helicobacter pylori, BbisiBasieMble METOAOM UMMYHOBAOTTUHTa 3377
(Anti-Helicobacter pylori IgA, Immunoblot)
AHTuTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) 539
1303HEL ??C-ypea3Hblit gbixaTenbHbl TecT (??C-YAT, 13C-Urea Breath test, UBT). BbisBneHune 2398
nHdekummn Helicobacter pylori
AHTuTena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) 770
Tybepkyne3 (MmkobakTepumn Tybepkynesa)
Mukobaktepun Tybepkynesa, onpegeneHune AHK B mokpote (Mycobacterium tuberculosis, DNA, 649
Sputum)*
MwukobakTepun Tybepkynesa, onpegenerune HK B cuHoBranbHom xmakoctn (Mycobacterium 506
tuberculosis, DNA, Synovial Fluid)*
MukobakTtepum Tybepkynesa, onpegeneHune JHK B cnuHHoMO3roBow xuakoctn (Mycobacterium 275
tuberculosis, DNA, Cerebrospinal Fluid)*
Mukobaktepun Tybepkynesa, onpegeneHune AHK B Bbinote (Mycobacterium tuberculosis, DNA, 275
Exudate)*
Mukobaktepun Ty6epkynesa, onpegeneHune AHK B cekpete npoctathl, 3akynste (Mycobacterium 275
tuberculosis, DNA, Prostatic Fluid, Semen)*
AxTuTena knaccos IgM, IgA, 1IgG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium 1793
tuberculosis IgM, IgA, IgG, Total)
MukobakTtepum Tybepkynesa, onpegeneHune AHK B moue (Mycobacterium tuberculosis, DNA, 275
Urine)*
Mukobaktepun Tybepkynesa, onpegeneHue AHK B cbiBopoTke kpoBu (Mycobacterium tuberculosis, 429
DNA, Serum)*
Mukobaktepun Ty6epkynesa, onpegeneHune AHK B meHcTpyanbHon kposu (Mycobacterium 275
tuberculosis, DNA, Menstrual Blood)*
KomMniiekcHble MMMyHOIOTUYECKNe NCCAes0BaHNA
Lunpkynmpytowme nmmyHHble komnaekcol (LIK) o6wume (Circulating Immune Complexes (CIC) 1188
Total)
darouuTtapHas akTMBHOCTb NenkoumToB (Phagocytic Activity of Leucocytes) 1100
CnocobHocTb immMoLmnToB K akTuBaumm (Lymphocyte Activation Ability) 3795
CD4+ T-numboumTtbl, % n abcontoTHoe konmyectso (T-xennepsl, CD4+ T-cells, Percent and 1507
Absolute)
AkTnBunpoBaHHble auMmdouuntel (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: 1507
CD3+HLA-DR+, CD3-HLA DR+)*
B-numdouuntsl, % 1 abcontotHoe koanyectso (CD19+ aumdouuntsl, B-cells, Percent and Absolute) 1507
®eHoTuNMpoBaHue anmbounTos (0OCHOBHbIE cybnonyasummn) — CD3, CD4, CD8, CD19, CD16, CD56 3795
(Lymphocyte Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)
NmmyHornobyavhel G (nogknaceel 1gG1, 1gG2, 1gG3, 1gG4) 13761
BeTpsiHas ocna (onoscbiBatoLLnNA AnLLIA)
AHTuTena knacca IgM k BMpycy BETPsSHOW OcCMbl 1 onosckiBatoLero auwas (Anti-Varicella-Zoster 858

Virus IgM, Anti-VZV IgM)



Bupyc Varicella-Zoster, onpegenerve JHK B cbiBopoTke kposu (Varicella ZosterVirus, DNA, serum) 396
AHTUTena knacca IgG K BMpYycCy BETPAHOM OCMbl 1 onoscbiBatoLero anwas (Anti-Varicella-Zoster
Virus 1gG, Anti-VZV IgG)

Bupyc Varicella-Zoster, onpegenerve JHK B cockobe anutenvanbHbIX KNETOK CIN3MUCTON 396
potornotku (Varicella Zoster Virus, DNA, scrape of faucial epithelial cells)

781

Bupyc Varicella-Zoster, onpegenenne AHK B catoHe (VaricellaZosterVirus, DNA, saliva) 396

,D,VI?:EHTepVIﬂ 6aKTepVIaJ'IbHaﬂ, wnrennes, wurennbl

MoceB Ha NaToreHHyto KuLieYHyto Gaopy, onpeseneHme YyBCTBUTENbHOCTM K aHTUMUKPOOHBIM

npenapaTam n baktepnodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, 1265
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)

PMTA c Shigella flexneri 1-5 (Shigella flexneri 1-5, I[HA) 484
MoceB Ha natoreHHyto kuweyHyto daopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria 858
Identification)

PMrA c Shigella sonnei (Shigella sonnei, IHA) 484
MoceB Ha MaTOreHHYHO KULeYHYto Gaopy, OnpeaeneHne HYyBCTBUTENbHOCTU K aHTUMUKPODBHBLIM

npenapaTtaM (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic 1067
Susceptibility Testing)

PMTA c Shigella flexneri 6 (Shigella flexneri 6, IHA) 484

MMMyHOFMCTOXVIMVILleCKVIe nccaegoBaHmA

HER2/neu skcnpeccus, HER2-cTaTyc, MMMyHOrncToxnMmmyeckoe nccaeposanue, MIMX (buomatepuman,
¢duKcpoBaHHbI B napapuHoBom 6aoke) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

Pak npeactatenbHOM enesbl — KOMMIEKCHOE MMMYHOTUCTOXMMUYECKOe UCCAeA0BaHME C OLLEHKOM

akcnpeccun: anbda-meTnnaumn-KoA-pauemasel (P504S, AMACR), uutokepaTMHOB BbICOKOTO

MosiekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin

(347E12), p63)*

MmmyHoructoxmmmyeckoe (VIMX) nccnegosarme: gnarHoctrka amMmdonponndepatmBHbIX

3aboneBaHui (bUomaTepmaln, 3aKNroUeHHbIn B napaduHoBbIi 610K) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Tissue Embedded in Paraffin Block))

Ki-67 (MIB-1) akcnpeccums, MMMYHOTUCTOXMMMNYECKOe UCCNeoBaHmMe: oLeHKa npoavdepaTtnBHOM
aKTMBHOCTM Mo akcnpeccum Ki-67 (buomatepuan, GUKCMpoBaHHbIV B opManvHOBOM bydepe)

(Ki-67 (MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, 2599
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VIMMyHOrMCTOXMMMYECKas AMarHOCTKa XPOHNYECKOTO 3HAOMETPUTA — BbiSIBEHWE

naasmatnyecknx knetok (CD138) (buomatepman, pukcmpoBaHHbIl B napadnHosBom 6aoke) (Chronic 5500

Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed
Biomaterial in Paraffin Block))

MmmyHoructoxmmmyeckoe (VIFX) nccnegosarme: gnarHoctrka ammdonponndepatmBHbIX
3aboneBaHuli (6uomatepman, pUkcMpoBaHHbIN B dopmanmHoBoM bydepe) (Immunohistochemical 27808
diagnosis of lymphoproliferative diseases (Fixed Biomaterial in Formalin Buffer))*

PeLienTopbl K 3CTPOreHam 1 NporectepoHy, UMMYHOFMCTOXUMUYECKOE UCCae0BaHme

(6briomaTepuan, dnkcmpoBaHHbI B napadunHosom 6aoke) (Estrogen and Progesterone Receptors, 7854
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))

VIMMyHOrMCTOXMMMYECKOe UCCAef0BaHME MapKepa pPaHHen AnarHoCcTMKN ANCNAa3nKn C BbICOKOM

cTeneHbto pucka osnokadecteaeHns: p16INK4a (buomatepuan, prkcpoBaHHbIA B NapaprHOBOM 4873
6n0ke) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Paraffin Block))
VIMmyHoructoxnmmnyeckoe (MIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasos npu
HeyCTaHOB/IEHHOM NEPBUYHOM ouvare (CNekTp MapKepoB A5 BbIABNEHWUA TKaHEBOW

< i . . 27808
NpUHaanexHocTy) (bromaTepualn, 3akaoUeHHbIN B NnapaduHoBbii 610K) (Immunohistochemical
diagnosis in cancer metastasis of unknown primary origin (Tissue Embedded in Paraffin Block))
PeLienTopbl K 3CTPOreHam 1 NporectepoHy, UMMYyHOFMCTOXUMUYECKoe nccnegoBaHue (Estrogen and 7051

Progesterone Receptors, Immunohistochemical Study)*

Pak npegcratenbHOM >eesbl — KOMIMIEKCHOe MMMYHOTUCTOXMMUYECKOe UcciesoBaHne C OLeHKOM

akcnpeccun: anbpa-metunaumn-KoA-pauemassl (P504S, AMACR), untokepaTMHOB BbICOKOTO

MosiekynsipHoro Beca (34?E12), 6enka p63 (Prostate cancer — complex immunomorphological 12540
examination using assessment of the expression AMACR, high molecular weight cytokeratin
(347E12), p63)

VIMMyHOrMCTOXMMUMYECKOE UCCNEA0BaHME MapKepa PaHHeR ANarHoCTMKN AUCNAa3nKU C BbICOKOM
cTeneHbto pucka osnokadecteneHns: p16INK4a (buomatepuan, GuUKcMpoBaHHbIA B GOpMasvHOBOM
6ydepe) (Early Diagnosis Marker of Dysplasia with High Risk Malignancy: p16INK4a,
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

Onpegenexne HER2 ctatyca onyxoan MeTogoM MMMYHODNYOPECLLEHTHOW rMbpuamsauum in situ 32626
(FISH) (Determination of HER2 Status of Tumor, Fluorescence In Situ Hybridization)

4873



Ki-67 (MIB-1) akcnpeccusi, MMMYHOFMCTOXUMMUYECKOE UCCeA0BaHNME: OLeHKa NpoandepaTvBHON
aKTMBHOCTM Mo 3kcnpeccum Ki-67 (bruomatepwman, ukcmpoBaHHbIl B napadrHosom 6s0oke) (Ki-67

(MIB-1) Expression, Assessment of Proliferative Activity by Expression Ki-67, Immunohistochemical >599
Study (Fixed Biomaterial in Paraffin Block))

NMmyHornctoxnMmyeckas AvarHocTmka XpoHMYeckoro sHAOMETpUTa — BbifiBJIeHVe

nnasmaTmyeckmx knetok (CD138) (buomatepuan, GUKCUPOBaHHbIA B dopmManvHoBoM bydepe) 5500

(Chronic Endometritis, Identification of Plasma Cells CD138, Immunohistochemical Diagnosis (Fixed

Biomaterial in Formalin Buffer))*

HER2/neu akcnpeccus, HER2-cTaTtyc, uMMyHOrnctoxnmmnyeckoe nccnegoanue, IMX (buomatepuran

durkcnpoBaHHbIn B dopmannHosom bydepe) (HER2/neu Expression, HER2 Status, 5489
Immunohistochemical Study (Fixed Biomaterial in Formalin Buffer))*

VimmyHoructoxnmmnyeckoe (UIMX) nccnegosanme: guarHocTvka ructoreHesa MeTactasos npu

HeyCTaHOB/IEHHOM NEPBUYHOM ouvare (CNeKkTp MapKepoB A5 BbIABNEHWUA TKaHEBOW

npuHagaexHoctn) (bruomatepuan, dbukcpoBaHHbIZ B dopMannHoBom bydepe) 27808
(Immunohistochemical diagnosis in cancer metastasis of unknown primary origin (Fixed Biomaterial

in Formalin Buffer))*

OueHka OYyHKLUAN LIMTOBUAHOMN >Kenesbl

A09.05.065 VccnepoBanme ypoBHs TupeoTponHoro ropmoHa (TTl) B kposu 363
A09.05.064 TnpokcnH obwwnii (T4 obwmin, TeTpalioATMPOHUH obwuin) (Total Thyroxine, TT4) 385
A09.05.061 TpuinoaTMpoHUH cBoboAHbIN (T3 cBoboAHbIN) (Free Triiodthyronine, FT3) 385

AHTUTENA K MMKPOCOMa/IbHOM dpakunm TnpeountoB (AT K MUKPOCOMaNbHOMY aHTUTEHY
Tnpeouutos, AT-MAT, AMAT, TpeoungHble aHTUMUKPOCOMabHble aHTuTena) (Anti-Thyroid 550
Microsomal Antibodies)

A09.05.063 NccnepoBaHve ypoBHs cBO6oAHOTO TMpokcmHa (CT4) CbiBOPOTKU KPOBU 385
AHTUTENa K TMpeounaHol nepokcngase (AT-TNO, MMkpocomanbHble aHTUTENa) (Anti-Thyroid
Peroxidase Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO)

A12.06.046.001 AHTnTena k peuentopam TTT (AT K peLienTopam TMPEOTPOMHOro rOPMOHa B
cbiBOpOTKe KpoBw, AT-pTTrl) (Thyroid-Stimulating Hormone Receptor Antibodies, TSH Receptor 1540
Antibodies, TSHRADbs, TSH binding inhibitor immunoglobulin, TBII)

AHTUTENa K TpeornobyanHy (AT-TI) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies,

429

Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) 454
A09.05.117 Tupeornobyaun (TT) (Thyroglobulin, TG) 693
TUpOKCMHCBA3bIBatOLLLaA CMOCOBHOCTb (MOFOLLLEHME TUPEOUAHBIX FOPMOHOB; MHAEKC CBA3bIBAHWA
TUPOKCUHa; UHAEKC cBobogHoro TpokcuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding 561
Capacity,TBC, Thyroxine-Binding Index, TBI, free T4Index, fT4l)
A09.05.060 TpuiioatnpoHuH obwmin (T3 o6wmin) (Total Triiodthyronine, TT3) 385
MpoaykTbl ana ceptndurkaTos
KOpOHaB!/IpyC SARS-CoV-2, onpejenexne PHK B Ma3ke CO CAU3NCTON HOCOTIOTKU U POTOTIOTKM 1529
(Coronavirus SARS-CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
BbICOKOTEXHOIOTMYHbIE NCCef0BaHMA NOYBDI
MNMouBa: KOMMEeKCHas arpoxnMmyeckas oueHka (Soil: Agrochemical Evaluation)* 9988
MouBa: KOMMEKCHas ToKcMkonormyeckas oueHka (Soil: Comprehensive Toxicological Evaluation)* 21934
OueHka dyHKUMKM runodmsa
A09.05.066 ComaToTponHbI ropMoH (comatoTponuH, CTI) (Growth Hormone, GH) 517
A09.05.067 AnpeHOKOPTUKOTPOMHBIV ropMoH (AKTT, kopTnkoTponuH) (Adrenocorticotropic 682
Hormone, ACTH)
ICGoFr\il?)Tome,qMH C (MHcyanHonopobHbin dakTop 1) (Somatomedin C, Insulin-like Growth Factor 1, 1089
A09.05.131 JltoTenHmsnpyrowwmin ropmoH (JI) (Luteinizing Hormone, LH) 385
MakponponaktuH (Macroprolactin)* 1188
A09.05.087 MponaktuH (Prolactin) 385
A09.05.132 ®oanvkynoctumyavpytrowwmii ropmoH (®CT) (Follicle Stimulating Hormone, FSH) 385
AyTOUMMYHHbIE NMOPaXKEHWSA NEYEHN
AHTUTeNa knacca IgG K acnanoravkonpoTemHoBoMy peLentopy (aHTM-ASGPR) (Autoantibodies 1705

Against Asialoglycoprotein Receptor, Anti-ASGPR, 1gG)

AHTuTena knaccos IgA, 1gG, IgM K MUTOXOHAPWAM (AHTUMUTOXOHAPWaNbHble aHTUTeNa, AMA), 1518
cymmapHo (Anti-Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)

MaHenb aHTUTEN Knacca IgG npu ayToOMMMYHHbIX 3aboneBaHusax neveHu (AT k aHTreHam AMA-M2,
M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52), nmmyHoba0T (Autoimmune Disease
Liver Panel: AMA-M2, M2-3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG,
Immunoblotting)
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AHTWTENa K MUKPOCOMaM NeyeHn 1 noyek, cymmapHo IgA+IgG+IgM (anti-liver kidney microsomal 1573
antibody, anti-LKM, 1gG+IgM+ IgA)

AHTuTena knaccos IgA, 1gG, IgM K rnagkon myckynatype, cymmapHo (Smooth Muscle Antibodies, 1518
SMA, Anti-Smooth Muscle Antibodies, ASMA, IgA, IgG, IgM, Total)

AYTOVMMYHHBbIe 3HAOKPUHONATUU: caxapHbli AvabeT 1-ro Tuna

AHTUTena knacca IgG k uHcynunHy (Insulin Autoantibodies, I1AA, IgG) 671
AHTuTena k TposunHdocdartase (IA-2) (Islet Antigen 2 Antibodies, Anti-lIA2 Antibodies, IA-2 Ab,
Tyrosine Phosphatase Antibodies)
AHTuTena knacca IgG k 6eta-kneTkam nogxenygouHol xenesbl (Anti-Islet Cell Antibodies, Islet Cell

A 1518
Autoantibodies, ICA)
AHTWTENa K aHTUreHaM KIeToK noaxenyaouHol xenesbl GAD/IA-2, cymmapHo (Anti-GAD/IA2

1705

Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine 1705
Phosphatase, 1A2, ICA-512) Autoantibodies, Total)
AHTuTena knacca IgG k rnytamataekap6okcmnase (aHTn-GAD) (Anti-GAD Antibodies, Glutamate 1749

Decarboxylase Antibodies, AT-GAD, 1gG)
NepcrHum (nepcrHmnos, ncesgotybepkynes)

Moces kana Ha nepcuHuu (Yersinia enterocolitica, nepcrHNO3, onpeaeneHne HyBCTBUTENbHOCTU K
aHTMMKKpPOB6HbIM NpenapaTtam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and 1364
Antibiotic Susceptibility Testing)

PIrA c Yersinia enterocolitica cepotrna O:9 (Yersinia enterocolitica O:9, IHA) 484
AHTuTena knacca IgG k aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica 1gG) 539
AHTuTena knacca IgA k aHtureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) 539
PMrA c Yersinia enterocolitica cepotnna O:3 (Yersinia enterocolitica O:3, IHA) 484
PMrA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) 484

Cncrema cBepTbIBaHMA KPOBU
PaclumpeHHoe nccnepoBaHve reHoB cMcTeMbl remocTasa (reHel F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, 15015
MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1))
TpombouwnTapHbIn peuenTop dmbpuHoreHa (reH ITGB3) (6e3 onvcaHus pesyibTaToB 1386

BpayoM-reHeTukom) (Platelet Fibrinogen Receptor (Gene ITGB3) (without Description))
TpoMb603bl: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (6e3 onvcaHus pesyabTaToB

BpayvomM-reHeTnkoM) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without 7898
Description))

MMneparperayus TpoMb60LMTOB, NoanMopduam reHa ITGA2 ¢.759 C>T Hyperaggregation of 3036
platelets, gene polymorphism ITGA2 c.759 C>T

Tpomb60o3bl: cokpalleHHas naHeb (reHbl F2, F5) (6e3 onuncaHnsa pe3yabTaToB BpauoM-reHeTMKOM) 2695
(Thrombosis: Minimum (Genes F2, F5) (without Description))

M'vnepromouuctenHemus (reHbl MTHFR, MTRR, MTR) (6e3 onuvcaHus pe3ynbTatoB 5203

BpayvoM-reHeTnkoMm) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))

l'vneparperauns TpoMboLmTOB, NoAnMopdm3m reHa ITGA2 ¢.759 C>T (6e3 onvcaHns pesynbTaToB

BpayoM-reHeTukoM) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without 2717
description)

Tpombo3bi: cokpaleHHas naHens (rexbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) 3003
M'vnepromouuctenHemus (reHbl MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, 5808
MTRR, MTR))

Tpombo3bi: paclumpeHHas naHenb (reHbl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel 8811

(Genes F2, F5, MTHFR, MTRR, MTR))

PaclumpeHHoe nccnepoBaHve reHoB cucTeMbl remocTasa (reHbl F2, F5, MTHFR, MTR, MTRR, F13,

FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onvcaHus pe3yibTaToB BpayoM-reHeTukom) (Extended Study of 10395
Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without

Description))

Jlnctepwnos, ancrepun

JNuctepun, onpegenenne JHK B cninHHoMo3roBow xungkoctu (Listeria monocytogenes, DNA, 253
Cerebrospinal Fluid)*

JNuctepun, onpeaenerne AHK B Mmoue (Listeria monocytogenes, DNA, Urine)* 253
JNuctepun, onpesenerne AHK B cockobe anuTenmanbHbIX KNeTOK CAM3UCTOM Hoca (Listeria 231

monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*

Moces Ha anctepun (Listeria monocytogenes) ¢ onpeaeneHnem YyBCTBUTENbHOCTY K
aHTMMUKKpPOBGHbLIM NpenapaTtam (Listeria monocytogenes Culture. Bacteria Identification and 759
Antibiotic Susceptibility testing)

Nuctepun, onpegenenne AHK B nna3me kposw (Listeria monocytogenes, DNA, Plasma)* 231

JNuctepun, onpesenerne JHK B cockobe anutenvanbHbix KneTtok potornotku (Listeria 231
monocytogenes, DNA, Scrape of Faucial Epithelial Cells)*



JNnctepun, onpegenerne JHK B cMHoBManbHOM xuakocTy (Listeria monocytogenes, DNA, Synovial

Fluid)* 206
Onpegenenue cneunduyeckmx IgE: annepreHbl NbiibLibl pacTeHnin

CMmecb annepreHoB TpaBbl: KOJIOCOK AYLUNCTbIW, POXKb MHOTONETHASA, TUMOdeeBKa, POXb

Ky/NbTVBMPOBaHHas, byxapHuk wepctuctoi, Ige (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet 1045
Vernal Grass, Perennial Rye Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*

Tonons, IgE (Cottonwood, IgE, T14) 484
MonbiHb ropbkas, IgE (Wormwood, IgE, W5) 484
Tumodeeska, nbinbLa, IgE (Timothy Grass, IgE, G6) 484

CMmecb annepreHoB COPHOM TpaBbl: aMOPO3U1s NOJIbIHHOANCTHASA, MOJIbIHb OObIKHOBEHHaS,
NoZOPOXHMK, Mapb 6enas, yeptononox pycckmi, Ige (WP1 (W1, W6, W9, W10, W11), Weed Panel: 1045
Common Ragweed, Mugwort, English Plantain, Lamb's Quarters, Russian Thistle, IgE)*

Bepesa, nbinbua, IgE (Birch, IgE, T3) 484

MonbiHb 06bIKHOBEHHAS, Nbinbua, IgE (Mugwort, IgE, W6) 484
Cmecb annepreHoB JepeBbeB: 0/1bXa, NelliHa 0bbIkHOBEHHas, UBa, bepesa, ay6, IgE (TPI (T2, T4,
T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE)*

CMecb annepreHoB TpaBbl: eXa chbopHas, OBCAHHMLA JyroBas, PoOXb MHOTONETHsAS, TUMOdeeBKa,
MATAUK nyroBo, IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, 1045
Perennial Rye Grass, Timothy Grass, June Grass (Kentucky Bluegrass), IgE)*

1045

Mapkepbl MeTaboiM3Ma KOCTHOW TKaHU

25-OH ButammH D o6wmin (25-OH Vitamin D Total, 25(0OH)D, 25-Hydroxycalciferol) 2112
Aesokeunupuannonnd (AMNA) B moye (Deoxypyridinolinein, DPD, Urine) 1375
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) 737

N-TepMuHanbHbIM NponenTtug npokoanareHa 1 o6wwmi (Procollagen Type 1 N-terminal Propeptide,
P1NP, Total)

C-koHLeBble TenonenTuabl koanareHa | vna (6eta-CrossLaps, C-tepmuHanbHbin Tenonentmg, CT)
(Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, 957
Beta-Cross Laps, ?-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)

1496

OnvromepHbI MaTpUKCHBIA Benok xpswa (Human Cartilage Oligomeric Protein, COMP) 2695

CTpenToKoKKoBasa MHeKL WA (CTPenToKoKKK rpynn A n B)

MoceB Ha BeTa-reMoMTMYECKNn CTPENTOKOKK rpynmbl B (Streptococcus group B, Streptococcus
agalactiae), onpeseneHve UyBCTBUTENBHOCTM K aHTUMUKPOHHBLIM NpenapaTtam (Streptococcus 968
agalactiae Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

MoceB Ha 6eTa-reMoANTUYECKNIN CTPEeNTOKOKK rpynnbl B (Streptococcus group B, Streptococcus

agalactiae) (Streptococcus agalactiae Culture. Bacteria Identification) 759
CtpenTokokk rpynnsi B, _aHTVIreHHbuZ TecT (Streptococcus Group B. One Step Rapid 1155
Immunochromotographic Assay)

CTpenToKOKK rpynmbl A, aHTUreHHbIN TecT (oTAensemoe poTornoTku) (Streptococcus Group A. One 957

Step Rapid Immunochromotographic Assay)

MoceB Ha 6eTa-reMoANTUYECKNIN CTPEeNTOKOKK rpynnbl A (Streptococcus group A, Streptococcus

pyogenes), onpejeseHne YyBCTBUTENBHOCT K aHTUMUKPOOHbIM nNpenapatam (Streptococcus 891
pyogenes Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

Crpentokokk, onpegeneHune AHK B catoHe (Streptococcus spp., DNA, Saliva)* 429

MoceB Ha 6eTa-reMoaMTUYECKUIA CTPENTOKOKK rpynnbl A (Streptococcus group A, Streptococcus
. L 682
pyogenes) (Streptococcus pyogenes Culture. Bacteria Identification)

CrpenTokokk, onpegenerve AHK B nna3me kposu (Streptococcus spp., DNA, Plasma)* 649

CrpenTokokk, onpegeneHue AHK B cockobe anuTennanbHbIX KNETOK poTOraoTkm (Streptococcus

spp., DNA, Scrape of Faucial Epithelial Cells)* 429

CrpenTokokk, onpegenerHne HK B mokpoTe (Streptococcus spp., DNA, Sputum)* 869
BroreHHble aMuHbI

A09.28.034.001 MeTaHedprHbI GpakLMOHNPOBaHHbIE (CBOOOAHbIE N KOHBIOTMPOBAHHBIE), 2486

24-yacoBasi Moya (Metanephrines fractionated, free and conjugated , 24-h urine)

MeTtaboanTbl KaTexoNaMUHOB M CEPOTOHMHA, CyTOYHAs MoYa: BaHUAUAMUHAaNeBas kncaota (BMK),

romoBaHuavHoBas kucnota (MBK), 5-ruapokcuntHgonykcycHas kmucnota (5-F’MyK)(Catecholamines 2486

and Serotonin Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA,

5-Hydroxyindoleacetic Acid, 5-HIAA)

CepoToHWH B cbiBOpOTKE KpoBu (Serotonin, Serum) 2299

KatexonaMuHbl (agpeHanviH, HopaapeHaavH, godamuH) B mode (Catecholamines: 2266

Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)

KaTtexonamuHbl (agpeHanuH, HopagpeHanuH, godamuH) B nnasme kposun — KATEM/] 2299

(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)



l'vctamumH B niasme kpoeu (Histamine, Plasma) 2662

MeTaHedpuHbI GpakLMOHVpPOBaHHbIe, pa3oBas Moua (CBOBOAHbIE + KOHBHOTMPOBaHHbIE)

(Metanephrines fractionated, free + conjugated, random urine) 2013
KatexonamuHbl (agpeHanviH, HopaapeHaavH, godamuH) B mode (Catecholamines: 2266
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
OnucTopxo3 (kowaubs aByycTka, Opisthorchis felineus)
AHTuTENa knacca IgG k aHTureHam onucropxmca (Anti-Opisthorchis felineus 1gG) 869
Nambanos,nambéamm
Nam6aun (Giardia liamblia), snaperHbiin cMHAPOM, aHTUreHHbIN TecT (Giardia liamblia. One Step 957

Rapid Immunochromotographic Assay)

AHTuTena knaccos IgM, 1gG, IgA k aHTUreHam nambanin, cymmapHo (Anti-Giardia lamblia IgM, 1gG, 627
IgA, Total)

Broxnmumna Moun (CyTouyHas sKCKpeLus)

A09.28.027 AMunasa B MOYe CYTOYHOW MM NOPLMOHHOM 3a M3MepeHHoe BpemMs (Anbda-amunnasa,

Amnacrtasa moun) (Amylase, 24-Hour or Timed Urine) 2>3
Kanbumi (Ca), cytouHas moya (Calcium (Ca), 24-Hour urine) 220
Kanun (K), Hatpuin (Na), cytouHas moua (Potasium (K), Sodium (Na), 24-Hour urine) 209
Mpoba Pebepra (KnnpeHc 3HA0reHHOro KpeaTuHMHA, CKOPOCTb KayboukoBow dunbTpaLmnm) 209
(Glomerular Filtration Rate, GFR)*
A09.28.011 Intoko3a, cytouHas Moua (Glucose, 24-Hour urine) 165
A09.28.009 MoueBwHa, cyTtoudHas moua (Urea, 24-Hour urine) 165
A09.28.010 MoueBas kncnoTta, cytouHas moua (Uric Acid, 24-Hour urine) 209
A09.28.003 O6wmin 6enok, cytouHast Moya (Protein Total, 24-Hour urine) 143
MarHwuii, cytouHas Mouda (cyTouHas skckpeuus), (Magnesium, 24 h urine excretion) 330
MeTaHedpuHbI GpakLMOHMPOBaHHbIE CBOBOAHbBIE, CyTOUHaA MoYa 2079
Okcanatbl, cyToyHas Moua (Oxalates, 24-Hour urine) 1342
A09.28.003.001 AnbbyMuH, cyTouHas moua (Albumin, 24-Hour urine) 352
A09.28.006 KpeatunHuH, cytouHaa moua (Creatinine, 24-Hour urine) 165
®ocdop (P), cytouHas moua (Phosphorus (P), 24-Hour urine) 220
VIMMyHOr106y1MHbI 061 me

A09.05.054.002 immyHornobynmHbl knacca A (Immunoglobulin A, IgA) 275
A09.05.054.003 VimmyHornobynuHel knacca M (Immunoglobulin M, IgM) 275
A09.05.054.004 VimmyHornobyauHbl knacca G (Immunoglobulin G, 19G) 275
A09.05.054.001 MimmyHornobynuHbl knacca E (o6wuin IgE, ummyHornobyamnH E o6wwmin)

: 429
(Immunoglobulin E Total, IgE Total)

Backyautbl 1 nopaxeHus novex

AHTUTENa knacca IgG k 6asanbHoM MmembpaHe knyboukoB novek (aHTn-BMK) (Glomerular Basement 1716
Membrane Antibodies, Anti-GBM, IgG)
AxTuTena knacca IgG k uutonnasme Hentpodunos (AHLA) (Anti-Neutrophil Cytoplasmic 1342
Antibodies, ANCA, 1gG)
AHTUTena knacca IgG k npoTenHase-3 (aHTU-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, 1232
PR-3 ANCA, IgG)
AHTuTena knaccos IgG, IgA, IgM k peuentopy docdonmnnassl A2 (PLAZR), cymmapHO 2717
(Anti-Phospholipase A2 Receptor Antibodies, Anti-PLA2R, IgG, IgA, IgM, Total)
MaHenb aHTWTEN K @aHTUreHaM aHTUHENTPODUAbHBIX aHTUTeN (NaHenb aHTureHos AHLIA), IgG 3410
(Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG, Panel)
AnTuTena knacca IgG k C1q paktopy komnaemerta (Anti-Complement 1q Antibodies, Anti-C1q, 1232
I9G)
AHTuTena knaccos IgG, IgA, IgM k knetkam cocyanctoro aHgoteansa (HUVEC), cymmapHo 1705

(Anti-Endothelial Cell Antibodies, AECA, IgG, IgA, IgM, Total)
AHTuTena knacca IgG k Muenonepokcugase (aHtn-MPO) (Myeloperoxidase Antibody, MPO) 1232

APYTVE MHOEKLINI

AHTUTENA K BUpPYCY noanomunenmta 1-ro n 3-ro Tunos (Anti-Poliovirus serotypes 1, 3, 1IgG) 1595

AHTVTena k reMmodpuabHON Nanoyke Tvna b, IgG (AHTnTena knacca IgG k
noanpubosunnpunbutondpocdaty) (polyribosylribitolphosphate, PRP) (Haemophilus influenzae tvna b 1991
(HiB), anti-PRP Haemophilus influenzae b IgG)



Boppennos (6onesHb Jlarima)

AHTuTena knacca IgG k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) 627
Boppenun, onpeagenenne AHK B cnnHHomo3rosol xxungkoctu (Borrelia burgdorferi, DNA, 506
Cerebrospinal Fluid)*

Boppenun, onpegenenne AHK B cuHoBmanbHol xungkoctu (Borrelia burgdorferi, DNA, Synovial 506
Fluid)*

AxTuTena knacca IgM k Borrelia burgdorferi, BoisBnsembie metogom BectepH-610T1a (Anti-Borrelia 1980
burgdorferi IgM, Western Blot (WB))

AHTuTena knacca IgG k Borrelia burgdorferi, BbisiBnsieMble METOAOM UMMYHOBAOTTUHTA 2222

(Anti-Borrelia burgdorferi IgG, Immunoblot )
AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) 627

[McnxoakTMBHbIE BelwecTBa B MoYye

Bapbutypatbl B Moue (Barbiturates, Urine)* 1232

HapkoTuku 1 NCMXOTPOMHbIE BELLEeCTBa ? CKPUHUHT (KOMMJIEKCHbIA aHa M3 MOUM Ha Onuarsl,
ampeTaMunH, MeTamdeTaMmH, KOKarH, KaHHabuHoungbl u nx metaboamntel) (Drugs and Psychotropic
. . . . ) e 3410
Substances Screening: Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids,
Cannabinoid Metabolites, Urine)

KaHHabuHongp! (MapuvixyaHa) B moue (Cannabinoids (Marijuana), Urine)* 1232

JtaHon (ankoronb) B moye (Ethanol (Alcohol) Urine)* 1232

«BpepaHble NpuBbIYKN» (AHAM3 MOYM Ha HUKOTUH, NCUXOTPONMHbIE N HAPKOTUYECKME BELLECTBA,

NCcrXoakTUBHbIE eKapCTBEHHbIe Npenapathbl (HUKOTWH; NCUXOTPOMHbIE U HAaPKOTUYECKME BeLLecTBa, 3608
rcuMxoakTUBHblE ekapcTBeHHble Npenapatbl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants

and Psychotropic Substances, Urine)*

Onuatbl (MopdurH/repounH) B Moue (Opiates (Morphine/Heroin), Urine)* 1232

AnwrernHa-bapp BupycHas nHdekums (BUpYC SnwTeriHa-bapp)

Bupyc SnwrenHa-bapp, onpegenenve AHK B Boinote (EBV DNA, Exudate)* 275
Bupyc 3nwreriHa-bapp, onpeaenermne AHK B cnnHHomo3srosom xungkoctu (EBV DNA, Cerebrospinal 275
Fluid)*
AHTUTeNa knacca IgG K KancuaHoMy aHTUreHy Bupyca SnwTeiHa-bapp (Anti-EBV Viral Capsid 759
Antigens (VCA) I1gG )
AHTUTENa knacca IlgG k paHHeEMY aHTUreHy Bupyca dnwTenHa-bapp (Anti-EBV Early Antigen (EA) 627
IgG)
AHTUTena knacca |gG K sgepHOMY aHTUreHy BMpyca SnwTeiHa-bapp (Anti-EBV Nuclear Antigen

528
(EBNA) 1gG)
Bupyc 3nwreriHa-bapp, onpeaenermne HK B BeHo3HoW kposu (EBV DNA, Blood)* 418
Bupyc 3nwreriHa-bapp, onpeaenenne AHK B catoHe (EBV DNA, Saliva)* 275
Bupyc SnwrenHa-bapp, onpeaenenve AHK B cekpete npoctathl, 3sKynsTe (EBV DNA, Prostatic 275
Fluid, Semen)*
Bupyc SnwreinHa-bapp, onpesenenne AHK B cockobe anutennanbHbix KNETOK CAU3UCTON HOCa 275
(EBV DNA, Scrape of Nasal Epithelial Cells)*
Bupyc 3nwreriHa-bapp, onpeaenermne HK B cockobe anuTenmanbHbIX KNeTOK YPOreHUTaabHoro 275
TpakTa (EBV DNA, Scrape of Urogenital Epithelial Cells)*
AHTuTena knacca IgM k kancmaHoMy aHTUreHy Bupyca SnwTenHa-bapp (Anti-EBV Viral Capsid 528
Antigens (VCA) IgM )
Bupyc SnwreinHa-bapp, onpeaeneHve AHK B cockobe anutennanbHbIx KneTok potornotku (EBV 275
DNA, Scrape of Faucial Epithelial Cells)*
Bupyc 3nwreliHa-bapp, konnyectBeHHoe onpegeneHve [HK B cbiBopoTke Kposu (EBV DNA, 407
Serum)*
Bupyc SnwreinHa-bapp, onpeaenenve AHK B moue (EBV DNA, Urine)* 275
Bupyc SnwreliHa-bapp, kauectBeHHOEe onpegeneHve [HK B cbiBopoTke kKposu (EBV DNA, Serum)* 418

Onpegenenue cneumnduryecknx IgE: komnaekcHble annepronaHenm

MaHenb pasHble annepreHbl 2 2024
MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE) 4037
MaHenb pa3Hble anneprexsb 1 2024
MaHenb pecnupaTtopHble annepreHsl, IgE (Respiratory Panel, IgE) 4037
MaHenb pa3Hble anneprenbl, IgE (Panel Different Allergens, IgE) 4037
Anneproumn ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip ImmunoCAP ISAC, 112 30030

allergic components)
Anneproumn ALEX2, 300 anneprokoMrnoHeHToB v o6wmii IgE 29689



HapyLweHuns obmeHa BeLecTs
O6wmeH ponneBoit knucnoTbl (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus pe3yabtaToB
BpayvomMm-reHeTnkoMm) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))
Octeonopos: peuenTtop ButamunHa D (reH VDR) (6€3 onvcaHus pe3yabTaToB BPauyOM-reHeTUKOM)
(Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR) (without Description))

NakTasHasa HegoctaTtouHocTb (reH MCM6) (Adult Lactase Deficiency (Gene MCM6)

HacneactBeHHbIn remoxpomatos, | tun (reH HFE) (Hemochromatosis Type 1 (Gene HFE))

Octeonopos: peuentop ButamunHa D (reH VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene
VDR))
CvHapom Xunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))
Octeonopos: cokpalyeHHas naHesb (reHbl CALCR, COL1TA1) (6e3 onucaHms pesynbTaTos
BpayoMm-reHeTnkoMm) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1T) (without Description))
O6meH dponnesoli kucnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR))
Octeonopo3: cokpatyeHHas naHesb (reHbl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1AT))
Octeonopos: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (6e3 onvcaHua pesyabTaToB
BpayvoM-reHeTnkoM) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))
HacneactBeHHas npeApacnosioXeHHOCTb K caxapHoMy AvnabeTy 1-ro Tmna no TpeM JIoKycaM reHoB
cuctembl HLA Il knacca (reHbl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1
(Insulin-Dependent Diabetes), HLA Class Il (Genes DRB1, DQA1, DQB1))
Octeonopo3: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR))

Ycnyru Bpaya-reHetvka
OnwncaHve pe3ynbTaToB reHeTMYeCcKoro Tecta 2 kateropuu cioxnoctn (NeNQ 1181T1/63, 121IT1/B3,
123rM/B3, 131rMN/B3, 1411M/B63, 115IM/B3, 1241T1/B63, 154IT1/b3) (Genetic Test Results: Description
of the 2-nd Category Complexity)
OnwucaHwne pe3ynbTaToB reHetTnyeckoro Tecta 1 kateropum cnoxxHoctu (N@Ne 720163, 761163,
701463, 125IM/B3, 7207B63) (Genetic Test Results: Description of the 1-st Category Complexity)

OnucaHne pe3ybTaToB reHeTU4eckoro Tecta 3 kateropun cnoxxHoctn (N@N2 1221T1/63, 1291T1/B3,
120rm/B3, 1371T1/63, 138IT1/63, 153IM1/63, 110IT1/B3, 114IT1/B3, 140IT1/B3, 766163, 7258E3,

134IT1/63, 135IT1/B3, 136[T1/B3) (Genetic Test Results: Description of the 3-rd Category Complexity)

OnucaHne pe3ynbTaToB reHeTnyeckoro Tecta 4 kateropum cnoxkHocty (N@NQ 1441T1/63, 1431T1/B3,
139rM/B3, 145IT1/B3, 108IM/B3, 19IM/B3) (Genetic Test Results: Description of the 4-th Category
Complexity)

NHTepdepoHOoBIN cTaTyc (4 nokasaTtens) C onpeseNeHneM YyBCTBUTENbHOCT K UMMYHOMOZYATOPaMm

M3onpuHo3uH (Isoprinosine)
NmmyHomake (Immunomax)
WNmmyHan (Immunal)
TumoreH (Thymogen)
MaHaBup (Panavir)
TaktneuH (Tactivinum)
NmyHodaH (Imunofan)
Monnokcngonnin (Polyoxidonium)
lanasut (Galavit)
NmyHopukc (Imunorix)
JNlvkonug (Licopid)
Tokconna3mo3s (Tokconia3ma)
AHTUTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG)
AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM)

Tokconnasma, onpegenenve AHK B cbiBopoTke kpowu (Toxoplasma gondii, DNA, Serum)*

Tokconnasma, onpegenerune AHK B cnmHHOMO3roBow xuakoctn (Toxoplasma gondii, DNA,
Cerebrospinal Fluid)*

AsumaHocTb Anti-Toxopl gondii IgG
Tokcornnasma, onpegeneHune AHK B Bbinote (Toxoplasma gondii, DNA, Exudate)*

Cockob anuTenranbHbIX KNeTok POTOrNOTKA

5203

1386

1441
2860

1529
4994

3993

5808

4455

5203

6864

5808

1155

583

2310

5203

539
539
539
539
539
539
539
539
539
539
539

396
539
418

275

1045
275



MHeBMoKOKK, onpeaenerve AHK B cockobe anutennanbHbIX KNETOK poTornoTku (Streptococcus
pneumoniae)

MapakoktoLw

MNoceB OTAeNseMOro poToraoTkn Ha bopaetennsl (Bordetella pertussis/parapertussis,
Koktow/napakokatoww) (Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria
Identification)

CTPOreHbl U MPOrecTUHBbI
Sctpaguon (32) (Estradiol, E2)
MporectepoH (Progesterone)

OueHka GyHKLMUM KOPbl HAAMOYEYHNKOB

A09.05.135 Koptuson (TnapokoptusoH) (Cortisol, Hydrocortisone)

A09.28.035 CBobogHbIN KOPTU30/, cyToUYHas Moua (Free Cortisol, Free Hydrocortisone, 24-Hour
urine)

A09.05.069 AnbgocTepoH (Aldosterone)
A09.05.121 PeHunH (PeHnH nna3mbl KpoBy, Npsmoe onpegenenune) (Direct Renin, Plasma)
KopTuzon, catoHa (Cortisol, Saliva)
OueHka dyHKUMM noyek
A09.05.230 Lncratnn C (Cystatin C)
A09.05.017 NccnepoBaHme ypOBHA MOYEBUHBI B KPOBM
A09.05.018 MoueBsas kucnota (Uric Acid)
A09.05.020 NccnepoBaHme ypoBHS KpeaTMHWHA B KPOBU
Apyrue
NUX-nccnegosarme p16INK4a v Ki-67
MnaueHTapHbIn dakTop pocta (PLGF)
HectepounaHbie perynatopHble pakTopbl MONOBbIX Xenes

WHrn6uH B (Inhibin B)

AHTMtonnepos ropmoH (AM) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance,
MIS)

Tpodobnactnueckunin 6eta-1-rankonpotentH (TEI) (Trophoblastic beta-1-Globulin, TBG)
AHTNHOCHOAMMUAHBIA CUHAPOM
AHTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, IgG)

AHTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)

AHTuTena knaccos IgG, IgA, IgM k b6eTa-2-ravkonpotenHy 1, cymmapHo (Anti-?2-Glycoprotein 1
Antibodies, anti-?2-GP1, IgG, IgA, IgM, Total)

AHTuTena knaccos IgM un IgG k docdoamnugam (Anti-Phospholipid Antibodies, APA, IgM, 1gG)
AHTUTENA K BeTa2ravkonpoTtenHy IgA

AHTuTena knaccos IgG v IgM k pochaTmanncepmnH-npoTPOMOMHOBOMY KOMMAEKCY, CYMMapHO
(Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, 1gG, IgM, Total)

AHTuTena knaccos IgA, IgM, I1gG Kk kapguoannuny, ckpuHuHr (Cardiolipin Antibodies IgA, IgM, 1gG,
aCL, Screening)

AxTuTena knaccos IgG n IgM k docdatnanncepuny (Anti-Phosphatidylserine, IgG, IgM)

AHTUTENa Kk 6beta2ravkonpotenHy IgM

MaHenb aHTMdOChONMNNAHBIX aHTUTeN, IgG, IgM MeToZ0M AOT-MMMYHOaHaNN3, KAYECTBEHHbIW TeCT
B cbiBOpOTKe kpoBw (Anti-Phospholipid Antibodies Panel)

AHTuTena knacca IgA k kapavoannmny (Anticardiolipin IgA, aCL IgA)

AHTUTENa K BeTa2ravkonpotemnHy IgG

AHTuTeNna knacca IgG k kapguoamnuny (Anticardiolipin IgG, aCL IgG)

AHTuTena knacca IgM k kapanonununy (Anticardiolipin IgM, aCL IgM)
Jnuapl, AMNONPOTENHbI, aNoAVMNOMNPOTENHBI

XKenunble kucnotsl (Bile Acids)

AnonuvnonpotenH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1, Apo A1)

495

1584

385
385

385

759

858
913
616

748
165
165
165

6050
3960

1232

1232

484

1309
1309

1254

803
1199

1342

1133

1782
1309

9009

836
1199
902
1188

2651
572



XonectepuH-JINOHI (XonectepnH AMNONPOTENHOB OYeHb HU3KOM MaoTHOCTY, JITTOHIM, VLDL
Cholesterol)

AnoavnonpotenH B (AnonpotenH B, ano B) (Apolipoprotein B, Apo B)

A09.05.025 Tpuranuepwuabl (TT) (Triglycerides)

A09.05.004 ViccnepoBaHMe YPOBHS XONE€CTEPUHA JIMMOMNPOTENHOB BbICOKOW MAOTHOCTU B KPOBU
JNunonporteuH (a), /1M (a) (Lipoprotein (a), Lp (a))

A09.05.028 NccnesoBaHve YPOBHS XONECTEPUHA JIMMOMNPOTEVHOB HNU3KOM MAOTHOCTU B KPOBU
A09.05.026 XonectepuH obwmii (XonectepuH) (Cholesterol Total)

XonectepuH JIMHM (npsamoi metog) Cholesterol LDL (direct)

NHTepdepoHOBbIN cTaTyc (4 nokasaTtens) C onpeseneHnemM YyBCTBUTENbHOCTM K MHAYKTOpPaM UHTepdepoHa

Heosup (Neovir)

AMUKCUH (Amixin)
LunknodepoH (Cycloferonum)
Karouen (Kagocel)

MoHuTOpUHT HepeMeHHOCTH, BUoXMMUYECcKe MapKepbl COCTOSHUSA naoza
AccoLunpoBaHHbI ¢ bepeMeHHOCTbIO NpoTenH-A naasmbl (Pregnancy-Associated Plasma
Protein-A, PAPP-A)
A09.05.090 XopuroHn4Yeckmii roHagoTponuH Yenoseka (XY, 6eta-Xry, ?-Xr4) (Human Chorionic
Gonadotropin, HCG)
CBobogHbIn ?-XI'Y (cBObOAHas ?-cybbesnHULA XOPMOHNYECKOTrO roOHaZ0TpONuHa Yenoseka) (Free
Human Chorionic Gonadotropin, Free HCG)

PRISCA2 pacuet
PactBopumas fms-nogobHas TmposnHkmHasa-1 (sFlt-1)
CBobogHbIN acTpuon (Estriol Free, E3)

PRISCA1 pacuet

MnaueHTapHbIV nakToreH (XoproHuyeckunii comatomammotponuH) (Placental Lactogen, PL, Human
Placental Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic
Somatomammotropin, hCS)

O6I.Ll,eKJ'IVIHVIl—IECKVIe nccanegoBaHnAa KpoBu

CO3 (ckopocTb oceganus 3putpouutos) (Erythrocyte Sedimentation Rate, ESR)
NetikounTapHas popmyna (auddepeHLMpPOoBaHHbIN NOACUET NENKOLMTOB, ENKOLUTOrpamMma) ¢
ob6s3aTesIbHOM «pyUYHOM» MUKpPOCKOMMen Maska kpoeu (Leucocyte Formula (Differential White
Blood Cell Count) with Manual Microscopic Examination of Blood Smear)*

NevikoumnTapHas dopmyna (AuddepeHLMpoBaHHbIN NOACUYET NENKOLMTOB, NeNKouUTorpamma) ¢
MUKPOCKOMMWEN Ma3ka KPOBM NPU HaAUuumM naTonornyeckmx casuros (Leucocyte Formula
(Differential White Blood Cell Count) with Microscopic Examination of Blood Smear if Presence of
Pathologic Changes)*

TpombouunTbl, MUKPOCKOMNMSA (MOACYET B OKpaLLleHHOM Ma3ske no metogy PoHwmo) (Platelets,
Microscopy (Manual Platelet Count (PLT Count): Indirect Method by Fonio))*

O6wmin aHanns kposm (OAK) (6e3 nenkouutapHoit dopmynbl n CO3) (General Blood Analysis,
without White Blood Cell (WBC) Count and ESR)

A12.05.123 Petukynouutsl (Reticulocytes)

OcmoTMYecKas PE3NCTEHTHOCTb 3PUTPOLIUTOB

NHTepdepoHOoBbIN cTaTyc (4 nokasaTtens) C onpeseneHnemM YyBCTBUTENbHOCTM K NpenapaTtaMm nHTepdepoHa

WurapoH (Ingaron)
PeadepoH (Reaferonum)

Kokntowl

AnddepeHumpobaHHoe BbiseaeHne HK Bordetella species: Bordetella pertussis (Bo3byautens
kokntowa) un Bordetella bronchiseptica (8o3byautens 6poHxocenTnkosa) B cockobe anuTenmanbHbIX
KNETOK CAM3NCTOW poTOrnoTKM n/muam HocornoTkm (Differentiated detection of DNA Bordetella spp.:
Bordetella pertussis (pertussis pathogen) and Bordetella bronchiseptica (bronchosepticosis
pathogen) in a scraping of the oropharynx and or nasopharynx)

AHTuTena knacca lgG k Bordetella pertussis (Anti-Bordetella pertussis IgG)
AHTuTena knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM)

AHTuTena knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA )

407

429
209
220
869
165
209
253

539
539
539
539

693

385

539

99
3377
484
132

693

143

330

209

275

209

264
1980

539

539

924

891

891
891



BNOXMINA

Owmera-3 nHgekc (Omega-3 Index)

MpokanbumToHWH (Procalcitonin)

XKupHble kncnoTel, npodunb: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma)
NmmyHoremaTonorus

ANNOUMMYHHblE aHTUTenNa, BkAtouas aHTuTena k Rh-aHtureHy (Anti Rh)

A12.05.005 'pynna kpoewu (Blood Group, ABO)

Rh (C, E, ¢, e) Kell-deHotunuposanme (Rh C (E, ¢, e) Kell-Phenotyping)

A12.05.006 Pe3yc-npuHaanexHocTb (pesyc-daktop) (Rh-factor, Rh)

BblcokoTexHOIOTNYHbIE nccnepoBaHmAa BoAbl

Boga: nosHas n komnnekcHas oueHka kauectsa (Water: Complete and Comprehensive Quality
Assessment)*

Bopa: nogo3peHune Ha 3arpsa3HeHne NpombllLieHHbIMK oTxogamu (Water: Suspicion Industrial Waste

Contamination)*

Boga: nogo3peHne Ha 3arpsasHeHre NPoAyKTamMmn CropaHnsa 1 BeibpocaMu oT aBToMarucTpanei
(Water: Suspicion Products of Combustion and Emissions from Motorways Contamination)*

Bopa: noso3peHune Ha 3arpsasHeHune bbiToBbiMK oTxogamu (Water: Suspicion Household Waste
Contamination)*

Boga: cokpalyeHHas oueHka kavectBa (Water: Abridged Quality Assessment)*

Boga: nopo3peHvie Ha M3BLITOYHOE MPUMEHEHWE peareHToB Ans Bogoounctku (Water: Suspicion
Excessive Use of Chemicals for Water Treatment)*

TpuxuHennes (TpuxmHenna, Trichinella spiralis)
AHTuTena knacca IgG k aHtureHam TpuxmHenn (Anti-Trichinella IgG)
CKPVHWUHIOBbIE UCCNef0BaHWS BOAbI

Boga: oueHka kauvectBa no 20 napametpam (Water: Quality Assessment 20 Parameters)*
OnpegeneHune KoHUEHTpauUui ans 6 pagmoHykanaos (Determination of Concentration 6
Radionuclides)*

Pagnonornyeckme nccnegoBaHus Nnpob NUTbeBOW BoAbl — 6a30BbIA TECT Ha 06LLYyHO ?- 1
?-aktmHocTb (Radiological Drinking Water Study — Basic Test ?- and ?-Activity)*

Boga: oueHka kauectsa no 30 napametpam (Water: Quality Assessment 30 Parameters)*

OnpegeneHune KoHUEeHTpauui ans 4 pagmoHykangos (Determination of Concentration 4
Radionuclides)*

bonesnun cepgua v cocyaos

ApTepwuanbHas runepTeHsus, noaHas naHenb (reHbl ACE, AGT, NOS3) (Arterial Hypertension: Full
Panel (Genes ACE, AGT, NOS3))

ApTtepuranbHas runepTeHsuns, nosHas naHesb (reHbl ACE, AGT, NOS3) (6e3 onuncaHus pe3ynbTaToB
BpayoM-reHeTnkoMm) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without
Description))

ApTepmaanaﬂ r’MnepTeH3unsa, CBA3aHHaa C HapyLlweHUaMun B peHMHaHFMOTeHBV]HOBOVI cucteme (reHbl

ACE, AGT) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))

ApTeleaanaﬂ rmnepTeH3na, CBA3aHHaA C HapylweHnAMn B peHVIHaHFVIOTeHBVIHOBOf/'I cucteme (reHbl

ACE, AGT) (6e3 onuncaHus pesynbTaTtoB Bpavom-reHeTkoM) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT) (without Description))

ApTepuanbHas runepTeH3uns, CBsizaHHas ¢ HapyLlweHusMu B pabote aHgoTennansHo NO-cuHTa3bl
(reH NOS3) (6e3 onucaHus pesynbTaToB BpauoM-reHetkom) (Arterial Hypertension, Endothelial
NO-Synthase Disturbance (Gene NOS3) (without Description))

ViccnepoBaHve MOYEYHOro KamHs

AHaNM3 XMMMYECKOTO COCTaBa MOYEBbIX (MOYEYHbIX) KAMHEN METOAOM MHPPaKpPacHON
cnektpomeTpum (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry)
AHanM3 XMMMYECKOro cocTaBa MOYeBbIX (MOYEeYHbIX) KAMHEN METOA0OM PEHTIeHOCTPYKTYPHOTrO
aHanuza (Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction
analysis)

BonesHn LeHTpanbHOM HEPBHOWM CUCTEMbI
MpeApacnonoXeHHOCTb K aTepocknepo3y n 6onesHn Anburenmepa (Alzheimer's Disease)

OLeHKa COCTOAHMA MHKPETOPHOW M CEKPETOPHON GYHKLIMM XKeNyA0UHO-KMLLEYHOTO TpakTa

CtumMmynsumoHHas npoba — MactpuH-17 (ctTuMynnpoBaHHbIi) (Gastrin-17 Stimulation Test,
Gastrin-17, G-17)

MencuHoreH | (Pepsinogen 1)

4774
3003
9174

517
253
660
253

19998

14190

10483

8943

9669

5159

517

4103

24673

6787

7766

16434

4554

4081

3036

2717

1386

3872

3872

2860

1210

968



A09.05.057 FactpuH (Gastrin)

lactponanens (GastroPanel)

MencuHoreH Il (Pepsinogen 1)
lenatut G BupycHas uHdekumsa (Bupyc renatuta G, Hepatitis G Virus, HGV)

Bupyc renatuta G, onpegeneHune PHK B coiBopoTke kpoeu (HGV RNA, Serum)*
HeunHBa3unBHas oueHka Grbpo3a neveHn

®unbpoTecr (FibroTest)

®nbpoMakc (FibroMax)

®unbpoTecr (FibroTest)

CreatoCkpuH (SteatoScreen)

®nbpoMakc (FibroMax)

NASH-FibroTest

NASH-FibroTest (pacueTHbiit)

LLVITOFGHETVI‘-IECKVIG ncanegoBaHmAa

VccnepoBaHme kapunotuna (KonanyectBeHHble 1 CTPYKTYPHbIE aHOMaANM XPOMOCOM) €
06s13aTe/IbHON Bblayein KapuorpaMmmbl

VccnepoBaHuve kapuoTuna (KOAMYecTBEHHbIE U CTPYKTYPHble aHoManum xpomocom) (Karyotype)
Kapvotun nnoga (abopTHbln MaTepuran)

OcTpble kuweyHble nHbekuun

Octpble kuwweyHble nHdekuun, MNLP-ckprHMHT BoCcbMK BakTepuanbHbIX Y BUPYCHbIX BO3OyanTeneln
OCTPbIX KMLIEYHbIX HbEKLMIA B Kane (Acute Intestinal Infections, PCR, Fecal)

SHTepoBupychbl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal)

OcTpble kuLeyHble UHpekumn, MLIP-CKpUHUHT TPéX BUPYCHBIX BO3byauTenel, kan (Acute Intestinal
Infections, PCR, Fecal)

dapmakoreHeTrKa

Beta-agpeHobaokatopsl. len CYP2D6. ®apmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6)

Nurnbutopsl AM®, daysactatvH, 6i1okatopbl peuentopos ATl MporHo3mposaHue
HedponpoTekTMBHOro addekta nHrMbuTopos AMP npu HeanabeTnyeckmx 3aboneBaHuUsAX.
F'eHeTMYeckme MapKepbl 3PEKTUBHOCTM aTEHON0Na NPU apTeprasbHON FMNepTeH3UN C
runepTpodueli NEBOro XeayAouka uav Tepanum GpayBactaTHOM NpU MLLEMUNYECKON 6one3HM
cepaua. OnpegeneHve Hannuma NOAMMOPHN3MOB reHa aHrMOTEeH3NH-NpeBpalLLlaroLero pepmeHTa
(ren ACE) (ACE Inhibitors, Fluvastatin, ATIlI Receptor Blockers.

MeToTpekcaT. _MeHeTuUYeckme Mapkepbl NMOBBILLEHHOTO PUCKa Pa3BUTKS MOBOYHBIX peakLmin Npu
npueme MeToTpeKkcaTta Ha GOHe NleyeHns peBMaTOMAHOro apTpuTa. MeToTpekcaT: HapyLleHue
MeTabonunsma bonaneBon kucnotel. OnpegeneHue Haamums NoAMMophU3MoB reHoB pepMeHTOB
peakumii donatHoro umkna (Methotrexatum. Genetic Markers of Increased Risk of Development of
Adverse Reactions in Taking Methotrexate for Treatment of Rheumatoid Arthritis. Methotrexate
Disrupts Metabolism

MapoTuT annaemMmyecknia

AHTuTENa knacca IgG k Bupycy anmaemmyeckoro napotmta (Anti-Mumps IgG)

AHTuTena knacca IgM k Bupycy anugemmyeckoro napotuta (Anti-Mumps IgM)
Mnasma kposu (SA4TA)

MHeBmokokk, onpeaeneHve AHK B nnasme kposu (Streptococcus pneumoniae, DNA)
Kanbuuii-perynvpytolme ropMoHbl

KanbuutoHuH (Calcitonin)

A09.05.058 MapatupeongHbii ropmoH (Mapatropmon, napatupwH, MTI) (Parathyroid Hormone,
PTH)

IXMHOKOKKO3 (3xmMHOKOKKW, Echinococcus spp.)

AHTUTeNna knacca IgG k aHTUreHam sxmHokokka (Anti-Echinococcus IgG)
[Jv3eHTepusa amebHas, amebunas

AHTUTena knacca IgG K aHTUreHaMm guseHTepuitHol amebsbl (Anti-Entamoeba histolytica 1gG)
lenatut D BupycHas nHdekumna (Bupyc renatuta D, Hepatitis D Virus, HDV)

AHTuTena knaccos IgM u IgG k Bupycy renatmta D, cymmapHo (Anti-HDV Total (IgG + IgM))

682
4576
968

660

11946

15268

13420

6336

17600

19305
18832

7920

7799
17787

1573

517

1243

8129

3036

5808

781
781

495

946

671

869

693

858



Bupyc renatuta D, onpegenerve PHK B ceiBopoTke kpoBu (HDV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatuta D (Anti-HDV IgM)

Acnepruanes

MneceHb Aspergillus fumigatus (M3), annepren-crneunduueckue IgG (Aspergillus fumigatus, 1gG,
M3)

BakTepoungHas dnopa

baktepougbl, onpegenenve AHK B cockobe anntennanbHbix KNETOK YPOreHUTasbHOro TpakTa
(Bacteroides spp., DNA, Scrape of Urogenital Epithelial Cells)*

Fenatnt A BUpycHaa nHdekuusa (Bupyc renatuta A, Hepatitis A Virus, HAV)
AHTuTena knacca IgG k Bupycy renatmta A (Anti-HAV IgG)
Bupyc renatuta A, onpegenenve PHK B cbiBopoTke kposu (HAV RNA, Serum)*
AHTuTena knacca IgM k Bupycy renatmuta A (Anti-HAV IgM)

lapaHepennes (rapaHepenna)

lapaHepenna, onpeaeneHne JHK B cockobe anuTenManbHbIX KN€TOK YPOreHnTanbHOro TpakTa
(Gardnerella vaginalis, DNA, Scrape of Urogenital Epithelial Cells)*

lapgHepenna, onpeaenerve JHK B cekpeTe npocraThbl, 3skynate (Gardnerella vaginalis, DNA,
Prostatic Fluid, Semen)*

FapaHepenna, onpeaenexHve JHK B moue (Gardnerella vaginalis, DNA, Urine)*

AyTOI/IMMyHHbIe 3ab60/1eBaHNSA NEFKNX 1 cepaua

AKTVBHOCTb aHIMOTEH3MH-NpeBpaLlatoltero depmenTa (AMP) cbiBOopoTKM KpoBM (Angiotensin
Converting Enzyme, ACE, Serum)

HeontepuH (HIM) B cbiBopoTke kposu (Neopterin, Serum)

AHTuTena knacca IgG k cepgeyHomn Myckynatype (MMokapay), aHTUMUOKapAWabHble aHTUTeNa
(Anti-Heart Antibodies, 1gG)

OLeHKa 3HAOKPUHHOW GYHKLMM NOAXKENYA0UHOW Xenesbl
HOMA-G pacueT nHaekca (Npwv BbINOAHEHWUW F1FOKO3bl U3 CepOi NPOBUPKN)
HOMA-IR pacuet nHgekca
A09.05.056.001 MpouHcyauH (Proinsulin)
C-nentug (C-Peptide)
A09.05.056 NHcyanH (Insulin)

Kamnunobaktepnos, kamnuaobakrep

Moces kana Ha kamnunobakTtep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial
Identification)

PoTaBupycHasa nHdekLmsa (potasBmpyc)

PoTaBupyc (Rotavirus), suaperiHblin cMHAPOM, aHTUreHHbIV TecT (Rotavirus Direct Detection by Latex
Agglutination)

FemaTonorMyeckme nccaesoBaHus
SnekTpodopes remornobuHa. FfemornobuHonatum

Bupyc Bapuuenna-3octep (Varicella-Zoster)

Bupyc Varicella-Zoster, onpegeneHne JHK B cockobe anuTenmanbHbix kaetok koxu (Varicella
Zoster Virus, DNA, scrape of skin epithelial cells)

Mwko3bl (NapasuTapHble rpubbl — gepMaToPuThI)

Mapa3utapHble rpnbbl, MMKPOCKONMYeckoe uccnepoBaHme npob Horten (Fungal Infections of Nails)

Mapa3utapHble rpnbbl, MUKPOCKONMYeckoe nccnepoBaHne npob koxu (Fungal Infections of Skin)
VIMMyHHble TpomMboLMTOoneHMM

AHTuTENa knacca k IgG TpomboumTam, Henpsimoii TecT (Platelet Antibodies IgG, Indirect)
CanbMoHennbl (Tnd 6prowHom, napatnd, canbMoHennes, Salmonella spp.)

PMTA c Salmonella gr.A (Salmonella gr.A, IHA)

PIMTA c Salmonella gr.B (Salmonella gr.B, IHA)

AHTuTena k Salmonella gr.E, PMTA (Salmonella gr.E Antibodies, IHA)

AHTuTena k Salmonella typhi, PITA (Salmonella typhi Antibodies, IHA)

PMTA c Salmonella O-komnnekc (Salmonella O-antigens, IHA)

660
858

572

231

561
649
803

275

275

275

2420

1705

1342

55
55
913
429
539

1364

748

4059

396

902
902

3278

484
484
484
616
484



PMrA c Salmonella gr.D (Salmonella gr.D, IHA)

PMrA c Salmonella gr.C (Salmonella gr.C, IHA)
CrpoHrunnongos

AHTuTena knacca IgG k aHTUreHam cTpoHrunomngosa (Anti-Strongyloides stercoralis 1gG)
PukkeTcnos, Tvd CbiNHOM (PUKKETCUN)

PMTA ¢ cbINHOTUPO3HBIM AMArHOCTUKYMOM pukkeTcuin Mposayeka (Rickettsia prowazekii, IHA)
MnurmeHTbI

A09.05.021 NccnepoBaHve ypoBHs 06Lero buavpybuHa B Kposu

A09.05.022 ViccnepoBaHme ypoBHS CBOBOAHOTO U CBA3aHHOTO buanpybrHa B KPOBU
AHM3aKMA03

AHTUTENa K aHTUreHaMm Hematog poga Anisakis 1gG
AndTepus (andTepuritHas nanouka)

AHTUTena knacca IgG k gndrepuintHomy aHaTokcmHy (Anti-Diphtheria Toxoid 1gG)

Moces Ha gndTepmto (Corynebacterium diphtheriae Culture)
NMMmyHHble dakTopbl becnnoans

AHTUTENa aHTUCNepManbHble B criepme (Anti-Spermatozoa Antibodies, ASA, Semen)

AHTWTeNa aHTMCNepMasibHble B CbIBOPOTKe KpoBw (Anti-Spermatozoa Antibodies, ASA, Serum)
lenatut E BUpycHas nHdekums (Bupyc renatuta E, Hepatitis E Virus, HEV)

AHTuTena knacca IgM k Bupycy renatuta E (Anti-HEV IgM)

AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV 1gG)
Onpegenenne cneuuduyeckmx |gG: annepreHbl XUBOTHbIX

Cobaka, anutennii (E2), annepreH-cneunduueckue IgG (Dog Epithelium, I1gG, E2)

Kowka, anutenuin (E1), annepreH-cneunduueckme IgG (Cat Dander-Epithelium, 1gG, E1)
MokpoTa, CMbIBbI, 1aBaXXHas >XNAKOCTb

MHeBMoKkoKK, onpeaenerHve AHK B MokpoTe (Streptococcus pneumoniae, DNA)
AZeHoBUpyCcHasa MHPeKLMA

AHTuTena knacca IgG k ageHoBupycy (Anti-Adenovirus 1gG)

AHTUTena knacca IgA k ageHosupycy (Anti-Adenovirus IgA)
CntoHa

MHeBMOKOKK, onpeaenenve AHK B catoHe (Streptococcus pneumoniae, DNA)
Tokcokapo3 (Tokcokapa, Toxocara canis)

AHTuTena knacca IgG k aHTMreHam Tokcokap (Anti-Toxocara 1gG)

AHAPOD®IOP

AHapodnop, nccnegoBaHne MUKPOdAOPbl yPOreHNTaibHOro Tpakta My>UMH B cockobe
3MUTENNaNBHbIX KNETOK yporeHuTanbHoro TpakTa (Androflor® REAL-TIME PCR Detection Kit, the

study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

AHgpodnop CKpUH, uccnesoBaHne MUKPOGAOPbI YPOreHUTaNbHOrO TpakTa My>XUMH B cOckobe

3NWTeNnanbHbIX KNEToK yporeHuTanbHoro Tpakta (Androflor® Screen REAL-TIME PCR Detection Kit,

the study of men'’s urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra)

bonesHn KenyaoyHO-KMLWEeYHOro TpakTa

BonesHb KpoHa (reHbl DLG5, NOD2, OCTN1, OCTN2) (Crohn's Disease (Genes DLG5, NOD2, OCTN1,

OCTN2))
AyTOUMMYHHbIE 3HAOKPUHOMATUMW: NOPaXeHne HajNnoYeUYHKOB, ayTOMMMYyHHas NaToN0rMa roHaz

AHTuTena knaccos IgA, IgM, 1gG k TkaHu AMYHKKa (@HTVOBapManbHble aHTUTeNa), CyMMapHO
(Anti-Ovarian Antibodies, AOA, IgA, IgM, IgG, Total)
AHTuTena knaccos IgA, IgM, 1gG k ctepomanpoayumpyrowmm knetkam HagnoudeyHuka (ACIK),

cymmapHo (Anti-Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG,

Total)

AHTuTena knaccos IgA, IgM, 1gG k cTeponanpoayLmMpyoWwnMm KaeTkam anyka, CyMMapHoO
(Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb,
Steroidal Cell Autoantibodies, SCA against Testis, IgA, IgM, 1gG, Total)

484
484

990

484

165
165

814

990
759

1419
1045

891
891

572
572

495

781
781

495

517

2838

1991

8899

1419

1232

1705



Cucrema feTokcmKaLmMm KCeHOBMOTMKOB M KaHLLEPOreHOB
Luntoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))

MeHUHIUT, MEHUHIOKOKK

MoceB Ha MEHWHIOKOKKW, ONpPeAeeHNE HyBCTBUTEIBHOCTU K aHTUMUKPOBHbBIM NpenapaTtam
(Neisseria meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)

AHTVNOKCUAAHTHBIV CTaTyC
AHTNOKCUAAHTHBIN cTaTyc (O6wmnin aHToKcaaHTHbI cTaTyc) (Total Antioxidant Status, TAS)
OnpegeneHne cneuyndunyeckmx IgE: npodbeccnoHanbHble annepreHsl
Narekc, IgE (Latex, 1gG, K82)
Ackapngo3
AHTuTena knacca IgG k aHTMreHam ackapuga (Anti-Ascaris lumbricoides 1gG)
Jemogeko3 (knew, gemogekc, Demodex folliculorum, Demodex brevis)
ViccnepoBaHve Ha Hanmume knewa gemogekc (Demodex folliculorum, Demodex brevis)

KOHcyﬂ bTal /A rOTOBbIX NpenapaTtoB

KoHcybTaLms roToBbIX LUTONOrMYeckUx npenapaTos (ogHo cteko) (Consultation of Finished
Cytological Preparations (1 Glass))

KnoHopxo3

AHTuTena k aHTUreHam Kutawickown ayyctku Clonorchis sinensis 1I9G
lepnec-Bupyc 4yenoseka 8 Tmna

AHTuTena knacca IgG k repnecsupycy Yenoseka 8 trna (Anti-HHV-8 1gG)

yCJ'IyFVI no NoJiy4eHuo pesyabtaTa O6CﬂeAOBaHVIﬂ

Bblgaya pe3ynbTaToB Ha aHMIMINCKOM A3biKe (NepeBos, pe3y/ibTaToB Ha aHMMNCKUIA
A3bIK).*(Provision of test findings in English (translation of test findings in English)).*

Perynauns sputponossa
SpwutponoatuH (Erythropoetin)

[OpPMOHbI XXMPOBOW TKaHW
JNlenTtnH (Leptin)

KpunTocnopuamnos, BogsHuctas anapes (KpMntocnopuanv napsym)

Kpuntocnopuamn napeym (Cryptosporidium parvum), AnapeiHbiii CUHAPOM, aHTUTeHHbIN TecT
(Cryptosporidium parvum. One Step Rapid Immunochromotographic Assay)

T-nMMbOTpONHbIN BUPYC

AHTuTena knacca IgG k T-numpoTponHomy Bupycy Yenoseka Tvna 1 n 2 Tvnos (Anti-HTLV-1, 2 IgG

)

NHTepdepoHoBbIN cTaTyc
WNccnegoBaHue nHTepdepoHoBoro cratyca (Study of Interferon Status)
KomnaekcHble nccnegosaHms

OueHka aHgporeHHoro cTatyca (Assessment of Androgen Status)

JKeHckuii ropMoHanbHbIN NPOdUb: ANCHYHKLMA AUUHUKOB, HapPYLLEHUS MEHCTPYaIbHOIO LiMkna
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

KeHckuii ropMoHanbHbI NPodUb: ANCHYHKLMA AUUHUKOB, HapYLLEHUS MEHCTPYabHOrO LKA
(Female Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)

ButamuH D 1 MuHepanbHbin 06MeH (MepekpecTok)
BeretapuaHLbl

MoarotoBka k 6epeMeHHOCTU: OLleHKa BUTaMUHHOIO CTaTyca
XKvpopacTBopuMble BUTaMUHbI

Mpodunb BeraHbl «MuUHUMaNbHbIA»

Mpodunb BeraHbl «ba3oBbIn»

Mpodunb BeraHbl «PacluMpeHHbIi»

Xunpo- 1 BogopacTtBoprMble BUTaMUHbI

OP3, OPBW (Hacmopk, Kaluenb, 6onb B ropae) (Acute Respiratory Infections, ARI: Runny Nose,
Cough, Sore Throat)

8129

935

5247

484

968

374

418

1078

770

220

1056

836

869

858

2695

1606

3630

3762

2000
3509
3872
7051
8250
9966
17281
20911

8129



AxTutena knaccos IgA u 1gG k Chlamydia trachomatis, pasgensHo (Anti-Chlamydia trachomatis
IgA, 1gG)

NccneposaHme komnnekcHoe «Cekc B 6onblIoM ropoge: 6 nHdekuuii (aHanns Kposu)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

WNcecnepoBaHune komniekcHoe «Cekc B 60bLIOM ropoge: 6 nHdekuuin (aHanms Kposm)»
(Comprehensive Study «Sex in City: 6 Infections (Blood Test)»)

Boawn B cyctaBax: paciumpeHHoe obcnegoBanme (Joint Pain: Extended Survey)

Ecim B nnaHax pebeHok

Xouy cTaTb MaMoWi: KoMmniekcHoe obcnefoBaHVe Npu NiaHnpoBaHun GepemeHHocTn (Want to
Become a Mother: Pregnancy Planning, Comprehensive Survey)

VIP-obcnepoBanme ans My>xxuntH (VIP-Survey for Men)

VIP-obcnepoBaHme ans xeHwwmH (VIP-Survey for Women)

OueHka MMMyHHOTO oTBeTa K AeTCkuM MHbekumam (Pediatric Infections: Immune Response)
AHTuTena knaccos IgM 1 IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, 1gG)
TORCH-uHpekuun (ToRCH-Infections)

BepemeHnHocTb: | TpumecTp (1-13 Hepenwn) (Pregnancy: First Trimester (1-13 Weeks) )

BUY, cndwranc, renatutel B u C (HIV, Syphilis, Hepatitis B, C)

WNccnegoBaHne komnnekcHoe «Ceke B 60/1bLLOM ropoge: 8 MHEeKLMn + Ma3ok Ha MUkpodopy»
(Comprehensive Study «Sex in City: 8 Infections + Smear on Flora»)

BepemerHocTb: Il Tpumectp (0T 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) )

WNcenepoBaHune komniekcHoe «Cekc B 6osbLioM ropoge: 14 nHbekumii + Ma3ok Ha Mukpodaopy»
(Comprehensive Study «Sex in City: 14 Infections + Smear on Flora»)

MoaroToBka kK 6epeMeHHOCTW: 6a30BbIN

lemocTasmorpamma (koarysorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended
O6cnenoBaHve neyeHu: paclimpeHHoe (Survey of Liver: Extended )

FocnuTanvsaums B TepaneBTMYeckuin ctaumoHap (Hospitalization in Therapeutic Hospital)

Focnutanusaums B Xvpyprvecknia ctaumorap (Hospitalization in Surgical Hospital)

Focnutanvsaums B XMpypruueckmii ctaumoHap: paclumpeHHoe obcnegoBaHue (Hospitalization in
Surgical Hospital: Extended Survey)

«Mos 3s0poBas HaHs» (My Healthy Nurse)

OueHka pucka paka amyHukoB no anroputMy ROMA (Risk of Ovarian Malignancy Algorithm,
aJropuTM pacyeTa puUcka 3M1TeMasbHOrO paka AMYHMKOB) (415 XeHLWMH A0 MeHonay3bl) (Risk of
Ovarian Malignancy Algorithm, ROMA (Before Menopause))

OueHka pucka paka amyHukos no aaroputmy ROMA (Risk of Ovarian Malignancy Algorithm,
aNropvTM pacyeTa pucka anUTeNNanbHOro paka sMYHUKOB) (415 XeHLWMH nocae meHonays3bl) (Risk
of Ovarian Malignancy Algorithm, ROMA (After Menopause))

Pak MonO4YHOW Xenesbl — KOMMIEKCHbI MMMYHOTUCTOXMMMUYECKUA Npoduib (briomatepuan,
bukcmpoBaHHbIY B dopmanmHoBoM bydepe) (Breast Cancer, Immunohistochemistry, IHC
(Formalin-Fixed Biomaterial))

Pak MONOYHOW Xenesbl — KOMMIEKCHBIA MMYHOTUCTOXMMMUYECKUA Npoduab (briomaTepuran,
dukcmpoBaHHbIN B napadpuHosom Haoke) (Breast Cancer, Immunohistochemistry, IHC
(Paraffin-Embedded Tissue Block))

VIMMYHOTMCTOXMMUYECKUIA CKPUHWHT paka LUeKK MaTKu — UCCef0BaHme ABYX MapKepoB Ans
paHHel ANarHOCTUKM ANCMAA3UN C BBICOKOW CTeMeHbo pucka o3nokadectBaeHus: p16INK4a +
Ki-67 (briomatepuan, drkcnmpoBaHHbIn B napadpuHoBom b6aoke) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Paraffin Block))

VIMMYHOTMCTOXMMUYECKUIA CKPUHWHT paka LUeKK MaTKu — UCCef0BaHme ABYX MapKepoB Ans
paHHEel ANarHOCTUKM ANCMAA3UN C BbICOKOW CTeMeHbo pucka o3nokadectBaeHns: p16INK4a +
Ki-67 (briomatepuan, dbukcnpoBaHHbIn B dopmanmHosom bydepe) (Cervical Cancer — Study of Two
Markers for Early Diagnosis Dysplasia with High Risk Malignancy: p16INK4a + Ki-67,
Immunohistochemical Screening (Fixed Biomaterial in Formalin Buffer))*

OueHka MeTabonM3Ma KOCTHOW TKaHW M pricka OCTeornopo3a: pacluMpeHHoe obcaejoBaHne
(Metabolic bone and osteoporosis risk evaluation: comprehensive examination).

MpeHaTanbHbIN CKPUHWUHF Tprucomuid: | Tpumectp (PRISCA-1) (Maternal Screen, First Trimester;
Prenatal Screening I; PRISCA | (Prenatal Risk Calculation))

MpeHaTanbHbIN cKpUHUHT Tprucomuid: |l Tpumectp (PRISCA-2) (Maternal Screen, Second Trimester;
Prenatal Screening II; PRISCA Il (Prenatal Risk Calculation))

B03.005.006 MemocTa3sunorpamma (koarynorpamma), ckpuHuHr (Coagulation, Gemostaziogram,
Screening)

MpobaemMbl HEBbIHALLMBAHWSA: ayTOMMMYHHbIN npoduab (Miscarriage: Autoimmune Profile)

1067

3465

3597

7458
7689

7964

16269
17270
5984
1089
3564
8228
1540

2794

3993

4411

10923
2761
2893
3663
5060

7392
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MMmmyHonornyeckoe obcnesoBaHme paclumpeHHoe (Immunological Survey Extended)
O6cnenoBaHve neyeHu: CKpUHUHT (Survey of Liver: Screening)

B03.016.004 Broxnmms kposu: 6a3oBbIVi Npoduib

Supersport ba3oBbii

Broxvmus KpoBW: MUHUMabHbIN Npoduab (Serum Biochemistry: Minimum)
Supersport OnTMManbHbIN

Broxumus kpoBu: paclumpeHHbI npodunb (Serum Biochemistry: Extended Profile)

340pOB Tbl — 340pOBa CTPaHa: exerogHoe npodpunakTnyeckoe obcnegosanue (go 40 net) (Healthy
You ? Healthy Country: Annual Check-Up up to 40 Years of Age)

ExxerogHoe npodunaktnyeckoe obcnegosaHue (nocne 40 net) (Annual Check-Up after 40 Years of
Age)

Mepeg aveTon: gonoaHutenbHoe obcnegoBarme (Survey Before Diet: Additional )
Supersport MpoABUHYTbIN

benkoBas aneta

Ob6cnepoBaHume nouyek: paclumpeHHoe (Survey of Kidneys: Extended )

KoHTponb gnabeta: pacwmpeHHbii (Diabetes Control: Extended)

TokcmuHble MUKpO3NeMeHTbl B Bosiocax (Toxic Trace Elements, Hair)

TOKCMUHBIE W 3CCEHUMaNbHbIE MUKPO3/eMeHThI B Bosiocax (Toxic Trace Elements, Essential Vital
Elements, Hair)

Bo/IbLION CKPUHUWHT 3n1eMeHTHOro coctaBa Bonoc (Elemental Composition of Hair: Screening )

ScceHumanbHble (KN3HEHHO HEOHXOAUMBIE) N TOKCUYHbIE MUKPO3eMeHTbl B Moye (Essential Vital
Elements, Toxic Trace Elements, Urine)

TokcmuHble MUKpo3neMeHTbl B HOrTsx (Toxic Trace Elements, Nails)

TOKCUYHbIE 1 3CCEHUMANbHBIE MUKPO3IEMeHTbI B HOrTAX (Toxic Trace Elements, Essential Vital
Elements, Nails)

BonbLUION CKPUHUHT 3n1emMeHTHOro cocTaBa HorTelt (Elemental Composition of Nails: Screening )
MaHenb KpynHoknetouHas ammpoma

MaHenb JluMdoMa 13 KNeTOK MaHTUAHOW 30HbI

MaHenb Jlnmpoma bepkunta

MaHenb ®onnnkynapHas numdoma

MNaHenb AnddysHan B-kpynHokneTouHas aMMmdpoma

Manens MAJIT-numpoma

AHanusbl ana geTckoro caga v wkonbl (Testing for Kindergarten and School)

3p0poBbiv pebeHok: ans aetent ot 0 go 14 net (Healthy Child: for Children from 0 to 14 Years)
O6cnepoBaHme noyek: CKpUHUHT (Survey of Kidneys: Screening)

Moparpa

MNaHenb NcTMHHaa noanyutemms

MaHenb MepBUYHBIA M1enodpnbpo3

MaHenb dcceHumanbHas TpoMmboLmTeMUs

MaHenb XpoHnueckuii muenoneinkos (Panel Chronic myelogenous leukemia, CML)

MaHenb MMNep303MHOPUIBHbLIN CUHAPOM

MaHenb OcTpble AMMpoBAACTHbIE NERKO3bl

NabopaTtopHasa gnarHocTviKa runepaHiporeHemMmm

OueHka ropMOHa/IbHOrO cTaTyca Npu HapyLeHNM MeHCTPyalbHOro Lukaa

CKpVHWHT BonesHel coeanHuTenbHon Tkanu (AT k SHA, aHTuHYyKeapHbIn dakTop (AHD))

AnddepeHumanbHas guarHoctnka CKB u gpyrux peBmatuueckux 3aboneeaHunin (AT k
HYK/1e0COMaM, aHTUHYKNeapHbIl dakTop (AH®D))

JmarHocTuka rpaHynemMaTo3HbIX BaCKyaUTOB (@HTUHYKAeapHbln dakTop (AH®), AT K untonnasme
HenTpodunos (AHLLA/pANCA, cANCA), IgG)

[JwvarHoctuka BTOpuyHOro aHtupocdoannmaHoro cnHgpoma (AH®, AT k kapanoaunuHy, 1gG, IgM)
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JmarHocTuka ayToMMMYHHOTO MopakeHWs noyek (aHTUHykaeapHbIA dakTop (AHP), AT k
6a3anbHON MembpaHe knyboukoB noyek, AT k LuTonnasme Hetpodunos (AHLLA/pANCA, cANCA),
19G)

CucTtemHas KpacHasi BoavaHka, obcnegoBaHme (AT k Hykneocomam, AT K kapavoannuny, IgG; AT k
Kapguonnnuny, IgM; aHTuHykneapHbIi dakTop (AH®D))

AHTNDOCHONMNUAHBIA CUHAPOM, pa3BEPHYTOE ceposiornyeckoe nccaegoatme (AH®O; AT k
kapavonununy, 1gG, IgM; AT k 6eta-2-rankonpoTenHy 1)

Boawn B cyctaBax: ckpuHuHr (Arthralgia: screening test)
CKPVHWHT ayTOMMMYHHOTO nopaxeHus neyeHn (Autoimmune Liver Disease: Screening)

ApTpuTbl Npy peBMaTnyeckmx 3abonesanHmsax (Rheumatic arthritises)

AHTUTEeNa Kk kopoHaBupycy SARS-CoV-2, IgM (kauectBeHHOe onpegeneHune) n IgG
(konnuectBeHHOe onpegenerue) (Anti-SARS-CoV-2, IgM/IgG)

Mpodunb «[InarHocTmka 6ynnesHbix gepmato3oB (AT k gecMocomam anvgepmunca, AT K 6azanbHoM
membpaHe koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes,
antibodies to skin basal membrane))

AHTuTena k kopoHaBumpycy SARS-CoV-2, IgM v I1gG (Abbott)

AHTUTeNa Kk kopoHaBupycy SARS-CoV-2, IgM (kauectBeHHOe onpegeneHune) n IgG
(konnuectBeHHOoe onpegenerue) (Anti-SARS-CoV-2, IgM/IgG)

LLnToBnAHas Xenesa: paclmpeHHoe obcnegoBanme (Thyroid Gland: Extended Survey)
LLinToBnaHas >xenesa: paclmpeHHoe obcnegosanme (Thyroid Gland: Extended Survey)
LnToBuaHas xenesa: ckpunuHr (Thyroid Gland: Screening)

[Avabert: aytonmmyHHble Mapkepbl (Diabetes: Autoimmune Markers)

PesmaTomaHbin apTpuT (Rheumatoid arthritis).

AHTuTena knaccos IgM 1 1gG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, 1gG)
JwnarHoctuka bbiCcTponporpeccpytoLero rnomepynoHedpputa (AT Kk 6azanbHOW MeMbpaHe
knyboukos noyek, AT k umtonnasme Hentpodunos (AHLIA/pANCA, cANCA), IgG)
CepogurarHoctrika ayToOMMMYHHOTO racTpuTa 1 NepHMLMo3Hon aHemun (AT K napueTanbHbIM
Knetkam xxenyaka; AT K BHyTpeHHemy dakTopy Kactaa)

Mpodunb «CnctemHasn kpacHas BonyaHka (CKB), MoHnTopumHr aktueHocTh (aHTn-aAc-AHK 19G, C3,
C4 KoMMoHeHTbI KoMMeMeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring
(anti-double-stranded DNA IgG, C3 and C4 complement components) )

Llennakus, ceponornyecknin CKpuHuHr (AT K aHgomusmto, IgA; AT K feamnanpoBaHHbIM NeNTUAAM
rnvaavHa, IgG; IgA obuy,)

[AvarHoctuka uenvakmm: HenepeHocMmocTb 6enka 3nakoB (ratoteHa) (Coeliac Disease: Gluten
Intolerance )

AT k kapavnonununy, IgG, IgM

AHTUdochomnuaHbiii cuHapom (APC), nabopaTtopHble kputepun (Antiphospholipid Syndrome,
APS)

CepopamarHoctuika 6onesnn KpoHa n Hecneumouyeckoro ssseHHoro koauta (HAK) (AHLLA/pANCA,
cANCA, IgG; AHLLA/ANCA, IgA; ASCA, 1gG, IgA)

BocnannTenbHble MuokapauonaTtum (AT k MuToxoHApUAM (AMA), AT K cepAeyHon MyckynaType)

Lennakus, ceponornyeckas anarHoctuka (AT k sHAOMM3NKO, IgA; AT K TKaHeBOW TpaHCrayTamMmmnHase,
IgA, 1gG; IgA obw,.)

AHTWTeNa K CTePOMANPOAYLIMPYIOLMM KaeTkaM penpoAyKTMBHbIX TkaHen (Reproductive tissue
steroid-producing cells Antibodies)

Anneprusa Ha nviesble NpoAykTbl (Food Allergy)

JvnungHeili npoduab: paclumMpeHHbI He HaTolak (Lipid Profile: Extended )
NvnunaHeili npodunb: pacumperHsiit (Lipid Profile: Extended )

MaHenb "Actma/puHut getn” IgE, ImmunoCAP

MaHenb "Sk3ema” IgE, ImmunoCAP

ApTepwuanbHas rMnepTeH3uns, CBA3aHHas C HapyLweHnsMu B pabote aHgoTennansHort NO-cuHTa3bl
(reH NOS3) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))

MaHenb "Actma/puHunT B3pocabie” IgE, ImmunoCAP

WNccnegoBaHne komnnekcHoe «Ceke B 60/blioM ropoge: 12 nHdekumii + KBM (yporeHnTanbHbIN
cockob)» (Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

CKpI/IHI/IHF paka LUENKN MaTKM

Mporpamma CKpvHUWHra paka wenku matku — onpegenenve AHK BMY v umtonornueckoe
nccnesoBaHve cockoba LWenkn MaTkm 1 LiepBUKaNbHOTO KaHana MeTOA0M XNAKOCTHOM
uutonormm*
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HelipoTponHble BUTaMUHbI
BosopactBopuMble BUTaMUHbI

MuTaHwe, nckaovaroLee KpacHoe MAco
[AwvarHoctuka aHemuin (Diagnosis of Anemia)

[AwvarHoctuka aHemuin (Diagnosis of Anemia)

MpodunakTrka 3aboneBaHnii cepaLia U COCYAOB U Ux ocnoxHeHu (Preventing Heart and Blood
Vessel Diseases )

MnaHnpoBaHWe BepeMeHHOCTMU: AMarHOCTUKa YporeHuTaabHbIX MHekUui (Pregnancy Planning:
Diagnosis of Urogenital Tract Infection (UTI))

KoHTponb anabeta: ckpuHuHr (Diabetes Control: Screening)

Mepes AveTon: MUHUManbHoe obcnegoBaHue (Survey Before Diet: Minimum )

Mpobnembl Beca (NepBUYHOE 06CNef0BaHNE 340P0BbA NALMEHTOB C HapyLueHnamu Beca) (Weight
Problems: Primary Survey)

Kpacota 3g0poBoii koxu (Healthy skin beauty)

ExxerogHas I'IpOd)l/IJ'IaKTVIKaZ MUHMMaNbHbIN CKPUHWHT

OLeHKa MHCYNMHOPE3UCTEHTHOCTU: F1H0KO3a (HaToLak), MHCYANH (HaToLuak), pacyeT nHaekca
HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin
Resistance, HOMA-IR)

Komnnekc nccnegoanmnin "MpobaemMbl Beca: MeTaboMUecknin CUHAPOM (CKPUHMHIOBOE
nepBuYHOe BbifiBeHMe)" " BkatovaeT nabopaTopHble NCCNeA0BaHNA: TPUMANLEPUAbI, XONeCTePUH
o6wui, xonectepuH JIMBI, xonectepuH JIMHM, ratoko3a; ycayrn no GyHKUMOHaAbHOW AMArHOCTUKe
W aHTPOMOMETPUN: U3MEPEHME apTEPUANbHOIO AaBJIeHWS, U3MepeHne okpy>XKHocTn Taaun (Weight
Problems: Metabolic Syndrome (Primary Identification, creening)

[AwnarHoctuka octeonoposa (Diagnosis of Osteoporosis)

OHkopucK xXeHckuit: Wwerika matkn (Women's Oncorisk: Cervix )
Anneprus Ha XUBOTHbIX, Mblab, NieceHb (Allergy to Animals, Dust, Mold)
MozroToBka K 6EPEMEHHOCTM: CKPbITbIV AedUunT Xenesa

CwvnbHble BONIOChI, Kpernkue Hortn, 6apxaTtHas koxa (Strong hair and nails, velvet skin)

MuKpO3eMeHTbl B CbIBOPOTKE KPOBW 1 BEHO3HOM KpoBwW: ckpuHuHr (Trace Elements, Serum,
Venous Blood: Screening)

Anneprusa Ha naeceHb (Mold Allergy)
Anneprus Ha pacteHus (Plant Allergy )

NmmyHonornyeckoe obciefoBaHmne ckpuHuHrosoe (Immunological Survey, Screening)

Mykckoe 6ecnnogme (reHbl AR, CFTR; AZF-pervoH; kapvotun) (Male Sterility (Genes AR, CFTR;
AZF-Region; Karyotype))

XKeHckoe becnnoane n ocnoxHeHve bepemeHHocTn (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
RHD, HLA II; kapnoTun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR,
MTR, ACE, AGT, RHD, HLA II; Karyotype))

TOKCMYHbBIE MUKPO3IEMEHTBI (TSXKENblE MeTaIbl) B BEHO3HOM kpoBwu (Toxic Trace Elements, Toxic
Heavy Metals, Venous Blood)

OueHka pucka kamHeobpa3oBaHUA - IMTOTeHHble CyBCTaHLMM MOUK, CYyTOYHasA MoYa (KanbLui,
MarHui, pocdop, okcanatbl, MOUEBaAs KMCIOTa, KPEATUHWMH CYyTOYHOW MOUM C PaCYETOM CYyTOYHOW
3KCKpeLnn)

OueHka pucka kKaMHeobpa3oBaHWA - IMTOTEHHble CyOCTaHLMM MOYK, pa3oBas MOPLUS MOUM
(kanbunii, marHmi, docdop, okcanatbl, MOUEBas KNCNOTa, KPEATUHMH Pa3OBOA MOPLUN MOUK, C
pacyeTomM HOPMaan30BaHHbIX MO KPeaTUHWHY NnokasaTtesen)

OueHKa CKopocTU KybouKoBOW dubTpaumm y geTeit no dopmyne LLBapua, kpeaTuHWH

Knyboukosas ¢punbtpauus, pacyet no ¢popmyne CKD-EPI — kpeatnHuH (Estimated Glomerular
Filtration Rate, eGFR, CKD-EPI Creatinine Equation)

B03.016.003 O6LmMin (KNMHNYECKWNIA) aHaN3 KPOBW pa3BepHYTbIN

BepemeHHocTb: Il TpumecTp (14-28 Hegenn) (Pregnancy: Second Trimester (14-28 Weeks))

KnuHnuecknin aHanns KpoBu: 06wwmii aHanms, nerikodopmyna, CO (c 06a3aTeNbHON «PyYHON»
Mukpockonuelt maska kposw) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula,
ESR (with Manual Microscopic Examination of Blood Smear))

OcCHOBHbIe 3cCeHUManbHble (KU3HEHHO HEOOXOAMMbIE) MUKPO3/1EMEHTbI B CbIBOPOTKE KPOBW
(Essential Vital Elements, Essential Trace Elements, Serum)

HapyweHus cnepmatoreHesa, 6 mapképos (Mvkpoaeneunn nokyca AZF) (Spermatogenesis
disorders (6 AZF))

HapyLweHus cnepmatoreHesa: paclumpeHHas naHens (AZF-pernon) (Impairment of
Spermatogenesis: Full Panel (AZF-Region))
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KomnnekcHoe nccnegoBaHne ana NCNoab3oBaHUA B AMAarHOCTUKE pacCeAHHOIO CKiepos3a:

onpegeneHne oAnrokaoHanbHoro IgG (IMKBop, CbIBOPOTKA) U CBOBOAHBIX SETKUX Lienei 5830
UMMYHOT106yAMHOB (1MKBOP)

HacneactBeHHas npeapacnosioXeHHOCTb K Lienakumy no nokycam reHoB cuctembl HLA |l knacca 6864
(DQA1, DQB1)

OnpegeneHune reHotuna pesyc-pakrtopa (RH factor Genotype) 10901
Mwukpockonus 1 noces Ha NapasvTapHble rpmbbl (koxa) (Parasitic Fungi, Microscopy and Culture 1727
(skin))

MuKpocKonusa 1 NoceB Ha NapasuTapHble rpubsl (Hortw) (Parasitic Fungi, Microscopy and Culture 1727
(nails))

MencuHorensl | v 1l ¢ pacyetom cooTHoweHus (MencuHoreH I/MencuHoren Il) (Pepsinogen 2002
I/Pepsinogen I, PG1/PG2)

Mapkepbl pucka npeaknamncuu: sFlt-1, PIGF, cooTHoweHwe sFlt-1/PIGF 6468

MoceB Ha MVKOM/Ia3My 1 ypearnasmsbl, OnpegeneHne YyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM
npenapatam (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and 1485
Antibiotic Susceptibility Testing)*

OHKOpWCK MYy>KCKOW: NpeacTaTesnbHas xenesa (Male oncologic risk: prostate) 957
A09.05.120.001 AnbsocTepoH-peHnHoBoe cooTHoleHwue (Aldosterone-Renin Ratio, ARR) 1408
KomnoHeHTbl cuctembl komniemeHTa C3, C4 (Complement components C3, C4) 792
MaHenb "CrapunnokokkoBble 3HTEPOTOKCUHBI", IgE, ImmunoCAP 2332
B03.016.005 NunugHbii npodwunb: ckpuHuHr (Lipid Profile: Screening) 770
TpombouwnTapHbI peuenTtop dmbpuHoreHa (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) 1529
NvnungHeili npodunb: CKPUHWMHT He HaTowak (Lipid Profile: Screening) 770
KnyboukoBas dunbtpaums, pacyet no ¢opmyne CKD-EPI — uncratnH C (Estimated Glomerular 792

Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)

,ﬂ,l/laI'HOCTVI Ka nepBUYHbIX I/IMMyHO,D'e(I)I/ILI.VITOB

WNccneposanune TREC 1 KREC ana gnarHoctmkv UMMyHOAepULNTOB 5313
MpodocmoTpbl

Boponasbl
MeproanYecKkuii MeaULUUHCKUA OCMOTP paboTHUKOB No npukasy M3 PO N2 29H ot 28.01.2021 r. . 10500
19.1
MeproanYecKNn MeANLIMHCKUA OCMOTP BOZOa3a Mo npukasy M3 PO N2 29+ ot 28.01.2021 1. 15000
(nepBmyYHbIN) N. 5.1; n.5.2; n. 19.1
Mepuoanyecknii MeaNLMHCKUA OCMOTP Bogoa3a no npukasy M3 PO N2 29+ ot 28.01.2021 . 12070
(noBTOpPHLIN, Bo3pacT oT 40neT) n. 5.1; n.5.2; n. 19.1
Meproanyecknin MeanLIMHCKUA OCMOTP BOoAoAa3a no npukasy M3 PO NQ 294 ot 28.01.2021 1. 11570
(noBTOpHbLIN, Bo3pacT Ao 40 net) n. 5.1; n.5.2; n. 19.1

Mpoune
Mepuoanyecknii/npesBapuTebHbIN MEAULIMHCKMIA OCMOTP 2000
MeproanYecknii MeaULUHCKUA OCMOTP 4800

MeproanYecKkUii MeaULMHCKUA OCMOTP 6800



